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SEQUENCE LISTING

BLACK, RONALD
EKMAN, LARS

LTEBERBURG, IVAN
GRUNDMAN, MICHAEL
CALLAWAY, IIM

GREGG, KEITH M.
JACOBSEN, JACK STEVEN
GILL, DAVINDER
TCHTISTIAKOVA, LIOUDMILA

<110>

WIDOM, ANGELA
<120>
<130> 15270C-000420uS
<140
<143
<150> 61/083,827
<151> 2008-07-25
<150> 60/999,423
<151> 2007-10-17
<160> 99
<170> PatentIn version 3.5
<210> 1
<211> 42
<212> PRT
<213> Homo sapiens

<400> 1
Asp Ala Giu Phe Arg His Asp Ser
1 5

Leu val Phe phe Ala Glu Asp val
20

Gly Leu Met val Gly Gly val val
35 40

<210> 2

<21i> 112

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial

<400> 2
asp val val Met Thr Gin Ser Pro
1 5

Glu Pro Ala Ser Ile Ser Cys Lys
20

Asp Gly Lys Thr Tyr Leu Asn Trp
35 40

IMMUNOTHERAPY REGIMES DEPENDENT ON APOE STATUS

Gly Tyr Glu val His His GIn Lys
10 15

Gly Ser Asn Lys Gly Ala Ile Ile
25 30

ITe Ala

Sequence: Synthetic poiypeptide

Leu Ser lLeu Pro val Thr Pro Gly
10 15

Sar Ser GlIn Ser Leu Leu Asp Ser
25 30

Leu Leu Gin Lys Pro Gly Gln Ser
45

page 1



Pro Gin Arg lLeu

50

ASp Arg Phe Ser
65

ser Aarg val Glu

Thr His Phe Pro

<230> 3

<211> 119
<212> PRT
<213> Artificial Sequence

<220>

100

15270C42.TXT

1le Tyr Leu val Ser Lys Leu Asp Ser Gly
a0

Gly ser Gly Ser
70

85

Ala Glu Asp val

arg Thr phe Gly

<223> Description of Artificial

<400> 3

Glu val Gln Leu

1

Ser Leu

Gly met

Ala Ser

50

Lys Gly

rtey GIn

val Arg

Thr Leu

<210

Arg

Ser

35

ile

Ary

Met

Tyr

val
115

4
<211> 112
<212> PRT
<213> artificial Seguence

<220>
<223>

<400> 4

Tyr val val Met Thr Gln Ser Pro Leu 5

Leu

20

Trp

Arg

Phe

AsSn

Asp

Thr

Leu GTu Ser Gly
5

Ser

va'l

ser

Thr

ser

85

HTs

val

Cys

Arg

Gly

Ile

70

Leu

TYI@

Ser

Ala

Gin

Gly

55

ser

Arg

ser

sSer

Ala

Ala

40

Gly

Arg

Ala

Gly

Gly Thr Asp Phe Thr Leu

Gly

GIn
105

Seguence: Synthetic

Gly

Ser

25

Pro

Arg

Asp

Glu

Ser
105

75

val Tyr Tyr Cys Trp
90

Gly Thr Lys val clu
110

val

Lys

Gln
95

Pro
Ile
80

Gly

Lys

potypeptide

Ggy Leu val ¢In pro Gly Gly
1

Gly Phe Thr pPhe Ser
30

Gly Lys Gly Leu Glu
45

Thr Tyr Tyr Ser Asp
60

Asn Ser Lys Asn Thr
75

Asp Thr Ala val Tyr
90

Ser Asp Tyr Trp Gly
110

Page 2

15

Asn

irp

AsSn

Leu

TYr

95

Gin

TYyr

val

val

Tyr

80

Cys

Gly

Description of Artificial Sequence: synthetic poTypeptide

er Leu Pro val Thr Pro Gly



Glu

ASp

Pro

ASD

65

Ser

Thr

Pro

Gly

Gln

50

Arg

Arg

His

<210> 5
<211> 1i9
<212> PRT
<213> Artificial Sequence

<220> o
<223> Description of Artificial

<400> 5
Glu val GIn Leu

1

Ser

Gly

Ala

Leu

val

Thr

Leu

Met

ser

50

Gly

Gln

Arg

Leu

Ala

Lys

35

Arg

Phe

val

Phe

Arg

Ser

35

Ile

Arg

Met

Tyr

val
115

ser

20

Thr

Leu

sSer

Glu

Pro
100

Leu

20

Trp

Argd

Phe

Asn

Asp

100

Thr

Ile ser

Tyr Leu

Ile Tyr

Gly Sser
70

Ala Glu
&5

Arg Thr

Cys

Asn

Leu

55

Gly

ASp

Phe

Lys

Tro

40

val

Ser

val

Gly

Leu Glu Ser Gly

5

Ser Cys

val Arg

Ser Gly

Thr Itle

70

Ser Leu
8S

His Tyr

val Ser

Ala

Gln

Gly

55

Ser

Arg

Ser

Ser

Ala

Ala

40

Gly

Arg

Ala

Gly

15270C42.7XT

10

Ser ser Gln

25

Leu

Ser

Gly

Gly

Gin
105

Lau

LYS

Thr

val

90

Gly

Gln

Leu

Asp

75

Tyr

Thr

Ser

LysS

Asp

60

Phe

Tyr

Lys

Leu

Pro

45

Ser

Thr

Cys

val

sequence: Synthetic

Gly Gly teu val Gln
10

Ser

25

Pro

Arg

Asp

Glu

ser
105

Gly

Gly

Thr

ASnh

Asp

90

Ser

Page 3

Phe

Lys

Tyr

Ala

75

Thr

Asp

Thr

Gly

Tyr

60

L.ys

Alta

Tvyr

Phe

Leu

45

Ser

Asn

Leu

Trp

Leu

30

Gly

Gly

Leu

Trp

Glu
110

15

AsSp

Gln

val

Lys

Gln

95

ITe

Ser

Ser

Pro

Ile

80

Gly

Lys

polypeptide

pro Gly Gly
15

Ser

30

Glu

ASp

Ser

Tvyr

Gly
110

Asn

Trp

Asn

Leu

Tyr

95

GlIn

Tyr

val

val

Tyr

80

Cys

Gly



<210> 6
<21i> 219

<212>

PRT

<213> Artificial Sequence

<220> o
<223> pascription of Artificial

<400> ©

Asp
1
GIn
Asp
Pro
Asp
65
sar
Thr

‘Arg

Gin

val

Pro

Gly

Arg

50

Arg

Arg

His

Thr

Ley

130

TYr

145

Ser

Thr

Lys

Pro

Pro

Gly

Tyr

His

val
210

<210 7
<211> 449
<212> PRT

val Met Thr Gln Ser Pro
5

Ala

LyS

Arg

rhe

val

Phe

val

115

Lys

Arg

Asn

Ser

Lys

Thr

Ser

20

Thr

Ley

Ser

Glu

Pro

100

Ala

Ser

Glu

Ser

Leu

180

val

Lys

Ile

Tyr

Ile

Gly

Ala

85

Arg

Ala

Gly

Ala

Gin

165

Ser

Tyr

Ser

Ser

Leu

Tyr

Ser

70

Glu

Thr

Pro

Thr

LYS

Giu

Sear

Ala

Phe

Cys

Asn

L.eu

53

Gly

AsSp

Phe

Ser

ala

135

val

Ser

Thr

Cys

Asn
215

Lys

Trp

40

val

ser

val

Gly

val

120

Ser

Glin

val

Leuy

Glu

200

Arg

15270C42 ., TXT

sequence: Synthetic

Leu

Ser

25

Leu

Ser

Gly

Gly

val

Trp

Thr

Thr

185

val

Gly

ser Leu Pro val

10

Ser

Gln

Lys

Thr

val

%0

Gly

Ile

val

Lys

Glu

170

Leu

Thr

Glu

Gin

GlIn

Leu

ASp

75

Tyr

Thr

Phe

cys

val

155

Gin

Ser

His

Cys

Page 4

Ser

Arg

Asp

60

Phe

Tyr

Lys

Pro

l.eu

1490

Asp

ASp

Lys

Glin

Ley

Pro

45

Ser

Thr

Cys

va'l

Pro

125

Leu

Asn

Ser

Ala

polypeptide

Thr

teu

30

Gly

Gly

l.eu

Trp

Glu

110

Ser

Ash

Ala

LyS

Asp

Leu

Leu
15

ASD
Gln
val
LYyS
Gin
95

Ite
ASp
AsSn
Leu
Asp

Tyr

Ser

Gly

Ser

Ser

Pro

Ile

80

Giy

Lys

Glu

Phe

Gln

160

Ser

Glu

Ser



<213>

<220>

<223>

<400> 7

Glu
1
Ser
Gly
Ala
LysS
65
Leu
val

Thr

Pro

Gln
Ser
Ser
Thr

225

Ser

val

Leu

Met

Ser

50

Gly

Gln

Arg

Leu

Leu
130

. Cys

Ser

Ser

Ser

AsSh

210

His

val

artificial Seguence

Description of Artificial

Gln Leu val Glu Ser Gly
5

Arg

Ser

35

Ile

Arg

Met

Tyr

val

115

Ata

t.eu

Gly

ser

Leu

195

Thr

Thr

Phe

Ley
20

Trp
Arg
Phe
ASD
ASD
100
Thr
Pro
val
Ala
Gly
Gly
Lys

Cys

Leu

Ser

val

Ser

Thr

ser

85

val

Ser

Lys

Leu

165

Ley

Thr

val

Pro

Phe
245

cys

Arg

Gly

Ile

70

Leu

Tyr

Ser

Ser

Tyr

Gln

AsSp

Pro

230

Pro

Ala

Gin

Gly

55

Ser

Arg

Ser

ser

Tyr

Ser

Ser

Thr

Lys

215

Cys

Pro

Gly

Ala

40

Gly

Arg

Ala

Gly

Ala

120

Ser

Phe

Gly

Leu

TYYI

200

Lys

Pro

Lys

15270C42 . TXT

Sequence: Synthetic

Gly Gly Leu val Gln
10

Ser

25

Pro

Arg

Glu

Glu

sSer

105

Ser

Thr

Pro

val

ser

185

Ile

va'l

aAla

Pro

Gly Phe

Gly Lys

Thr Tyr

‘Asn Ala

75

Asp Thr
%0

Ser Asp

Thr Lys

Ser Gly

Glu Pro

155

His Thr

170

Ser val

Cys Asn

Glu Pro

Pro Glu
235

Lys Asp

250
page 5

Thr

Gly

Tyr

60

Lys

Ala

Tyr

Gly

Gly

val

Phe

val

vai

LYS

Leu

Thr

Phe
Leu
45

Ser
ASh
val
Trp
Pro
125
Thr
Thr
Pro
Thr
Asn
205
Ser

teu

Leu

polypeptide

pro Gly Gly
15

Ser

30

Glu

Asp

sSer

Tyr

Ala

vai

Ala

val

190

His

Cys

Gly

MeT

Asn
Trp
ASn
e
Tyr
a5

Gln
val
Ala
Ser
val
175
Pro
Lys
Asp

Gly

Ile

Tyr
Vil
val
Tyr
80

Cys
Gly
Phe
Leu
Trp
160
Leu
Ser
Pro
Lys
Pro

240

Ser.r



Arg Thr

Pro Giu

Ala Lys

val Ser

305

Tyr Lys

Thr Ile

Leu Pro

Cys Leu
370

Ser Asn

385

Asp Ser

Ser Arg

Ala teu

Lys

<210>
<211>

<220>
<223>

<400
1

8

Pro

val

275

Thr

val

Cys

Ser

Pro

355

val

Gly

ASp

Trp

His
435

112
<212> PRT
<213> Artificial sequence

Glu

260

LYS

Lys

Lay

Lys

Lys

340

Ser

Lys

Gln

Gly

GIn

420

Asn

va'l

rPhe

Pro

Thr

val

325

ala

Arg

Gly

Pro

Ser

405

GIn

His

Thr

AsSnh

Ard

val

310

Ser

LYS

ASp

Phe

Glu

390

Phe

Gly

Tyr

Cys
Irp
Gilu
295
Leu
Ash
Gly
Giu
Tyr
375
AsSh
Phe

ASH

Thr

val

Tyr

Glu

His

Lys

Glin

Leu

360

Pro

Asn

Leu

val

Gln
440

15270C42.TXT

val val asp val

265

val Asp

Gin Tyr

Gln Asp

Ala Leu
330

Pro Arg
345

Thr Lys

Sar Asp

Tyr Lys

Tyr Ser
4190

Phe Ser
425

Lys Ser

Gly

Asn

Pro
Glu
Asn
Ile
Thr
395
Lys

Cys

Leu

vai

Ser

300

teu

Ala

Pro

Gln

Ala

380

Thr

Leu

Ser

Ser

ser

Glu

285

Thr

Asn

Pro

Gin

val

365

val

Pro

Thr

val

l.eu
445

His
270
vai
Tyr
Gly
Ile
val
350
Sar
Glu
2ro
val
Met
430

Ser

Glu

His

Arg

Lys

Glu

Tyr

l.et

Trp

val

Pro

Asp

AsSn

val

Glu

320

Lys

Thr

Thr

Leu
400
Lys

Glu

Gly

pescription of Artificial Seguence: Synthetic polypeptide

8

10

Asp val Leu Met Thr Gln Thr Pro Leu Ser Leu Pro val Ser %gu Gly
5

Asp Gin Ala Ser Ile Ser Cys Arg Ser ser Gin Asn Ile Ile His Ser

page 6



Asn

Pro

Asp

65

Lys

Ser

Arg

Lys

His

Asn

35

Leu

phe

val

val

<210> 9

<211>
<212>
<213>

<220>

<223>

<400> 9
Gln Ala Thr Leu

1

Thr

Gly

Trp

Leu

65

Phe

Cys

Trp

<Z210>
<211>
<212>
<213>

Leu

Met

Ley

50

Lys

Leu

val

Gly

10

112
PRT
artificial Sequence

123
PRYT
artificial Sequence

ser

Gly

35

Ala

Ser

LYS

Arg

Gin
115

20

Thr

Leu

Ser

Glu

Pro
100

Leu

20

val

His

Arg

Ile

Tyr

Ile

Gly

Ala

85

Leu

Leu

Tyr

ser

70

Giu

Thr

Glu

Lys

55

Asp

Phe

Try

40

val

Ser

Lau

Gly

Description of Artificial

Lys Glu Ser Gly
5

Thr

Ser

ITe

Leu

Thr

85

Pro

Thr

Cys

Trp

Tyr

Thr

70

sar

Ile

Ser

Ser

Ile

Trp

55

Iie

val

Thr

val

Phe

Arg
40

Asp

_Ser

AsSp

Pro

The
120

15270C42.7XT

25

Tyr

Ser

Gly

Gly

Ala
105

Ley Glin

Asn Arg

Thr Asp
75

Lys
Phe
60

Phe

ITe Tyr Tyr
90

Gly Thr

Lys

Pro

45

Ser

Thr

Cys

Leu

sequence: synthetic

Pro

Ser

25

Gln

Asp

Lys

Pro

val

105

val

Gly ITe Leu Gln

10

Gly phe

Pro Ser

AsSp Lys

Asp Thr

75

Ala Asp
90

Leu val

Ser Ser

pPage 7

Ser

Gly

Arg

60

Ser

Thr

AsSp

Leu

Arg
Ala

Ala

30

Gly

Gly

teu

Phe

Glu
110

Gin

val

Lys

Gin

95

Lay

Ser

Pro

Ile

80

Gly

Giu

polypeptide

Ser Ser Glin

sSer

30

Gly

Asn

Lys

Thr

Met
110

15

Thr

Leu

Pro

GIn

Ser

Glu

Ser

val

80

Tyr

Tyr



<220>
<223> Description of Artificial

<400> 10

1

Glu

Asn

Pro

ASD

63

Ser

ser

Pro

Giy

Gln

50

Arg

Arg

His

<210> 11
<21i> 12
<212> PR

<213>

<220>

<223>

<400> 11
Gln val Gin Leu

1

Trp

Leu

65

TYF

Cys

Leu Arg

Met

Ala

Asn

35

Leu

Phe

val

val

0
T

ser
35

Lay Ala

50

Lys

Leuy

Ser

Glin

Ala arg

Ser

20

Thr

Leu

Ser

Glu

Pro
100

Leu

20

val

His

Arg

Met

Iie

Tyr

Ile

Gly

Ala

85

Leu

Ser

teu

TYF

Ser

70

Glu

Thr

Cys

Giu

Lys

55

Gly

ASp

Phe

Artificial Seqguence

Asp val val Met Thr GIn Ser Pro
5

Arg

Trp

40

val

Ser

val

Gly

Description of Artificial

val Glu Ser Gly
5

Ser

Gly

l.eu

Asn
85

Thr

Cys

Trp

Trp

Thr

70

ser

Thr

Ala

Ile

Trp

55

Ile

Leu

Thr

Phe

Arg

40

ASD

Ser

Arg

Ala

15270C42.TXT

Sequence: Synthetic

L.eu

Ser

25

Tyr

Ser

Gly

Gly

Gln
105

Ser Leu Pro val

10

Ser GIn

Leu Gln

Asn Arg

Thr Asp
75

val Tyr
80

Gly Thr

Ser

Lys

Phe

60

Phe

Tyr

Lys

Ile

Pro

45

Ser

Thr

Cys

Leuy

sequence: Synthetic

Gly Gly val val Gln
16

Ser

25

Gin

Asp

LYyS

Ala

Asp

Gly phe

Ala Pro

ASp LYyS

Asp Thr
75

Glu Asp
a0

Tyr Phe

Ppage 8

Ser

aly

Tyr

60

Ser

Thr

Ala

Leu

Tyr

Lys

Ala

Tyr

polypeptide

Thr

val

30

Gly

Gly

Leu

rPhe

Glu
110

Pro Gly
15

His ser

Gln Ser

val Pro

Lys Ile
80

Gln Ser
95

ITe Lys

polypeptide

Pro

Ser

30

Gly

Asn

Asn

va'l

Trp

Gly Arg
15

Thr Ser

Leu Glu

Pro ser

Thr val
80

Tyr Tyr
95

Gly GlIn



Gly thr Thr val Thr val Ser Ser
115 120

<210> 12

«<213i> 120

<212> PRT

<213> artificial Sequence

<220>
<223> Description of Artificial

<400> 12
Gin val GIn Leu val Glu Ser Giy

1 5

Ser Leu Arg Leu Ser Cys Ala Phe
20

Gly Met Ser val Gly Trp Ile Arg
35 40

Trp val Ala His Ile Trp Trp Asp
50 55

Leu Lys Ser Arg Phe Thr Ile Ser
65 70

Tyr teu GIn Met Asn Ser Leu Arg
85

Cys Ala Arg Arg Thr Thr Thr Ala

Gly thr Thr val Thr val ser Ser
115 120

<210> 13

<213> 120

<212> PRT

<213> Artificial Sequence

<220>
<223> pescription of Artificial

<400> 13
Gin val G1n Leu val Glu Ser Gty
5

1

Ser Leu Arg Leu Ser Cys Ala Phe
20

Gly Met Ser val Gly Trp Ile Arg
35 40

15270C42.TXT

Sequence: Synthetic

Gly Gly val val Gin
10

ggr Gly phe Thr Leu

Gin Ala Pro Gly Lys

AsSp Asp Lys Tyr Tyr
60

Lys Asp Thr Ser Lys
75

Ala GTu Asp tThr Ala
90

Asp Tyr Phe Ala Tyr

Sequence: Synthetic

Gly Gly val vat Gln
10

Ser Gly Phe Thr Leu
25

GIn Ala Pro Gly Lys
45

Page 9

polypeptide

Pro Gly Arg
15

Ser Thr Ser
30

Gly teu Glu
Asn Pro ser

Asn Thr Leu
80

val Tyr Tyr
95

Trp Gly Gln

polypeptide

Pro Gly Arg
15

Ser Thr Ser
30

Gly Leu Glu



Trp val Ala
50

Leu Lys Ser
63

Tyr Leu GlIn

Cys Aja Arg

Gly Thr Thr
115

14
120
PRT

<210>
<211>
<212>
<213>

<220>
<223>

<400> 14

His

Arg

Mat

Arg

val

Ile

rhe

Asn

85

Thr

Thr

Trp

Thr

70

Ser

Thr

val

Trp

55

Ile

Leu

Tar

Ser

Artificial Sequence

Asp

Ser

Arg

Ala

ser
120

Description of Artificial

G1n val GIn Leu val Glu Ser Gly

1

Ser Leu Arg

Ser
35

Met

val ala

50

Trp

Leu ser

65

Lys

Tyr Leu GIn

Cys Ala Arg

Gly Thr Thr
115

<210> 15
<211> 120
<212> PRT

L.eu

20

val

Mis

Arg

Met

Arg

val

5

Ser

Gly

Tle

Phe

Ash

85

Thr

Thr

Cys

Trp

Trp

Thr

70

ser

Thr

val

Ala

Ile

Trp

55

ITe

Ley

Thr

ser

<213> artificial Sequence

<220>
<223>

Phe

Arg

40

Asp

Ser

Arg

Ala

Ser
120

15270C42.TXT
Asp Asp Lys gér Tyr

Lys Asp Asn Ser Lys
75

Ala Glu Asp Thr Ala

S0

Asp Tyr Phe Ala Tyr

105

Sequence: Synthetic

Gly Gly val val Gln
10

ser

25

GIn

Asp

Arg

Ala

Gly

Ala

ASp

Asp

Giu

90

Tyr

Phe

Pro

Lys

ASn

75

Asp

Phe

Thr

Gly

Tyr

60

Ser

The

Ala

Leu

LYyS

45

Tyr

Lys

Ala

Tyr

Asn Pro Ser
Asn Thr Leu
80
val Tyr Tyr
95

Trp Gly Gln
110

polypeptide

Gly Arg
15

Pro

ser Thr Ser

30

Gly Leu Glu

Asn Pro Ser

Thr Leu

80

Asn

val Tyr Tyr

95

Gily GlIn

Description of Artificial Sequence: synthetic polypeptide
Page 10



<400> 15

Gin
1
ser
Gly
Trp
Ley
65
CTyr

Cys

Gly

val Gin Leu val GTu Ser Gly

Leu Arg Leu Ser Cys Ala Phe
20

Met Ser val Gly Trp Ile Arg
35 40

lL.eu Ala His ITe Trp Trp Asp
50 55

1ys Ser Arg Leu Thr Ile Ser
70

Leu G1n Met Asn Ser Leu Arg
85

Ala Arg Arg Thr Thr Thr Ala

Thr Thr val Thr val 5Ser Ser.

115 : 120

<210> 16

<21i> 120

<212> PRT

<213 Artificial Sequence

<220>
<223> Description of artificial

<400> 16

1

sSar

Gly

Trp

" Leu

65

Tyr

Cys

G¢ln val GIn Leu val Glu Ser Gly
5

Leu Arg Leu Ser Cys Ala Phe
20

met Ser val Gly Trp Ile Arg
35 40

val Ala His Ile Trp Trp Asp
50 55

Lys Ser Arg Leu Thr Ile Ser
70

Leu Gin Met Asn Ser Leu Arg
85

Ala Arg Arg Thr Thr Thr Ala

15270C42.7XT

Gly Gly val val
10

Ser

25

G1ln

ASD

Lys

Ala

105

Gly
Ala
ASp
ASp
Glu

30

Tyr

rhe

Pro

Lys

Thr

75

ASD

Pha

Thr

Gly

Tyr

60

Ser

Thr

Ala

Gln

el

Lys

Tyr

Lys

Ala

Tyr

" Sequence: Synthetic

Gly Gly val val Gin
10

Ser

25

Gln

Asp

Lys

Ala

ASp

Gly

Ala

ASp

Asp

Glu
30

Phe
Pro
Lys
Thr

75

Asp

Ser

Gly

Tyr

60

Ser

Thr

Tyr Phe Ala

Page 11

Leu

Tyr

Lys

Ala

Tyr

pro Gly Arg
15

ser Thr ser
30

Gly Leu Glu

Asn Pro Ser

Asn Thr val
80

val Tyr Tyr
95

Trp Gly Gin
110

polypeptide

Pro Gly Arg
15

Ser Thr Ser
30

Gly Leu Glu

Asn Pro sSer

Asn Thr val
80

val Tyr Tyr
95

Trp Gly Gin



100

~Gly Thr Thr val Thr val Ser Ser

<210>
<211
<212>

115

17
120
PRT

<213> Artificial Sequence

<220>
<223>

<400>

120

pDescription of Artificial

17

GIn val Gin Leu val Glu Ser Gly

1

Ser Le

Gly Me

Trp Le
56

u Arg

T Ser

u Ala

Leu Lys Ser

65

Tyr Le

Cys Al

Gly Th

<210>
<211>
<212>
<Z213>

<220>
<223>

<400>
1

u Gin

a Arg

r Thr
115

18
120
PRT

Leu

20

val

His

Arg

Met

Arg

val

5

Ser

Gly

Phe
Asn
85

Thr

Thr

Cys

Trp

Trp

Thr

70

Ser

Thr

val

Ala

Ile

Trp

55

Ile

Leu

Thr

Ser

artificial Seqguence

Phe

Arg

40

Asp

ser

Arg

Ala

Ser
120

pescription of Artificial

18

GIn val ¢in Leu val Glu Ser Gly
5

Ser Leu Arg Leu Ser Cys Ala Phe
20

Gly Met Ser val Gly Trp Ile Arg
35 40

15270C42.7XT

105

sequence: Synthetic

Gly Gly val val GlIn
10

Ser Gly
25

Gin Ala

ASp ASP

Lys Asp

Ala Glu

90

AsSp Tyv
105

_Phe

Pro

Lys

Thr

75

ASDp

phe

Ser

Gly

Tyr

60

Ser

Thr

Ala

Leu

Tyr

Lys

Ala

TYr

Sequence: Synthetic

Gly Gly val val GTn
10

Ser Gly Phe Ser Ley

25

Gln Ala Pro Gly Lys
45

Page 12

110

polypeptide

Pro

Ser

30

Gly

Asn

Asn

val

Trp
110

Gly
15

Thr
Leu
RPro
Thr
Tyr

95

Gly

Arg

Ser

Glu

ser

val

80

Tyr

Gn

polypeptide

Pro Gly Arg

15

ser Thr Ser

30

Gly Leu Glu



Trp Le
50

u Ala

Leu Lys Ser

85

Tyr Leu Gln

Cys Al

Giy Th

<210>
<211>
<212>
<213>

<220>

a Arg

r Thr
115

19
120
PRT

Arg

Met

Ile

Leu

AsSnh

85

Thr

Thr

Trp Trp
55

Thr Ile

70

Ser Leu

Ther Thr

val Ser

Artificial Sedquence

ASp

ser

Arg

Ala

ser
120

<223> pescription of Artificial

<400>
1

19

Ser Leu Arg

Gly Me

t ser
35

Trp val Ala

50

Leu Lys Ser

65

Tyr Leu Gln

Cys Al

Gty Th

<210>
<211
<2i2>
<213>

<220>

a Arg

r Thr
115

20
120
PRT

Leu

20

val

His

Arg

Met

Arg

val

Ser

Gly

Ile

Leu

AsSn

85

Thr

Thr

Cys Ala

Trp Ile

Trp Trp
55

Thr Ile
70
Ser Ley

Thr Thr

val Ser

Artificial Sequence

sIn val GIn Leu val Glu Ser Gly
5

Phe

Arg

40

AsSp

Ser

Arg

Ala

Ser
120

15270C42.TXT

ASE ASp Lys Tyr Tyr
60

Lys Asp Thr Ser Lys
75

Ala Glu Asp Thr ala

90

Asp Tyr Phe Ala Tyr

105

Seqguence: Synthetic

Gly Gly val val Gln
10

ser
25

GIn
AsSp

Lys

Ala

Gly Phe Thr
Ala pro Gly
Asp Lys Tyr
Asp Thr ser

75

Glu Asp Thr
90

Tyr phe Ala

rpage 13

Leu

Lys

45

Tyr

Lys

Ala

Tyr

Asn Pro Ser

Asn Thr Leu

80

val Tyr Tyr

95

Trp Gly Gln

110

polypeptide

Pro Gly Arg
15

Ser
30
Gly

Asn

Asn

val

Trp
1

Thr

Leu

Pro

Thr

Tyr

25

Gly

Ser

Glu

Ser

val

80

TYr

Gln



<223> Description of Artificial

<400> 20

GTn
1

Ser

Gly

Trp

lL.eu
65
Tyr

Cys

Gly

val GIn teu val Giu Ser Gly
5

Leu Arg Leu Ser Cys Ala Phe
20

Met Ser val Gly Trp Ile Arg
35 40

Ley Ala His Ile Trp Trp Asp
50 55

Lys Ser Arg Phe Thr Ile Ser
70

Leu GIn Met Asn Ser Leu Arg
85

Ala Arg Arg Thr Thr Thr Ala

Thr Thr val Thr val Ser Sser
115 120

«210> 21

<211> 121

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial

<400> 21
G¢In val GIn Leu val Glu Ser Gly

1

Ser

Gly

Trp

Leu

65

Tyr

5

Leu Arg Leu Ser Cys Ala Phe
Z0

Met Ser val Gly Trp Ile Arg
35 40

Leu Ala His tle Trp Trp Asp
50 55

Lys Ser Arg Leu Thr Ile Ser
70

Leu Gln Met Asn Ser Leu Arg
85

15270C42 . TXT
Sequence: Synthetic

Gly Gly val val GIn
10

Ser

25

Gln

Asp

Lys

Ala

105

Gly

Ala

ASp

ASp

Glu

90

Tyr

phe

Pro

Lys

Thr

75

Asp

Phe

Thr

Gly

Ty

&0

Ser

Thr

Ala

tay

Lys

Ala

Tyr

Sequence: Synthetic

Gly Gly val val Gln
10

Asp

LYS

Ala

Gly

“Ala

ASD

AsSp

Glu
g0

Page 14

Phe

Pro

Lys

Thr

75

AsD

Thr

Gly

Tyr

60

Ser

Thr

Leu

Tyr

Lys

Ala

polypeptide

Pro Gly
15

ser Thr
30

Gly Leu
Asn Pro
Asn Thr
val Tyr

95

Trp Gly
110

Arg

sSer

Glu

Ser

Vatl

80

TYr

Gin

pdlypeptide

pro Gly
15

Ser Thr

30

Gly Leu

Asn Pro

Asn Thr

val Tyr
95

Arg

ser

Glu

Ser

Leu

80

TYr



cys Ala Arg Arg Thr Thr Thr Ala
100

Gly Thr thr val Thr val ser Ser

<210>
<211>
<212>

<220>
<223>

<400>

22
12

115

1

PRT
<213> Artificial Sequence

120

Description of Artificial

22

Gln val GIn Leu

1

Ser Le

Gly Me

u

t

Trp val

50

Leu Lys

65

Tyr Le

Cys Al

Gily Th

<210>
<211>
<212>
<213>

<220>
<223>

<400>

u

a

r

23
12
PR

Arg

Ser

Ala

Ser

GIn

Arg

Thr
115

0
T

Leu

20

val

His

Arg

Met

Arg

val

val Glu Ser Gly

5

Ser

Gly

Ile

Phe

Asn

85

Thr

Thr

Cys

Tro

Trg

Thr

70

Ser

Thr

vai

Ala

Ile

Trp

55

Ile

l.eu

Thre

Ser

Artificial Seguence

Phe

Arg

40

ASp

Ser

Arg

Ala

Ser
120

Description of artificial

23

Gln val GIn Leu val Glu Ser Gly

1

5

Ser Leu Arg Leu Ser Cys Ala Phe
20

Gly mMet Ser val Gly Trp Ile Arg
35 40

15270C42.TXT
Asp Tyr Phe Ala Tyr Trp Gly Gin

105

val

Seguence: Synthetic

Gly Gly val val Gin
10

Ser

25

Gln

ASp

LyS

Ala

Gly

Ala

ASD

ASp

Glu

90

Tyr

Phe

Pro

Lys

Thr

75

ASp

Phe

ser

Gly

Tyr

60

Ser

Thr

Ala

l.eu

Lys

45

TYr

Lys

Ala

TYr

Sequence: Synthetic

agly Gly val val GlIn
10

Ser Gly Phe Ser Leu

25

Gln Ala Pro Gly Lys

page 15

45

110

nolypeptide

Pro Gly Arg
15

Ser

30

Gly

Asn

Asn

val

Trp
110

Thr

Leu

Pro

Thr

Tyr

95

Gly

Ser

ser

val

80

Tyr

Gln

polypeptide

Pro Gly Arg
i5

ser Thr Ser

30

Gly Leu Glu



Trp val
50

Leu Lys
65
Tyr Leu

Cys Ala

Gly Thr

Ala

Ser

Gln

Arg

Thr
115

<210> 24

<211> 12

0

<212> PRT
<213> Artificial Seguence

<220>

His

Arg

Met

Arg

val

Ile

Leu

AsSn

85

Thr

Thr

Trp

Thr

70

Ser

Thr

val

Trp

55

Ile

Leu

Thr

Ser

Asp

Ser

Arg

Ala

ser
120

<223> pescription of Artificial

<400> 24

Gin val GIn Leu

1

Ser Leu

Gly Met

Trp Leu

50

Leu Lys

65

Tyr Leu

Cys Ala

Gly Thr

<210> 25
«211> 12

Arg

Ser

35

Ala

Ser

Glin

Arg

Thr
115

0

<212> PRT
<213> artificial Sequence

L.au

20

val

His

Arg

Met

val Glu Ser

5

Ser
Gly
Ite
Phe
Asn

85

Thr

Thr

Cys

Trp

Trp

Thr

70

ser

Thr

val

Ala
Ile
Trp
55

Ile
Leu

Thr

Ser

Gly

Phe

Arg

40

ASD

Ser

Arg

Ala

Ser
120

15270C42.TXT

Asp Asp Lys Tyr Tyr Asn
60

Lys Asp Thr Ser Lys
75

Asn

Ala Glu Asp Thr Ala val
90

Asp Tyr Phe Ala Tyr

105

Sequence; Synthetic

Gly Gly val val Gin
10

ser

25

Gn

Asp

LysS

Ala

Gly

Ala

ASp

ASp

Glu

90

Tyr

page 16

rhe

Pro

Lys

Thr

75

ASD

Phe

Ser

Gly

Tyr

60

Ser

Thr

Ala

Leu

Lys

45

Tyr

Lys

Ala

Tyr

Trp
110

Pro ser

Thr Leu
B0

Tyr Tyr
95

Gly Gln

pclypeptide

Pro

Ser

30

Gly

Asn

Asn

val

Trp

Gly Arg
15

Thr Ser
Leu Giu
Pro Ser
Thr Lel

80

Tyr Tyr
95

Gly &ln



<220> _ o
<223> Description of Artificial

<400> 25

GIn val Gln Leu

1

Ser

Gly

Trp

Leu

65

Tyr

Cys

Gly

<210>
<211>
<212>
<213>

Leu

Met

val

50

Lys

Leu

Ala

Thr

<220>

<2Z23>
<400>

20
120
PRT
Artificial Sequence

26

Arg

Ser

35

Ala

Ser

Gln

Arg

Thr
115

Leu

20

val

Hig

ATg

MetT

Arg

val

Gln val Gin Leu

1

ser

Gly

Trp

Leu

65

Tyr

Leu

Met

va'l

50

Lys

l.eu

Arg

Ser

Gin

Leu

20

val

His

Arg

Met

val Glu Ser Gly
5

Sar

Gly

Ile

Phe

AsSn

85

Thr

Thr

cys

Trp

Trp

Thr

70

ser

Thr

val

Ala

Tle

Trp

53

ITe

l.eu

Thr

sar

Phe

Arg

40

ASp

Saer

Arg

Ala

Ser
120

pescription of Artificial

val Glu Ser Gly
5 .

Ser

Gly

Ile

Leu

Asn
85

Cys

Trp

Trp

Thr

70

Ser

Ala

Trp
55

Ile

Leu

Phe

Arg

40

ASp

Ser

APrg

15270C42 . TXT

Sequence: Synthetic

Gly Gly val vail Gln
10

Ser

25

Gin

Asp

Lys

Ala

Gly

Ala

Asp

Asp

Glu

20

Tyr

phe Thr

Pro Gly

Lys Tyr
60

Thr Ser
75

Asp Thr

phe Ala

Ley

Lys

45

Tyr

LYysS

Ala

Tyr

Sequence: Synthetic

Gly Gly val val
10

Ser

25

Gln

Asp

Lys

Ala

Gly

Ala

ASp

AsSp

Glu
90

phe Thr

Pro Gly

Lys Tyr
60

Thr Ser
75

Asp Thr

page 17

Gin

Leu

Lys

Ala

polypeptide

pro Gly Arg
15

Ser

30

Gly

Ash

Asn

val

Thr

Leu

Pro

Thr

Tyr

95

Gly

sSer
Glu
Ser
val
80

Tyr

G]n

polypeptide

Pro Gly Arg
15

Ser

30

Gly

AsSn

Asn

val

Thr

Leu

Pro

Thr

Tyr
95

Ser

Glu

Ser

Leu

80

TYyr



15270C42.TXT

cys Ala Arg Arg Thr Thr Thr Ala Asp Tyr Phe Ala Tyr Trp Gly GlIn
100 110

Gly Thr Thr val Thr val Ser Ser

<210>
<211>
<212>
<213>

<220>

<223>

<400:>
Gin val Gln Leu val Glu Ser Giy
5

1

Ser

Gly

Trp

Leu

65

Tyr

Cys

Gly

<210>
<211>
<212>
<213

Ley

Met

l.eu

50

Lys

Leu

“Thr

<220>

«223>
<400>

27
120
PRT
artificial Sequence

28
120
PRT
Artificial Sequence

28

115

27

Arg

Sar

35

Ala

Ser

Ggln

Arg

Thy
115

Leu

20

val

His

Arg

Met

Arg

val

Ser

Gly

Tle

Phe

Asnh

85

Thr

Thr

Cys

Trp

Trp

Thr

70

Ser

Thr

val

Ala

Ile

Trp

55

Ile

l.eu

Thr

Ser

120

Description of Artificial

Phe

Arg

40

ASp

ser

Arg

Ala

sSer
120

pescription of Artificial

61n val GIn Leu val Glu Ser Gly

1

5

Ser Leu Arg Leu Ser Cys Ala Phe
. 20

Gly Met ser val Gly Trp Ile Arg

105

sequence: Synthetic

Gly Gly val val Gln
10

Ser

25

Gin

ASp

Lys

Ala

105

Gly

Ala

Asp

ASp

Glu

90

Tyr

Phe

Pro

LYs

Thr

75

ASp

Phe

Thr

Gly

Tyr

60

Ser

Thr

Ala

Leu

Lys

45

Tyr

Lys

Ala

Tyr

polypeptide

Pro Gly Arg
15

Ser

30

Gly

Asn

Asn

val

Trp
110

Thr

Lay

Pro

Thr

TYV

95

Gly

Ser

Glu

ser

Leu

80

TYr

Gin

Sequence: Synthetic polypeptide

Gly Gly val val Gln
10

Ser Gly Phe Ser Leu

25

GIn Ala Pro Gly Lys

Page 18

Pro Gly Arg

15

ser Thr Ser

30

Gly Leu Glu



35

Trp val Ala

50

Leu Lys Ser

65

Tyr Leu Gln

Cys Ala Arg

Gly Thr Thr

<210>
<211>
<212>
<213>

<220>
<223>

<400>

115

29
129
PRT

His

Arg

Met

Trp

55

Leu

Thr

ser

Artificial Sequence

40

Asp

Ser

Arg

Ala

Ser
120

Description of artificial

29

Gln val GIn Leu

1

Ser Leu Arg

Gly Met Ser

35

Trp Leu Ala

50

Leu Lys Ser

65

Tyr Leu Gln

Cys Ala Arg

Gly Thr Thr

<210>
<211>
<212>
<213>

115

30
120
PRT

Leu

20

val

His

Arg

Met

Arg

100

val

Ala

val

Trp

55

Ile

Leu

Thr

Ser

artificial Sequence

val Glu ser Gly

Phe

Arg

40

AsSp

Ser

Arg

Ser
120

15270C42.TXT

45

Asp Asp Lys Tyr Tyr
60

Lys Asp Thr Ser Lys
75

ala Glu Asp Thr Ala

90

Asp Tyr Phe Ala Tyr

105

Sequence: Synthetic

Gly Gly val val GIn
10

Ser

25

Gin

Asp

Lys

Ala

Gly

Ala

AsSp

Asp

Glu

90

Tyr

page 19

Leuy

Lys

Tyr

Lys

Ala

Tyr

Asn

Asn

val

Trp
110

Pro

Thr

TYr

95

Gly

Ser

Leu

80

TVl

Gln

polypeptide

Pro Gly Arg
15

Ser

30

Gly

Asn

Asn

val

Trp

Thr

Leu

Pro

Thr

Tvr

95

Gly

Ser

Glu

Ser

val

80

Tyr

Gin



<220>

<223> Description of Artificial

<400>
1

Ser Le

Gly Me

Trp Le
50

Leu Ly
65

Tyr Le

Cys Al

Gly Th

<210>
<211>
<212>
<213>

<220>
<223>

<400>
1

Asp G

Asn G1

Pro LYy

ASp Ar
65

30

u Arg

T Ser

35

u Ala

5 Ser

U Glin

a Arg.

r Thr
115

31
112
PRT

Leu

20

val

His

ATg

Met

Arg

val

Ser Cys Ala

Gly Trp Ile

Ile Trp Trp
55

Leu Thr Ile
70

Asn Ser Leu
85

Thr Thr Thr

Thr val ser

artificial Seguence

Gln val Gln Leu val Glu Ser aGly
5

phe

Arg

40

AsSp

Ser

Arg

Ala

Ser:

120

pescription of Artificial

31

n Ala
y Asn
35

s Leu

g Phe

Ser Arg val

Ser

20

Thr

Leu

Ser

Glu

Ile Ser Cys
Tyr Leu Glu
Ile Tyr Lys
Gly Ser Gly

70

Ala Glu Asp
85

Asp val Leu Met Thr Gln Thr Pro
5

Arg

Trp

40

val

Ser

Leu

15270C42 . TXT

Sequence: Synthetic

Gly Ggly val val Gin
10

ASD

Lys

Ala

Gly

Ala

ASD

Asp

Glu

90

Tyr

Phe Ser

Pro Gly

Lys Tyr
60

Asn Ser
75

Asp Thr

Phe Ala

Leu

Tyr

LYS

Ala

TYr

Seguence: Synthetic

Ley Ser ieu Pro val

Ser
25
Tyr

ser

Gly

10

ser

Leu

Asn

Thr

val
90

Gln Asn

GIn Lys

Arg phe
60

Asp Phe
75

Tyr Tyr

Page 20

Ile

Pro

45

Ser

Thr

Ccys

polypeptide

Pro Gly Arg
15

Ser

30

Gly

Asn

Asnh

val

Thr

Leu

Pro

Thr

Tyr

95

Gly

Ser

Glu

Ser

val

80

Tyr

Gln

polypentide

Ser Leu Gly

val

30

Gly

Gly

Leu

Phe

15

His

Gln

val

Lys

Gin
95

Ser

Ser

Pro

Ile

80

Gly



Ser His val Pro Leu Thr Phe Gly

<210>
<211>
<212>
<213>

<220>
<223>

<400>

100

32
123
PRT

Artificial Sequence

Description of Artificial

32

Gln val Thr Leu

1

Thr Leu Ser Ley

20

Gly Met Gly val

Trp Le
50

35

u Ala His

Leu Lys 5er Arg

65

Phe Le

Cys Al

Trp Gl

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220
<221>
<222>
<223>

<220>
<221>

u Lys Ite

a Arg Arg
100

y Gln Gly
115

33
113
PRT

Lys Glu Ser
5

Thr

Ser

Ile

Leu

Thr

85

Arg

Thr

Cys

Irp

Tyr

Thr

70

Asn

Ile

Thr

Ser

Ile

Trp

535

Ite

val

Ile

Leu

Artificial Sequence

Gly

Phe

Arg

40

Asp

Ser

ASp

Tyr

Thr
120

nescription of Artificial

MOD_RES
(2)..(2
val or Iie

MOD_RES
(7.7
Ser or Thr

MOD_RES

15270C42.TXT

Ala Gly Thr Lys Leu

105

Sequence: Synthetic

pro Gly Iie Leu Gln
10

ser

25

Gin

Glu

Lys

Thr

Gly pPhe

Pro Ser

Asp Lvs

Asp Thr

75

Ala Asp
90

val Glu

Ser Ser

Ser

Gly

Arg

60

Ser

Thr

AsSp

lL.eu

Tyr

Asn

Ala

Tyr

Glu Leu
110

Lys

polypeptide

Pro ser
15

Sar Thr
30

Gly Leu
Asn Pro
Asn Gln
Thr Tyr

95

rhe Asp
110

Gln

Asnh

Glu

Ser

val

80"

Tyr

TYr

Seguence: Synthetic polypeptide

pPage 21



<222> (14)..{14)
<223> Thr or Ser

<220>

<221> MOD_RES
<222> (15)..(15)
<223> l.eu or Pro

<220>

<221> MOD_RES
<222> (30)..(30)
<223> Ile or val

<220>
<221> MOD_RES
<222> (50)..(50)

<223> Arg, Gln or Lys

<220>

<221> MOD_RES
<222> (88)..(88)
<223> val or Leu

<220>

<?221> MOD_RES
<222 (105)..(10
<223> Gln or Gly

<220>

<221> MOD_RES
<222> {108)..(10
<223> Lys or Arg

<220>

<221> MOP_RES
<222> (109)..(10
<223> val or Leu

<400> 33
Asp Xaa val Met
1

Gln pPro Ala Ser
20

asp Gly Asn Ala
35

Pro Xaa Leu Leu
50

Asp Arg Phe Ser
65

sar Arg val Glu

Thr His val Pro
100

Arg

5)
8)

9
Thr
5
Ile
Tyr
Ile
Gly
Ala

85

Trp

Gln

Ser

Leu

Tyr

Ser

70

Glu

Thr

Xaa

Cys

Asp

Phe

Pro

Arg

Trp

40

val

Ser

xXaa

Gly

15270C42 . TXT

L.eu

Ser

25

Phe

Ser

Gly

Gly

Xaa
105

Ser Leu
190

Ser Gln

Leu Gln

Asn Arg

Thr Asp

75

val Tyr
90

Gly Thr

Page 22

Pro

Ser

Lys

Phe

60

Phe

Tyr

Xaa

val

Leu

Pro

45

Ser

Thr

Cys

Xaa

Xaa

Xaa

30

Gly

Gly

Leu

Ser

Glu
110

xaa
15

Tyr
Gln
val
Lys

Gln
95

Gly
Ser
Ser
Pro
Ile-
80

Ser

LysS



15270C42.TXT

<210> 34

<211> 112

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic polypeptide

<220>

<221> MOD_RES
<222> (L)..(1)
<223> Glu or Gin

<220>

«<221> MOD_RES
<222 (73..(7)
<223> Ser or Leu

<220>

<221> MOD_RES

<222> {46)..(46)

<223> Giu, val, Asp or Ser

<220>

<221> MOD_RES -
<222» (63)..(63)
<223> Thr or Ser

<220>

<221> MOD_RES

«222> (75)..(75)

<22%> Ala, Ser, val or Thr

<220>

<221> MOD_RES
<222> {(76)..(76)
<223> Lys or Arg

<220>

<221> MOD_RES
<222> (89)..(89
<223> Glu or Asp

<220>

<221> MOD_RES
«222> (107)..(107)
<223> Leu or Thr

<400> 34

Xaa val GIn Leu val Glu Xaa Gly Gly Géy Leu val G1n Pro Gly Gly
1 5 1 i5

Ser Leu Arg ieu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Arg Tyr
20 25 30

Ser Met Ser Trp val Arg Gln Ala Pro Gly Lys Gly Leu Xaa Leu val
35 40 45

Ala Gin Ile Asn Ser val Gly Asn Ser Thr Tyr Tyr Pro Asp Xaa val
50 55 60

Page 23



Lys Gly Arg Phe Thr ITe Ser Arg

65

70

Leu GIn Met Asn Ser Leu Arg Ala
85

Ala Ser Gly Asp Tyr Trp GWy Gln
100

<210>
<211i>
<212>
<213>

<220>

<223>
<400>

35

219
PRT
artificial Seguence

Description of Artificial

35

Asp val val Met Thr GlIn Ser Pro
1 5

Gln

Asp

Pro

Asp

65

ser

Thr

Arg

Glin

Tyr

145

Ser

Thr

Pro

Gly

Arg

50

Arg

Arg

His

Thr

Leu

130

Pro

Gly

Tvr

Ala

Asn

35

Leu

rphe

val

val

val

115

Lys

Arg

ASN

Ser

Ser

20

Ala

Leu

Ser

Glu

Pro

160

Ala

Ser

Glu

ser

Leu
180

Ile

Tyr

Ile

Gly

Ala

85

Trp

Ala

Gly

Ala

Gn

165

Ser

ser

Leu

TYyr

ser

70

Glu

Thr

Pro

Thr

LYyS

Glu

Ser

Cys

His

Lys

Gly

AsSp

Phe

Ser

Ser

Thr

Arg

Trp

40

val

Ser

val

Gly

val

120

Ser

Gin

val

Leu

15270C42.TXT

Asp Ash Xaa Xaa Asn
75

Xaa Asp Thr Ala val

90

Gly Thr Xaa val Thr

105

Thr teu Tyr

80

Tyr Tyr Cys
95

val Ser Ser

1190

Sequence: Synthetic polypeptide

Leu Ser lLeu Pro val

Ser

25

Phe

Ser

Gly

Gly

Gln

105

Phe

val

Trp

Thr

Thr
185

10

Ser Gln

Leu G'ln

Asn Arg

Thr Asp
75

vatl Tyr
90

Gly Thr

Ile phe

val Cys

Ltys val
155

Glu Glin
170

Leu Ser

page 24

Ser

Lys

Phe

60

Phe

Tyr

Lys

Pro

Leu

140

ASp

ASD

Lys

l.eu

Pro

45

Ser

Thr

Cys

val

Pro

125

Leu

Asn

Ser

Ala

The Leu Gly

Ile

30

Gly

Gly

Leu

sar

Glu

110

Ser

Asn

Ala

Lys

15

Tyr

Gln

val

Lys

Gln

95

Ile

Asp

Ash

lLeu

Ser

Ser

Pro -

Ile

80

Ser

Lys

Glu

Phe

Gin

160

Ser

Glu



tys His Lys val Tyr Ala Cys Giu

195

200

pro val Thr Lys Ser Phe Asn Arg

210

<210> 36

<211> 447
<212> PRT
<213> Artificial Sequence

<220> _ o
<223> Dpescription of Artificial

<400> 36
Glu val Gln Leu

1

Ser

Ser

l.eu

Thr

65

Leu

Tyr

Sar

Ser

Tyr

Thr

l.eu

Met

val

50

val

Tyr

Cys

Ser

Tyr

Ser

Ser

Gln

Arg

Ser

35

Ala

Lys

Leu

Ala

Ala

115

Ser

phe

Gly

Leuy

Thr

Leu

20

Trp

Gln

Gly

G1In

Ser

160

Ser

Thr

Pro

val

Ser

180

Tyr

215

val Glu Ser Gly
5

Ser

val

Tle

Arg

Met

85

Gly

Thr

Ser

Glu

His

165

Ser

Ile

Cys

Ala

Asn

Phe

70

Asn

ASD

LysS

Gly

Pro

150

Thr

vai

Cys

Ala

Arg

Ser

55

Thr

Ser

Tyr

Gly

Gly

val

Phe

Ala

AsSn

Ala

Tyr

40

val

Ile

Ley

Trp

Pro

120

Thre

Thr

Pro

val

val

15270C42.TXT

val Thr His Gln Gly Leu Ser Ser

Gly

Sequence:

Glu Cys

205

synthetic

gly Gly Leu val Gln
10

Ser
25

Glin

Gly:

Ser

Arg

Ala

val

Ala

Thr

185

Asn

Gly Phe

Ala Pro

Asn Ser

Arg Asp

75

Ala Glu
90

Gin Gly
val Phe
Ala Leu
Ser Trp
val Leu
170

val pPro

His Lys
Page 25

Thr

Gly

Thr

60

Asn

AsSp

Thr

Pro

Gly

ASnh

Gln

Ser

Pro

Phe

LYS

45

Tyr

Ala

Thr

Leu

L.eu

125

Cys

ser

Ser

Ser

ser

nolypeptide

Pro Gly Gly
15

Ser

30

Gly

Tyr

Lys

Ala

val

110

Ala

Leu

Gly

ser

Ser

190

Asn

Arg

Leu

Pro

Asn

val

95

Thr

Pro

vai

Ala

Leu

Thr

Tyr

Glu

ASp

Thr

80

Tyr

val

Ser-

Lys

Leu

160

Leu

Gly -

Lys



vai

Pro

225

Phe

vai

Phe

Pro

Thr

305

val

Ala

Pro

val

Asp

Trp

<210> 37

ASp

210

Pro

Pro

Thr

AsSn

Arg

val

ser

LYS

Ser

Gly

Gln

Asn

195

Lys

Cys

Pro

Cys

Trp

Glu

Leu

AsSh

Gly

Arg

355

Gly

Pro

ser

Gin

His
435

<211> 112
<212> PRT
<213> Artificial Segquence

Lys

Pro

Lys

val

260

Tyr

Glu

His

LVS

Gln

340

ASp

Phe

Gly

Phe

Gly

Tyr

val

Ala

Pro

245

val

val

Glin

Gln

Ala

Pro

Glu

Tyr

Asn

Phe

405

Ash

Thr

Glu

Pro

Pro
215

Glu

230

Lys

val

Asp

Tyr

Asp

310

Leu

Ata

Leu

Pro

Asn

390

Leu

val

Gln

ASP

ASD

Gly

Asn

295

Trp

Pro

Arg

Thr

ser

375

TYr

Tyr

Phe

Lys

200

Lys

Leu

Thr

val

val

280

Ser

Leu

Ala

Tyr

Asp

Lys

Ser

Ser

Ser
440

15270C42.7XT

sSer

Leu

Leu

Ser

265

Glu

Thr

Ash

Pro

Giu

345

ASh

Ile

Thr

Lys

Cys

Leu

Cys

Gly

Met

250

His

val

Tyr

Gly

Ile

330

Pro

Gln

Ala

Thr

Leu

410

ser

Ser

Page 26

ASp

Gly

235

Ite

Glu

His

Arg

Gin

val

val

Pro

395

Thr

va'l

Leu

LysS

220

Pro

Ser

Asp

Asn

va'l

300

Glu

Lys

va'l

Ser

Glu

380

Pro

val

Met

Ser

205

Thr

Ser

Arg

Pro

Ala

285

val

Tyr

Thr

Tyr

Leu

365

Trp

va'l

Asp

His

Pro
445

His

val

Thr

Glu

270

Lys

Ser

Lys

Ile

Thr

350

Thr

Glu

Leu

Lys

Glu

430

Gly

Thr

Phe

Pro

255

val

Thr

val

Cys

Ser

335

i.eu

Cys

Ser

Asp

Ser

415

Ala

Lys

Cys

Leu

240

Lys

LYS

Leu

LYS

Pro

Leu

Asnh

Ser

400

Arg

Leu



<220>

<223> Description of Artificial

<400> 37

Asp val val Met

1

Glu Pro

Asn Gly

Pro Gln
50

Asp Arg
65

Ser Arg

Ser Leu

<210> 38
<211> 12

Ala

Asn

35

Leuy

Phe

val

val

3

<212> PRT
<213> Artificial Sequence

<220>

Ser

20

Thr

teuy

Ser

Glu

Pro
100

Thr Gin Ser Pro
5

Ile

Tyr

Ile

Gly

Ala

85

L.eu

Ser

Leu

Tyr

Ser

70

Glu

Thr

Cys

Glu

LYS

Gly

Asp

Phe

Arg

Trp

40

val

Ser

val

Gly

<223 Description of Artificial

<400> 38

Gln val Thr Leu

1

Thr Ley

Gly Met

Trp Leu
50

Leu Lys
63

val Leu

Cys Ala

Thr

Gly

35

Ala

Ser

Thr

Arg

Lau

20

val

His

Arg

Met

Lys Glu Ser Gly
5

Thr

Gly

Leu

Thr
85

Glin

Cys

Trp

Trp

Thr

70

Asn

lLeu

Thr

Ile

Trp

55

Met

Gly

Phe

Arg

40

ASp

Ser

Asp

Leu

15270C42 . TXT

Sequence: Synthetic

Leu Ser Leu Pro val

Ser

25

Tyr

sSar

Gly

Gly

Gin
105

10

Ser Gln Sear

Leu GIn Lvys

Asn Arg Phe
60

Thr asp Phe
75

val Tyr Tyr
90

Gly Thr Lys

Ile

Pro

45

Ser

Thr

Cys

tey

Sequence: Synthetic

pro Ala Leu val Lys

Ser

25

Gln

Asp

Lys

Pro

10

Gly Phe Ser

Pro Pro Gly

Asp Lys Ser
60

Asp Thr Ser
75

val Asp Thr
90

Sar Ile Asp

rPage 27

Leu

Lys

45

Tyr

Lys

Ala

Ala

polypeptide

Thr Pro Gly

l.el

30

Gly

Gly

l.eu

Phe

Glu
110

15

His

Gin

val

Lys

GIn

95

Ile

ser

Ser

Pro

Ile

80

Gly

Lys

polypeptide

Pro

Ser

30

Ala

Asn

Asn

Thr

Met
110

Thr
15
Thr
teu
Pro
Gln
TYyr
95.

AsSp

Gln

ser

Glu

ser

val

80

TYr

Tyr



Trp Gly Gin Gly Thr Thr val
115

<210> 39
<211> 12

<212>
<213>

<220>

<223>

<400> 39
Gln val Thr Leu

1

Thr

Gly

Trp

L.eu

65

val

cys

Trp

Leu

Met

teu

50

Lys

Leu

Ala

Gly

<210> 40
<211> 13
<212> PRT

<213>

<220>

<223>

<400> 40
Met Lys Leu Pro val Arg Leu Leu
5

2

?RT_ L
Artificial Sequence

Tht
Gly
35

Ala
Ser
Thr
Arg

Gin
115

2

Ley

20

val

His

Arg

Met

Thr
120

pescription of Artificial

Lys Giu Ser Gly
5

Thr

Gly

Ile

Leu

Thr

85

Gln

Thr

Cys

Trp

Trp

Thr

70

Asn

Leu

Thr

Thr

Ile

Tro

55

Ile

Met

Gly

va'l

Artificial Sequence

Leu

Arg

40

Asp

Ser

ASp

Leu

Thr
120

pescription of artificial

Sar Ser Ser Asp val met Met Thr
20

ser Leu Gly Asp Gln Ala Ser Ile
35

40

val Hig Ser Asn Gly Asn Thr Tyr

15270C42 . TXT

val Ser Ser

Sequence: Synthetic

Pro

ser

25

GiIn

ASpP

Lys

Pra

Arg

va'l

Ala Leu val Lys

10

Gly

Pro

ASp

Asp

val

90

ser

sar

Phe

Pro

Lys

Thr

75

ASp

Ile

Ser

Gly .

Ser

60

Ser

Thr

Asp

Leu

Lys

Ala

ala

Sequence: Synthetic

val Leu Met Phe Trp

10

Gln Thr Pro Leu Ser

25

Ser Cys Arg ser ser

45

Leu Glu Trp Tyr Met

page 28

polypeptide

pro Thr Gin
15

Ser Thr Ser
30

Ala Leu Glu
Asn Pro Sser

Asn Gin val
80

Thr Tyr Tyr
95

Met Asp Tyr
110

polypeptide

Ile Pro Gly
15

Leu Prg val

30

Gln Ser Leu

GIn Lys Pro



50

Gly Gln
65

Gly val

Leu Lys

Phe Gin

Glu Leu
130

<210> 41
<211> 14
<21Z2> PR

Ser

Pro

Ile

2
T

Pro

Met

Leu
70

Asp Arg Phe
85

Ser
100

Ser

Arg

Ser

Arg

val

vai

55

L.eu

Ser

Glu

Pro

<213> Artificial Sequence

<220>

Ile

Gly

Ala

Leu
120

<223> pescription of Artificial

<400 41

Met Asp Arg Leu
1

val Leu

Pro Ser

Ser Thr

50

Gly Leu

65

Asn Pro

Aasn Gln

Thr Tyr

Phe Ala
130

Ser

Gin

35

Ser

Glu

Sar

val

TYyr

115

Tyr

Gln

20

Thr

Gly

Trp

Leu

Phe

100

Cys

Trp

Thr Ser Ser Phe
5

val

Leu

Met

Leu

Lys

Ley

Thr

Gly

Thr

Ser

Gly

Ala

70

Ser

Lys

Arg

Gln

Leu

Leu

val

55

His

Arg

Ite

Ser

Lys

Thr

40

ser

Ile

Leu

Thr

Ser

120

Thr

15270C42 . TXT
60

Tyr Lys val Ser Asn
75

ser Gly Ser Gly Thr

90

Glu Asp teu Gly val

105

Thr Phe Gly Ala Gly

125

Sequenca: Synthetic

Leu

Glu

25

Cys

Trp

Tyr

Thr

Ser

105

Gly

Leu

Leu Ley Ile val

10

Ser Gly

Ser Phe

Ile Arg

Trp AsSp

75

Ile Ser
30
val Asp

Ser Iie

val Thr

rage 29

Pro

Ser

Gln

60

ASp

Lys

Thr

val

val
140

Gly

Gly

45

Pro

ASp

Asp

Thr

Ile

125

Ser

Arg Phe

Asp Phe
95

Phe Tyr
110

Thr Lys

Ser

80

Thr

Cys

Leu

polypeptide

pro Ala Tyr
15

Iie Leu
30

Phe Ser

Ser Gly

LYs Arg

Thr Ser

95

Asp Thr
110

Ala Thr

Ala

Glin

Leu

LYsS

TYr

80

Arg

Ala

Gly



<210> 42

<211> 128
<212> PRT
<213> ArtifTicial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic

<400> 42

Met Asp Phe Gin val GIn Ile Phe
1 5

val

Met

Ser

Pro

65

Ser

Ser

Arg

Ile

Ser

Ser

50

LysS

Arg

AsSn

ser

<210> 43
<211i> 138
<212> PRT
<213> Artificial Sequence

<220> o
<223> bescription of Artificial

<400> 43

1

Ile

Ala

35

val

Arg

rhe

Met

Ser
135

Sar

20

Ser

Ser

Trp

Ser

Glu

100

Pro

ATg

Pro

Tyr

Ile

Gly

85

Ala

Thr

Gly

Gly

Met

TYr

70

Gly

Glu

Phe

val His Ser G1n val Gln

20

Pro Gly §1a ser val Lys
5

ser Thr Ser Trp Ile Glu
50

65

Glu Trp Ile Gly Glu ¥a1
0

GIn

Glu

His

55

Asp

Gly

Asp

Gly

Leu

Ile

Trp

55

Leu

Ile

Trp

ser

ser

Ala

Ala
120

mMet Glu Trp Thr Trp val Phe Leu
5

Gln

Ser

40

Ile

Pro

15270C42.TXT

ser Phe Leu Leu Iie

val

25

val

Tyr

sar

Gly

Ala
105

10

Leu

Thr

GIn

Arg

Thr

90

Thr

Thr

Thr

Met

Gln

Leu

75

Sar

Tyr

LYS

Gin
Thr
Lys
AT;
Tyr
Phe

Ley

Ser

Cys

45

Ser

Ser

ser

Cys

Glu
125

Sequence: Synthetic

Phe Leu Leu Ser

G1in
25
Cys

Lys

Gly

10

Ser Gly Pro

val

Glu

Lys Ala Thr Gly

45

Gln Arg Pro Gly
60

Ser Gly Lys

page 30

75

Ser

polypeptide

ser Ala Ser

Pro
30

Ser

Gly

Gly

Pro

Gln

1190

Ley

15

Ala

Ala

Thr

val

Thr

95

Asn

Lys

Ile

Ser

Ser

Pro

80

Iie

Trp

Arg

polypeptide

Thr aAla Gly

i5

Leu Met Lys
30

Tyr Thr Phe

His Gly Leu

Asn His Asn

80



Ala aAsn prhe Lys Gly Arg Ala Thr
85

Thr Ala Tyr Met GIn Leu Ser

Tyr Tyr Cys Ala Arg Glu Gly Ser
115

100

Ser

120

Gly GIn Gly Thr Leu val Thr val

130

<210> 44

<211> 108
<212> PRT
<213> Artificial Sequence

<220>

1535

<223> Description of Artificial

<400> 44

1

ASp Arg

Leu Asn

Tyr Tyr

50

Ser Gly
65
Glu Asp

Thr phe

<210> 45

val

Irp

35

Thr

Sar

Ile

Gly

<211> 113
<212> PRY
<213> Artificial Sequence

<220>

Thr
20
Tyr

Ser

Gly

Iie

Gln

Ser

Thr

Thr

85

Gly

Thr

Gin

Leu

Asp

70

Tyr

Thr

Cys

Lys

His

55

Phe

TYyr

LYS

asp Ile GIn Met Thr Gln Ser Pro
5

Ser

Pro

40

Ser

Thr

Cys

val

<223» pescription of Artificial

<400> 45
1

Glu val GIn Leu val Giu Ser Gly
5

15270C42 . TXT

Phe Thr Ala Asp Thr Ala Ser Asn
90 95

Leu Thr Ser Glu Asp Ser Ala val
105 110

Asn Asn Asn Ala Leu Ala Tyr Trp
125

Ser Ala

Sequence: Synthetic polypeptide

Ser Ser Leu Ser Ala Ser val Gly
10 15

Ala Ser Gln Gly Ile Ser Asn Tyr
25 30

Gly Lys Ala Pro Lys teu iteu Ile
45

Gly val pro ger Arg Phe Ser Giy
0]

phe Thr Ile Ser Ser Leu GIn Pro
75 80

GIn Gln Tyr Arg Lys Leu Pro Tyr
90 95

Glu Ile Lys Arg
105

Sequence: Synthetic polypeptide

Gly Gly Leu val GIn Pro Gly Gily
10 15

Page 31



Ser Ley

Trp Met

Ser Glu

50

LYyS Asp

Leu Gln

Ala Arg

ser

<210> 46

Arg

Asn

35

Iie

Arg

Met

G1n

<211> 113
<212> PRT
<213> Artificial Sequence

<220>

Leu

20

Trp

AsSh

Phe

ASh

Met
100

Ser

val

Pro

Thr

Ser

85

Gly

Cys

Arg

ASD

Ile

70

Leu

Tyr

Ala

Gln

ser

55

Ser

Arg

Trg

ala

Ala

40

Ser

Arg

Ala

Gly

<223»> Description of Artificial

<400> 46

Gin val GIn Leu GIn Glu Ser Gly

1

Thr Leu
Trp Met
gly Glu
50
Lys Asp
Leu Lys

Ala Arg

Ser

Ser

Asn

Ile

Arg

l.eu

G1In

Leu

20

Trp

Asn

val

Ser

Met
100

5

Thr

Pro

Thr

Ser

85

Gly

Cys

Arg

ASD

Ile

70

vai

Tyr

Thr

GIn

Ser

55

Ser

Thr

Trp

val

Pro

40

Ser

Lys

Ala

Gly

15270C42 . TXT
Ser Gly pPhe Asp
25

Pro Gly Lys Gly

Thr Ile Asn Tyr
60

Asp Asn Ala Lys
75

Glu Asp Thr Ala
90

GIn Gly Thr Thr
105

phe

Leu

45

Thr

Asn

val

Leu

Sequence: Synthetic

pro Gly teu val
10

ser G'ly pPhe Asp
25

Pro Gly Lys Gly

Thr Ile Asn Tyr
60

Asp Thr Ser Lys
75

Ala Asp Thr Ala
a0

GIn Gly Thr Leu
105

Page 32

Lys

Phe

L.eu

45

Thr

AsSn

val

val

Ser

30

Glu

Pro

Thr

Tyr

Thr
110

Arg

Trp

Ser

l.eu

TY "

95

va'l

Tyr

val

Leu

TYr

80

Cys

Ser

potypeptide

Pro

Ser

30

Glu

Pro

Gln

Tyr

Thr
110

Ser

15

Arg

Tep

Ser

Phe

Tyr

95

val

Giu

Tyr

Tle

Leu

Ser

80

Cys

ser



<210> 47
<211> 24

<212>
<213>

<220>

<223>

<400> 47

1

val

Leu

Gin

Gln

65

Leu

Asp

Tyr

Thr

Phe

i45

cys

val

Gln

Ser

His
225

Ser

Pro

Ser

50

Lys

Asp

Phe

Tyr

Leu

Asp

Asp

210

Gin

1

PRT
Artificial Sequence

Gly

val

35

Leu

Pro

Ser

Thr

Pro

Leu

Asn

Ser

195

Ala

Gly

Ser

20

Thr

Leu

Gly

Gly

Leu

100

Trp

Glu

ser

Asn

Ala

180

Lys

Asp

Leu

Ser

Pro

ASp

Gin

val

85

Lys

GIn

Ile

Asp

Asn

165

Leu

ASp

Tyr

Ser

Gly

Gly

Ser

sSer

70

Pro

1le

Gly

Lys

Glu

150

phe

Gn

Ser

Glu

ser
230

ASD

Glu

Asp

55

Pro

Asp

ser

Thr

Tyr

Ser

Thr

Lys

215

Pro

Description of Artificial

Met Asp Met Arg val Pro Ala GlIn
5

val

Pro

40

Gly

Gln

Arg

Arg

His

120

Thr

Leu

Pro

Gly

Tyr

200

val

15270C42 . TXT

Sequence: Synthetic

Leu Leu Gly leu Leu

val

25

Ala

Lys

Arg

Phe

val

105

Phe

val

Lys

Arg

Asn

185

Ser

LyS

Thr

10

Met Thr Gln

Ser Ile Ser

Thr Tyr Leu
60

Leu Ile Tyr
75

Ser Gly Ser
90

Glu Ala Glu

Pro Arg Thr

Ala Ala Pro
140

Ser Gly thr

Glu Ala Lys
170

Ser Gln Glu

.eu Ser Ser

val Tyr Ala
220

Lys Ser Phe
235

page 33

Ser

Cys

45

Asn

Leu

Gly

AsSp

Phe

125

Ser

Ala

val

Ser

Thr

205

Cys

Asn

polypeptide

Met Leu Trp
15

Pro

30

Lys

Trp

val

Ser

val

110

Gly

val

ser

Gln

val

190

Leu

GTu

Arg

Leu

Ser

Leu

Ser

Gly

95

Gly

Gin

Phe

val

Thr

vai

Gly

ser

Ser

Leu

LyS

Thr

val

Giy

val

160

Lys

Glu

Leu

Thr

Glu
240



Cys

<210> 48

<211> 219
<212> PRT
<213> Artificial Seguence

<220>

<223> Description of Artificial

<400> 48

asp val val met Thr GlIn Ser
1

Glu Pro
Asp Gly
Pro Gin
50

ASp Arg
65

Ser Arg
Thr His
Arg Thr
Gin Leu

130
TYr Pro
145
Ser Gly
Thr Tyr

Lys His

Pro val

Ala

Lys

35

Arg

Phe

val

Phe

val

115

Lys

Arg

Asn

Ser

Lys

195

Thr

Ser

20

Thr

l.eu

Ser

Glu

Pro

160

Ala

Ser

Glu

Ser

Lau

180

val

Lys

5

Ile

Tyr

Ile

Gy

Ala

85

Arg

Ala

Gly

Ala

Gin

165

Ser

Tyr

ser

Ser

Leu

Tyr

ser

70

Glu

Thr

Pro

Thr

ser

Ala

pPhe

Cys

Asn

Leu

55

Gly

Asp

phe

sSer

Ala

135

val

ser

Thr

Cys

Asn

Pro

Lys

Trp

40

val

ser

val

Gy

val

120

ser

Gln

val

Leu

Glu

200

Arg

15270C42.TXT

Sequence: Synthetic

Ley Ser Leu Pro val

Sar

25

Leu

Ser

Gly

Gly

Gln

105

rhe

val

Trp

Thr

Thr

185

va'l

Gly

10

Ser Gln

Leu Gln

Lys Leu

Thr Asp
75

val Tyr
90

Gly Thr

Ile Phe

val Cys

Lys val

155

Giu Glin
170

Leu Ser

Thr His

Glu Cys
page 34

ser

Lys

Asp

60

Phe

Tyr

LYS

Pro

Lay

140

Asp

Asp

Lys

Gln

Leu

Pro

45

Ser

Thr

Cys

val

Fro

125

L.eu

Asn

Ser

Ala

Gly

polypeptide

Thr Pro
15
Leu Asp
30
Gly Gln
Gly val
ieu Lys
Trp GlIn
95
Glu Ile
110
Ser Asp
Ashn Asn
Ala lLeu
Lys Asp
175

AsSp Tyr

Leu Ser

Gly

Ser

Ser

Pro

Ile

80

Gly

Lys

Glu

Phe

Gln

160

Ser

Glu

Ser



210

49
726
DNA

<210>
<211>
<212>
<213>
<220>
<223>

polyn

<400> 49
atggacatgc

tccggegacg
gcctocatet
aactggctge
ctggactccg
aagatctcce
ttecceecgea
tetgtcetica
tgcctgctga
ctccaatcegy
agcctcagea
tgcgaagtca
tgttag
<210> 50
<211> 330
<212> PRT
<213> Hono
<400> 50

1

ser Thr Ser

Glu
35

Phe Pro

val His

50

Leu Ser Ser

65

Tyr Ile Cys

ucleotide

gcgtgecege
tggtgatgac
cctgcaagtc
tgcagaagce
gcgtgeecga
gcgtggaggc
cctteggeca
tcttceccgee
ataacttcta
gtaactccca
gcaccctgac

cecatcaggg

sapiens

Ala Ser Thr Lys Gly Pro
5

Gly Gly Th

20

pro val Th

Thr Phe Pr

Th
70

val val

val As

85

ASh

215

Artificial Sequence

ccagorgety
ccagtccoce
ctceccagtec
cggecagtec
ccgcttotee
cgaggacgta
gggcaccaag
atctgatgag
tcccagagag
ggagagtgtc
gctgagcaaa

cctgagetceg

Ser val

Ala

r Ala

Ser
40

roval

o Ala val

55

r val Pro

n His Lys

Phe

Ley

25

Trp

Leu

sSer

Pro

15270C42.T

ggcctgctga
ctgrcectge
ctgctggact
ccceagegee
ggctecggct
ggcgtgtact
gtggagatca
cagttgaaat
gccaaagtac
acagagcagg
gcagactacg

ccegtcacaa

Pro Leu

10

Gly Cys

Asn Ser
Gln

Ser

Ser
75

Ser

Ser Asn

90
Page 35

XT

Description of Artificial Sequence: Synthetic

tgctgtgggt
ccgtgacccc
ccgacggcaa
tgatctacct
ccggcaccga
actgctggea
agcgtactgt
ctggaactgc
agtggaaggt
acagcaagga
agaaacacaa

agagcttcaa

Ala Pro ser

Leu val Lys

Ala Leu

45

Gly

Ser Gly Leu

60

Leu Gly Thr

Thr Lys val

gtccggetec
cggcgagecc
gacctacctyg
ggtgtccaag
cttcaccctg
gggcaccceac
ggctgcacca
ctctgttgrg
ggataacgcc
cagcacctac
agtctacgec

caggggagag

ser
15

Lys
Asp Tyr
Thr Ser
Ser

Tyr

Thr
80

Gln

ASp
a5

Lys

60
120
180
240
300
360
420
480
540
600
660
720
726



Lys

Pro

Lys

va'l

145

Tyr

Glu

His

Lys

Gin

225

Met

Pro

Asn

Leu

val

305

Gln

val

Ala

Pro

130

val

val

Gln

Gln

Ala

210

Pro

Thr

Ser

Tyr

TYr

290

Phe

Lys

<210> 51
<211> 32
<212> PR

<213>

<400> 51

Glu

Pro

115

Lys

val

ASD

Tyr

Arg

Lys

ASpP

Lys

Ser

Ser

Ser

9
-

Pro
100

Giu

Asp

Asp.

Gly

Asn

180

Trp

Pro

Glu

ASn

Ile

260

Thr

Lys

Cys

Leu

Lys

Ala

Thr

val

val

165

ser

Leu

Ala

Pro

Gln

245

Ala

Thr

Leu

Ser

ser
325

Homo sapiens

Ser

Leu

Ley

ser

150

Glu

Thr

Asn

Pro

Gin

230

val

vai

Pro

Thr

val

310

Leu

Cys

Gly

Met

135

His

val

Tyr

Gly

Ile

215

val

Ser

Glu

Pro

val

295

Met

Ser

ASp

Ala

120

Ile

Glu

His

Arg

200

Glu

Tyr

Leu

Trp

val

280

Asp

His

Pro

15270C42.TXT

Lys Thr His Thr

105

Pro

Ser

ASp

Asn

val

185

Glu

Lys

Thr

Thr

Glu

265

Leu

Lys

Glu

Gly

Ser

Arg

Pro

Ala

170

val

Tyr

Thr

Leu

Cys

250

Ser

Asp

Ser

Ala

LyS
330

Page 36

val

Thr

Glu

155

Lys

Ser

Lys

Iie

Pro

235

Leu

Asnt

Ser

Arg

Leu
315

Phe

Pro

140

val

Thr

val

Cys

saer

220

Pro

val

Gly

Asp

Trp

His

Cys

Leu

125

Glu

LYS

Lys

Leu

205

Lys

Ser

Lys

Gln

Gly

Gin

Asn

Pro

110

Phe

va'l

phe

Pro

Thr

180G

val

Ala

Arg

Gly

Pro

270

Ser

Gln

His

Pro

Pro

Thr

Asnh

Ser

LyS

Glu

Phe

255

Glu

rhe

Gly

Tyr

Cys

Pro

Cys

Trp

Glu

Leu

Ash

Gly

Glu

240

Tyr

Asn

Phe

ASh

Thr
320



Ala

Ser

Phe

Gly

tL.eu

65

Tyr

LYyS

Pro

LYS

val

145

Tyr

Glu

His

Lys

Gin

225

Met

Pro

Ser

Thr

Pro

val

50

Ser

val

Ala

Pro

130

val

val

Gin

Gln

Ala

210

Pro

Thr

ser

Thr

Ser

Glu

35

His

Ser

Cys

Gglu

Pro

115

Lys

val

Asp

Tyr

Arg

Lys

Asp

LYS

Giy

20

Pro

Thr

val

Asn

Pro

100

Glu

Asp

AsSp

Gly

Asn

1890

Trp

Pro

Glu

ASN

Ile
260

Gly

Gly

val

Phe

val

val

85

Lys

Ala

Thr

val

val

165

Ser

Leu

Pro

Gin
245

Ala

Pro

Thr

Thr

Pro

Thr

70

ASh

ser

Leu

Leu

Ser

150

Glu

Thr

Asn

Pro

Gln

230

val

val

Ser

Ala

val

Ala

55

val

His

Cys

Gly

Met

135

His

val

Tyr

Gly

Ile

215

val

Ser

Glu

Ala

Ser

40

val

Pro

Lys

ASp

Ala

120

Ile

Glu

His

Arg

Lys

Glu

Tyr

Leu

Trp

15270C42.TXT
val Phe Pro Leu Ala Pro

ey

25

Trp

Leu

Ser

Pro

Lys

105

Pro

ser

ASp

Asn

val

185

Glu

LYS

Thr

Thr

Glu
265

10

Gly Cys

Asn Ser

Gln Ser

Ser ser
75

Ser Asn
90

Thr His

Ser val

Arg Thr

Pro Glu
155

Ala Lys
170

val Ser
Tyr Lys
Thr Ile
Leu Pro

235

Cys Leu
250

Ser Asn

page 37

Leu

Gly

Sar

60

Leu

Thr

Thr

Phe

Pro

149

val

Thr

val

Cys

Ser

220

Pro

val

Gly

val

Ala

45

Gly

Gly

Lys

Cys

Leu

125

Glu

Lys

LYS

Leu

LYS

Lys

Ser

Lys

Gin

Ser

Lys

Leu

=T

Thr

val

Pro

110

Phe

val

Phe

Pro

Thr

190

val

Ala

Arg

Gly

Pro
270

Ser

15

ASD

Thr

Tyr

Gln

Asp

95

Pro

PO

Thr

Asn

ser

Lys

Glu

Phe

255

Glu

Lys

Tyr

Ser

Ser

Thr

80

LYS

Cys

Pro

Cys

Trp

Glu

Leu

Ash

Gly

Glu

240

TYyr

Asn



Asn Tyr Lys Thr Thr Pro Pro val

275 280

Leu Tyr Ser Lys Leu Thr val Asp
290 295

val pPhe Ser Cys Ser val Met His

305

310

Gln Lys Ser Leu Ser Leu Ser Pro

<210>
<211>
<212>
<213>

<220
<223>

<400>
1

325

52

468

PRT

Artificial Sequence

pDescription of Artificial

52

Met Glu Phe Gly Leu Ser Trp Leu
5

val GIn Cys Glu val GlIn Leu Leu

20

pro Gly Gly Ser lLeu Arg Leu Ser

35 40

ser Asn Tyr Gly Met Ser Trp val

50

55

Glu Trp val Ala Ser Ile Arg Ser

65

70

Asp Asn val Lys Gly Arg Phe Thr

85

Thr Leu Tyr Leu GIn Met Asn Ser

100

Tyr Tyr Cys val Arg Tyr Asp His

115 120

Gly Gln Gly Thr teu val Thr val
130 135

ser val pPhe Pro Leu Ala Pro Ser

145

150

Ala Ala Leu Gly Cys Leu val Lys

15270C42.TXT
Leu Asp Ser Asp Gly Ser phe Phe

Lys Ser Arg

Glu Ala Leu

Giy

315

Trp
300

His

285

G1In

Asn

Sequence: Synthetic

phe Leu val Ala Ile

Cys
Arg
Gly
Ile
Leu
105
Tyr
Ser

ser

ASD

10

gar Gly

Ala Ala

Gln Ala

Gly Gly

75

Ser Arg

90

Arg Ala

Ser Gly

ser Ala

Lys ser

155

Tyr Phe

Page 38

Gly

Ser

Pro

60

Arg

Asp

Glu

Ser

Ser

140

Thr

Pro

Gly

Gly

45

Gly

Thr

Asn

Asp

Ser

125

Thr

ser

Glu

GIn

His

Gly Asn

Tyr Thr
320

polypeptide

Leu

Leu

30

Phe

Lys

Tvr

Ser

Thr

110

ASp

Lys

Gly

Pro

Lys Gly

15

val Gln

Thr Phe

Gly Leu

Tyr Ser

80

Lys Asn

Ala val

Tyr Trp

Gly Pro

Gly Thr

160

val Thr
175



val

Ala

val

His

225

Cys

Met

H1s

val

305

Tyr

Gly

Ile

val

Sar

385

Giu

Pro

val

Ser

val

Pro

210

Lys

AsSp

Ala

Ile

Glu

290

His

Arg

Lys

Glu

Tyr

370

Leu

Trp

val

Asp

Trp

Leu

195

Ser

Pro

Lys

Pro

Ser

275

Asp

Asn

val

Glu

Lys

355

Thr

Thr

Glu

l.eu

Asn

180

Gin

Ser

Ser

Thr

Ser

260

Arg

Pro

Ala

val

Tyr

340

Thr

Leu

Cys

Ser

Asp

Ser

Ser

Ser

Ser

AsSn

His

245

val

Thr

Glu

LysS

ser

325

Lys

Pro

Leu

ASn

405

Ser

Arg

Gly

Ser

Leu

Thr

230

Thr

Phe

Pro

val

Thr

310

val

Cys

Ser

Pro

va'

390

Gly

ASp

Trp

Ala

Gly

Lys

Cys

Leu

Glu

Lys

Lys

Leu

LYS

Lys

ser

375

Lys

Glin

Gly

Gin

Leu

Leu

200

Thr

val

Pro

Phe

val

280

Phe

Pro

Thr

val

Ala

360

Arg

Gly

Pro

Ser

Gln
440

15270C42.TXT

Thr ser Gly val

185

Tyr

Gln

Asp

Pro

Pro

265

Thr

Asn

Arg

val

Ser

345

Lys

Glu

phe

Glu

Phe

425

Gly

Ser

Thr

Lys

Cys

250

Pro

Cys

Trp

Glu

Leu

330

ASn

Gly

Glu

Tyr

Asn

410

Phe

ASnh

Page 39

Leu

Tyr

Lys

235

Pro

Lys

val

Tyr

Glu

315

His

LYS

Gln

Met

Pro

395

Asn

Leu

val

Ser

Ile

220

val

Ala

Pro

val

val

300

Gln

Gln

Ala

Pro

Thr

380

Ser

Tyr

Iyr

Phe

His

Ser

205

Cys

Glu

Pro

Lys

val

285

AsSp

Tyr

ASp

Leu

Arg

365

Lys

ASD

Lys

Ser

Ser
445

Thr

120

val

Asnh

Pro

Glu

Asp

270

ASp

Gly

Asnh

Trp

Pro

350

Glu

Asn

Ile

Thr

Phe
val
va'l
Lys
Ala
255
Thr
val
val
Ser
Leu
335
Ala
Pro
GIn
Ala
Thr
415

Leu

Ser

Pro

Thr

Asn

Ser

240

Leu

Leu

Ser

Glu

Thr

320

Asn

Pro

Gln

val

val

400

Pro

Thr

val



15270C42 . TXT

Met His Glu Ala Leu His Asn His Tyr Thr GIn Lys Ser Leu Ser Leu

450

Ser Pro Gly Lys

465

<210>
<211>
<212>
<213>

<220>

<223

<400> 53
Met Glu Phe Gly Leu
5

1

va't

Pro

Ser

Glu

65

ASD

Thr

Tyr

Gly

Ser

145

Ala

vai

Ala

Gin

Gly

AsSn

50

Trp

Asnh

Leu

Tyr

G1In

130

val

Ala

Ser

val

53

467
PRT
Artificial Sequence

Cys
Gly
35

Tyr
val
val
Tyr
Cys
Gly
Phe
Leu
Trp

Leu
195

Glu

20

Ser

Gly

Ala

LYsS

ieu

100

val

Thr

Pro

Gly

Asn

180

Gln

val

Let

Met

ser

Gly

85

Glin

Arg

Leu

Let

cys

Ser

ser

455

pescription of artificial

Ser Trp Leu

Gln

Arg

ser

Ile

70

Arg

Met

Tyr

val

Ala

150

Leu

Gly

Ser

Leu

Leu

Trp

55

Arg

Phe

AsSnh

ASp

Thr

135

Pro

val

Gly

Leu

ser

40

vai

Ser

Thr

Ser

His

120

val

Ser

Lys

Leu

Leu
200

460

Sequence: Synthetic

phe

Glu

25

Cys

Arg

Gly

Ile

Leu

105

Tyr

Ser

Ser

Asp

Thr

185

Tyr

Leu val Ala Ile

10

ser Gly

Ala Ala

Gln Ala

Gly Gly
75

Ser Arg
90

Arg Ala

Ser Gly

Ser Ala

Lys Ser
155

Tyr Phe
170

Ser Gly

Ser Leu

Ppage 40

Gly

Ser

Pro

60

Arg

ASpP

Glu

Ser

Ser

140

Thr

Pro

val

Ser

Gly

Gly

45

Gly

Thr

Asn

ASD

Ser

125

Thr

Ser

Glu

Ser
205

polypeptide

Leu Lys Gly

Leu

30

Pha

Lys

Tyr

Ser

Thr

110

A3D

LyS

Gly

Pro

Thr

190

val

15

val

Thr

Gly

TYr

Lys

95

Ala

Tyr

Gly

Gly

val

175

Phe

val

Gin

Phe

L.eu

Ser

80

Asn

val

Trp

Pro

Thr

160

Thr

Pro

Thr



val

His

225

Cys

Gly

Met

val
305

Tyr

Gly

vati

Ser

385

Glu

Pro

val

Met

Ser

465

Pro

210

LYS

ASp

Ala

Ile

Glu

290

His

Arg

Lys

Glu

Tyr

370

Leu

Trp

val

Asp

His

450

Pro

Ser

Pro

Lys

Pro

Ser

275

ASD

ASn

val

Glu

Lys

Thr

Thr

Glu

Leu

Lys

Glu

Gly

Ser

Ser

Thr

Ser

260

Arg

Pro

Ala

val

Tyr

340

Thr

Leu

Cys

Ser

Ala

Ser

Asn

Mis

245

val

Thr

Glu

Lys

Ser

325

Lys

ITe

Pro

Ley

Asn

405

sSer

Arg

Leu

Leu

Thr

230

Thr

Phe

Pro

val

Thr

310

val

Cys

Ser

Pro

val

390

Gly

ASp

Trp

His

LyS

Cys

Leu

Glu

Leu

Lys

Lys

sSer

375

LyS

Gin

Gly

Gln

Asn
455

Thr

val

Pro

Phe

val

280

rhe

Pro

Thr

val

Ala

360

Arg

Pro

Ser

Gln

440

His

15270C42.TXT

Gln Thr Tyr Ile

ASp

Pro

Pro

265

Thr

ASn

Arg

vai

ser

345

Lys

Glu

Phe

Glu

Phe

425

Gly

Tyr

LYS

Cys

250

Pro

Cys

Trp

Glu

Leu

330

Asn

Gly

Glu

TYr

ASN

410

Phe

Asnh

Thr

Page 41

Lys

235

Pro

Lys

val

Tyr

Glu

315

His

LYS

Gin

Mat

Pro

395

Asn

Lay

val

Gin

220

val

Ala

Pro

val

val

300

Gin

Gln

Ala

Pro

Thr

380

ser

TYDP

Tyr

phe

Cys

Glu

Pro

Lys

val

285

Asp

Tyr

ASD

Leu

Asp

LysS

Ser

Ser

445

Sar

ASn

Pro

Giu

Asp

Asp

Gly

Asn

Trp

Pro

350

Glu

Asn

Ile

Thr

Cys

L.eu

val

Lys

Thr

vai

val

Ser

Leu

335

Ala

Pro

Gln

Ala

Thr

415

Leu

Ser

Ser

Ash

Ser

240

Leu

Leu

Ser

Glu

Thr

320

Asn

Pro

val

val

400

Pro

Thr

val

Leu



<210> 54
<211> 449

<212>
<213>

<220>

<223>

<400> 54

1

Ser

Gly

Ala

LYS

65

Leu

val

Thr

Pro

Gln

Ser

Ser

Thr

Leu

Met

Ser

50

Gly

GIn

Arg

l.eu

Leu

C130

Cys

Ser

Ser

Ser

Asn

210

His

PRTl L.
Artificial Sequence

Arg

ser

35

ITe

Arg

Met

Tyr

val

135

Ala

Leu

Gly

Ser

Leu

195

Thr

Thr

feu

20

Trp

Arg

rhe

Asn

Pro

val

Ala

Gly

Gly

Lys

Cys

Ser

val

Ser

Thr

Ser

85

His

val

ser

Lys

Leu

165

Leu

Thr

val

Pro

Cys

Arg

Gly

Tle

70

Lay

Tyr

Ser

Ser

Tyr

Gin

ASP

Pro

Ala
Gln
Gly
55

Ser
Arg

Ser

Ser

Tyr
Ser
ser

Thr

pDescription of Artificial

Glu val GIn Leu Leu Glu Ser Gly
5

Ala

Ala

40

Gly

Arg

Ala

Gly

Ala

120

ser

Phe

Gly

Leu

Tyr

Lys

Pro

15270C42.TXT

Sequence: Synthetic

Gly

Ser

25

Pro

Arg

Asp

Glu

Ser

105

Ser

Thr

Pro

val

Ser

185

Ile

val

Ala

Gly Leu
10

Gly Phe
Gly Lvs
Thr Tyr
Ash Sser

75

Asp Thr
90

Ser Asp
Thr Lys
Ser Gly
Glu Pro

155
His Thr
170
Ser val
Cys Asn

Glu Pro

Pro Glu
Page 42

val

Thr

Gly

Tyr.

Lys

Ala

Tyr

Gly

Phe

val

va'l

Lys

220

Ala

Glin

phe

L.eu

45

Ser

Asn

val

Trp

Proc

125

Thr

Thr

Pro

Thr

Asn

205

Ser

Leu

polypeptide

Pro Gly Gly
15

Ser

30

Glu

ASp

Thr

Tyr

Gly

110

Ser

Ala

val

Ala

val

190

His

Cys

Gly

Asn

Trp

Asn

Leu

TYyr

95

GIn

val

Ala

Ser

val

175

Pro

Y5

Asp

Ala

Tyr

val

val

Tyr

80

Cys

Gly

Phe

Leu

Trp

Leu

Ser

Pro

Lys

Pro



225

Ser Vai

Arg Thr

Pro Glu

Ala Lys

val Ser

305

TYr Lys

Thr Ile

Leu Pro

Cys Leu
370

Ser Asn

365

Asp Ser

Ser Arg

Ala Leu

Lys

<210>
<211>
<212>
<Z213>

<220>
<223>

<400>

55
44

Phe

Pro

val

275

Thr

val

Cys

ser

Pro

355

val

Gly

ASp

Trp

His
435

8

PRT. L.
artificial Sequence

Leu

Glu

260

LYS

Lys

Leu

LYS

Lys

340

Ser

Lys

Gln

Gly

Gln

420

Asn

Phe

245

val

FPhe

Pro

Thr

val

325

Ala

Arg

Gly

Pro

Ser

405

GIn

His

230

Pro

Thr

Asn

Arg

val

310

Ser

Lys

Glu

phe

Glu
390

Phe

Gly

Tyr

Pro

Cys

Trp

Glu

295

l.eu

Asn

Gly

Glu

Tyr

375

Asn

Phe

Asn

Thr

Lys

VEY

Tyr

Glu

His

LyS

Glin

Met

360

Pro

Asn

Leu

val

Gin
440

15270C42 . TXT

Pro
val
265
val
Gln
Gln
Ala
Pro
345
Thr
Ser
Tyr
Tyr
Phe

425

Lys

Lys

250

val

Asp

Tyr

ASD

Leu

330

Arg

Lys

Asp

Lys

Ser

410

Ser

Ser

235

Asp Thr
Asp val
Gly val
Asn 5er

300
Trp Leg
Pra Ala
Glu Pro
Asn Gln
Ile Ala

380

Thr Thr
395
Lys Leu

Cys 5Ser

l.eu Ser

Leu

Ser

Glu

285

Thi

Asn

Pro

Gin

val

365

val

Pro

Thr

val

Leu
445

Met

His

270

val

Tyr

Gly

Ile

val

350

Ser

Gtu

Pro

val

Met

430

Ser

Iie

255

Glu

His

Arg

Lys

Giu

335

TYyr

Leu

Trp

val

Pro

240

Ser

AsSp

Asn

val

Giu

320

LYS

Thr

Thr

Leu
400
Lys

Glu

Gly

pescription of Artificial Sequence: Synthetic polypeptide

55

page 43



Ala

LYS

L.eu

val

Thr

Pro

Asn

Gln

Ser

Ser

Thr

225

Ser

Arg

val

Leu

Met

Ser

50

Gly

GIn

Arg

L.eu

Leu

130

Cys

ser

Ser

ser

Asn

210

His

val

Thr

Gln

Arg

Ser

35

Ile

Arg

MeT

Tyr

val

115

Ala

teu

Gly

ser

Leu

195

Thr

Thr

Phe

Pro

Ley

Leu

20

Trp

Arg

Phe

Ash

ASD

Thr

Pro

val

Ala

Gly

Gly

Lys

Cys

Leu

Glu
260

lL.eu

Ser

vati

ser

Thr

Sar

85

His

val

Ser

Lys

Leu

165

Leu

Thr

val

Pro

Phe

245

val

Giu

Cys

Arg

Gly

Ile

70

Leu

Tyr

Ser

Ser

Tyr

Gin

ASD

Pro
230

Pro.

Thr

Ser

Ala

Gin

Gly

55

Ser

Arg

Ser

Ser

Tyr

Ser

Ser

Thr

Lys

215

Cys

Pro

Cys

Gly

Ala

Ala

40

Gly

Arg

Ala

Gly

Ala

120

Ser

Phe

Gly

Ley

TYr

200

Lys

Pro

Lys

val

15270C42.7XT
Gly Gly Leu val
10

Ser

25

Pro

Arg

Asp

Glu

ser

105

Ser

Thr

Pro

val

ser

185

Ile

val

Ata

Pro

val
265

Gly Phe

Gly Lys

Thr Tyr

Asn Ser

75

Asp Thr
90

Ser Asp
Thr Lys
ser Gly
Glu Pro

158
His Thr

170

Ser val

Cys Asn

Glu Pro

Pro Glu

Lys ASp

val Asp

Page 44

Thr

Gly

Tyr

60

Lys

Ala

Tyr

Gly

Gly

vai

Phe

val

val

LYS

Ala

Thr

val

Gln

Phe

l.eu

45

Ser

Asn

val

Trp

Pro

125

Thr

Thr

Pro

Thr

Asn

205

Ser

Leu

Leu

Ser

Pro
Ser
30
Glu
AsSp
Thr
Tyr
Gly
1
Ser
Ala
val
Ala
val
190
Mis
Cys
Gly

Met

His
270

Gly
15

Asn
Trp
Asn
Ley
Tyr
95

Gin
val
Ala
Ser
vali
1758
Pro
Lys

ASD

Ala

Gly

Tyr

val

va’l

Tyr

80

Cys

Gly

Phe

l.eu

Trp

Leu

Ser

Pro

Lys

Pro

240

Ser

Asp



Pro Glu

ATa Lys

val Ser

305

Tyr Lys

Thr Ile

Lteu Pro

Cys Leu

370

Ser Asn
385
ASp Ser

Ser Arg

Ala Leu

<210> 56

va

275

Thr

val

Cys

Ser

Pro

355

val

Gly

Asp

Trp

<211> 327
<212> PRT
<213> Homo sapiens

<400> 56
Ala Ser Thr Lys Gly
5

1

Lys

Lys

Leu

LysS

LYS

340

Sar

Lys

Gln

Gly

Gin

420

Asn

Phe

Pro

Thr

val

325

Ala

Arg

Gly

Pro

Ser

405

Gln

His

Ser Thr Ser Giu Ser

20

Phe Pro Glu Pro val

Gly val His Thr Phe

50

Leu ser Ser val val

65

ASH

Arg

val

310

Ser

Lys

Glu

Phe

Glu

390

Phe

Gly

TYyr

Pro

Thr

Thr

Pro

Thr
70

Trp

Glu

295

Leu

ASn

Gly

Glu

Tyr

375

Ash

Phe

Asn

Thr

Ser

Ala

val

Ala

55

val

Tyr

Glu

His

Lys

Gln

Met

360

Pro

Asn

Leu

val

GIn
440

val

Ala

Ser

40

val

Pro

15270C42 . TXT
val Asp Gly val

Gin

Gln

Ala

Pro

345

Thr

sSer

Tyr

Tyr

Phe

425

Lys

Phe

Leu

25

Trp

Leu

Ser

Tyr

Asp

Leu

330

Arg

Lys

AsD

Lys

Ser

410

Ser

Ser

Pro
10
Gly

AsSn

Glin

Asn

315

Pro

Glu

Asn

Thr

395

Lys

cys

Leu

Leu

Cys

Ser

Ser

Ser

300

Leu

Ala

Pro

Gin

Ala

380

Thr

Leu

Ser

sSer

Ala

L.eu

Gly

Ser
60

Ser Ser Leu
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75

Glu

285

Thr

Asn

Pro

G1In

val

365

val

Pro

Thr

val

Leu
445

Pro

val

Ala

45

Gly

Gly

val

Tyr

Gly

Ile

val

350

Ser

Glu

Pro

val

Met

430

Ser

Leu

Thr

His

Arg

Lys

Glu

335

Tyr

Leu

Trp

val

Pro

sSer

15

Asp

Thr

Tyr

Lys

AsSH

val

Glu

320

Lys

Thr

Thr

Leu
400
LYS

Glu

Gly

Arg

Tyr

ser

Ser

Thr
30



Tyr Thr Cys

Arg

Glu

Asp

AsSn

Trp

Pro

Glu

225

ASh

Iie

Thr

Arg

Cys

305

Leu

<210> 57

val

Phe

Thr

130

val

val

Ser

Leu

Ser

210

Pro

Gln

Ala

Thr

Leu

290

Ser

Ser

Glu

Leu

115

Leu

Ser

Glu

Thr

Asn

195

Ser

GlIn

val

val

gro

275

Thr

val

Leu

<211> 326

Asn

Ser

100

Gly

Met

Gin

val

Tyr

180

Gly

Ile

val

Ser

Glu

260

Pro

val

Met

Ser

vai

85

Lys

Gly

Ile

Glu

His

165

Arg

LYS

Glu

Tyr

Leu

245

Trp

val

Asp

His

L.eu
325

Asp

Tyr

Pro

Ser

Asn

val

Glu

Lys

Thr

230

Thr

Glu

Leu

Lys

Glu

310

Gly

His

Gly

Ser

135

Pro

Ala

val

Tyr

Thr

215

Leu

Cys

ser

Asp

Ser

295

Ala

LyS

Lys

Pro

vai

120

Thr

Glu

Lys

Ser

LysS

200

Ile

Pro

Leu

Asn

ser

280

Arg

Leu

15270C42 . TXT

Pro Sar Asn

Pro

105

Phe

Pro

val

Thr

val

185

Cys

Ser

Pro

val

Gly

AsSp

Trp

His

90

Cys

Leu

Glu

Gin

Lys

Leu

Lys

Lys

VSEI“

Gly

Gln

Ashn

Page 46

Pro

rhe

val

Phe

155

Pro

Thr

val

Ala

Glin

235

Gly

Pro

Ser

Giu

His
315

Thr

Pro

Pro

Thr

140

Asn

Arg

val

Ser

Lys

Glu

rPhe

Glu

Phe

LYs

Cys

Pro

125

Cys

Trp

Glu

Lau

AsSn

205

Gly

Glu

TYr

Asn

Phe

285

Asn

Thr

val

Pro

110

Lys

val

Tyr

Glu

His

190

Lys

GIn

MetT

Pro

AsSH

270

Leu

val

GIn

Asp

95

Ala

Pro

val

val

Gln

175

Gin

Gly

Pro

Thr

Ser

255

Tyr

Tyr

Phe

Lys

Lys

Pro

L.ys

val

Asp

Phe

ASD

Leu

Arg

LYS

ser

Ser

Ser
320



<212>
<213>

<400
Ala Ser Thr Lys Gly Pro
5

1

Ser

Phe

Gly

Leu

65

Tyr

Arg

Glu

ASp

Asn

Trp

Pro

Glu

Asn

Thr

Pro

val

50

ser

Thr

vai

Phe

Thr

130

val

vai

Ser

Leu

Ser

210

Pro

Gin

57

PRT )
Homo saptens

Ser

Glu

35

His

Ser

cys

Glu

Leu

115

Leu

ser

Glu

Thr

Asn

195

Ser

Gln

val

Gtu

20

Pro

Thr

val

Asn

ser

100

Gly

Met

GIn

val

Tyr

180

Gly

Ite

val

sar

Ser
val
phe
val
val
85

LysS
Gly
ile
Glu
His
165
Arg
L.ys
Glu

Tyr

ey
245

Thr

Thr

Pro

Thr

70

ASD

Tyr

Pro

Ser

Asp

Asn

val

Glu

Lys

Thr

230

Thr

Ser

Ala

val

Ala

55

val

His

Gly

Ser

Arg

Pro

Ala

val

TYr

Thr

215

Leu

Cys

val

Ala

ser

40

val

Pro

Lys

Pro

val

120

Thr

Glu

Lys

ser

Lys

200

Ile

Pro

Ley

15270C42.7TXT

Phe

Trp

Ley

Ser

Pro

Pro

105

Phe

Pro

val

Thr

val

185

Cys

Ser

Pro

val

Pro

10

Gly

Asn

Gln

sSer

Sar

20

Cys

L.eu

Glu

Gin

LyS

Leu

Lys

Lys

Ser

Leu

Cys

Ser

Ser

ser

75

ASh

Pro

rhe

val

Phe

155

Pro

Thr

val

Ala

Ala

Leu

Gly

Ser

60

ieu

Thr

Pro

Pro

Thr

140

Asn

Arg

val

Ser

LYS

Glu

Phe

Pro

val

Ala

45

Gly

Gly

LYS

Cys

Pro

125

Cys

Trp

Glu

Leu

Asn

205

Gly

Glu

Tyr

Cys

Lys

Lau

l.eu

Thr

val

Pro

110

LYS

val

Tyr

Glu

His

190

LYS

Gln

Met

Pro

Ser

15

Asp

Thr

Tyr

Lys

AsSp

95

Ala

Pro

val

vai

Glin

175

G1In

Gy

Pro

Thr

Ser
255

Arg

Tyr

Ser

Ser

Thr

80

Lys

Pro

Lys

val

Asp

Phe

Asp

Ley

Arg

Lys

AsSp



Ile

Thr

Arg

Cys

305

Leu

Ala

Thr

Leu

290

Ser

Ser

va'l

Pro

275

Thr

val

Leu

<210> 58

<211> 465
<21Z2> PRT
«213> artificial Sequence

<220>
<223> Description of Artificial

<400> 58

1

val

Pro

Ser

Glu

65

ASD

Thr

Tyr

Gly

Ser
145

G1n

Gly

ASn

50

Trp

Asn

Leu

Tyr

Cys

Gly

35

Tyr

val

val

Tyr

cys

115

Gln
130

val

Gly

Phe

Glu
260
Pro
val

Met

Ser

Glu
20

Ser
Gly
Ala
Lys
Leu
100
val

Thr

Pro

Trp

val

ASp

His

Leu
325

val

Leu

Met

Ser

Gly

85

Gln

Arg

Leu

Leu

Glu Ser Asn

Leu Asp Ser

280

Lys Ser Arg

295

Glu Ala Leu

310

Gly

Gln

Arg

Ser

Ile

70

Arg

Met

Tyr

val

Ala
150

Leu

Leu

Trp

55

Arg

Phe

Ash

ASD

Thr

135

Pro

Met Glu Phe Gly Leu Ser Trp Ledu
5

Leu

Ser

49

val

Ser

Thr

Ser

His

120

val

Cys

15270C42.TXT
Gly GIn Pro Gliu Asn

265

Asn
270

Asp Gly Ser Phe Phe Leu

285

Trp GIn Glu Giy Asn

300

His Asn His Tyr Thr

315

seguence: Synthetic

Phe Leu
10

Glu Ser
25

Cys Ala

Arg Gin

Gly Gly

ITe Ser

90

Leu Arg
105
Tyr Ser

Ser Ser

Ser Arg

page 48

val

G1n

Tyr

Tyr

Phe

LysS

Lys

ser

Ser

ser
320

polypeptide

val Ala Ile Leu Lys Gly
15

Gly

Ala

Ala

Gly

75

Arg

Ala

ser
155

Gly

Ser

Pro

60

Arg

Asp

Gilu

Ser

Ser

140

Thr

Gly
Gly
45

Gly
Thr
Asn
Asp
Ser
125

Thr

Ser

Leu

30

Phe

LYS

Tyr

Ser

Thr

val

Thr

Gly

TYr

Lys

95

Ala

110

ASp

Lys

Glu

Tyr

Gly

ser

Gln

Phe

Leu

Ser

80

AsSn

val

Trp

Pro

Thr
160



Ala

val

Ala

val

Ser

Arg

Pro

Ala

305

val

Tyr

Thr

Leu

385

Ser

ASp

Ala

ser

val

Pro

210

Lys

Pro

val

Thr

Glu

290

Lys

Ser

Lys

Ile
Pro
370
Leu

ASN

Ser

Leu

Trp

Leu

195

Ser

Pro

Pro

phe

Pro

275

vai

Thr

val

Cys

Ser

355

Pro

val

Gly

ASp

Gly

AsSn

180

G1n

Ser

Ser

Cys

Leu

260

Glu

Gin

Lys

Leuy

Lys

340

LysS

Ser

Lys

Gln

Gly

Cys
165
Ser
Ser
Ser
Asnh
Pro
245
rhe
val
Phe
Pro
Thr
325
val
Ala
Gin
Gly
Pro

405

Ser

ieu

Gy

ser

l.eu

Thr

230

Pro

Pro

Thr

Asn

Arg

310

val

Ser

Lys

Glu

Phe

390

Glu

Phe

vat

Ala

Gly

Gly

LYS

Cys

Pro

cys

Trp

295

Glu

Leu

AsSh

Gly

Glu

375

Tyr

AsSn

Phe

LYyS

Lau

Leu

200

Thr

val

Pro

Lys

vai

280

Tyr

Glu

His

LYS

Gin

360

Met

Pro

Asn

Leld

15270C42.7TXT

Asp Tyr Phe Pro

Thr

185

Tyr

LYS

Asp

Ala

Pro

265

val

val

Gin

Gln

Thr

Ser

Tyr

Tyr
425

170

Ser

Ser

Thr

Lys

Pro

250

LYS

val

Asp

Phe

ASpD

330

Leu

Arg

Lys

AsSp

Lys

410

Ser

Page 49

Gly

leu

Tvr

Arg

235

Glu

Asp

Asp

Gly

Asn

315

Trp

Pro

Glu

AsSt

Ile

395

Thr

Arg

val

ser

Thr

220

val

Phe

Thr

val

val
300

5er

Leu

ser

Pro

Gin

380

Ala

Thr

lL.eu

Glu

His

Ser

205

Cys

Glu

Leu

Leu

Ser

285

Glu

Thr

Asn

Ser

Gln

365

val

val

Pro

Thr

Pro

Thr

190

val

Asn

ser

Gly

Met

270

G1in

val

Tyr

Gly

Ile

350

val

Ser

Glu

Pro

val
430

val

175

phe

val

val

LyS

Glu

His

Arg

Tyr

Leu

Iirp

val

415

Asp

Thr

Pro

Thr

ASD

TYr

240

Pro

ser

ASD

Asn

val

320

Lys

Thr

Thr

Glu

400

Leu

Lys



15270C42 . TXT

Ser Arg Trp Gln Glu Gly Asn val phe Ser Cys Ser val Met His Glu

435

440

445

Ala Leu His Ash His Tyr Thr GIn Lys Ser Leu Ser teu Ser Leu Gly

Lys
465

<210>
<21l>
«212>
<213>

450

<220>

<223>

<400> 59
Met Glu Phe Gly Leu Ser Trp Leu
5

1

val

Pro

ser

Glu

65

ASp

Thr

Tyr

Gly

Ser

145

Ala

val

GlIn

Gly

Asn

50

Trp

Ash

Leu

Tyr

Gln

130

val

Ala

sSer

59

464
PRT
artificial Sequence

Cys

Gly

35

Tyr

val

val

Tyr

cys

115

Gly

Phe

Leu

Trp

Glu

20

Ser

Gly

Ala

Lys

Leu

100

val

Thr

Pro

Gly

Asn
180

val

lL.eu

Met

Ser

Gly

85

Gln

Arg

Leu

Leu

Cys

165

Ser

Gin

Arg

Ser

Ile

70

Arg

Met

Tyr

va'

Ala

150

Leu

Gly

455

Leu

Leu

Trp

55

Arg

Phe

Asn

ASp

Thr

Pro

val

Ala

Description of Artificial

Leu

Ser

40

val

Ser

Thr

Ser

His

120

val

Cys

LysS

l.eu

460

Ssequence: Synthetic

phe Leu val Ala Ile

Glu

25

Cys

Arg

Gly

Ile

Leu

105

Tyr

Ser

Ser

Asp

Thr
185

10

ser Gly

Ala Ala

Gln Ala

Gly Gly
75

ser Arg
90

Arg Ala

Ser Gly

ser Ala

Arg Ser
155

Tyr Phe
170

Ser Gly

page 50

Gly

Ser

Pro

60

Arg

ASH

Glu

Ser

Ser

140

Thr

Pro

vai

Gly

Gly

45

Gly

Thr

ASN

Asp

ser

125

Thr

Ser

Glu

His

polypeptide

Leu Lys Gly
15

Leu

30

Phe

Lys

Tyr

Ser

Thr

110

ASp

Lys

Glu

Pro

Thr
190

val

Thr

Gly

TYIr

Tyr

Gly

Ser

val

175

Phe

GIn

Phe

Leu

Ser

80

Asn

val

Trp

Pro

Thr

160

Thr

Pro



ATa

val

H1%

225

Gly

Ser

Arg

Pro

Ala

305

val

Tyr

Thr

Lau

385

Ser

ASD

Ser

val

Pro

210

Lys

Pro

val

Thr

Glu

290

LYS

Ser

Lys

Ile

Pro

370

L.eu

Asn

Ser

Arg

Leu
450

Leu
195
Ser
Pro
Pro
Phe
Pro
275
val
Thr
val
Cys
Ser
355
Pro
val

Gly

Asp

GIn

Ser

Ser

Cys

Ley

260

Glu

Gin

Lys

Leu

Lys

340

Lys

ser

Lys

Gin

Gly

Gln

Asn

Ser

Ser

Asn

Pro

245

Phe

val

Phe

Pro

Thr

325

val

Ala

Gln

Gly

Pro

405

Ser

Glu

His

Ser

Leu

Thr

230

Pra

Pro

Thr

Asn

310

val

Ser

Lys

Glu

Phe

390

Glu

Phe

Gly

Tyr

Gly

Gly

Lys

Cys

Pro

Cys

l.eu

AsSn

Gly

Glu

375

Tyr

Asn

phe

Asn

Thr
455

L.eu

200

Thr

val

Pro

LYS

val

280

Tyr

Glu

His

Lys

Gln

360

Met

Pro

Ash

Leu

val

440

GTn

15270C42.TXT

Tyr Ser Leu Ser

LYS

ASD

Ala

Pro

265

val

val

Gln

Gln

Thr

Ser

Tyr

Tyr

425

Phe

Lys

Thr

LYS

Pro

250

Lys

val

AsSp

pPhe

330

Leu

Arg

Lys

Asp

LYS

410

Ser

Ser

Tyr

Arg

Glu

AsSp

Asp

Gly

Asn

315

Trp

Pro

Glu

Asn

Ile

395

Thr

Arg

cys

Thr

220

val

Phe

Thr

va'l

val

300

Ser

Leu

Ser

Pro

Gln

380

Ala

Thr

Leu

Ser

ser lLeu Ser

Page 51

460

Ser

205

Cys

Glu

Leu

ieu

sSer

285

Glu

Thr

Asn

Ser

G1n

365

val

val

Pro

Thr

val

445

Leu

val

Asn

Ser

Gly

Met

270

Gin

va't

Tyr

Gly

Ila

350

val

Ser

Glu

Pro

val

430

Met

Ser

val
va'l
Lys
Gly
2

Tle

Glu

Arg
Lys
Giu
Tyr
Leu
Trp
val
415
Asp
His

Leu

Thr

Asp

Tyr

240

Pro

Ser

ASp

Asn

val

320

Glu

Lys

Thr

Thr

Glu

400

Leu

Lys

Glu

Gly



<210>
<211>
<212>
<213>

<220>

<223>

<400>
Glu val Gln Leu Leu Glu Ser
5

1

Sef

Gly

Ala

Lys

65

Leu

val

Thr

pPro

Gly

Asn

Gin

Ser

ser

Cys

Leu

Met

Ser

50

Gly

Gln

Arg

Leu

Leu

130

Ccys

Ser

sSer

ser

Asn

210

Pro

60

446
PRT
Artificial sequence

Arg

Ser

35

Ile

Arg

Met

Tyr

val

115

Ala

Leu

Gly

Ser

Leu

195

Thr

Pro

ey

20

Tre

Arg

Phe

Asn

Pro

val

Ala

Gly

Gly

LYS

Cys

Ser

val

Ser

Thr

Ser

85

val

Cys

Lys

Leu

165

Leu

Thr

val

Pro

Cys

Arg

Gly

Ile

70

L.eu

Tyr

Ser

Ser

Tyr

Lys

ASp

Ala
Gln
Gly
55

sar
Arg
Ser

Ser

Tyr
Ser
Ser
Thr
LyS

215

Pro

pescription of Artificial

60

Gly

Ala

Ala

40

Gly

Arg

Ala

Gly

Ala

120

Ser

Phe

Gly

Leu

Tyr

200

Arg

Glu

15270C42 .TXT

Sequence: Synthetic

Gly Gly Leu val Gln
10

Ser

25

Pro

Arg

Asp

Glu

ser

105

Ser

Thr

Pro

val

Ser

185

Thr

val

Phe

Gly phe
Gly Lys
Thr Tyr
Asn Ser

75

Asp Thr
30

Ser Asp
Thr Lys
Ser Glu
Glu Pro

155
#is Thr
170
ser val
Cys Asnh

Glu Ser

teu Gly
page 52

Thr

Gly

Lys

Ala

Tyr

Gly

Ser

140

val

Phe

val

val

LY3S

220

Gly

Phe

Leu

45

Ser

Asn

val

Trp

Pro

125

Thr

Thr

Pro

Thr

205

Tyr

Pro

polypeptide

pro Gly Gly
15

sSer

30

Glu

Asp

Thr

Tyr

Gly

110

Ser

Ala

val

Ala

val

190

Gly

ser

Asn

Trp

Asn

Leu

Tyr

35

Gln

val

Ala

Ser

val

175

Pro

Lys

Pro

val

Tyr

val

val

Tyr

80

Cys

Gly

Phe

Leu

Trp

Leu

ser

Pro

Pro

Phe



225

ieu Phe
Glu val
Gln Phe
Lys Pro

290

Leu Thr
305

Lys val
Lys Ala
Ser GlIn
Ltys Gly

3

Gln Pro
385

Gly ser
Gin Glu

Asn His

<Z210> 61
<211> 44
<212> PR

Pro

Thr

Asn

275

Arg

val

Ser

Lys

Glu

355

Phe

Glu

phe

Gly

5
T

Pro

Cys

260

Trp

Giu

Leu

Asn

Gly

Glu

Tyr

AsSn

Phe

Asn

420

Thr

Tyr

Glu

His

LyS

Gln

Met

Pro

Ash

Ley

405

val

Gin

230

Pro

val

val

Gln

Gln

310

Gly

Pro

Thr

Ser

TYyr

Tyr

phe

Lys

Lys

val

ASD

Phe

295

Asp

Ley

Arg

Lys

ASD

Lys

Ser

Ser

Ser

<213> artificial Sequence

<220>

ASD

Asp

Gly

Asn

Trp

Pro

Glu

Asn

360

Ile

Thr

Arg

Cys

Leu
440

<223> Description of Artificial

<400> 61

Glu val GIn rteu Leu Glu Ser Gly

1

5

15270C42.TXT

Thr

val

265

val

Ser

Ley

Ser

Pro

345

Gln

Ala

Thr

Leu

Ser

425

Ser

235

Leu Met Ile

250

Ser

Glu

Thr

Asn

Ser

330

Gln

val

val

Pro

Thr

A10

val

Leu

Glin

val

Tvyr

val

Ser

Glu

Pro

395

val

Met

Ser

Glu

LyS

Glu

Tyr

Leu

Trp

val

Asp

His

Leu

Ser

Asp

AsSn

285

val

Glu

LYS

Thr

Thr

365

Glu

lLeu

Lys

Glu

Gly

Seguence: Synthetic

Gly Gly teu val Gln
10

page 53

Arg

Pro

270

Ala

val

Tyr

Thr

Leu

350

Cys

Ser

ASD

Ser

Ala

430

Lys

Thr

255

Giu

Lys

ser

Lys

Ile

335

Pro

Ley

Asnh

Ser

240

Pro

val

Thr

val

Cys

320

Ser

Pro

val

Gly

polypeptide

Pro Gly Gly

15



Ser

Gly

Ala

Leu

val

Thr

Pro

Asn

Gin

Ser

Ser

225

Leu

Glu

Gin

ey

Met

Ser

50

Gly

GIn

Arg

teu

Leu

130

Cys

Ser

Ser

Ser

Asn

210

Pro

Phe

val

Phe

Arg

Ser

35

Ile

Arg

Met

Tyr

val

115

Ala

Leu

Gly

Ser

Leu

195

Thr

Pro

Pro

The

Asn
275

Leu

20

Trp

Arg

Phe

Asn

Asp

Thr

Pro

val

Ala

Gly

Gly

Lys

Cys

Pro

Cys

260

Trp

Ser

val

Ser

Thr

Ser

85

val

Cys

LYys

Leu

165

Leu

Thr

val

Pro

245

val

Tyr

Cys

Arg

Gly

Ile

70

Leu

Tyr

sSer

Ser

Tyr

Lys

Asp

Ala

230

Pro

val

val

Ala

Gin

Gly

55

Ser

Arg

Ser

Ser

Arg

Tyr

Ser

ser

Thr

Lys

va’l

Asp

Ala
Ala
40

Gly
Arg
Ala
Gly
Ala
120
Ser
Phe
Gly
Leu
Tyr
200
Arg
Glu
ASp

ASp

Gly
2

15270C42.TXT
Ser Gty Phe Thr

25

Pro

Arg

ASD

Glu

Ser

165

ser

Thr

Pro

val

Ser

185

Thr

val

Phe

Thr

vat

265

val

Giy Lys

Thr Tyr

Asn Ser
75

Asp Thr
90

Ser Asp
Thr Lys
ser Glu
Glu Pro

155

His Thr

170

Ser val

Cys Asn

Glu ser

teu Gly

Leu Met

250

Ser Gin

Giu val

page 54

Gly

TYTr

60

Lys

Ala

Tyr

Gly

Ser

140

val

Phe

val

val

LYS

220

Gly

Iie

Glu

His

phe

Leu

45

Ser

Asn

val

Trp

Pro

125

Thr

Thr

Pro

Thr

205

Tyr

Pro

ser

AsSp

ASN
285

sSer

30

Glu

Asp

Thr

TYr

Gly

110

Ser

Ala

val

Ala

val

190

His

Gly

ser

Arg

Pro

270

Ala

Asn

Trp

Asn

Ley

Tyr

95

Gln

val

Ala

Ser

va'l

175

Pro

LYS

Pro

val

Thr

255

Glu

Lys

Tyr
val
val
TYyr
80

Cys
Gly
Phe
Leu
Trp
Leu
Ser
Pro
Pro
Phe
240
Pro
ya?

Thr



Lys

Leu

305

Lys

LYsS

Ser

Lys

Gln

385

Gly

Gln

Asn

<210> 62
<211>
<212>

Pro

290

Thr

vai

Ala

Gin

Ser

Glu

His

Arg

val

ser

Lys

Giu

355

Phe

Glu

phe

Gly

Tyr

330
PRT

Glu

Leu

Asn

Gly

Giu

Tyr

Asn

Phe

Asn

420

Thr

Glu

His

Met

Pro

Asn

Leu

405

val

Gln

<213> Homo sapiens

<400>

62

Ala ser Thr Lys Gly

1

Ser

Phe

Gly

Leu

65

Tyr

Thr

Pro

val

50

ser

Ile

Ser

Glu

35

His

Ser

Cys

Gly

20

Pro

Thr

val

AsSn

5

Gly

val

Phe

val

val
85

Gln

Gin

310

Gly

Pro

Thr

Ser

Tyr

390

Tyr

Phe

LyS

Pro

Thr

Thr

Pro

Thr

70

ASH

Phe

295

Asp

Leu

Arg

LYS

Asp

375

Lys

Ser

Ser

Ser

Ser

Ata

val

His

Ash

Trp

Pro

Glu

Asn

360

Thr

Arg

Cys

Ley
440

val

Ala

Ser

40

val

Pro

Lys

15270C42.7XT
Ser Thr Tyr Arg

Leu Asn

Ser Ser
330

Pro Gln
345

Gin val

Ala val

Thr Pro

Leu Thr

410

Ser val
425

Ser Leu

Phe Pro
10

25

Trp Ash

Leu Gln

Ser Ser

Leu Gly

val

Ser

Glu

Pro

395

val

met

Ser

lL.eu

Cys

ser

Ser

Ser
75

300

Lys

Glu

Tyr

Leu

ASp

His

Leu

Ala

Leu

Gly

Sear

60

Leu

Pro Ser Asn Thr

90

Page 55

val

Glu

Lys

Thr

Thr

365

Glu

Leu

Lys

Glu

Pro

val

Ala

45

Gly

Gly

LYsS

val

Tyr

Thr

Leu

350

Cys

Ser

ASD

Ser

Ala
430

Ser

Ley

Thr

val

Ser

LysS

1le

335

Pro

Leu

Asn

Ser

Ser

15

Asp

Thr

Tyr

Gln

AsSp
95

val

Cys

320

Ser

Pro

val

Gly

Asp

Trp

Lys

Tyt

ser

Ser

Thr

80

Lys



Lys

Pro

Lys

val

145

Tyr

Glu

His

LYs

GlIn

225

Met

Pro

Asn

Leu

vai

305

Glin

val

Ala

Pro

130

val

vai

Gln

GIn

Ala

210

Pro

Thr

Ser

Tyr

Tyr

Phe

Lys

<210> 63
<211> 329

<212>
<213>

<400> 63

Glu

Pro

115

Lys

val

AsSp

TYyr

ASp

Leu

Arg

Lys

ASD

LysS

Ser

Ser

ser

PRT _
Homo sapiens

Pro Lys
100

Gglu Ala
Asp Thr
Asp val
Gly val

165

Asn ser
180

Trp Leu
Pro Ala
Glu Pro
Asn GlIn

245
Ile Ala
260
Thr Thr
Lys Lau

Cys ser

Leu Ser
325

Ser

Ala

Leu

Ser

150

Glu

Thr

Asn

Pro

Gin

230

vai

val

Pro

“Thr

val
310

Leu

Cys

Gly

Met

135

His

val

Tyr

Giy

Ile

215

val

Ser

Glu

Pro

val.

295

Met

ser

Asp
Ala

120

Ile

Arg

L.¥S

200

Glu

Tyr

Leu

Trp

val

280

ASp

His

‘Pro

15270C42.TXT

LyS

105

Pro

Ser

Asp

AsSnh

vai

185

Glu

LYyS

Thr

Thr

Glu

265

Leu

Lys

Glu

Gly

Thr His Thr

Ser

Arg

Pro

Ala
170

val

TYyr

Thr

Leuy

ASpH

Ser

Ala

330

pPage 56

val
Thr
Glu
155
Lys
Ser
LYys
Ile
Pro
235
Ley
Asn
ser
Arg

Leu
315

Phe

Pro

140

val

Thr

val

Cys

Ser

220

Pro

val

Gly

AsSp

Cys

l.eu

125

Glu

Lys

LYS

Leu

LYS

Ser

Lys

Gln

Gly

Galn

Asn

Pro

110

Phe

val

Phe

Pro

Thr

180

val

Ala

Arg

Gly

Pro

270

Ser

GIn

His

Pro

Pro

Thr

Asn

175

val

ser

Lys

Glu

Phe

255

Glu

Phe

Gly

Tyr

Cys

Pro

Cys

Trp

160

Glu

Leu

ASnh

Gly

Giu

240

Tyr

Asn

Phe

Asn

Thr
320



Ala

Ser

Phe

Leu

65

Tyr

Lys

Pro

Lys

val

145

TYr

Glu

His
Lys
Gln
225

Met

Pro

Ser

Thr

Pro

val

50

Ser

Ile

val

Ala

Pro

130

val

val

G1In

Gin

Ala

210

Pro

Thr

Sser

Thr

Ser

Glu

35

His

Ser

Cys

Pro

115

Lys

val

Asp

Tyr

Arg

Lys

Asp

Lys

Gly

20

Pro

Thr

val

Asn

Pro

100

Glu

Asp

ASp

Gly

Asn

180

Trp

Pro

Glu

Asn

Iie
260

Gly

Gly

val

Phe

val

val

85

Lys

Ala

Thr

va’l

val

165

Ser

l.eu

Ala

Pro

Gln

245

Ala

Pro

Thr

Thr

Pro

Thr

70

Asn

Ser

Ala

Leu

Ser

150

Glu

Thr

AsSh

Pro

Gln

230

val

val

Ser

Ala

val

His

Cys

Gly

Met

135

His

val

Tyr

Gly

Ile

215

val

Ser

Giu

val

Ser

40

val

Pro

Lys

Asp

Ala

120

I'le

Glu

His

Arg

Lys

Glu

Tyr

Leu

Trp

15270C42 . TXT
phe Pro Leu Ala

Leu

25

Trp

Leu

ser

Pro

LYS

105

Pro

Ser

ASp

Asn

val

185

Glu

Lys

Thr

Thr

Glu

265

10

Gly Cys
Asn Ser
Gln Ser

Ser ser
75

Ser Asn
90

Thr His
Ser val
Arg Thr

Pro Glu
155

Ala Lys
170

val Ser
Tyr Lys
Thr Iie
lL.eu Pro

235

Cys Leu
250

Ser Asn
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Leu

Gly

Ser

60

teu

Thr

Thr

Phe

Pro

140

val

Thr

val

Cys

Ser

220

Pro

va't

Gly

Pro

val

Ala

45

Gly

Gly

Lys

Cys

Leu

125

Glu

Lys

LyS

Leu

Lys

Ser

Lys

Gin

Ser

Leu

Thr

val

Pro

110

Phe

val

Phe

Pro

Thr

190

val

Ala

Arg

Gly

Pro
270

Ser

15

Asp

Thr

Tyr

Gln

Asp

95

Pro

Pro

Thr

Asn

Arg

val

Ser

Lys

Glu

Phe

255

Glu

Lys

Tyr

Ser

ser

Thr

80

Lys

Cys

Pro

Cys

Trp

160

Glu

Leu

Ash.

Gly

Glu

240

Tyr

Asn



Asn Tyr

Leu Tyr
290

val rhe
305

Gln Lys

<210> 64
<Z211> 46
<212> PR

Lys Thr Thr Pro

275

Ser Lys Leu Thr

Ser Cys Ser val

310

Ser Leu Ser lLeu

8
T

325

Pro

val

295

Met

Ser

<213> Artificial Seguence

<220>

val

280

Asp

His

Pro

<223> Description of Artificial

<400> 64
1

val Gln
Pro Gly

Ser Asn
50

Glu Trp
65

ASp Asn
Thr Leu
Tyr Tyr

Gly GlIn
130

Ser val
145

ala Ala

Cys

Gly

35

Tyr

val

val

Tyr

Cys

115

Gly

Phe

Lau

Glu

20

ser

Gly

Ala

LysS

Leu

100

val

Thr

Pro

Gly

val

Leu

Met

Ser

Gly

85

GIn

Arg

Leu

Leu

Gln
Arg
Ser
Ile
70

Arg
Met
Tyr
val
Ala

150

Leu

Leu

lLeu

Trp

55

Arg

rhe

Asn

ASp

Thr

135

Pro

val

Met Glu Phe Gly Leu Ser Trp Leu
£ _

Leu

Ser

40

val

Ser

Thr

Ser

His

120

val

Ser

LYS

15270C42 . TXT
Let Asp Ser Asp Gly Ser Phe pPhe

285

Lys Ser Arg Trp Gin
300

Giu Ala Leu His Asn

Gly

315

Gln Gly Asn

His Tyr Thr

320

Seguence: Synthetic polypeptide

rhe

Glu

25

Cys

Arg

Giy

Ile

Lau

ias

Tyr

Ser

Ser

Asp

Leu

10

ser

Ala

Gln

Gly

Ser

90

Arg

Ser

Ser

LYS

Tyr
170

val Ala

Gly Gly

Ala Ser

Ala Pro
G0

Gly Arg
75

Arg Asp

Ala Glu

Gly Ser

Ala ser
i40

Ser Thr
155

phe Pro

rage 58

Ile
Gly
Gly
45

Gly
Thr
Asn
Asp
Ser
125
Thr

Ser

Glu

Leu Lys Gly

Leu

30

rhe

Lys

Tyr

Ser

Thr

1190

ASD

Lys

Gly

Pro

15

val

Thr

Gly

Tyr

LYS

Ala

Tyr

Gly

Gly

val
175

Gln

Phe

Ley

Ser

80

Asn

val

Trp

Pro

Thr

160

Thr



val

Ala

vatl

His

225

Cys

Met

Hisg

val

305

TYyr

Ile

val

Ser

385

Glu

Pro

val

Ser

val

Pro

210

Lys

ASp

Ala

Glu

290

His

Arg

Lys

Glu

Tyr

370

Leu

Trp

val

Asp

Trp

Leuy

195

ser

Pro

Lys

Pro

Ser

275

ASD

Asn

val

Glu

Lys

Thr

Thr

Glu

Leu

LYs
435

Asn

180

Gln

Ser

ser

Thr

Ser

260

Arg

Pro

Ala

val

TYr

340

Thr

Leu

Cys

Ser

ASD

Ser

Ser

Ser

Ser

Asn

His

245

vai

Thr

Glu

Lys

Ser

325

Lys

Ile

Pro

Leu

ASn

405

Ser

Arg

Gly

Ser

l.eu

Thr

230

Thr

Phe

Pro

val

Thr

316

val

Cys

Ser

Pro

val

390

Gly

ASp

Trp

Ala

Gly

Gly

LYys

Cys

Leu

GTu

Lys

295

Lys

Leu

Lys

Lys

Ser

375

LYS

Gln

Gly

Glin

Leu

Leu

200

Thr

val

Pro

phe

val

1280

Phe

Pro

Thr

val

Ala

360

Arg

Gly

Pro

Ser

Gln
446

15270C42.TXT

Thr ser Giy val

185

Tyr
Gin
Asp
Pro
Pro
265
Thr
Asn
Arg
val
Ser
345
Lys
Glu
Phe
Glu
Phe

425

Gly

Ser

Thr

LysS

Cys

250

Pro

Cys

Trp

Glu

Leu

330

AsSnh

Gly

Glu

Tyr

Asn

410

Phe

Ash

Page 59

Leu

Tyr

Lys

val

TYr

Glu

315

His

Lys

Glin

Met

Pro

395

AsSn

Leu

va'l

ser

Ile

220

val

Ala

Pro

va’l

val

300

GIn

Gln

Ala

Pro

Thr

380

Ser

Tyr

TYr

Phe

His

Ser

205

Cys

Glu

Pro

Lys

vai

285

ASp

Tyr

Asp

l.eu

Arg

365

LYS

AsSp

Lys

Ser

Ser
445

Thr Phe Pro

190

val

Asn

Pro

GJu

ASD

270

Asp

Gly

Ash

Trp

Pro

350

Glu

Asn

Ile

Thr

LYyS

430

Cys

val

val

LYS

Ala

255

Thr

val

val

Ser

Ley

335

Ala

Pro

Gln

Ala

Thr

415

Leu

Ser

Thr
AsSn
Ser
240

Ala
Leu
Ser
Glu
Thr
320
Ash
Pro
Glin
val
val
400
Pro

Thr

val



15270C42.TXT

Met His Glu Ala teu His Asn His Tyr Thr GIn Lys Ser Leu Ser lLeu

450

Sar Pro Gly Lys

465

<210>
<211>
<212>
<213>

<220>

<223>

<400> 65
Met Glu Phe Gly Leu
5

1

65

467
PRT
Artificial Sequence

val Gln Cys

Pro

Ser

Glu

65

ASp

Thr

Tyr

Gly

Sar

145

Ala

val

Ala

Gly

Asn

50

Trp

AsSn

Leu

Tyr

Gin

130

val

Ala

sar

val

Gly

35

Tyr

val

val

TYr

Gly

Phe

Leu

Trp

Leu
195

Glu

20

Ser

Gly

Ala

Lys

Leu

100

val

Thr

Pro

Gly

Asn

180

Gln

val

l.eu

Met

Ser

Gly

85

Gin

Arg.

Ley

Letl

165

Ser

Ser

455

pescription of Artificial

Ser Trp Leu

GIn

Arg

Ser

Ile

70

Arg

Met

Tyr

vai

Ala

150

lLeu

Gly

Ser

Leu

Leu

Trp

55

Arg

Phe

AsSn

ASp

Thr

135

Pro

val

Ala

Gly

Leu

ser

40

vai

Ser

Thr

Ser

His

120

val

Ser

Lys

l.eu

Leu
200

460

Sequence: Synthetic

phe Leu val ala Ile

Glu

25

Cys

Arg

Gly

Ile

Leu

105

Tyr

Ser

Ser

AsSp

Thr

185

Tyr

10

ser Gly

Ala Ala

Gin Ala

Gly Gly
75

Sar Arg
90

Arg Ala

Ser Gly

ser Ala

Lys Ser
155

Tyr Phe
170

Ser Gly

Ser Leu

rPage 60

Gly

Ser

Pro

60

Arg

Asp

Glu

Ser

Ser

140

Thr

Pro

val

Ser

Gly
Gly
45

Gly
Thr
ASN
Asp
ser
125
Thr
Ser
Glu
His

Ser
205

polypeptide

Leu Lys Gly
15

Leu

30

Phe

LyS

Tyr

Ser

Thr

110

Asp

Lys

Gly

Pro

Thr

190

val

val

Thr

Gly

Tyr

LyS

95

Ala

Tyr

Gly

Gly

val

175

Phe

val

Phe

Leu

Ser

80

Asn

val

Trp

Pro

Thr

160

Thr

Pro

Thr



val

His

Cys

Gly

Met

His

val

305

Tyr

Gly

Tle

val

ser

385

Glu

Pro

val

mMet

Ser

465

Pro

210

Lys

Asp

Ala

Ile

Glu

290

His

Arg

Lys

Glu

Tyr

370

Leu

Trp

val

Asp

His

450

Pro

ser

Pro

Lys

Pro

ser

275

Asp

Asn

val

Glu

Lys

Thr

Thr

Glu

Leu

Gly

Ser

ser

Thr

Sar

260

Arg

Pro

Ala

val

Tyr

340

Thr

Leu

Cys

Ser

Asp

Ser

Ala

Ser

Asn

Ley

Thr

" 230

His

245

val

Thr

Glu

LYS

Ser

325

Lys

Tle

Pro

Lay

AsSn

405

Sear

APrg

Leu

Thr
Phe
Pro
val
Thr
310
val
Cys
Ser
Pro
val
390
Gly
Asp

Trp

His

LysS

Cys

Leu

Glu

Leu

Lys

Lys

Thr

val

Pro

Phe

val

280

Phe

Pro

Thr

val

ala

360

Ser

375

LysS

Gln

Gly

Gin

Asn
455

Arg

Gly

Pro

Ser:

Gin
440

His

15270C42 . TXT

Gln Thr Tyr

ASp

Pro

Pro

265

Thr

Asn

Arg

val

Ser

345

Lys

Glu

Phe

Glu

Phe

425

Gly

TYr

Lys

Cys

250

Pro

Cys

Trp

Glu

Leu
330

Asn

Gly

Glu

Tyr

AsSh

410

Phe

Asn

Thr
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Lys

val

Tyr

Glu

315

His

Lys

.Glin

Met

Pro

395

Asn

Leu

val

GlIn

Ile

220

val

Ala

Pro

val

val

300

Gln

GlIn

Ala

Pro

Thr

380

Ser

Tyr

Tyr

rhe

Lys

Cys

Glu

Pro

Lys

val

285

ASp

Tyr

ASp

lL.eu

AsSp

Lys

Ser

Ser

445

Ser

ASH

Pro

Glu

ASD

270

Asp

Gly

ASh

Trp

Pro
350

Glu

Asnh
Ile
The
LysS
Cys

Leu

val

£vs

Ala

255

Thr

val

val

Ser

Leu

335

Ala

Pro

Gln

Ala

Thr

415

L.eu

ser

Ser

Asn

Ser

240

Ala

Leu

Ser

Thr

320

Asn

Pro

Gln

val

val

400

Pro

Thr

val

Leu



<210> 66
<211> 44

<212>
<213>

<220>

<223>

<400> 66

1

val

Thr

Pro.

Gly

Asn

Gin

sSer

Ser

Thr

Leu

Met

Ser

50

Gly

Gln

Arg

Leu

Leu

130

Cys

Ser

Ser

Ser

Asn

210

His

9

PRT
Artificial Sequence:

Arg

sSer

Ile

Arg

Met

Tyr

val

115

Ala

Lau

Gly

Ser

Leu

195

Thr

Thr

Leu

20

Trp

Arg

Phe

Asn

100

Thr

Pro

val

Ala

Gly

Gly

LysS

Cys

Ser

val

Ser

Thr

Ser

85

val

Ser

LYS

Leu

165

Leu

Thr

val

Pro

Cys

Arg

Gly

Ile

70

Leu

Tyr

Ser

Ser

150

Thr

Tyr

Gln

ASD

Pro

Ala

Gin

Gly

55

Ser

Arg

Ser

Ser

Tyr

ser

Ser

Thr

Description of Artificial

Glu val GIn Leu Leu Glu Ser Gly
5

Ala

Ala

40

Gly

Arg

Ala

Gly

Ala

120

Ser

rPhe

Gly

l.eu

Tyr

Lys

Pro

15270C42 . TXT

Sequence: Synthetic

Gly
Ser
25

Pro
Arg
Asp
Glu
Ser
105
Ser
Thr
Pro
val
Ser
185
Ile

val

Ala

Gly Leu val Gln

16

Gly Phe
Gly Lys
Thr Tyr
Asn Ser

75

Asp Thr
90

Ser Asp
Thr Lys
Ser Gly
Glu Pro

155
His Thr
170
Ser val
Cys Asn

Glu Pro

Pro Glu
Page 62

Thr
Gly
Tyr
60

Lyé
Ala
Tyr
Gly
Gly
val
Phe
val
val
Lys

220

Ala

Phe

Leu

45

Ser

Asn

val

Trp

Pro

125

Thr

Thr

Pro

Thr

Asn

205

Ser

Ala

polypeptide

Pro Gly Gly
15

Ser

30

Glu

ASp

Thr

Tyr

Gly

110

ser

Ala

val

Ala

val

190

His

Cys

Giy

ASh

Trp

Asn

Leu

Tyr

95

Gln

val

Ala

Ser

val

175

Pro

Lys

ASD

Ala

Tyr

val

val

Tyr

Cys

Gly

Phe

Leu

Trp

160

Leu

sSer

Pro

Lys

Pro



225

sear
Arg
Pro
Ala
val
305
Tyr
Thr
Leu
Cys
Ser
3835
ASp
ser

Ala

Lys

val

Thr

Glu

Lys

ser

Lys

Pro

Leu

370

Asn

ser

Arg

Leu

<210> 67
<21l> 44
<212> PR

<213>

<220>
<223>

<400> 67

Phe

Pro

val

275

Thr

val

Cys

Ser

Gly

ASp

8
T

L.eu

Glu

260

Lys

Lys

Leu

Lys

Lys

340

Ser

Lys

Gln

Gly

Gln

420

Asn

Phe

245

val

Phe

Pro

Thr

va'l

325

Ala

Arg

Gly

Pro

Ser

405

Gln

His

230

Pro

Thr

Asn

Arg

val

310

Ser

Lys

Glu

Phe

Glu

390

Phe

Gly

Tyr

Pro

Cys

Trp

Glu

295

Leu

Asn

Gly

Glu

Tyr

375

Asn

Phe

Asn

Thr

Artificial Seguence

Lys

val

Tyr

280

Glu

His

LYS

Gln

Met

360

Pro

Asn

Leu

val

Gin
440

15270C42.TXT

Pro

val

265

val

Gln

Gln

Ala

Pro

345

Thr

Ser

TYr

Tyr

Phe

425

Lys

Lys

250

val

ASp

Tyt

ASp

lLeu

330

Arg

LYS

AsSp

Lys

Ser

410

Ser

Ser

Page 63

235

Asp

ASp

Gly

Asn

Trp

Pro

Giu

Asn

Ile

Thr

395

Lys

Cys

feu

Thr
val
val
Ser
300
Leu
Ala
Pro
Gln
Ala
380
Thr
Leu

Ser

Ser

l.eu

Ser

Glu

285

Thr

Asn

Pro

Gin

vai

365

val

Pro

Thr

val

Leu
445

Met

His

270

val

Tyr

Gly

Ile

va’l

350

Ser

Glu

Pro

val

Met

430

Ser

Ile

255

Glu

His

Arg

LyS

Glu

335

Tyr

Leu

Trp

val

Pro

240

Ser

Asp

Ash

val

Glu

320

Lys

Thr

Thr

Glu

L.ey
400
Lys

Glu

Gly

pescription of Artificial sSequence: Synthetic polypeptide



Giu

Sar

Gly

Ala

val

Tht

Pro

Gin

Ser

Ser

Thr

225

Ser

Arg

val

Leu

Met

Ser

50

Gly

GlIn

Arg

Leu

Leu

130

cys

Ser

Ser

Ser

Asn

210

His

val

Thr

Gln

Arg

ser

35

Ile

Arg

Met

Tyr

val

115

Ala

Leu

Gly

Ser

Leu

195

Thr

Thr

Phe

Pro

Leu

lLeu

20

Trp

Arg

Phe

Asn

Pro

val

Ala

Gly

Gly

Lys

Cys

Leu

Glu
260

Leu

Ser

val

Ser

Thr

Ser

85

His

val

Ser

Lys

Leu

165

Leu

Thr

val

Pro

Phe

245

vati

Glu

Cys

ATg

Gly

Ile

70

l.eu

Tyr

Ser

ser

TyYr

Gln

Asp

Pro

230

Pro

Thr

Ser

Ala

Gln

Gly

55

Ser

Arg

ser

Ser

LYS

Tyr

ser

Ser

Thr

Pro

Cys

Gly
Ala
Ala
40

Gly
Arg
Ala
Gly
Ala
120
sar
Phe
Gly
Leu
TYP
200
Lys
Pro

Lys

val

15270C42 . TXT
Gly Gly Leu val
10

ser

25

Pro

Arg

ASD

Glu

Ser

105

sSer

Thr

Pro

val

sSer

185

1le

val

Ala

Pro

val
265

Gly

Gly

Thr

Asn

ASp

90

ser

Thr

Ser

Glu

His

170

Ser

Cys

Giu

Pro

phe Thr

Lys Gly

Tyr Tyr

60

Ser Lys

75

Thr ala

Asp Tyr

Lys Gly

Gly Gly

Pro val

155

Thr Phe

val val

Asn val

Pro Lys

220

Glu Ala

Asp Thr

Asp val

Page 64

Gln

Phe

Leu

45

Ser

Asn

val

Trp

Pro

125

Thr

Thr

Pro

Thr

Asn

205

Ser

Ala

Leu

Ser

Pro

Sar

30

Glu

AsSp

Thr

Tyr

Gly

110

Ser

Ala

val

Ala

val

190

His

Cys

Gly

Met

His
270

Gly

15

Asn

Trp

Asn

Leu

TYT

95

Gin

val

Ala

ser

val

175

Pro

LysS

Asp

Ala

Gly

Tyr

val

val

Tyr

80

Cys

Gly

Phe

Let

Trp

Leu

Ser

Pro

Lys

Pro

240

Ser

Asp



val
275

Pro Glu

Ata Lys Thr

val val

305

Ser

Tyr Lys Cys

Thr Ite Ser

Pro
355

Leu Pro

teu val

370

Cys

Ser Asn

385

Gly

AsSp Ser Asp

Ser Arg Trp

Ala Leu His

<210> 68
<211> 1407
<212> DNA

Lys Phe

Pro

LYS

Leu Thr

Asn

Arg

val

Trp Tyr

280

Glu Glu

295

Leu

310

val
325

LYS

Ala

Arg

Gly

LyS

Gln Pro

Ser

LyS

Glu

Phe

Glu

Asn Lys

Gly Gln

Glu Met

360

Tyr Pro

375

Asn Asa

390

Ser
405

Gly

GIn Gln

420

Asn His

Phe

Gly

Tyr

Phe Leu

val

Asn

Gln
440

Thr

<213> Artificial Sequence

<220>

<223> Description of Artificial

polyn

<400> 68
atggagtttg

grgcagctge
tgcgecgect
ggcaagggec
gacaacgtga
cagatgaact

tactccgget

ucleotide

ggctgagctg
tggagtccgy
ccggetteac
tggagtgggt
agggeegert
ccctgegege

ccrecgacta

gcrttttett
cggeggecty
cttctecaac
ggcctecate
caccatctce
cgaggacacc

ctggggccag

15270C42.TXT

val Asp Gly

Gin Tyr Asn

Gln Asp Trp

315

Ala Leu Pro

330

Pro Glu

345

Arg

Thr Lys Asn

Ser Asp ILle

Thr
395

Tyr Lys

Ser
410

Tyr Lys

rPhe
425

Ser Cys

Lys Ser Leu

val Glu val

285

Ser Thr

300

Tyr

Leu Asn Gly

Ila

Pro

val
350

Pro Gin

val ser

365

GIn

Ala val G¢lu

380

Thr Pro Pro

Leu Thr val

val Met

430

Ser

Leu ser

445

Ser

Sequence: Synthetic

gtggctattt
gtgcagcecg
tacggcatgt
€gCtceyygcy
cgcgacaact
gccgtgtact

ggcaccctgg

Page 65

taaaaggtgt
gcggetcect
cctgggtgceg
gcggcecgeac

ccaagaacac

actgecgtgceg

tgaccgtgte

His Asn

val

Arg

Glu
320

Lys

Glu
335

Lys
Tyr Thr
teu Thr
Glu

Trp

Leu
400

val

Asp
415

Lys

His

pro Gly

ccagtgtgag
gcgectgtec
ccaggeccecc
ctactactcc
cctgtacctg
ctacgaccac

ctcecgegtcg

60
120
180
2490
300
360
420



accaagggcc
gcggcectgg
tcaggcgecc
tactcectea
tgcaacgtga
tgtgacaaaa
gtcttectet
acatgcgtgg
gacggcgtgg
taccgtgtgg
aagtgcaagg
aaagggcagc
aagaaccagg
gagtgggaga
tccgacgget
gggaacgtct
agcetcrecec
69

449

PRT
Homo
<400> 69

Glu val Gin
1

<210>
<211i>
<212>
<213>

Ser Leu Arg

Gly Met

Ala ser

50

Gly Arg

Leu Gin Met

val Arg Tyr

catcggtctt
gctgeetggt
tgaccageyg
gcagcgtggt
atcacaagec
ctcacacatyg
tccoeccaaa
tggtggacgt
aggtgcataa
tcagcgtect
tetecaacaa
cccgagaacc
tcagccetgac
gcaatgggca
cctreLtect
tctcatgcte

tgtecccgyg

sapiens

Leu Leu
5

Leu Ser

20

Trp val

Arg Ser
Phe Thr

Ser
85

Asn

Asp His

Glu

Cys

Arg

Gly

Ile

70

teu

Tyr

cccectggea
caaggactac
cgtgcacacc
gaccgtgecc
cagcaacacc
cccaccgtge
acccaaggac
gagccacgaa
tgccaagaca
caccgtectg
agcccteeca
acaggtgtac
ctgcctggtce
gccggagaac
ctatagcaag
cgtgatgcat

taaatga

ser Gly

Ala

Ala

Ala
40

GIn

Gly Gly

55

Ser Arg

Ala

Arg

Ser Gly

15270C42.TXT

ccetecteca
ttceccgaac
ttcccggety
tccagcaget
aaggtggaca
ccagcacctyg
accctcatga
gaccctgagg
aagccgegyag
caccaggact
gcccccatcyg
accctgeece
aaaggcrict
aactacaaga
ctcaccgtygg

gaggctctge

Gly
10

Gly Leu

ser Gly Phe

25

Pro Gly Lys

Arg Thr Tyr

Ser
75

AsSp Asn

Giu Asp Thr

90

Ser
1G5

sar Asp

Page 66

agagcacctc
cggtgacggt
tcctacagte
tgggcaccca
agaaagttga
aagccgetygg
tcteccggac
tcaagttcaa
aggagcagta
ggctgaatgy
agaaaaccat
catcccggga
atcccagcega
ccacgectee
acaagagcag

acaaccacta

val GIn pro

Thr Phe Ser

30

Leu Glu

45

Gly

Tyr 3er

60

ASp

Lys Asn Thr

Ala val Tyr

Tyr Trp Gly

tgggggeaca
gtcgtggaac
ctcaggactc
gacctacatc
gcccaaatct
ggcaccgtca
cecctgaggic
ctggtacgtg
caacagcacg
caaggagtac
ctccaaagec
ggagatgacc
catcgcegtg
cgtgctggac
gtggcagcag

cacgcagaag

Gly Gly

15

Asn Tyr

Trp val
Asn val
Leu

Tyr

Tyr
95

Cys

Gln Gly

480
540
600
660
720

- 780

840

900

960
1020
1080
1140
1200
1260
1320
1380
1407



Thr

Pro

Asn

Gln

Ser

Sar

Thr

225

Ser

Arg

Pro

Ala

val

305

Tyr

Thr

Leu

Cys

Leu

Led

130

Cys

Ser

ser

Ser

Asn

210

His

val

Thr

Glu

LYS

290

Ser

Lys

Ite

Pro

Leu
370

val

115

Ala

Leu

Gly

Ser

Leu

195

Thr

Thr

Phe

Pro

val

275

Thr

val

cys

ser

Pro

355

val

Thr

Pro

va'l

Ala

Gly

Gly

LYS

cys

Leu

Glu

260

LysS

LYS

Leu

Lys

Lys

val

ser

Lys

l.eu

165

Leu

Thr

val

Pro

Phe

245

val

phe

Pro

Thr

val

325

Ala

Arg

Gly

Ser

Ser

150

Thr

Tyr

Gln

ASp

Pro

230

Pro

Thr

Asn

Arg

val

310

Ser

Lys

Glu

Phe

Ser

Tyr

Ser

Ser

Thr

Pro

Cys

Trp

Glu

295

Leu

Asn

Gly

Glu

Tyr
375

Ala

120

Ser

Phe

Gly

Leu

Tyr

200

Lys

Pro

LyS

val

Tyr

Galu

His

Lys

Glin

Met

360

Pro

15270C42.TXT

Ser Thr Lys Gly Pro

Thr

Pro

val

Ser

185

Ile

val

Ala

Pro

val

265

val

Gln

GIn

Ala

Pro

345

Thr

ser

ser

Glu

His

170

Ser

Cys

Glu

Pro

AsSp

Tyr

ASD

Leu

330

Arg

Lys

ASD

Page 67

Gly

Pro

155

Thr

val

Ash

Pro

ASp

ASD

Gly

Ash

Glu

Ash

Ile

Phe

val

val

Lys

2290

Leu

Thr

vai

val

Ser

300

Lay

Ala

Pro

Gln

Ala
380

125

Thr

Thr

Pro

Thr

Asn

205

Ser

Leu

Ley

Ser

Glu

285

Thr

Asn

Pro

Gn

vati

365

val

Ser

Ala

va'l

Ala

vati

190

His

Cys

Gly

MeT

His

270

val

Tvr

Gly

Ile

val

350

Ser

Glu

val

Ala

Ser

val

175

Pro

Lys

ASD

Gly

Ile

255

Glu

His

Arg

LyS

Glu

Phe

Leu

Ser

Pro

Lys

Pro

240

sSer

Asp

Asn

val

Glu

320

Lys

335 .

Tyr

Leu

Trp

Thr

Thr

Glu



ser Asn Gly Gln

385

Pro

Asp Ser Asp Gly Ser

Sar Arg Trp Gln

420

Ala Leu His Asn

Lys

<210> 70
<211> 44
<212> PR

435

8
T

405

Glin

His

<213» Homo sapiens

<400> 70

GTu val Gln Leu

1

Ser Leu

Gly Met

Ala Ser

50

tys Gly

Leu Gin

val Arg

Thr Leu

Pro Leu

130

Gly Cys

Asn Ser

Arg

Sar

35

Ile

Arg

Met

TYr

val

115

Ala

Leu

Gly

Ley

20

Trp

Arg

Phe

Asn

Pro

val

Ala

Leu

5

ser

vai

Ser

Thr

Ser

85

His

va'l

Ser

LYS

Leu

Glu
390
Phe

Gly

Tyr

Glu

Cys

Arg

Gly

Ile

70

Leu

Tyr

Ser

Ser

150

Thi

Asn

phe

Asn

Thr

Ser

Ala

GIn

Gly

55

ser

Arg

Ser

Ser

Lys

Tyr

Ser

ASn

Leu

val

Gln
440

Gly

Ala

Ala

40

Gly

Arg

Ala

Gly

Ala

120

Ser

Phe

Gly

15270C42.TXT

Tyr

Tyr

Phe

425

L.ys

Gly

Ser

25

Pro

Arg

Asp

Glu

Ser

105

ser

Thr

Pro

Lys
Ser
410

Ser

ser

Gly

10

Gly

Gly

Thr

AsSnh

ASp

90

Ser

Thr

Ser

Glu

Thr Thr
395
L.ys Leu

Cys Ser

Leu Ser

Ley val

pPhe Thr

Lys Gly

Tyr Tyr

Ser Lys

75

Thr Ala

Asp Tyr

LYys Gly

Gly Gly

Pro val
155

val His Thr #£he
pPage 68

Pro Pro val

Thr

val

Leu
445

Gln

Phe

Ley

45

sSer

Asnh

val

Trp

Pro

125

Thr

Thr

Pro

val
Met

430

Ser

Pro

Ser

30

Glu

Asp

Thr

Tyr

Gty

119

Ser

Ala

val

Ala

Asp
415

His

Pro

Gly

15

Asn

Trp

AsH

Leu

Tyr

95

GIn

val

Ala

Ser

val

Leu
400
Lys

Glu

Gly

Gly

TYr

val

val

Tyr

80

Cys

Gly

Phe

Leu



Gln
Ser
Ser
Thr
225
Ser
Arg
Pro
Ala
val
305
Tyr
Thr
Leu
Cys
Ser
385
Asp

Ser

Ala

Ser

Ser

AsSn

210

His

val

Thr

Glu

LYS

ser

Lys

Ile

Pro

Leu

370

AST

Ser

Arg

Leu

ser

Leu

185

Thre

Thr

Phe

Pro

val

275

Thr

val

Cys

Ser

Pro

355

val

Gly

Asp

Trp

His

Gly

Gly

Lys

Cys

lL.eu

Gliu

260

Lys

Lys

Leu

Lys

Lys

ser

Lys

Gin

Gly

Gln

420

Asn

165

Leu

Thr

val

Pro

Phe

245

va't

Phe

Pro

Thr

val

325

Ala

Arg

Gly

Pro

Ser

405

Gin

His

Tvr

Gln

Asp

Pro

230

Pro

Thr

Asn

Arg

val

310

Ser

LYS

Glu

Phe

Glu

390

Phe

Gly

Tyr

Ser

Thr

Cys

Pro

Cys

Trp

Glu

295

Leu

Asn

Gly

Glu

Tyr

375

Asn

Phe

Asn

Thr

Leu

Tyr

200

Lys

Pro

LysS

val

Tyr

280

Glu

His

Lys

Gin

MeT

360

Ptro

Asn

Leu

va'l

Gln

15270C42 . TXT

179

Ser Ser val

185

Ile

val

Ala

Pro

val

265

val

Glin

Gin

Ala

Pro

345

Thr

Sar

Tyr

Tyr

Phe

425

Lys

Cys

Glu

Pro

Lys

250

val

Asp

Tyt

ASD

Leu

330

Arg

Lys

AsSp

Lys

Ser

410

Ser

Asn

Pro

Giu

235

Asp

ASD

Gly

Asn

Giu

Asn

Ile

Thr

395

Lys

Cys

val

va'

Lys

Leu

Thr

val

val

Ser

300

Leu

Ala

Pro

Gln

Ala

380

Thr

Leu

Ser

Ser Leu Ser

Page 69

Thr
Ash
205
Ser
Leu
Leu
Ser
Glu
285
Thr
Asn
Pro
Gln
val
365
val
Pro
Thr

val

Leu

val

190

HiS

Cys

Gly

Met

His

270

val

Tyr

Gly

Ile

val

350

Ser

Glu

Pro

val

Met

" 430

ser.

175

Pro

LYS

Asp

Gly

His

Arg

Lys

Glu

335

Tyr

Leu

Trp

val

Pro

Ser
Pro
Lys
Pro
240
ser
Asp
Asn
val
Glu
320
Lys
Thr
Thr
Glu
Leu

400

Lys

Gly



<210>
<Z211>
<212>
<213>

<220>

<223>
<400>

435

71
113
PRT
artificial Seguence

440

pescription of Artificial

71

asp val val Met Thr Gln Ser Pro
1 5

Gin

ASD

Pro

Asp

65

Ser

Thr

Arg

Pro

Gly

Arg

50

Arg

Arg

His

<210> 72

<21l>
<212>
<213

<Z220>

<223>

<400> 72
Glu val GIn Leu val Glu Ser Gly

1

Ser Leu Arg Leu Ser Cys Ala Gly
20
Gly Met Ser Trp val Arg Gln Ala
35

Ala Ser Ile Arg Ser Gly G

50

Ala

Lys

Arg

Phe

val

Phe

119
PRT
artificial Sequence

Ser

20

Thr

Leu

Ser

Pro
100

Tle

TVr

Ile

Gly

Ala

85

Arg

5

Ser

Leu

Tyr

Ser

70

Glu

Thr

Cys

Asn

Leu

55

Gly

Asp

Phe

5

Lys

Trp

40

val

Ser

val

Gly

pescription of Artificial

40

1y Gly
5

15270C42 . TXT

445

Sequence: Synthetic

Leu Ser Leu Pro val

190

Ser Ser Gln
25

Leu GIn Gin

Sar Lys Leu

Gly Thr Asp
75

Gly val Tyr
90

Gly Gly Thr

Ser

Arg

Asp

60

Phe

Tyr

Ly3s

Leu

Pro

45

Ser

Thr

Cys

val

Sequence: Synthetic

Gly Gly Leu val GlIn
10

ser Gly Phe Thr Phe

25

Pra Gly Lys Gly Leu
45

Arg Thr Tyr Tyr Ser
60

page 70

polypeptide

Thr Leu Gly

Leuy

30

Gly

Gly

Leu

Trp

Glu
110

15

Asp

GlIn

val

Lys

Gln

95

Ila

Ser

ser

Pro

Ile

80

Gly

Lys

polypeptide

Pro Gly Gly
15

Ser Asn Tyr

30

Glu Trp val

Asp Asn val



15270C42.TXT

Lys Gly Arg Phe Thr Ile Ser Arg Glu Asn Ala Lys Asn Ser iteu Tyr
65 80

70 75

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala val Tyr Tyr Cys
%0 85

85

105

val Arg Tyr Asp His Tyr Ser Gly Ser Ser Asp Tyr Trp Gly Gin Gly
100 110

Thr Leu val Thr val Ser Ser

<210>
<211>
<212>
<213>

<220>
<223>

<400>
1

115

73

113

PRT

Artificial Seguence

pescription of Artificial Sequence: Synthetic polypeptide

73

Asp val val Met Thr Gln Ser Pro Leu Ser Leu Pro val Thr Leu Gly
15

10

Gln Pro Ala Ser Ile Ser Cys Arg Ser Ser GIn Asn Ile Ile His Ser

20 25 30 .

Asn Gly Asn Thr Tyr Leu Glu Trp Tyr Leu Gln Lys Pro Gly GIn ser

35 40 45

pro Arg Leu Leu Ile Tyr Lys val Ser Asn Arg Phe Ser Gly val Pro

50

55 60

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys Tle

65

70 753 80

ser Arg val Glu Ala Glu asp val Gly val Tyr Tyr Cys phe GIn Gly

85 90 95

Ser His val Pro Leu Thr phe Gly Gly Gly Thr Lys val Glu Ile Lys

Arg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

160 ' 105 110

74

123

PRT

Artificial Sequence

Description of Artificial $Sequence: synthetic polypeptide

74

G1n val Thr teu Lys Glu Ser Gly pro val Leu val Lys Pro Thr Giu

Page 71



Thr

Gly

Trp

Leu

65

val

Cys

Trp

<210>
<21l>
<212>
<213>

l.eu

Met

Leu

50

Lys

Leu

val

Gly

<220

<223>
<400> 75

75

112
PRT
Artificial Sequence

Thr

Gly

35

Ala

Ser

Thr

Arg

Gln
115

Leu

20

val

His

Arg

Met

Arg

Gly

Thr

ser

Ile

Leu

Thr

85

Pro

Thr

5

Cys

irp

Tyr

Thr

70

ASn

Ile

Leu

Thr

Ile

Trp

55

Ile

Met

Thr

val

Phe

Arg

40

ASp

ser

ASD

Pro

Thr
126

Description of Artificial

Asp Ile val Met Thr Gln Ser Pro
1

Glu

Asn

Pro

Asp

65

Ser

Arg

Pro

Gly

Gln

50

Arg

Arg

His

Ala

Tyr

35

Ley

Phe

val

val

ser

20

Thr

Leu

Ser

Glu

Pro
100

Ile

Tyr

1le

Gly

Ala

85

Tyr

Ser

L.au

Tyr

Ser

70

Glu

Thr

Cys

His

Lys

55

Gly

Asp

Phe

Arg

Trp

40

val

Ser

vai

Gly

15270C42.TXT

Ser

25

Gln

ASp

Lys

Pro

val

105

val

10

Gly

Pro

Asp

ASp

val

990

Leu

Ser

Phe Ser

Pro Gly

Lys Arg

60

Thr Ser
75
Asp Thr

val Asp

sar

Leu

Lys

45

Tyr

Lys

Ala

Ala

Sequence: Synthetic

Leu

val

25

Tyr

Ser

Gly

Gly

Ser Leu Pro val

10

ser

Leu

Asn

Thr

val

20

Gly

Gin Ser

GIn Lys

Arg Phe
60

Asp Phe
75

Tyr Tyr

Thr Lys

Page 72

Leu

Pro

45

Ser

Thr

Cys

val

Sar

30

Ala

Asn

sSer

Thr

Met
110

15

Thr

Leu

Pro

Gln

Tyr

95

Asp

Ser

Ser

val

80

Tyr

Tyr

polypeptide

Thr Pro Gly

Leu

30

Gly

Gly

Leu

Ser

Glu
110

15

His

Gln

val

Lys

Gin

95

Tle

Ser

Ser

Pro

Ile

80

Thr

Lys



<210> 76
<213> 11
<Z12> PR

5
T

<213> artificial Sequence

<220>

15270C42.TXT

<223> pescription of Artificial Sequence: Synthetic

<400> 76
1

Ser lL.eu

Gly Met

Ser Phe
50

Thr Gly
65

Leu Gln

val ser

val ser

<210> 77
<211> 11
<212> PR

Arg

Ala

35

Ile

Arg

Met

Gly

ser
115

5
T

Leu

20

Trp

Ser

Phe

Asn

Thr
100

Ser

val

Asn

Thr

Ser

85

Trp

Cys

Arg

Leu

ITe

70

tay

Phe

Ala

Gln

Ala

55

sSer

Argd

Ala

<213> Artificial Sequence

<220>

Glu val Gln Leu val Glu Ser Gly
5

Ala

Ala

40

TVYFE

Arg

Ala

Tyr

<223> Description of artificial

<400> 77
1

Glu val Gln Leu val Gilu Ser Gly
5

ser lLeu Arg Leu Ser Cys Ala val
20

Gly Met Ala Trp val Arg Gin Ala
35 40

Ser Phe Ile Ser Asn Leu Ala Tyr
55

50

65

Thr Gty Arg phe Thr I
7

e Ser Arg
0 _

Gly

Ser

25

Pro

Ser

Asp

Glu

Gly Leu val GlIn

10

Gly

Gly

Ile

Asn

Asp

90

Gly

Phe

LYS

ASp

Ala

75

Thr

Gln

Thr

Gly

Tyr

60

Lys

Ala

Gly

Phe

Leu

45

Ala

Asn

val

Thr

polypeptide

Pro

Ser

30

Glu

Asp

Ser

Tyr

Leu
110

Gly

15

Asp

TEpR

Thr

lLeu

Tyr

95

val

Gily

Asn

val

val

TYr"r

80

cys

Thr

Sequence: Synthetic polypeptide

Gly

Ser

25

Pro

Ser

Asp

Gly Leu val Gln

10

Gly phe Thr Phe

Pro

Sar
30

Gly Lys Gly Leu Glu
45

Ile Asp Tyr Ala Asp
60

Asn Ala iLys Asn
75 :

page 73

Ser

Gly

15

Trp

Thr

Leu

Gly

ASp Asn

val

val

Tyr
80



Leu G]

15270C42 . TXT

n Met Asn Ser Leu Arg Ala Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

val Ser Gly Thr Trp Phe Ala Tyr Trp Gly Gln Gly Thr Leu val Thr

val Se

<210>
<21i>
<212>
<213>

<220>
<223>

<400>
1

Ser Le

100 105 110

r Ser
115

78

115

PRT

Aartificial Seguence

bescription of Artificial Sequence: Synthetic polypeptide

78

Glu val GIn Leu val Glu Ser Gly Gly Gly teu val GIn Pro Gly Gly
5 15

10

i Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Asp Asn
20 25 30

Gly Met Ala Trp val Arg GIn Ala Pro Gly Lys Gly teu Glu Trp Ile

Ser Ph
50

Thr G1
65

Leu Gl

val Se

val Se

<210>
<Z21ll>
<21Z2>
<213>

<220>
<223>

<400>
Gin va
1

35 40 45

e Ile Ser Asn Leu Ala Tyr Ser Ile Asp gyr Ala Asp Thr val
55 0

y Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser leu Tyr
70 75 80

n Met Asn Ser Leu Arg Ala Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

r Gly Thr Trp Phe Ala Tyr Trp Gly GIn Gly Thr Leu val Thr

100 105 110
r ser
115

79

116

PRT

artificial Seguence

pescription of Artificial Sequence: Synthetic poiypeptide

79

1 Gln Leu val Gin Ser Gly Ala Ggu val Lys Lys Pro Gly Ala
5 1 15

Page 74



Sef

TY?"

Gly

Gln

65

Met

Ala

val

Ile

Arg

50

Asp

Glu

Ser

Arg

Leu

Leu

Thr val Ser

<210>
<21l>
<212>
<213>

<220=>

<223>
<400>

80

115

20

114
PRT
artificial Sequence

val

20

Trp

ASD

vatl

Ser

TYr

100

Ser

Asp val val et
1

Glin

AsSp

Pro

Asp

65

Ser

Thr

Arg

Pro

Ala

Arg

50

Arg

Arg

His

Thr

Ala

Arg

Phe

val

Tyr

Ser

20

Thr

Leu

Ser

Glu

Pro
106

ser

val

Pro

Thr

Ser

85

Ser

Cys

Arg

Ala

Met

70

Leu

Lau

Lys

GIn

Thr

55

Thr

Arg

Pro

Ala

Ala

40

Gly

Arg

ser

val

pescription of Artificial

Thr Gln Ser Pro

5

Ile

Gly

Ala
85

val

Ser

Leu

TYr

Ser

70

Glu

Ley

cys

Asn

GIn

55

Gly

Asp

Phe

Lys

Trp

40

Ile

Ser

val

Gly

15270C42.TXT
Ser Gly Tyr Tyr

25

Pro

Asn

Asp

Giu

Gly Gin

The Lys

Thr Ser
75

Asp Thr
90

Trp Gly

Gly

Tyr

50

Thr

Ala

Gln

Thr

lLeu

45

Ata

ser

val

Gly

sequence: Synthetic

Leu

Ser

25

Phe

Ser

Gly

Gly

GlIn
105

Ser Leu Pro val

10

Ser Gin

Gln Glin

Arg Leu

Thr Asp

75

val Tyr
g0

Gly Thr

Page 75

Ser

Arg

AsSp

60

Phe

Tyr

Arg

Leu

Pro

45

Pro

Thr

Cys

Leu

Glu

30

Glu

Pro

Thr

Tyr

Thr
110

Ala

Trp

Arg

val

Tyr

95

Thr

Tyr

Met

Leu

Tyr

80

Cys

val

polypeptide

Thr

Ley

30

Gly

Gly

Ley

Leu

Glu
110

l.eu

15

Tyr

Gln

val

Lys

Gln

95

Ile

Gly

ser

Ser

Pro

Ite

80

Gly

Lys



<210> 81
<211> 117
<217> PRT
<213> artificial Sequence

<220>

<223> Description of Artificial

<400> 81
¢In val GIn Leu val Gln Ser Gly

1

Ser val

Ala Ile

Gly Phe

50

Lys Gly

Met Glu

Ala Arg

Gln Gly

<210> 82

LYS

His

35

Thr

Arg

Leu

Phe

Thr
115

<Z11> 1314
<212> PRT
<213> Aartificial Sequence

<220>

val

20

Trp

Ser

val

Ser

5

Ser

val

Pro

Thr

Ser

85

AsSn

val

Cys

Arg

Tyr

Met

70

Leu

Tyr

Lys Ala

GIn Ala
40

Ser Gly
55
Thr Arg

Arg Ser

Asp Arg

<223> Description of Artificial

<400> 82
Asp Ile val Met Thr
5

1

Glu Arg Ala Thr Ile

20

Arg Ile Ser Phe Leu

35

Glin

Asn

Asn

ser Pro
Cys Arg

Trp Tyr
40

Lys Leu Leu Ite Tyr Ala Ala Thr

Arg Phe Ser Gly ser

Gly

55

ser Gly

15270C42.TXT

Sequence: Synthetic

Ala Glu val Lys Lys

Pro

val

AsSp

Glu

Gly

10

Gly

Gly

Ser

Thr

ASp

90

Tvyr

Tyr

Gin

Asn

Sar

75

Thr

val

Thr

Gly

Tyr

60

Thr

Ala

Arg

Phe

Leu

45

Asn

Ser

val

Asp

Seguence: Synthetic

Asp Ser Leu Ala val

10

Ala Ser Glu Ser

25

Gin Gln Lys Pro

Lys Gln Gly Thr
60

Thr Asp phe Thr

Page 76

val
Gly
45

Giy

Leu

polypeptide

Pro

Thr

30

Glu

Gln

Thr

Tyr

TYr
110

Gly

15

Thr

Trp

Lys

val

Tyr

95

Trp

Ala

Tvr

Met

Phe

Tyr

&80

Cys

Gly

polypeptide

Ser

Asp

30

Gln

val

Thr

Leu

15

Asn

Pro

Pro

Ile

Gly

Asp

Pro

Asp

Ser



65

70

15270C42.7XT
75 80

Ser Leu GIn Ala Glu Asp val Ala val Tyr Tyr Cys GIn Gln Ser Lys
85 90 95

Glu Phe Pro Trp Ser Phe Gly Gly Gly Thr tys val Glu Ile Lys Arg
105 110

Thr val.

<210>
<211>
<212>
<213>

<220>

83
12
PR

1
T

100

Artificial Seqguence

<223> Description of Artificial

<400>

83

Gln val Thr Leu Lys Glu Ser Gly

1

Thr Le

Gly Me

Trp Le
50

teu Ly
65

val Le

Cys Al

Gin @1

<210>
<211>
<212>
<213>

<220>
<223>

<400>
1

u

€

u

S

u

a

Y

84

Thr

Gly

35

Ala

Ser

Thr

Arg

Thr
115

112
PRT
Artificial Sequence

Leu

20

val

His

Gln

Met

Arg

Leu

5

Thr

Gly

Ile

L.eu

Thr

85

Asn

val

Cys

Trp

Tre

Thr

70

Asn

Tyr

Thr

Thr

Iie

Trp

55

Ile

Met

Tyr

vai

Phe

Arg

40

Asp

ser

Asp

Tyr

Ser
120

Description of artificia’l

84

Asp val Leu Met Thr GIn Ser Pro
5

sequence: Synthetic polypeptide

pro Ala Leu val Lys Pro Thr Gln
10 15

Ser Gly Phe Ser Leu Arg Thr Ser
25 30

Gln pro Pro Gly Lys Ala Leu Glu
45

Asp Asp Lys Ser Tyr Asn Pro ser
60

Lys Asp Thr Ser Lys Asn Gln val
75 80

pro val Asp Thr Ala Thr Tyr Tyr
90 95

Asp Asp Tyr Phe Ala Tyr Trp Gly
105 110

Seguence: Synthetic polypeptide

Ley Ser Leu Pro val Thr Leu Gly
10 15

Page 77



GIn Pro Ala Ser Ile
20

Asn Gly Asn Thr Tyr
35

Pro Lys Leu Leu Ile

Asp Arg Phe Ser Gly

65
ser Arg val Glu Ala
85

Ser His val Pro Leu
100

<210> 85

<211> 9

<212> PRT

<213> Homo sapiens

<400> 85
Ala Glu phe Arg gis
1

<210> 86

<21il> 6

<212> PRT

<213> Homo sapiens

<400> 86
Ala Glu Phe Arg His
1 5

<210> 87

<211> 7

<212> PRT

<213> Homo sapiens

<400> 87
Glu Phe Arg His ?sp
1

«210> 88

<211> 5

<212> PRT

<213> Homo sapiens

<400> 88 _
Glu Phe Arg His Asp
1 5

<210> 89
<21i> 16
<212> PRT

sSer

Leu

Tyr

Ser

70

Glu

Thr

Asp

Asp

Ser

Cys

Glu

Asp

Phe

Ser

Gly

Arg

Trp

40

val

Ser

val

Gly

Gly

15270C42.TXT

Sar ser Gln Ser

25

Tyr

sSer

Gly

Gly

Ala
105

Tyr

Leu Gln

Asn Arg

Thr Asp

75

val Tyr
90

Gly Thr

Page 78

Ile

Pro

45

Ser

Thr

Cys

Leu

val

36

Gly

Gly

Leu

Phe

Glu
110

His

Gln

val

Lys

Gin
a5

ser

Ser

Pro

ITe

80

Gly

Lys



15270C42.TXT

<213> Homo sapiens

<400> B89

Tyr Glu val His #is GIn Lys Leu val Phe Phe Ala Glu Asp val Gly
15

1 5 10

<210> 90

<21l> 4

<212> PRT

<213> Homo sapiens

<400> 290
val phe Phe Ala
1

<Z210> 91

<211> 9

<212> PRT

<213> Homg sapiens

<400> 91
Gln Lys Leu Phe Phe Ala Glu Asp val
5

1

<210 92

<211> 9

<212> PRT

<213> Artificial Seguence

«<220>

<223> Description of Artificial Sequence:

<400> 92
Lys Leu val Phe Phe Ala Gly Asp val
5

1

<210> 93

<211> 5

<2172> PRT

«213> Artificial Sequence

<220>

<223> Description of Artificial Sequence:

<400> 93
His His HMis His His
1 5

<210> 94

<211> 5

<212> PRT

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence:

<400> 94
Asp Ala Giu Phe Arg
1 5

<210> 95
<211> 110

synthetic peptide

synthetic 5xHis tag

synthetic polypeptide

page 79



<212> PRT
<213> Homo sapiens

<400> 95

Ala Pro GTu Leu Leu

1

Pro

val

val

Gin

65

Gin

Ala

Lys

val

Asp

50

Tyr

AsSp

l.eu

ASP

Asp

35

Gly

Asn

Trp

Pro

<210> 96
<211> 109
<212> PRT

<213>

<400
Ala Pro Pro val ??a

1

lLys

val

Asp

Phe

65

ASp

Leu

<210> 97

Asp

ASD

Gly

50

Asn

Trp

pPro

Thr

val

val

Ser

Ley

Ala

<211> 110

Thr

20

val

val

Ser

Leu

Ala
100

Leu

20

Ser

Glu

Thr

Asn

Pro
100

5

Leu

Ser

Glu

Thr

Asnh

85

Pro

Homo sapiens

96

Met

His

vatl

Phe

Gly

85

Ile

Gly

Met

His

val

Tyr

70

Ile

Gly

Ile

Glu

His

Arg

70

Lys

Giu

Gly

Ile

His
55
ATg

Lys

Glu

Pro

Ser

Asp

Asn

55

va’l

Lys

Pro

ser

ASD

40

AsSn

va'tl

Glu

Lys

Ser

Arg

Pro

40

Ala

val

Tyr

Thr

15270C42.TXT

Ser

Arg

25

Pro

Ala

val

TYTr

Thr
105

val

Thr

25

Glu

LyS

Ser

Lys

Ile
105

val Phe

10

Thr Pro

Glu val

Lys Thr

Ser val
75

Lys Cys

Ite Ser

Phe Leu

10

pro Glu

val GlIn

Thr Lys

val Leu
75

Cys Lys

Ser Lys

page 80

Leu
Glu
l.ys
Lys
Leu
LYs

Lys

Phe
val
Phe
Pro
60

Thr

val

Thr

Phe

val

Phe

45

Pro

Thr

val

Ala

Pro

Thr

Asn

45

Arg

val

Ser

Lys

Pro

Thr

30

AsSn

Arg

val

Ser

Lys
110

Pro

Trp

Glu

val

Asn

Pro

15

cys

Trp

Giu

Leu

Asn
95

Lys

val

Tyr

Glu

His

Lys

val

Tyr

His
80

Lys

Pro

val

val

Gln

Gln

80

Gly



<212> PRT .
<213> Homo sapiens

<400> 97
Ala Pro Glu Phe %eu

1

Pro

vai

val

Gin

65

Gin

Gly

<210
<211>
<212>
<213>

<400>

Lys

val

ASp

50

phe

ASp

lL.eu

98
107
PRT
MUS SP.

98

Asp
AsSD
35

Gly
Asn
Trp

Pro

Thr

20

val

val

Ser

Leu

ser
100

val pro Glu val

1

val

Ile

val

Ser

65

Lau

Ala

<210> 99

Leu

ser

Glu

50

Thr

Ash

Pro

Thr

Phe

Gly

<211> 110

Iie

20

ASp

His

Arg

LyS

Glu
100

l.eu

Ser

Giu

Thr

Asn

85

ser

Ser

Thr

Asp

Thr

ser

Glu

85

Lys

Gly

Met

Gln

val

Tyr

Gly

Ile

Ser

Leu

Pro

Ala

val

70

Phe

Thr

Gly

Ile

Glu

His

55

Arg

LyS

Glu

val

Thr

Glu

sSer

Lys

Ile

Pro

Ser

ASp

40

AsSh

val

Glu

Lys

Phe

Pro

vat

40

Thr

Glu

Cys

Ser

15270C42 . TXT

Ser

Arg

25

Pro

Ala

val

Tyr

Thr
105

Ile

Lys

25

GIn

GIn

Leu

Arg

val Phe
10

Thr Pro

Glu val

Lys Thr

Ser val

75

Lys Cys

Ile ser

Phe Pro
10

val Thr

phe Ser

Pro Arg

pro Ile

75

val Asn
90

Thr Lys

Page 81

Leu

Glu

Gln

Lys

Leu

Lys

Lys

Pro

Cys

Trp

Glu

60

MetT

Ser

Phe

val

Phe

45

Pro

Thr

val

Ala

Lys

val

Phe

45

Glu

His

Ala

Pro

Thr

30

Asn

Arg

val

Ser

Lys:

110

Pro

val

30

val

Gln

Glin

Ala

PYo

15

Cys

Trp

Glu

Leu

Asn
95

Asp

rhe

Asp

phe
95

LyS

val

Tyr

His
80

Lys

Asp

ASp

Asp

Ash

Trp

80

Pro



<212> PRT
<213> Mus sp.

<400> 99

Ala Pro Asn

1

Ile

val

vai

Asp

65

GIn

Asp

LYS

val

Asn

50

TYr

Asp

Leu

Asp

ASD

35

ASn

Asn

Trp

Pro

Leu

Val

20

val

val

Ser

Met

Ala
100

Leu

Leu

Ser

Glu

Thr

Ser

85

Pro

Gly

Met

Glu

va'l

Leu

70

Gly

Ite

Gly

ASD

His

55

Arg

Lys

Glu

Pro

Ser

ASD

40

Thr

val

Glu

Arg

15270C42.7XT

S5er

Ley

25

Pro

Ala

val

Phe

Thr
105

val phe

10

Ser Pro

Asp val

Gln Thr

ser Ala
75

Lys Cys

Ile Ser

Page 82

Ile

Ite

Gln

Gin

60

feu

Lys

LYS

Phe

val

Ile

45

Thr

Pro

val

Pro

Pro

Thr

30

Ser

His

Ile

Asn

Lys
110

Pro

15

Cys

Tre

Arg

Gln

Asn
95

Lys

val

Phe

Glu

His

80

Lys
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