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gene to the reference gene sequences.
and count the sequencing depth of the
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n Take the average of the proportion of
each gene of the recipient

JJ Compare the percentage of the
recipient HLA region with the percentage
of chimerism in other chromosomal
regions
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(57) Abstract: An analysis method and an analysis and processing device for loss of heterozygosity in a human HLA chromosomal
region in the field of biological information analysis. In response to detection requirements of post-transplant recurrence caused by
HLA Loss, on the basis of second-generation sequencing data, the analysis method and the analysis and processing device for loss of
heterozy gosity in the human HLA chromosomal region are provided, so that process and batch operations can be conveniently carried
out, the workload of manual interpretation is less, and whether loss of heterozygosity in the HLA chromosomal region occurs in a

sample can be accurately detected.
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