<223> Xaa = Any hydrophobic am no acid <220> <221> VARI ANT <222> 2 <223>
Xaa = Any positively charged am no acid <220> <221> VARI ANT <222> 3 <223>
Xaa = Anywoegeriwelsy charged am no acid <400> 26 Xaa XPLTAE006081061<210>
27 <211> 5 <212> PRT <213> Artificial Sequence <220> <223> Vari ant of

I sol ated EPO pol ypepti des conprising amno acid structural notif A <220>

<221> VARI ANT
SEQUENCE LISTING

<110> Brines, Michael
Cerami, Anthony
Coleman, Thomas

<120> Tissue Protective Peptides and Uses
Thereof

<130> 10165-032-228

<150> 60/705,741
<151> 2005-08-05

<150> 60/706,276
<131> 2005-08-08

<150> 60/831,737
<151> 2006-07-18

<160> 58
<170> FastSEQ for Windows Version 4.0

<210> 1

<211l> 165

<212> PRT

<213> Artificial Sequence

<220>
<223> Erythropoietin peptide

<400> 1
BRla Pro Pro Arg Leu Ile Cys Asp Ser Arg Val Leu Glu Arg Tyr Leu
1 5 10 15
Leu Glu Ala Lys Glu Ala Glu Asn Ile Thr Thr Gly Cys Ala Glu His
20 25 30
Cys Ser Leu Asn Glu Asn ITle Thr Val Pro Asp Thr Lys Val Asn Phe
35 40 45
Tyr Ala Trp Lys Arg Met Glu Val Gly Gln Gln Ala Val Glu Val Txp
50 55 60
Gln Gly Leu Ala Leu Leu Ser Glu Ala Val Leu Arg Gly Gln Ala Leu
65 70 75 80
Leu Val Asn Ser Ser Gln Pro Trp Glu Fro Leu Gln Leu His Val Asp
85 90 S5
Lys Ala Val Ser Gly Leu Arg Ser Leu Thr Thr Leu Leu Arg Ala Leu
100 105 1310
Gly Ala Gln Lys Glu Ala Ile Ser Pro Pro Asp Ala Ala Ser Ala Ala
115 120 125
Pro Leu Arg Thr Ile Thr Ala Asp Thr Phe Arg Lys Leu Phe Arg Val
130 135 140
Tyr Ser Asn Phe Leu Arg Gly Lys Leu Lys Leu Tyr Thr Gly Glu Ala
145 150 155 160
Cys Arg Thr Gly Asp
165

<210> 2
<211> ©
<212> PRT



<222> 1,5 <223> Xaa = Any hydrophobic am no acid <220> <221> VAR ANT <222>
2 <223> Xaa = Any positively charged am no acid <220> <221> VAR ANT <222> 3
<223> Xaawe Aoyo1psisar ami no aci d <220> <221> VARI ANT <222¥/uE2602306Kaa =
Any negatively charged am no acid <400> 27 Xaa Xaa Xaa Xaa Xaa 15 <210> 28
<211> 11 <212> PRT <213> Artificial Sequence <220> <223> Anphi pathic helix
f r om pai¥dBedtrts fivglay pegmuedes

<220>
<223> EPO amino acids 44-49 associated with a high
affinity receptor binding site 1

<400> 2
Thr Lys Val Asn Phe Tyr
1 5

<210> 3

<211> &

<212> PRT

<213> Artificial Sequence

<220>
<223> EPO amino acids 146-151 agsociated with a high
affinity receptor binding site 1

<400> 3
Ser Asn Phe Leu Arg Gly
1 5

<210> 4

<211> 5

<212> PRT

<213> Artificial Sequence

<220>
<223> EPO amino acids 11-15 interacting with a low
affinity receptor binding Site 2

<400> 4
Val Leu Glu Arg Tyr
1 5

<210> b

<2i1> 5

<212> PRT

<213> Artificial Sequence

<220>
<223> EPO amino acids 100-104 interacting with a low
affinity receptor binding site 2

<400> 5
Ser Gly Leu Arg Ser
1 5

<210> 6

<211> 4

<212> PRT

<213> Artificial Sequence

<220>
<223> Isolated polypeptides comprising amine acid
structural motif A



<400> 28 Leu Arg Arg Tyr Ile Asn Net Leu Thr Arg Pro 1510 <210> 29 <211> 20
<212> PRT <213> Artificial Sequence <220> <223> Peptide C - |oop AB and

N-t er mi navopoooigsasof helix B correspondi ng to EPO am necaaisderc’®81d67Y <400>
29 Asn Ile Thr Val Pro Asp Thr Lys Val Asn Phe Tyr Ala Trp Lys Arg 151015
Met Gn Val Ay 20 <210> 30 <211> 25 <212> PAT <213> Artificial Sequence
<220> <22R3> Peptide D - the Ctermnal portion of helix B corresponding to
EPO ant4#3>atifdéN58-82 <400> 30 Gn Gn Ala Val Gn Val Trp Gn Ay Len Ala
Len Leﬁ”%érlé n Ala 151015 Val .Len Arg Gy Gn Ala Len Len Val

<22 id Y{same of

> Xaa = any hydrophobic amino ac

different)
<220>
<221> VARIANT
<222> 2,3
<223> ¥Xaa = any negatively charged amino acid (same or
different)
<400> 6
Xaa Xaa Xaa Xaa
1
<210> 7
<211> 5
<212> PRT

<213> Artificial Sequence

<220>
<223> Variant of isolated EPO polypeptides comprising
amino acid structural motif A

<220>

<221> VARTANT

<222> 1,5 :

<223> Xaa = Any hydrophobic amino acid (same or
different)

<220>

<221> VARIANT

<222> 2, 4

<223> Xaa = Any negatively charged amino acid (same or
different)

<220>

<221> VARIANT

<222> 3

<223> ¥Xaa = Any amino acid

<400> 7

Xaa Xaa Xaa Xaa Xaa

1 5

<210> 8

<211> 6

<212> PRT

<213> Artificial Sedquence

<220>
<223> Variant of isolated EPO polypeptides comprising
amino acid structural motif A

<220>
<221> VARIANT
<222> 1, 6



2025 <210> 31 <211> 20 <212> PRT <213> Artificial Sequence <220> <223>
Peptide E - a portion of the A-B | oop consisting of a small cysteine | oop
and a Betwopb&auesssheet correspondi ng to EPO anm no aci ®@CTAB2406/030080> 31
Gy Cys Ala Au Hs Cys Ser Leu Asn A u Asn Ile Thr Val Pro Asp 151015 Thr
Lys Val Asn 20 <210> 32 <211> 23 <212> PRT <213> Artificial Sequence <220>
<223> Pépti dee A Angdwsicarhrbdf amtipo Nedtidr fdamel oportion of Helix A
cor r espondi AYEESEEEBO ami no acids 1-23 <400> 32 Ala Pro Pro Arg Leu Ile Cys
Asp Segf}g Val Len Qu Arg Tyr Len 151015 Len Gn Ala Lys Au Ala u 20
S

<210> >2H;1?IA%I§ <212> PRT
<222> 2,5
<223> Xaa = Any negatively charged animo acid {same or
different)
<220>
<221> VARIANT
<222> 3,4
<223> Xaa = Any amino acid (same or different)
<400> 8
Xaa Xaa Xaa Xaa Xaa Xaa
1 5
<210> 9
<2311> 7
<212> PRT

<213> Artificial Sequence

<220>
<223> Variant of isolated EPC polypeptides comprising
amino aclid structural motif A

<220>

<221> VARIANT

<222> 1, 7

<223> Xaa = Any hydrophobic amino acid {same or
different)

<220>

<221> VARIANT

<222> 2,68

<223> Xaa = Any negatively charged amine acid (same or
different)

<220>

<221> VARIANT

<222> 3,4,5

<223> ¥aa = Any amino acid (same or different)

<400> 9
Xaa Xaa Xaa Xaa ¥aa Xaa Xaa
1 5

<210> 10

<211l> 8

<212> PRT

<213> Artificial Sequence

<220>
<223> Variant of isolated EPO polypeptides comprising
amino acid structural motif A

<220>
<221> VARIANT



<213> Artificial Sequence <220> <223> Peptide F - consists of EPO am no
acids 14-19 <400> 33 Arg Tyr Len Len Gn Ala Lys Qu Ala G n Asn Ile Thr
Thr Ay Gy 20810285<210> 34 <211> 14 <212> PRT <213> Ar tadfriuszedé/03aguence
<220> <223> Peptide B - consists of EPO am no acids 24-37 <400> 34 Asn Il e
Thr Thr Ay Cys Ala Gn Hs Cys Set Leu Asn G n 1510 <210> 35 <211> 14
<212> RRAZx218> Artificial Sequence <220> <223> GW CSF helix A fragnent
<400> 382%r gag < ApK Swdabrimbic Mminp| gci@ fsaBleucAl a Arg Arg Leu Len 1510 <210>
36 <211> 129BfexenRT <213> Artificial Sequence

<220>

<221> VARIANT

<222> 2, 7

<223> Xaa = Any negatively charged amino acid (same or
different)

<220>
<221> VARIANT
<222> 3,4,5,6
<223> Xaa = Any amino acid {(same or different)
<400> 10
Xaa Xaa Xaa Xaa Xaa Xea Xaa Xaa

1 5

<210> 11

<211> &

<212> PRT

<213> Artificial Sequence

<220>
<223> Variant of isolated EPO polypeptides comprising
amino acid structural motif A

<220>

<221> VARIANT

<222> 1, 9

<223> Xaa = Any hydrophobic amino acid (same or
different)

<220>

<221> VARIANT

<222> 2, 8

<223> Xaa = Any negatively charged amino acid (same or
different}

<220>

<221> VARIANT

<222> 3,4,5,6,7

<223> Xaa = Any amino acid (same or different)

<400> 11
Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa ¥aa
1 5

<210> 12

<211i> 4

<212> PRT

<213> Artificial Sequence

<2205
<223> Variant of ilsolated EPO polypeptides comprising
amino acid structural motif A

<220>



<220> <223> TPO helix A fragnment <400> 36 Lea Sex Lys Leu Leu Arg Asp Set

H's Val Leu H s 1510 <210> 37 <211> 16 <212> PRT <213> Artificial Sequence
<220> <2289 20NTHINs8! i x A fragnent <400> 37 Lys |le Arg Se€m/usmeloetosThr Al a
Len Thr G n Ser Tyr Val Lys H's 151015 <210> 38 <211> 17 <212> PRT <213>

Artificial Sequence <220> <223> LIF helix B fragnent <400> 38 Ay Thr Gn

Lys Al a:é;% y_“%@%l Gn Len Tyr Arg Ile Val Val Tyr

<223> Xaa = Any hydrophobic amino acid

<220>

<221> VARIANT

<222> 2, 3

<223> Xaa = Any negatively charged amino acid (same or
different)

<220>

<221> VARIANT

<222> 4

<223> Xaa = Any polar amino acid

<400> 12
Xaa Xaa Xaa ¥aa
1

<210> 13

<211> 5

<212> PRT

<213> Artificial Sequence

<220>
<223> ariant of isolated EPO polypeptides comprising
amino acid structural motif A

<220>

<Z2Z1> VARIANT

<222> 1

<223> Xaa = Any hydrophobic amino acid
<220>

<221> VARITANT

<222> 2,4

<223> ¥Xaa = Any negatively charged amino acid
<220>

<221> VARIANT

<222> 3

<223> Xaa = Any amino acid

<220>

<221> VARIANT

<222> 5

<223> Xaa = Any polar amino acid

<400> 13
Xaa Xaa Xaa ¥Xaa Xaa
i 5

<210> 14

<21l1> 6

<212> PRT

<213> Artificial Sequence

<220>
<223> Variant of isolated EPO polypeptides comprising

6



1 5 10 15 Leu <210> 39 <211> 18

WO 2087/019545 PCT/US2006/031061

amino acid structural motif a

<220>

<221> VARIANT

<222> 1

<223> Xaa = Any hydrophobic aminoc acid

<220>

<221> VARIANT

<222> 2,5

<223> Xaa = Any negatively charged amino acid (same orx
different)

<220>

<221> VARIANT

<222> 3,4

<223> Xaa = RAny aminc acid (same or different)

<220>

<221> VARIANT

<222> 6

<223> Xaa = Any polar amino acid

<400> 14

Xaa Xaa Xaa Xaa Xaa Xaa

1 5

<23i0> 15

<211> 7

<212> PRT

<213> Artificial Sequence

<220>

<223> Variant of isolated EPO polypeptides comprising
amino acid structural motif A

<220>

<221> VARIBNT

<222> 1

<223> Xaa = Any hydrophobic amino acid

<220>

<221> VARIANT

<222> 2, 6

<223> Xaa = Any negatively charged amino acid (same or
different)

<220>

<221> VARIANT

<222> 3,4,5

<223> Xaa = Any amino acid (same or different)

<220>

<221> VARIANT

<222> 7

<223> Xaa = Any polar amino acid

<400> 15

Xaa Xaa Xaa Xaa Xaa Xaa Xaa

1

5



<212> PRT <213> Artificial Sequence <220> <223> Interleukin 3 (IL-3)
helix A fragnent <400> 39 Ser Ile Met Ile Asp Qu lle lle Hs H's Leu Lys
Arg Pro PWe 2810193451015 Pro Len <210> 40 <211> 11 <212> PRRTURRGAI1061
Artificial Sequence <220> <223> Peptide G - All exterior-presenting anm no
acids of helix B of EPO

<210> 16

<211> 8

<212> PRT

<213> Artificial Seguence

<220>
<223> Variant of isolated EPO polypeptides comprising
amino acid structural motif A

<220>

<221> VARIANT

<222> 1

<223> Xaa = Any hydrophobic amino acid

<220>

<221> VARIANT

222> 2, 7

<223> ¥aa = Any negatively charged aminc acid (same or
different)

<220>

<221> VARIANT
<222> 3,4,5,¢6
<223> Xaa = Any amino acid (same or different)

<220>

<221> VARIANT

<222> 8

<223> Xaa = Any polar amino acid

<400> 16
Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa
1 5

<210> 17

<211i> 9

<212> PRT

<213> Artificial Sequence

<220>
<223> Variant of isclated EPO polypeptides comprising
amino acid structural motif A

<22C>

<221> VARIANT

<222> 1

<223> Xaa = Any hydrophecbic amino acid

<220>

<221> VARIANT

222> 2, 8

<223> Xaa = Any negatively charged amino acid (same or
different)

<220>

<221> VARIANT

<222> 3,4,5,6,7

<223> Xaa = Any amino acid (same or different)

8



<400> 40 Gn Gn Gn Len Au Arg Ala Len Asn Ser Ser 1510 <210> 41 <211> 23
<212> PRT <213> Artificial Sequence <220> <223> Peptide J - A chinera

pepti de oWORepti1625G | i nked to pancreatic pol ypepti de h@®CrUSdaEd31061 G n
Gn Gn Leu u Arg Ala Leu Asn Ser Ser Len Arg Arg Tyr Ile 151015 Asn Met
Leu Thr Arg Thr Arg 20 <210> 42 <211> 7 <212> PRT <213> Artificial
Sequence <220> <223> Beta-pleated sheet found within AB | oop of EPO <400>

=
42 Cys %@)LV%%I@Tn Qu Asn Ile

<222> 9
<223> Xaa = Any polar aminc acid

<400> 17
Xaa Xaa Xaa Xaa Xaa Xaa Xaa ¥aa Xaa
1 ]

<210> 18

<211> 4

<212> PRT

<213> Artificial Sequence

<220>
<223> Variant of isolated EPO polypeptides comprising
amino acid structural motif A

<220>

<221> VARIANT

<222> 1

<223> Xaa = Any polar amino acid

<Z220>

<221> VARIANT

<222> 2,3

<223> Xaa = Any negatively charged amino acid (same oz
different)

<220>

<221> VARIANT

<222> 4

<223> Xaa = Any hydrophobic amino acid

<430> 18
Xaa Xaa ¥Xaa Xaa
1

<210> 19

<21i> 5

<212> PRT

<213> Artificial Sequence

<220>
<223> Variant of isolated EPO polypeptides comprising
amino acid structural motif A

<220>

<221> VARIANT

<222> 1

<223> Xaa = Any peolar amino acid

<220>

<221> VARIANT

<222> 2,4

<223> Xaa = Any negatively charged amino acid (same oxr
different)



15 <210> 43 <211> 18 <212> PAT <213> Artificial Sequence <220> <223>
Peptide I - A chinmera peptide |linking the helix B exterior-presenting am no
aci ds to wioeobriias4sl eat ed sheet found within the AS | oopoaius2tues/BRE1 <400>
43 Cys Ser Leu Asn u Asn Ile dn Qu Gn Leu u Arg Ala Leu Asn 151015
Set Ser <210> 44 <211> 5 <212> PET <213> Artificial Sequence <220> <223>
Ter mi n&320Fortion of helix C corresponding to am no acids 111,112,113, 116,
and 119%4f BXANE00> 44 Ala Leu Gy Lys Ala 15 <210> 45 <211> 22 <212> PRT

<213> ﬁgtzﬁf CI al ence <220> <223> Loop CD-partial corresponding to
am no ¥A4°ds*3a7- %‘3%5‘ 4

<220>

<221> VARIANT

<222> 5

<223> Xaa = Any hydrophobic amino acid

<400> 18
Xaa Xaa Xaa Xaa ¥Xaa
1 5

<210> 20

<211> 6§

<212> PRT

<213> Artificial Seguence

<220>
<223> Variant of isolated EPO polypeptides comprising
amino acid structural motif A

<220>

<221> VARIANT

<222> 1

<223> Xaa = Any polar amino acid

<220>

<221> VARIANT

<222> 2, 5

<223> Xaa = Any negatively charged amino acid (same or
different)

<220>

<221> VARIANT

<222> 3,4

<223> Xaa = Any amino acid {same or different)

<220>

<221> VARIANT

<222> 6

<223> Xaa = Any hydrophobic amino acid

<400> 20
Xaa Xaa ¥aa Xaa Xaa Xaa
1 5

<210> 21

<211> 7

<212> PRT

<213> Artificial Sequence

<220>
<223> Variant of isolated EPO polypeptides comprising
amino acid structural motif A

<220>
<221> VARIANT

10



<400> 45 Leu Gy Ala dn Lys Qu Ala lle Ser P
ro Pro Asp Ala A
iSlQ]}-S Ala Pro Leu Arg Thr Ile 20 <210> 46 <211> 4 <212> PRT <gl?s,§r e
GIrtIA:CI awoemEARIs <220> <223> anino acid fragnent of PEIVISIe0sR3I600> 46
<2; a Lys Qu 1 <210> 47 <211> 6 <212> PRT <213> Artificial Sequence
0> <223> Peptide H - consists of EPO am no acids 61, 72, 75, 76, 77
<222> 1 , , , ,
<223> Xaa = Any polar aminoc acid

<220>

<221> VARIANT

<222> 2,6

<223> Xaa = Any negatively charged amino acid (same or
different)

<220>

<221> VARIANT

<222> 3,4,5

<223> Xaa = Any amino acld (same or different}

<220>

<221> VARIAWT

<222> 7

<223> Xaa = Any hydrophobic amino acid

<400> 21
¥aa Xaa Xaa ¥Xaa Xaa Xaa Xaa
1 5

<210> 22

<211> 8

<212> PRT

<213> BArtificial Sequence

<220>
<223> Variant of isolated EFO polypeptides comprising
amino acid structural meotif A

<220>

<221> VARIANT

222> 1

<223> Xaa = Any polar amino acid

<220>

<221> VARIANT

<222> 2,7

<223> Xaa = Any negatively charged amine acid (same or
different)

<220>

<221> VARIANT

<222> 3,4,5,6

<223> ¥Xaa = Any amino acid (same or different)

<220>

<221> VARIANT

<222> 8

<223> Xaa = Any hydrophobic amino acid

<400> 22

¥aa Xaa Xaa Xaa Xaa Xaa Xaa Xaa
1 5

<210> 23

11



<400> 47 Set G u Leu Arg Ay G n 15 <210> 48 <211> 12 <212> PRT <213>

Artificial

Sequence <220> <223> Calcitonin <400> 48 Ala Leu Set Ile Leu Val

Leu Leu GVO 200301343 Set 1510 <210> 49 <211> 11 <212> PRPCI20LB06A3L06EI Ci al
Sequence <220> <223> Corticotrophin Rel easi ng Hornone <400> 49 Val Ala Leu
Leu Pro Cys Pro Pro Cys Arg Ala 1510 <210> 50 <211> 11 <212> PRT <213>

Artifietdl>
<212>

<213>

<220>
<223>

%gﬁuence <220> <223> Beta Endor phin <400> 50

Artificial Sequence

Variant of isolated EPO polypeptides comprising
amino acid structural motif A

<220>

<221> VARIANT

<222> 1

<223> Xaa = Any polar amino acid

<220>

<221> VARIANT

<222> 2,8

<223> Xaa = Bny negatively charged amino acid (same or
different)

<220>

<221> VARIANT

<222> 3,4,5,6,7

<223> ¥aa = Any amine acid (same or different)

<220>

<221> VARIANT

<222> 9

<223> Xaa = Any hydrophobic amino acid

<400> 23

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

1 5

<210> 24

<21l1> 4

<212> PRT

<213> Artificial Sequence

<220>

<223> Variant of isolated EPO polypeptides comprising
amino acid structural motif A

<220>

<221> VARIANT

<222> 1,4

<223> ¥aa = Any hydrophobic amino acid {same or
different)

<220>

<221> VARIANT

<222> 2

<223> Xaa = Rny negatively charged amino acid

<220>

<221> VARIANT

<222> 3

<223> Xaa = Any positively charged amino acid

<400> 24

Xaa Xaa Xaa Xaa

12



Asn Ala Ile Ile Lys Asn Ala Tyr Lys Lys Ay 1510 <210> 51 <211> 11 <212>
PRT <213> Artificial Sequence <220> <223> d ucagon <400> 51 Ay Set Trp Gn
Arg Set lwo2@migsp Thr G n 1510 <210> 52 <211> 10 <212¥cRRATS2008431061
Artificial Sequence <220> <223> Secretin <400> 52 Ay Gy Set Ala Ala Arg
Pro Ala Pro Pro 1510 <210> 53 <211> 11 <212> PRT <213> Artificial Sequence
<220> 4223> VIP <400> 53 Asn Ala Leu Ala G n Asn Asp Thr Pro Tyr Tyr 1510
<210> 54 <211> 11 <212> PRT <213> Artificial Sequence

<210> 25

<211> 5

<212> PRT

<213> Artificlal Sequence

<220>
<223> Variant of isolated EPC polypeptides comprising
amino acid structural motif A

<220>

<221> VARIANT

<222> 1,5

<223> ¥Xaa = Any hydrophobic amino acid
<220>

<221> VARIANT

<222> 2

<223> Xaa = Any negatively charged amino acid
<220>

<221> VARIANT

<222> 3

<223> Xaa = Any polar amino acid

<220>

<221> VARIANT

<222> 4

<223> ¥Xaa = BAny positively charged amino acid

<AQ0> 25
Xaa Xaa Xaa Xaa Xaa
1 5

<210> 26

<211> 4

<212> PRT

<213> Artificial Seqguence

<Z20>
<223> Variant of isolated EPO polypeptides comprising
amino acid structural motif A

<220>

<221> VARIANT

<222> 1,4

<223> ¥Xaa = Any hydrophobic aminc acid
<220>

<221> VARIANT

<222> 2

<223> ¥aa = Any positively charged aminc acid
<220>

<221> VARIANT

<222> 3

<223> ¥Xaa = Any negatively charged amino acid

13



<220> <223> NP-Y <400> 54 Gy Ala Len Ala Gn Ala Tyr Pro Set Lys Pro 1510
<210> 55 <211> 11 <212> PRT <213> Artificial Sequence <220> <223> G\RH
<400> 55 Whyweo@ym9Rer Ser G n His Trp Ser Tyr Gy Leu 15X@TARROR/BHcL211> 11
<212> PRT <213> Artificial Sequence <220> <223> Parat hyroid Hor none <400>
56 Val Met Ile Val Met Leu Ala Ile Cys Phe Leu 1510 <210> 57 <211> 11 <212>
PRT <24@®>A2¢ificial Sequence <220>

Xaa Xaa Xaa Xaa

1

<210> 27

<21l> 5

<212> PRYT

<213> Artificial Sequence

<220>
<223> Variant of isolated EPO polypeptides comprising
amino acid structural motif A

<220>

<221> VARIANT

<222> 1,5

<223> ¥aa = Any hydrophobic amino acid

<220>

<221> VARIANT

L222> 2

<223> Xaa = Any positively charged amino acid

<220>

<221> VARIANT

<222> 3

<223>» Xaa = Any polar aminoc acid

<220>

<221> VARIANT

<222> 4

<223> ¥aa = BAny negatively charged amino acid

<400> 27
Xaa Xaa Xaa Xaa Xaa
1 5

<210> 28
<211> 11
<212> PRT
<213> Artificial Sequence

<220>
<223> Amphipathic helix from pancreatic polypeptide

<400> 28
Leu Arg Arg Tyr Ile Asn Met Leu Thr Arg Pro
1 5 10

<210> 29

<Z11> 20

<212> PRT

<213> Artificial Sequence

<220>

<223> Peptide C -~ loop BB and N-terminal portion of
helix B corresponding to EPO amino acids 38-57

14



<223> CGRP <400> 57 Leu Ala Leu Ser Ile Leu Val Leu Tyr G n Ala 1510 <210>
58 <211> 5 <212> PRT <213> Artificial Sequence <220> <223> A notif |ocated
proxi mal Wo 2ém019348ansmenbr ane domai n of the Erythropoi etROT/IReOBHIBUGT
("EPOR') protein <220> <221> VARI ANT <222> 3 <223> Xaa = any amino acid
<400> 58 Trp Ser Xaa Trp Ser 15

<400> 29

Asn Ile Thr Val Pro Asp Thr Lys Val Asn Phe Tyr Ala Trp Lys Arg

1 5 10 15

Met Glu Val Gly

20

<210> 30
<211> 25
<212> PRT
<213> Artificial Sequence

<220>
<223> Peptide D - the C-terminal portion of helix B
corresponding to EPO amino acids 58-82

<4G0> 30 .
Gln Gin Ala Val Glu Val Trp Gln Gly Leu Ala Leu Leu Ser Glu Ala
1 5 10 15
Val Leu Arg Gly Gln Ala Leu Leu Val
20 25

<210> 31
<211> 290
<212> PRT
<213> Artificial Sequence

<220>

<223> Peptide E - a portion of the A~B loop consisting
of a small ¢ysteine loop and a Beta-pleated sheet
corresponding to EPQO aminc acids 28-47

<400> 31
Gly Cys Ala Glu His Cys Ser Leu Asn Glu Asn Ile Thr Val Pro Asp
1 5 10 15
Thr Lys Val Asn
20

<210> 32

<211> 23

<212> PRT

<213> Artificial Sequence

<220>
<223> Peptide A - consists of the N-terminal portion of
Helix A corresponding to EPO amino acids 1-23

<400> 32
Bla Pro Pro Arg Leu Ile Cys Asp Ser Arg Val Leu Glu Arg Tyr Leu
1 5 10 15
Leu Glu Ala Lys Glu Ala Glu
20

<210> 33

<211> 16

<212> PRT

<213> Artificial Sequence

15
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<220>
<£223> Peptide F -~ consists of EPO amino acids 14-19

<400> 33
Arg Tyr Leu Leu Glu Ala Lys Glu Ala Glu Asn Ile Thr Thr Gly Cys
1 5 10 15

<210> 34

<211> 14

<212> PRT

<213> Artificial Sequence

<220>
<223> Peptide B - consists of EPQO amino acids 24-37

<400> 34
Asn TIle Thr Thr Gly Cys Ala Glu His Cys Ser Leu Asn Glu
1 3 10

<210> 35

<211> 14

<212> PRT

<213> Artificial Sequence

<220>
<223> GM-CSF helix A fragment

<400> 35
Trrp Glu His Val Asn Ala Ile Gln Glu Ala Arg Arg Leu Leu
1 5 10

<210> 386

<211> 12

<212> PRT

<213> Artificial Seguence

<220>
<223> TPO helix A fragment

<400> 36

Leu Ser Lys Leu Leu Arg Asp Ser His Val Leu His
1 5 10

<210> 37

<211> 15

<212> PRT

<213> artificial Sequence

<220>

<223> CNTF helix A fragment

<400> 37

Lys Ile Arg Ser Asp Leu Thr Ala Leu Thr Glu Ser Tyr Val Lys His
1 5 10 15

<210> 38

16
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<211> 17
<212> PRT
<213> Artificial Sequence

<220> :
<223> LIF helix B fragment

<400> 38

Gly Thr Glu Lys Ala Lys Leu Val Glu Leu Tyr Arg Ile Val Val Tyr
1 5 10 15

Leu

<210> 39

<211> 18

<212> PRT

<213> Artificial Sequance

<220>
<223> Interleukin 3 (IL-3) helix A fragment

<400> 39

Ser Ile Met Ile Asp Glu Ile Ile His His Leu Lys Arg Pro Pro Asn
1 5 10 15

Pro Leu

<210> 40

<211> 11

<212> PRT

<213> Artificial Sequence

<220>
<223> Peptide G - A1l exterior-presenting amino acids of
helix B of EPO

<400> 40
Gin Glu Gln Lew Glu Arg Ala leu Asn Ser Ser
i 5 10

<210> 41

<211> 23

<212> PRT

<213> Artificial Sequence

<220>
<223> Peptide J - A chimera peptide of Peptide G linked
to pancreatic polypeptide helix

<400> 41
Gln Glu Gln Leu Glu Arg Ala Leu Asn Ser Ser Leu Arg Arg Tyr Ile
1 5 10 15
Asn Met Leu Thr Arg Thr Arg
20
<210> 42
<211> 7

17
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<212> PRT
<213> Artificial Sequence

<220>
<223> Beta-pleated sheet found within AB loop of EPO

<400> 42
Cys Ser Leu Asn Glu Bsn Ile
1 5

<210> 43

<211> 18

<212> PRT

<213> Artificial Sequence

<220>

<223> Peptide I -~ A chimera peptide linking the helix B
exterior-presenting aminc acids to the beta
pleated sheet found within the AB loop of the EPO

<400> 43

Cys 8er Leu Asn Glu Asn Ile Gln Glu Gln Leu Glu Arg Ala Leu Asn
1 5 10 15

Ser Ser

<210> 44

<23il1> 5

<212> PRT

<213> Artificial Sequence

<220>
<223> Terminal portion of helix C corresponding to aminc
acids 111,112,113,116, and 118 of EPO

<400> 44
Ala Leu Gly Lys Ala
1 5

<210> 45

<211> 22

<212> PRT

<213> Artificial Sequence

<220>
<223> L.oop CD-partial corresponding to amine acids
112-133 of EPO

<400> 45
Leu Gly Ala Gln Lys Glu Ala Ile Ser Pro Pro Asp Ala Ala Ser Ala
1 5 10 15
Ala Pro Leu Arg Thr Ile
20
<210> 46
<211> 4

18
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<212> PRT
<213> Artificial Sequence

<220>

<223> amino acid fragment of Peptide F

<400> 46
Glu Ala Lys Glu
1

<210> 47

<211> 6

<212> PRT

<213> Artificial Sequence

<Z220>

<223> Peptide H - consists of EPO amino acids 61, 72,

75, 16, TI

<400> 47
Ser Glu Leu Arg Gly Gln
1 5

<210> 48

<211> 12

<212> PRT

<213> Artificial Sequence

<220>
<223> Calcitonin

<400> 48

Ala Leu Ser Ile Leu Val Leu Leu Gln Ala Gly Ser

1 5

<210> 49
<211> 11
<212> PRT
<213> Artificial Sequence

<220>

<223> Corticotrophin Releasing Hormone

<400> 49

Val 3la Leu Leu Pro Cys Pro Pro Cys Arg Ala

1 5

<210> 50

<211> 11

<212> DRT

<213> Artificial Sequence

<220>
<223> Beta Endorphin

<400> 59
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Asn Ala Ile Ile Lys Asn Ala Tyr Lys Lys Gly
1 5 10

<210> 51

<211> 11

<212> PRT

<213> Artificial Sequence

<220>
<223> Glucagon

<400> 51
Gly Ser Trp Gln Arg Ser Leu Gln Asp Thr Glu
1 5 10

<210> 52

<211> 10

<212> PRT

<213> BArtificial Sequence

<220>
<223> Secretin

<400> 52
Gly Gly Ser Ala Ala Arg Pro Ala Pro Pro
1 5 10

<210> 53

<211> 11

<212> PRT

<213> Artificial Sequence

<220>
<223> VIP

<400> 53
Asn Ala Leu Ala Glu Asn Asp Thr Pro Tyr Tyr
1 5 10

<210> 54

<211> 11

<212> PRT

<213> Artificial Sequence

<220>
<223> NP-Y

<400> 54
Gly Ala Leu Ala Glu Ala Tyr Pro Ser Lys Pro
1 5 10

<210> 55

<211> 11

<212> PRT

<213> Artificial Sequence

20
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<220>
<£223> GNRH

<400> 55
Gly Cys Ser Ser Gln His Trp Ser Tyr Gly Leu
1 5 10

<210> 56

<211i> 1l

<212> PRT

<213> Artificial Sequence

<220>
<223> Parathyroid Hormone

<400> 56
Val Met Ile Val Met Leu Ala Ile Cys Phe lLeu
1 5 10

<210> 57

<211> 11

<212> PRT

<213> Artificial Sequence

<220>
<223> CGRP

<400> 57
Leu Ala Leu Ser Ile Leu Val Leu Tyr Gln Ala
1 5 10

<210> 58

<211> &

<212> BERT

<213> Artificial Sequencs

<220>

<223> A motif located proximal to the transmembrane
domain of the Erythropoietin Receptor ("EPOR")
protein

<220>

<221> VARIANT

<222> 3

<223> Xaa = any amino acid

<400> 58
Trp Ser ¥Xaa Trp Ser
1 5

21

PCT/US2006/031061



