
<?xml version="1.0" encoding="UTF-8"?>
<!DOCTYPE ST26SequenceListing PUBLIC "-//WIPO//DTD Sequence Listing 1.3//EN" 
"ST26SequenceListing_V1_3.dtd">
<ST26SequenceListing   dtdVersion="V1_3" fileName="2013237-0607_SL.xml" softwareName="WIPO Sequence" 
softwareVersion="2.3.0" productionDate="2023-08-03">
 <ApplicationIdentification>
  <IPOfficeCode>US</IPOfficeCode>
  <ApplicationNumberText>PCT/US2023/023632</ApplicationNumberText>
  <FilingDate>2023-05-25</FilingDate>
 </ApplicationIdentification>
 <ApplicantFileReference>2013237-0607</ApplicantFileReference>
 <EarliestPriorityApplicationIdentification>
  <IPOfficeCode>US</IPOfficeCode>
  <ApplicationNumberText>63/345,795</ApplicationNumberText>
  <FilingDate>2022-05-25</FilingDate>
 </EarliestPriorityApplicationIdentification>
 <ApplicantName languageCode="en">BIONTECH SE</ApplicantName>
 <InventionTitle languageCode="en">RNA COMPOSITIONS FOR DELIVERY OF MONKEYPOX ANTIGENS
AND RELATED METHODS</InventionTitle>
 <SequenceTotalQuantity>506</SequenceTotalQuantity>
 <SequenceData sequenceIDNumber="1">
  <INSDSeq>
   <INSDSeq_length>110</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..110</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q1">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MDGTLFPGDDDLAIPATEFFSTKAAKNPETKREAIVKAYGDDNEETLKQRLTNLEKKITNITTKFEQIEK
CCKRNDEVLFRLENHAETLRAAMISLAKKIDVQTGRHPYE</INSDSeq_sequence>
  </INSDSeq>



 </SequenceData>
 <SequenceData sequenceIDNumber="2">
  <INSDSeq>
   <INSDSeq_length>110</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..110</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q2">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>57</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q3">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MDGTLFPGDDDLAIPATEFFSTKAAKNPETKREAIVKAYGDDNEETLKQRLTNLEKXITNITTKFEQIEK
CCKRNDEVLFRLENHAETLRAAMISLAKKIDVQTGRHPYE</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="3">
  <INSDSeq>
   <INSDSeq_length>110</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>



    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..110</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q4">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MDGTLFPGDDDLAIPATEFFSTKAAKNPETKREAIVKAYGDDNEETLKQRLTNLEKKITNITTKFEQIEK
CCKRNDEVLFRLENHAETLRAAMISLAKKIDVQTGRHPYE</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="4">
  <INSDSeq>
   <INSDSeq_length>110</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..110</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q5">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>



   
<INSDSeq_sequence>MDGTLFPGDDDLAIPATEFFSTKAAKNPETKREAIVKAYGDDNEETLKQRLTNLEKKITNITTKFEQIEK
CCKRNDEVLFRLENHAETLRAAMISLAKKIDVQTGRHPYE</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="5">
  <INSDSeq>
   <INSDSeq_length>110</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..110</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q6">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MDGTLFPGDDDLAIPATEFFSTKAAKNPETKREAIVKAYGDDNEETLKQRLTNLEKKITNITTKFEQIEK
CCKRNDEVLFRLENHAETLRAAMISLAKKIDVQTGRHPYE</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="6">
  <INSDSeq>
   <INSDSeq_length>110</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..110</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       



<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q7">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MDGTLFPGDDDLAIPATEFFSTKAAKNPETKREAIVKAYGDDNEETLKQRLTNLEKKITNITTKFEQIEK
CCKRNDEVLFRLENHAETLRAAMISLAKKIDVQTGRHPYE</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="7">
  <INSDSeq>
   <INSDSeq_length>110</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..110</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q8">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MDGTLFPGDDDLAIPATEFFSTKAAKNPETKREAIVKAYGDDNEETLKQRLTNLEKKITNITTKFEQIEK
CCKRNDEVLFRLENHAETLRAAMISLAKKIDVQTGRHPYE</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="8">
  <INSDSeq>
   <INSDSeq_length>110</INSDSeq_length>



   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..110</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q9">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MDGTLFPGDDDLAIPATEFFSTKAAKNPETKREAIVKAYGDDNEETLKQRLTNLEKKITNITTKFEQIEK
CCKHNDEVLFRLENHAETLRAAMISLAKKIDVQTGRRPYE</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="9">
  <INSDSeq>
   <INSDSeq_length>110</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..110</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q10">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>



     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MDGTLFPGDDDLAIPATEFFSTKAAKNPETKREAIVKAYGDDNEETLKQRLTNLEKKITNITTKFEQIEK
CCKHNDEVLFRLENHAETLRAAMISLAKKIDVQTGRRPYE</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="10">
  <INSDSeq>
   <INSDSeq_length>110</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..110</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q11">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MDGTLFPGDDDLAIPATEFFSTKAAKNPETKREAIVKAYGDDNEETLKQRLTNLEKKITNITTKFEQIEK
CCKHNDEVLFRLENHAETLRAAMISLAKKIDVQTGRRPYE</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="11">
  <INSDSeq>
   <INSDSeq_length>181</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..181</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>



       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q12">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MMTPENDEEQTSVFSATVYGDKIQGKNKRKRVIGLCIRISMVISLLSMITMSAFLIVRLNQCMSANKA
AITDSAVAVAAASSTHRKVVSSTTQYDHKESCNGLYYQGSCYILHSDYKSFEDAKANCAAESSTLPNKSDVLTTWLIDYVEDTW
GSDGNPITKTTSDYQDSDVSQEVRKYFCT</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="12">
  <INSDSeq>
   <INSDSeq_length>181</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..181</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q13">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MMTPENDEEQTSVFSATVYGDKIQGKNKRKRVIGLCIRISMVISLLSMITMSAFLIVRLNQCMSANKA
AITDSAVAVAAASSTHRKVVSSTTQYDHKESCNGLYYQGSCYILHSDYKSFEDAKANCAAESSTLPNKSDVLTTWLIDYVEDTW
GSDGNPITKTTSDYQDSDVSQEVRKYFCT</INSDSeq_sequence>



  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="13">
  <INSDSeq>
   <INSDSeq_length>181</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..181</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q14">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MMTPENDEEQTSVFSATVYGDKIQGKNKRKRVIGLCIRISMVISLLSMITMSAFLIVRLNQCMSANKA
AITDSAVAVAAASSTHRKVVSSTTQYDHKESCNGLYYQGSCYILHSDYKSFEDAKANCAAESSTLPNKSDVLTTWLIDYVEDTW
GSDGNPITKTTSDYQDSDVSQEVRKYFCT</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="14">
  <INSDSeq>
   <INSDSeq_length>180</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..180</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>



      <INSDQualifier id="q15">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MTPENDEEQTSVFSATVYGDKIQGKNKRKRVIGLCIRISMVISLLSMITMSAFLIVRLNQCMSANKAAI
TDSAVAVAAASSTHRKVVSSTTQYDHKESCNGLYYQGSCYILHSDYKSFEDAKANCAAESSTLPNKSDVLTTWLIDYVEDTWGS
DGNPITKTTSDYQDSDVSQEVRKYFCT</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="15">
  <INSDSeq>
   <INSDSeq_length>180</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..180</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q16">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MTPENDEEQTSVFSATVYGDKIQGKNKRKRVIGLCIRISMVISLLSMITMSAFLIVRLNQCMSANKAAI
TDSAVAVAAASSTHRKVVSSTTQYDHKESCNGLYYQGSCYILHSDYKSFEDAKANCAAESSTLPNKSDVLTTWLIDYVEDTWGS
DGNPITKTTSDYQDSDVSQEVRKYFCT</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="16">
  <INSDSeq>
   <INSDSeq_length>181</INSDSeq_length>



   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..181</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q17">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MMTPENDEEQTSVFSATVYGDKIQGKNKRKRVIGLCIRISMVISLLSMITMSAFLIVRLNQCMSANKA
AITDSAVAVAAASSTHRKVVSSTTQYDHKESCNGLYYQGSCYILHSDYKSFEDAKANCAAESSTLPNKSDVLTTWLIDYVEDTW
GSDGNPITKTTSDYQDSDVSQEVRKYFCT</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="17">
  <INSDSeq>
   <INSDSeq_length>181</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..181</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q18">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>



      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MMTPENDEEQTSVFSATVYGDKIQGKNKRKRVIGLCIRISMVISLLSMITMSAFLIVRLNQCMSANEA
AITDSAVAVAAASSTHRKVASSTTQYDHKESCNGLYYQGSCYILHSDYKSFEDAKANCAAESSTLPNKSDVLTTWLIDYVEDTW
GSDGNPITKTTSDYQDSDVSQEVRKYFCT</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="18">
  <INSDSeq>
   <INSDSeq_length>181</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..181</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q19">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MMTPENDEEQTSVFSATVYGDKIQGKNKRKRVIGLCIRISMVISLLSMITMSAFLIVRLNQCMSANEA
AITDSAVAVAAASSTHRKVASSTTQYDHKESCNGLYYQGSCYILHSDYKSFEDAKANCAAESSTLPNKSDVLTTWLIDYVEDTW
GSDGNPITKTTSDYQDSDVSQEVRKYFCT</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="19">
  <INSDSeq>
   <INSDSeq_length>181</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>



     <INSDFeature_location>1..181</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q20">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MMTPENDEEQTSVFSATVYGDKIQGKNKRKRVIGLCIRISMVISLLSMITMSAFLIVRLNQCMSANEA
AITDSAVAVAAASSTHRKVASSTTQYDHKESCNGLYYQGSCYILHSDYKSFEDAKANCAAESSTLPNKSDVLTTWLIDYVEDTW
GSDGNPITKTTSDYQDSDVSQEVRKYFCT</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="20">
  <INSDSeq>
   <INSDSeq_length>181</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..181</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q21">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   



<INSDSeq_sequence>MMTPENDEEQTSVFSATVYGDKIQGKNKRKRVIGLCIRISMVISLLSMITMSAFLIVRLNQCMSANEA
AITDSAVAVAAASSTHRKVASSTTQYDHKESCNGLYYQGSCYILHSDYKSFEDAKANCAAESSTLPNKSDVLTTWLIDYVEDTW
GSDGNPITKTTSDYQDSDVSQEVRKYFCT</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="21">
  <INSDSeq>
   <INSDSeq_length>317</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..317</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q22">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MKTISVVTLLCVLPAVVYSTCTVPTMNNAKLTSTETSFNDKQKVTFTCDSGYHSLDPNAVCETDKWK
YENPCKKMCTVSDYVSELYDKPLYEVNSTMTLSCNGETKYFRCEEKNGNTSWNDTVTCPNAECQPLQLEHGSCQPVKEKYSFG
EYMTINCDVGYEVIGVSYISCTANSWNVIPSCQQKCDIPSLSNGLISGSTFSIGGVIHLSCKSGFTLTGSPSSTCIDGKWNPILPTCV
RSNEEFDPVDDGPDDETDLSKLSKDVVQYEQEIESLEATYHIIIMALTIMGVIFLISIIVLVCSCDKNNDQYKFHKLLP</INSDSeq_
sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="22">
  <INSDSeq>
   <INSDSeq_length>317</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..317</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>



       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q23">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>1</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q24">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>2</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q25">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>3</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q26">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>



    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>4</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q27">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>5</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q28">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>6</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q29">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>7</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q30">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>



     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>8</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q31">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>9</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q32">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>10</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q33">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>11</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q34">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>



     <INSDFeature_location>12</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q35">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>13</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q36">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>14</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q37">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>15</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q38">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>16</INSDFeature_location>



     <INSDFeature_quals>
      <INSDQualifier id="q39">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>17</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q40">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>18</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q41">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>19</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q42">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>20</INSDFeature_location>
     <INSDFeature_quals>



      <INSDQualifier id="q43">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>21</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q44">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>22</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q45">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>23</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q46">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>24</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q47">



       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>25</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q48">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>26</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q49">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>27</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q50">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>28</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q51">
       



<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>29</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q52">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>30</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q53">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>31</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q54">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>32</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q55">
       
<INSDQualifier_name>note</INSDQualifier_name>



       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>33</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q56">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>34</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q57">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>35</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q58">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>36</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q59">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 



acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>37</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q60">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>38</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q61">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>39</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q62">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>40</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q63">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>



      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>41</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q64">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>42</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q65">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>43</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q66">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>44</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q67">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>



     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>45</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q68">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>46</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q69">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>47</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q70">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>48</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q71">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>



    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>49</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q72">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>50</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q73">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>51</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q74">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>52</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q75">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>



    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>53</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q76">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>54</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q77">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>55</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q78">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>56</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q79">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>



     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>57</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q80">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>58</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q81">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>59</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q82">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>60</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q83">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>



     <INSDFeature_location>61</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q84">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>62</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q85">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>63</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q86">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>64</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q87">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>65</INSDFeature_location>



     <INSDFeature_quals>
      <INSDQualifier id="q88">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>66</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q89">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>67</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q90">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>68</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q91">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>69</INSDFeature_location>
     <INSDFeature_quals>



      <INSDQualifier id="q92">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>70</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q93">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>71</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q94">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>72</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q95">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>73</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q96">



       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>74</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q97">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>75</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q98">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>76</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q99">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>77</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q100">
       



<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>78</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q101">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>79</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q102">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>80</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q103">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>81</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q104">
       
<INSDQualifier_name>note</INSDQualifier_name>



       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>82</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q105">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>83</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q106">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>84</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q107">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>85</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q108">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 



acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>86</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q109">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>87</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q110">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>88</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q111">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>89</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q112">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>



      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>90</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q113">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>91</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q114">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>92</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q115">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>93</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q116">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>



     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>94</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q117">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>95</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q118">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>96</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q119">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>97</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q120">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>



    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>98</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q121">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>99</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q122">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>100</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q123">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>101</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q124">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>



    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>102</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q125">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>103</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q126">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>104</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q127">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>105</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q128">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>



     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>106</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q129">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>107</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q130">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>108</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q131">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>109</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q132">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>



     <INSDFeature_location>110</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q133">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>111</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q134">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>112</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q135">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>113</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q136">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>114</INSDFeature_location>



     <INSDFeature_quals>
      <INSDQualifier id="q137">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>115</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q138">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>116</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q139">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>117</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q140">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>118</INSDFeature_location>
     <INSDFeature_quals>



      <INSDQualifier id="q141">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>119</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q142">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>120</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q143">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>121</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q144">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>122</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q145">



       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>123</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q146">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>124</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q147">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>125</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q148">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>126</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q149">
       



<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>127</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q150">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>128</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q151">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>129</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q152">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>130</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q153">
       
<INSDQualifier_name>note</INSDQualifier_name>



       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>131</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q154">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>132</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q155">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>133</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q156">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>134</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q157">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 



acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>135</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q158">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>136</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q159">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>137</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q160">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>138</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q161">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>



      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>139</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q162">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>140</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q163">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>141</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q164">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>142</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q165">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>



     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>143</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q166">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>144</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q167">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>145</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q168">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>146</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q169">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>



    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>147</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q170">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>148</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q171">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>149</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q172">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>150</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q173">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>



    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>151</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q174">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>152</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q175">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>153</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q176">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>154</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q177">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>



     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>155</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q178">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>156</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q179">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>157</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q180">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>158</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q181">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>



     <INSDFeature_location>159</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q182">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>160</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q183">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>161</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q184">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>162</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q185">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>163</INSDFeature_location>



     <INSDFeature_quals>
      <INSDQualifier id="q186">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>164</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q187">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>165</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q188">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>166</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q189">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>167</INSDFeature_location>
     <INSDFeature_quals>



      <INSDQualifier id="q190">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>168</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q191">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>169</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q192">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>170</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q193">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>171</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q194">



       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>172</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q195">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>173</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q196">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>174</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q197">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>175</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q198">
       



<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>176</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q199">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>177</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q200">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>178</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q201">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>179</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q202">
       
<INSDQualifier_name>note</INSDQualifier_name>



       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>180</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q203">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>181</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q204">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>182</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q205">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>183</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q206">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 



acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>184</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q207">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>185</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q208">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>186</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q209">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>187</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q210">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>



      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>188</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q211">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>189</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q212">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>190</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q213">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>191</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q214">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>



     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>192</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q215">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>193</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q216">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>194</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q217">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>195</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q218">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>



    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>196</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q219">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>197</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q220">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>198</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q221">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>199</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q222">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>



    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>200</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q223">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>201</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q224">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>202</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q225">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>203</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q226">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>



     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>204</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q227">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>205</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q228">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>206</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q229">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>207</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q230">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>



     <INSDFeature_location>208</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q231">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>209</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q232">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>210</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q233">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>211</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q234">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>212</INSDFeature_location>



     <INSDFeature_quals>
      <INSDQualifier id="q235">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>213</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q236">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>214</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q237">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>215</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q238">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>216</INSDFeature_location>
     <INSDFeature_quals>



      <INSDQualifier id="q239">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>217</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q240">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>218</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q241">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>219</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q242">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>220</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q243">



       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>221</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q244">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>222</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q245">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>223</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q246">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>224</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q247">
       



<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>225</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q248">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>226</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q249">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>227</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q250">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>228</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q251">
       
<INSDQualifier_name>note</INSDQualifier_name>



       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>229</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q252">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>230</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q253">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>231</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q254">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>232</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q255">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 



acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>233</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q256">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>234</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q257">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>237</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q258">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>251</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q259">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>



      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>XXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXX
XXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXX
XXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXPTX
VRSNEEFDPVDDGXDDETDLSKLSKDVVQYEQEIESLEATYHIIIMALTIMGVIFLISIIVLVCSCDKNNDQYKFHKLLP</INSDSeq
_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="23">
  <INSDSeq>
   <INSDSeq_length>317</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..317</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q260">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>313</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q261">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>



     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>314</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q262">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>315</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q263">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>316</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q264">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MKTISVVTLLCVLPAVVYSTCTVPTMNNAKLTSTETSFNDKQKVTFTCDSGYHSLDPNAVCETDKWK
YENPCKKMCTVSDYVSELYDKPLYEVNSTMTLSCNGETKYFRCEEKNGNTSWNDTVTCPNAECQPLQLEHGSCQPVKEKYSFG
EYMTINCDVGYEVIGVSYISCTANSWNVIPSCQQKCDIPSLSNGLISGSTFSIGGVIHLSCKSGFTLTGSPSSTCIDGKWNPILPTCV
RSNEEFDPVDDGPDDETDLSKLSKDVVQYEQEIESLEATYHIIIMALTIMGVIFLISIIVLVCSCDKNNDQYKFXXXXP</INSDSeq_
sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="24">
  <INSDSeq>
   <INSDSeq_length>317</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>



   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..317</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q265">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MKTISVVTLLCVLPAVVYSTCTVPTMNNAKLTSTETSFNDKQKVTFTCDSGYHSLDPNAVCETDKWK
YENPCKKMCTVSDYVSELYDKPLYEVNSTMTLSCNGETKYFRCEEKNGNTSWNDTVTCPNAECQPLQLEHGSCQPVKEKYSFG
EYMTINCDVGYEVIGVSYISCTANSWNVIPSCQQKCDIPSLSNGLISGSTFSIGGVIHLSCKSGFTLTGSPSSTCIDGKWNPILPTCV
RSNEEFDPVDDGPDDETDLSKLSKDVVQYEQEIESLEATYHIIIMALTIMGVIFLISIIVLVCSCDKNNDQYKFHKLLP</INSDSeq_
sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="25">
  <INSDSeq>
   <INSDSeq_length>317</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..317</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q266">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>



      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MKTISVVTLLCVLPAVVYSTCTVPTMNNAKLTSTETSFNDKQKVTFTCDSGYHSLDPNAVCETDKWK
YENPCKKMCTVSDYVSELYDKPLYEVNSTMTLSCNGETKYFRCEEKNGNTSWNDTVTCPNAECQPLQLEHGSCQPVKEKYSFG
EYMTINCDVGYEVIGVSYISCTANSWNVIPSCQQKCDIPSLSNGLISGSTFSIGGVIHLSCKSGFTLTGSPSSTCIDGKWNPILPTCV
RSNEEFDPVDDGPDDETDLSKLSKDVVQYEQEIESLEATYHIIIMALTIMGVIFLISIIVLVCSCDKNNDQYKFHKLLP</INSDSeq_
sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="26">
  <INSDSeq>
   <INSDSeq_length>317</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..317</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q267">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>313</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q268">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>



     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>314</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q269">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>315</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q270">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>316</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q271">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MKTISVVTLLCVLPAVVYSTCTVPTMNNAKLTSTETSFNDKQKVTFTCDSGYHSLDPNAVCETDKWK
YENPCKKMCTVSDYVSELYDKPLYEVNSTMTLSCNGETKYFRCEEKNGNTSWNDTVTCPNAECQPLQLEHGSCQPVKEKYSFG
EYMTINCDVGYEVIGVSYISCTANSWNVIPSCQQKCDIPSLSNGLISGSTFSIGGVIHLSCKSGFTLTGSPSSTCIDGKWNPILPTCV
RSNEEFDPVDDGPDDETDLSKLSKDVVQYEQEIESLEATYHIIIMALTIMGVIFLISIIVLVCSCDKNNDQYKFXXXXP</INSDSeq_
sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="27">
  <INSDSeq>
   <INSDSeq_length>316</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>



   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..316</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q272">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MKTISVVTLLCVLPAVVYSTCTVPTMNNAKLTSTETSFNDKQKVTFTCDSGYHSLDPNAVCETDKWK
YENPCKKMCTVSDYVSELYDKPLYEVNSTMTLSCNGETKYFRCEEKNGNTSWNDTVTCPNAECQPLQLEHGSCQPVKEKYSFG
EYMTINCDVGYEVIGVSYISCTANSWNVIPSCQQKCDIPSLSNGLISGSTFSIGGVIHLSCKSGFTLTGSPSSTCIDGKWNPILPTCV
RSNEEFDPVDDGPDDETDLSKLSKDVVQYEQEIESLEATYHIIIMALTIMGVIFLISIIVLVCSCDKNNDQYKFHKLL</INSDSeq_s
equence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="28">
  <INSDSeq>
   <INSDSeq_length>317</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..317</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q273">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>



      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MKTISVVTLLCVLPAVVYSTCTVPTMNNAKLTSTETSFNDKQKVTFTCDSGYHSLDPNAVCETDKWK
YENPCKKMCTVSDYVSELYDKPLYEVNSTMTLSCNGETKYFRCEEKNGNTSWNDTVTCPNAECQPLQLEHGSCQPVKEKYSFG
EYMTINCDVGYEVIGVSYISCTANSWNVIPSCQQKCDIPSLSNGLISGSTFSIGGVIHLSCKSGFTLTGSPSSTCIDGKWNPILPTCV
RSNEEFDPVDDGPDDETDLSKLSKDVVQYEQEIESLEATYHIIIMALTIMGVIFLISIIVLVCSCDKNNDQYKFHKLLP</INSDSeq_
sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="29">
  <INSDSeq>
   <INSDSeq_length>317</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..317</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q274">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MKTISVVTLLCVLPAVVYSTCTVPTMNNAKLTSTETSFNDKQKVTFTCDSGYHSLDPNAVCETDKWK
YENPCKKMCTVSDYVSELYDKPLYEVNSTMTLSCNGETKYFRCEEKNGNTSWNDTVTCPNAECQPLQLEHGSCQPVKEKYSFG
EYMTINCDVGYEVIGVSYISCTANSWNVIPSCQQKCDIPSLSNGLISGSTFSIGGVIHLSCKSGFTLTGSPSSTCIDGKWNPILPTCV
RSNEEFDPVDDGPDDETDLSKLSKDVVQYEQEIESLEATYHIIIMALTIMGVIFLISIIVLVCSCDKNNDQYKFHKLLP</INSDSeq_
sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="30">
  <INSDSeq>
   <INSDSeq_length>317</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>



   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..317</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q275">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MKTISVVTLLCVLPAVVYSTCTVPTMNNAKLTSTETSFNDKQKVTFTCDSGYHSLDPNAVCETDKWK
YENPCKKMCTVSDYVSELYDKPLYEVNSTMTLSCNGETKYFRCEEKNGNTSWNDTVTCPNAECQPLQLEHGSCQPVKEKYSFG
EYMTINCDVGYEVIGVSYISCTANSWNVIPSCQQKCDIPSLSNGLISGSTFSIGGVIHLSCKSGFTLTGSPSSTCIDGKWNPILPTCV
RSNEEFDPVDDGPDDETDLSKLSKDVVQYEQEIESLEATYHIIIMALTIMGVIFLISIIVLVCSCDKNNDQYKFHKLLP</INSDSeq_
sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="31">
  <INSDSeq>
   <INSDSeq_length>250</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..250</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q276">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 



construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MGAAASIQTTVNTLSERISSKLEQEANASAQTKCDIEIGNFYIRQNHGCNITVKNMCSADADAQLDA
VLSAATETYSGLTPEQKAYVPAMFTAALNIQTSVNTVVRDFENYVKQTCNSSAVVDNKLKIQNVIIDECYGAPGSPTNLEFINTG
SSKGNCAIKALMQLTTKATTQIAPRQVAGTGVQFYMIVIGVIILAALFMYYAKRMLFTSTNDKIKLILANKENVHWTTYMDTFFR
TSPMIIATTDIQN</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="32">
  <INSDSeq>
   <INSDSeq_length>250</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..250</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q277">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>2</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q278">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>



     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>5</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q279">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>109</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q280">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>221</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q281">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MXAAXSIQTTVNTLSERISSKLEQEANASAQTKCDIEIGNFYIRQNHGCNITVKNMCSADADAQLDA
VLSAATETYSGLTPEQKAYVPAMFTAALNIQTSVNTVVRDFXNYVKQTCNSSAVVDNKLKIQNVIIDECYGAPGSPTNLEFINTG
SSKGNCAIKALMQLTTKATTQIAPRQVAGTGVQFYMIVIGVIILAALFMYYAKRMLFTSTNDKIKLILXNKENVHWTTYMDTFFR
TSPMIIATTDIQN</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="33">
  <INSDSeq>
   <INSDSeq_length>250</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>



    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..250</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q282">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MGAAASIQTTVNTLSERISSKLEQEANASAQTKCDIEIGNFYIRQNHGCNITVKNMCSADADAQLDA
VLSAATETYSGLTPEQKAYVPAMFTAALNIQTSVNTVVRDFENYVKQTCNSSAVVDNKLKIQNVIIDECYGAPGSPTNLEFINTG
SSKGNCAIKALMQLTTKATTQIAPRQVAGTGVQFYMIVIGVIILAALFMYYAKRMLFTSTNDKIKLILANKENVHWTTYMDTFFR
TSPMIIATTDIQN</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="34">
  <INSDSeq>
   <INSDSeq_length>250</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..250</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q283">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>



    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MGAAASIQTTVNTLSERISSKLEQEANASAQTKCDIEIGNFYIRQNHGCNITVKNMCSADADAQLDA
VLSAATETYSGLTPEQKAYVPAMFTAALNIQTSVNTVVRDFENYVKQTCNSSAVVDNKLKIQNVIIDECYGAPGSPTNLEFINTG
SSKGNCAIKALMQLTTKATTQIAPRQVAGTGVQFYMIVIGVIILAALFMYYAKRMLFTSTNDKIKLILANKENVHWTTYMDTFFR
TSPMIIATTDIQN</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="35">
  <INSDSeq>
   <INSDSeq_length>250</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..250</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q284">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MGAAASIQTTVNTLSERISSKLEQEANASAQTKCDIEIGNFYIRQNHGCNITVKNMCSADADAQLDA
VLSAATETYSGLTPEQKAYVPAMFTAALNIQTSVNTVVRDFENYVKQTCNSSAVVDNKLKIQNVIIDECYGAPGSPTNLEFINTG
SSKGNCAIKALMQLTTKATTQIAPRQVAGTGVQFYMIVIGVIILAALFMYYAKRMLFTSTNDKIKLILANKENVHWTTYMDTFFR
TSPMIIATTDIQN</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="36">
  <INSDSeq>
   <INSDSeq_length>250</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>



     <INSDFeature_location>1..250</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q285">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MGAAASIQTTVNTLSERISSKLEQEANASAQTKCDIEIGNFYIRQNHGCNITVKNMCSADADAQLDA
VLSAATETYSGLTPEQKAYVPAMFTAALNIQTSVNTVVRDFENYVKQTCNSSAVVDNKLKIQNVIIDECYGAPGSPTNLEFINTG
SSKGNCAIKALMQLTTKATTQIAPRQVAGTGVQFYMIVIGVIILAALFMYYAKRMLFTSTNDKIKLILANKENVHWTTYMDTFFR
TSPMIIATTDIQN</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="37">
  <INSDSeq>
   <INSDSeq_length>250</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..250</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q286">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>



   
<INSDSeq_sequence>MGAAASIQTTVNTLSERISSKLEQEANASAQTKCDIEIGNFYIRQNHGCNITVKNMCSADADAQLDA
VLSAATETYSGLTPEQKAYVPAMFTAALNIQTSVNTVVRDFENYVKQTCNSSAVVDNKLKIQNVIIDECYGAPGSPTNLEFINTG
SSKGNCAIKALMQLTTKATTQIAPRQVAGTGVQFYMIVIGVIILAALFMYYAKRMLFTSTNDKIKLILANKENVHWTTYMDTFFR
TSPMIIATTDIQN</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="38">
  <INSDSeq>
   <INSDSeq_length>250</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..250</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q287">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MGAAASIQTTVNTLSERISSKLEQEANASAQTKCDIEIGNFYIRQNHGCNITVKNMCSADADAQLDA
VLSAATETYSGLTPEQKAYVPAMFTAALNIQTSVNTVVRDFENYVKQTCNSSAVVDNKLKIQNVIIDECYGAPGSPTNLEFINTG
SSKGNCAIKALMQLTTKATTQIAPRQVAGTGVQFYMIVIGVIILAALFMYYAKRMLFTSTNDKIKLILANKENVHWTTYMDTFFR
TSPMIIATTDIQN</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="39">
  <INSDSeq>
   <INSDSeq_length>250</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..250</INSDFeature_location>
     <INSDFeature_quals>



      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q288">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MGAAASIQTTVNTLSERISSKLEQEANASAQTKCDIEIGNFYIRQNHGCNITVKNMCSADADAQLDA
VLSAATETYSGLTPEQKAYVPAMFTAALNIQTSVNTVVRDFENYVKQTCNSSAVVDNKLKIQNVIIDECYGAPGSPTNLEFINTG
SSKGNCAIKALMQLTTKATTQIAPRQVAGTGVQFYMIVIGVIILAALFMYYAKRMLFTSTNDKIKLILANKENVHWTTYMDTFFR
TSPMIIATTDIQN</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="40">
  <INSDSeq>
   <INSDSeq_length>250</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..250</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q289">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MGAAASIQTTVNTLSERISSKLEQEANASAQTKCDIEIGNFYIRQNHGCNITVKNMCSADADAQLDA



VLSAATETYSGLTPEQKAYVPAMFTAALNIQTSVNTVVRDFENYVKQTCNSSAVVDNKLKIQNVIIDECYGAPGSPTNLEFINTG
SSKGNCAIKALMQLTTKATTQIAPRQVAGTGVQFYMIVIGVIILAALFMYYAKRILFTSTNDKIKLILANKENVHWTTYMDTFFRT
SPMIIATTDIQN</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="41">
  <INSDSeq>
   <INSDSeq_length>304</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..304</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q290">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MPQQLSPINIETKKAISDARLKTLDIHYNESKPTTIQNTGKLVRINFKGGYISGGFLPNEYVLSTIHIYWG
KEDDYGSNHLIDVYKYSGEINLVHWNKKKYSSYEEAKKHDDGIIIIAIFLQVSDHKNVYFQKIVNQLDSIRSANMSAPFDSVFYLD
NLLPSTLDYFTYLGTTINHSADAAWIIFPTPINIHSDQLSKFRTLLSSSNHEGKPHYITENYRNPYKLNDDTQVYYSGEIIRAATTSP
VRENYFMKWLSDLREACFSYYQKYIEGNKTFAIIAIVFVFILTAILFLMSQRYSREKQN</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="42">
  <INSDSeq>
   <INSDSeq_length>304</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..304</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       



<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q291">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>1</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q292">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>37</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q293">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>47</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q294">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>



     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>109</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q295">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>128</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q296">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>184</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q297">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>185</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q298">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>



     <INSDFeature_location>186</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q299">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>200</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q300">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>217</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q301">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>236</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q302">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>238</INSDFeature_location>



     <INSDFeature_quals>
      <INSDQualifier id="q303">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>239</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q304">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>260</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q305">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>264</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q306">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>294</INSDFeature_location>
     <INSDFeature_quals>



      <INSDQualifier id="q307">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>301</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q308">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>XPQQLSPINIETKKAISDARLKTLDIHYNESKPTTIXNTGKLVRINXKGGYISGGFLPNEYVLSTIHIYWGK
EDDYGSNHLIDVYKYSGEINLVHWNKKKYSSYEEAKXHDDGIIIIAIFLQVSDHKXVYFQKIVNQLDSIRSANMSAPFDSVFYLDN
LLPSTLDYFTYLGTTINHSADAAWIXXXTPINIHSDQLSKFXTLLSSSNHEGKPHYITXNYRNPYKLNDDTQVYYSGXIXXAATTSP
VRENYFMKWLSDLRXACFXYYQKYIEGNKTFAIIAIVFVFILTAILFLXSQRYSRXKQN</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="43">
  <INSDSeq>
   <INSDSeq_length>304</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..304</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q309">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>



      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MPQQLSPINIETKKAISDARLKTLDIHYNESKPTTIQNTGKLVRINFKGGYISGGFLPNEYVLSTIHIYWG
KEDDYGSNHLIDVYKYSGEINLVHWNKKKYSSYEEAKKHDDGIIIIAIFLQVSDHKNVYFQKIVNQLDSIRSANMSAPFDSVFYLD
NLLPSTLDYFTYLGTTINHSADAAWIIFPTPINIHSDQLSKFRTLLSSSNHEGKPHYITENYRNPYKLNDDTQVYYSGEIIRAATTSP
VRENYFMKWLSDLREACFSYYQKYIEGNKTFAIIAIVFVFILTAILFLMSQRYSREKQN</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="44">
  <INSDSeq>
   <INSDSeq_length>304</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..304</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q310">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MPQQLSPINIETKKAISDARLKTLDIHYNESKPTTIQNTGKLVRINFKGGYISGGFLPNEYVLSTIHIYWG
KEDDYGSNHLIDVYKYSGEINLVHWNKKKYSSYEEAKKHDDGIIIIAIFLQVSDHKNVYFQKIVNQLDSIRSANMSAPFDSVFYLD
NLLPSTLDYFTYLGTTINHSADAAWIIFPTPINIHSDQLSKFRTLLSSSNHEGKPHYITENYRNPYKLNDDTQVYYSGEIIRAATTSP
VRENYFMKWLSDLREACFSYYQKYIEGNKTFAIIAIVFVFILTAILFLMSQRYSREKQN</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="45">
  <INSDSeq>
   <INSDSeq_length>304</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>



    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..304</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q311">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MPQQLSPINIETKKAISDARLKTLDIHYNESKPTTIQNTGKLVRINFKGGYISGGFLPNEYVLSTIHIYWG
KEDDYGSNHLIDVYKYSGEINLVHWNKKKYSSYEEAKKHDDGIIIIAIFLQVSDHKNVYFQKIVNQLDSIRSANMSAPFDSVFYLD
NLLPSTLDYFTYLGTTINHSADAAWIIFPTPINIHSDQLSKFRTLLSSSNHEGKPHYITENYRNPYKLNDDTQVYYSGEIIRAATTSP
VRENYFMKWLSDLREACFSYYQKYIEGNKTFAIIAIVFVFILTAILFLMSQRYSREKQN</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="46">
  <INSDSeq>
   <INSDSeq_length>304</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..304</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q312">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>



    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MPQQLSPINIETKKAISDARLKTLDIHYNESKPTTIQNTGKLVRINFKGGYISGGFLPNEYVLSTIHIYWG
KEDDYGSNHLIDVYKYSGEINLVHWNKKKYSSYEEAKKHDDGIIIIAIFLQVSDHKNVYFQKIVNQLDSIRSANMSAPFDSVFYLD
NLLPSTLDYFTYLGTTINHSADAAWIIFPTPINIHSDQLSKFRTLLSSSNHEGKPHYITENYRNPYKLNDDTQVYYSGEIIRAATTSP
VRENYFMKWLSDLREACFSYYQKYIEGNKTFAIIAIVFVFILTAILFLMSQRYSREKQN</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="47">
  <INSDSeq>
   <INSDSeq_length>304</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..304</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q313">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MPQQLSPINIETKKAISDARLKTLDIHYNESKPTTIQNTGKLVRINFKGGYISGGFLPNEYVLSTIHIYWG
KEDDYGSNHLIDVYKYSGEINLVHWNKKKYSSYEEAKKHDDGIIIIAIFLQVSDHKNVYFQKIVNQLDSIRSANMSAPFDSVFYLD
NLLPSTLDYFTYLGTTINHSADAAWIIFPTPINIHSDQLSKFRTLLSSSNHEGKPHYITENYRNPYKLNDDTQVYYSGEIIRAATTSP
VRENYFMKWLSDLREACFSYYQKYIEGNKTFAIIAIVFVFILTAILFLMSQRYSREKQN</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="48">
  <INSDSeq>
   <INSDSeq_length>304</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>



     <INSDFeature_location>1..304</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q314">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MPQQLSPINIETKKAISDTRLKTLDIHYNESKPTTIQNTGKLVRINFKGGYISGGFLPNEYVLSTIHIYWG
KEDDYGSNHLIDVYKYSGEINLVHWNKKKYSSYEEAKKHDDGIIIIAIFLQVSDHKNVYFQKIVNQLDSIRSANMSAPFDSVFYLD
NLLPSTLDYFTYLGTTINHSADAAWIIFPTPINIHSDQLSKFRTLLSSSNHEGKPHYITENYRNPYKLNDDTQVYYSGEIIRAATTSP
VRENYFMKWLSDLREACFSYYQKYIEGNKTFAIIAIVFVFILTAILFLMSQRYSREKQN</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="49">
  <INSDSeq>
   <INSDSeq_length>304</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..304</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q315">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>



   
<INSDSeq_sequence>MPQQLSPINIETKKAISDTRLKTLDIHYNESKPTTIQNTGKLVRINFKGGYISGGFLPNEYVLSTIHIYWG
KEDDYGSNHLIDVYKYSGEINLVHWNKKKYSSYEEAKKHDDGIIIIAIFLQVSDHKNVYFQKIVNQLDSIRSANMSAPFDSVFYLD
NLLPSTLDYFTYLGTTINHSADAAWIIFPTPINIHSDQLSKFRTLLSSSNHEGKPHYITENYRNPYKLNDDTQVYYSGEIIRAATTSP
VRENYFMKWLSDLREACFSYYQKYIEGNKTFAIIAIVFVFILTAILFLMSQRYSREKQN</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="50">
  <INSDSeq>
   <INSDSeq_length>304</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..304</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q316">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MPQQLSPINIETKKAISDTRLKTLDIHYNESKPTTIQNTGKLVRINFKGGYISGGFLPNEYVLSTIHIYWG
KEDDYGSNHLIDVYKYSGEINLVHWNKKKYSSYEEAKKHDDGIIIIAIFLQVSDHKNVYFQKIVNQLDSIRSANMSAPFDSVFYLD
NLLPSTLDYFTYLGTTINHSADAAWIIFPTPINIHSDQLSKFRTLLSSSNHEGKPHYITENYRNPYKLNDDTQVYYSGEIIRAATTSP
VRENYFMKWLSDLREACFSYYQKYIEGNKTFAIIAIVFVFILTTILFLMSQRYSREKQN</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="51">
  <INSDSeq>
   <INSDSeq_length>324</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..324</INSDFeature_location>
     <INSDFeature_quals>



      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q317">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MAAVKTPVIVVPVIDRPPSETFPNVHEHINDQKFDDVKDNEVMQEKRDVVIVNDDPDHYKDYVFIQ
WTGGNIRDDDKYTHFFSGFCNTMCTEETKRNIARHLALWDSKFFTELENKNVEYVVIIENDNVIEDITFLRPVLKAIHDKKIDILQ
MREIITGNKVKTELVIDKDHAIFTYTGGYDVSLSAYIIRVTTALNIVDEIIKSGGLSSGFYFEIARIENEMKINRQIMDNSAKYVEHDP
RLVAEHRFETMKPNFWSRIGTVAAKRYPGVMYTFTTPLISFFGLFDINVIGLIVILFIMFMLIFNVKSKLLWFLTGTFVTAFI</INSD
Seq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="52">
  <INSDSeq>
   <INSDSeq_length>324</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..324</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q318">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>



     <INSDFeature_location>40</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q319">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>110</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q320">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>168</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q321">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>191</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q322">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MAAVKTPVIVVPVIDRPPSETFPNVHEHINDQKFDDVKDXEVMQEKRDVVIVNDDPDHYKDYVFIQ



WTGGNIRDDDKYTHFFSGFCNTMCTEETKRNIARHLALWDSKFXTELENKNVEYVVIIENDNVIEDITFLRPVLKAIHDKKIDILQ
MREIITGNKVKTELVXDKDHAIFTYTGGYDVSLSAYIIXVTTALNIVDEIIKSGGLSSGFYFEIARIENEMKINRQIMDNSAKYVEHD
PRLVAEHRFETMKPNFWSRIGTVAAKRYPGVMYTFTTPLISFFGLFDINVIGLIVILFIMFMLIFNVKSKLLWFLTGTFVTAFI</INS
DSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="53">
  <INSDSeq>
   <INSDSeq_length>324</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..324</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q323">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MAAVKTPVIVVPVIDRPPSETFPNVHEHINDQKFDDVKDNEVMQEKRDVVIVNDDPDHYKDYVFIQ
WTGGNIRDDDKYTHFFSGFCNTMCTEETKRNIARHLALWDSKFFTELENKNVEYVVIIENDNVIEDITFLRPVLKAIHDKKIDILQ
MREIITGNKVKTELVIDKDHAIFTYTGGYDVSLSAYIIRVTTALNIVDEIIKSGGLSSGFYFEIARIENEMKINRQIMDNSAKYVEHDP
RLVAEHRFETMKPNFWSRIGTVAAKRYPGVMYTFTTPLISFFGLFDINVIGLIVILFIMFMLIFNVKSKLLWFLTGTFVTAFI</INSD
Seq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="54">
  <INSDSeq>
   <INSDSeq_length>324</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..324</INSDFeature_location>
     <INSDFeature_quals>



      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q324">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MAAVKTPVIVVPVIDRPPSETFPNVHEHINDQKFDDVKDNEVMQEKRDVVIVNDDPDHYKDYVFIQ
WTGGNIRDDDKYTHFFSGFCNTMCTEETKRNIARHLALWDSKFFTELENKNVEYVVIIENDNVIEDITFLRPVLKAIHDKKIDILQ
MREIITGNKVKTELVIDKDHAIFTYTGGYDVSLSAYIIRVTTALNIVDEIIKSGGLSSGFYFEIARIENEMKINRQIMDNSAKYVEHDP
RLVAEHRFETMKPNFWSRIGTVAAKRYPGVMYTFTTPLISFFGLFDINVIGLIVILFIMFMLIFNVKSKLLWFLTGTFVTAFI</INSD
Seq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="55">
  <INSDSeq>
   <INSDSeq_length>324</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..324</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q325">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   



<INSDSeq_sequence>MAAVKTPVIVVPVIDRPPSETFPNVHEHINDQKFDDVKDNEVMQEKRDVVIVNDDPDHYKDYVFIQ
WTGGNIRDDDKYTHFFSGFCNTMCTEETKRNIARHLALWDSKFFTELENKNVEYVVIIENDNVIEDITFLRPVLKAIHDKKIDILQ
MREIITGNKVKTELVIDKDHAIFTYTGGYDVSLSAYIIRVTTALNIVDEIIKSGGLSSGFYFEIARIENEMKINRQIMDNSAKYVEHDP
RLVAEHRFETMKPNFWSRIGTVAAKRYPGVMYTFTTPLISFFGLFDINVIGLIVILFIMFMLIFNVKSKLLWFLTGTFVTAFI</INSD
Seq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="56">
  <INSDSeq>
   <INSDSeq_length>324</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..324</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q326">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MAAVKTPVIVVPVIDRPPSETFPNVHEHINDQKFDDVKDNEVMQEKRDVVIVNDDPDHYKDYVFIQ
WTGGNIRDDDKYTHFFSGFCNTMCTEETKRNIARHLALWDSKFFTELENKNVEYVVIIENDNVIEDITFLRPVLKAIHDKKIDILQ
MREIITGNKVKTELVIDKDHAIFTYTGGYDVSLSAYIIRVTTALNIVDEIIKSGGLSSGFYFEIARIENEMKINRQIMDNSAKYVEHDP
RLVAEHRFETMKPNFWSRIGTVAAKRYPGVMYTFTTPLISFFGLFDINVIGLIVILFIMFMLIFNVKSKLLWFLTGTFVTAFI</INSD
Seq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="57">
  <INSDSeq>
   <INSDSeq_length>324</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..324</INSDFeature_location>



     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q327">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MAAVKTPVIVVPVIDRPPSETFPNVHEHINDQKFDDVKDNEVMQEKRDVVIVNDDPDHYKDYVFIQ
WTGGNIRDDDKYTHFFSGFCNTMCTEETKRNIARHLALWDSKFFTELENKNVEYVVIIENDNVIEDITFLRPVLKAIHDKKIDILQ
MREIITGNKVKTELVIDKDHAIFTYTGGYDVSLSAYIIRVTTALNIVDEIIKSGGLSSGFYFEIARIENEMKINRQIMDNSAKYVEHDP
RLVAEHRFETMKPNFWSRIGTVAAKRYPGVMYTFTTPLISFFGLFDINVIGLIVILFIMFMLIFNVKSKLLWFLTGTFVTAFI</INSD
Seq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="58">
  <INSDSeq>
   <INSDSeq_length>324</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..324</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q328">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>



   
<INSDSeq_sequence>MAAAKTPVIVVPVIDRPPSETFPNVHEHINDQKFDDVKDNEVMQEKRDVVIVNDDPDHYKDYVFIQ
WTGGNIRDDDKYTHFFSGFCNTMCTEETKRNIARHLALWDSKFFIELENKNVEYVVIIENDNVIEDITFLRPVLKAIHDKKIDILQM
REIITGNKVKTELVIDKDHAIFTYTGGYDVSLSAYIIRVTTALNIVDEIIKSGGLSSGFYFEIARIENEMKINRQIMDNSAKYVEHDPRL
VAEHRFETMKPNFWSRIGTVAAKRYPGVMYTFTTPLISFFGLFDINVIGLIVILFIMFMLIFNVKSKLLWFLTGTFVTAFI</INSDSe
q_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="59">
  <INSDSeq>
   <INSDSeq_length>324</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..324</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q329">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MAAAKTPVIVVPVIDRPPSETFPNVHEHINDQKFDDVKDNEVMQEKRDVVIVNDDPDHYKDYVFIQ
WTGGNIRDDDKYTHFFSGFCNTMCTEETKRNIARHLALWDSKFFIELENKNVEYVVIIENDNVIEDITFLRPVLKAIHDKKIDILQM
REIITGNKVKTELVIDKDHAIFTYTGGYDVSLSAYIIRVTTALNIVDEIIKSGGLSSGFYFEIARIENEMKINRQIMDNSAKYVEHDPRL
VAEHRFETMKPNFWSRIGTVAAKRYPGVMYTFTTPLISFFGLFDINVIGLIVILFIMFMLIFNVKSKLLWFLTGTFVTAFI</INSDSe
q_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="60">
  <INSDSeq>
   <INSDSeq_length>324</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>



     <INSDFeature_location>1..324</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q330">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MAAAKTPVIVVPVIDRPPSETFPNVHEHINDQKFDDVKDNEVMQEKRDVVIVNDDPDHYKDYVFIQ
WTGGNIRDDDKYTHFFSGFCNTMCTEETKRNIARHLALWDSKFFIELENKNVEYVVIIENDNVIEDITFLRPVLKAIHDKKIDILQM
REIITGNKVKTELVIDKDHAIFTYTGGYDVSLSAYIIRVTTALNIVDEIIKSGGLSSGFYFEIARIENEMKINRQIMDNSAKYVEHDPRL
VAEHRFETMKPNFWSRIGTVAAKRYPGVMYTFTTPLISFFGLFDINVIGLIVILFIMFMLIFNVKSKLLWFLTGTFVTAFI</INSDSe
q_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="61">
  <INSDSeq>
   <INSDSeq_length>346</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..346</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q331">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>



   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MAVYAVTGGAGFLGRYIVKLLISADDVQEIRVIDIVEDPQPITSKVKVINYIQCDINDFDKVREALDGV
NLIIHTAALVDVFGKYTDNEIMKVNYYGTQTILAACVDLGIKYLIYTSSMEAIGPNKHGNPFIGHEHTLYDISPGHVYAKSKRMAE
QLVMKANNSVIMNGAKLYTCCLRPTGIYGEGDKLTKVFYEQCKQHGNIMYRTVDDDAVHSRVYVGNVAWMHVLAAKYIQYP
GSAIKGNAYFCYDYSPSCSYDMFNLLLMKPLGIEQGSRIPRWMLKMYACKNDMKRILFRKPSILNNYTLKISNTTFEVRTNNAEL
DFNYSPIFDVDVAFERTRKWLEESE</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="62">
  <INSDSeq>
   <INSDSeq_length>346</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..346</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q332">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MAVYAVTGGAGFLGRYIVKLLISADDVQEIRVIDIVEDPQPITSKVKVINYIQCDINDFDKVREALDGV
NLIIHTAALVDVFGKYTDNEIMKVNYYGTQTILAACVDLGIKYLIYTSSMEAIGPNKHGNPFIGHEHTLYDISPGHVYAKSKRMAE
QLVMKANNSVIMNGAKLYTCCLRPTGIYGEGDKLTKVFYEQCKQHGNIMYRTVDDDAVHSRVYVGNVAWMHVLAAKYIQYP
GSAIKGNAYFCYDYSPSCSYDMFNLLLMKPLGIEQGSRIPRWMLKMYACKNDMKRILFRKPSILNNYTLKISNTTFEVRTNNAEL
DFNYSPIFDVDVAFERTRKWLEESE</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="63">
  <INSDSeq>
   <INSDSeq_length>346</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>



     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..346</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q333">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MAVYAVTGGAGFLGRYIVKLLISADDVQEIRVIDIVEDPQPITSKVKVINYIQCDINDFDKVREALDGV
NLIIHTAALVDVFGKYTDNEIMKVNYYGTQTILAACVDLGIKYLIYTSSMEAIGPNKHGNPFIGHEHTLYDISPGHVYAKSKRMAE
QLVMKANNSVIMNGAKLYTCCLRPTGIYGEGDKLTKVFYEQCKQHGNIMYRTVDDDAVHSRVYVGNVAWMHVLAAKYIQYP
GSAIKGNAYFCYDYSPSCSYDMFNLLLMKPLGIEQGSRIPRWMLKMYACKNDMKRILFRKPSILNNYTLKISNTTFEVRTNNAEL
DFNYSPIFDVDVAFERTRKWLEESE</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="64">
  <INSDSeq>
   <INSDSeq_length>346</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..346</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q334">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>



    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MAVYAVTGGAGFLGRYIVKLLISADDVQEIRVIDIVEDPQPITSKVKVINYIQCDINDFDKVREALDGV
NLIIHTAALVDVFGKYTDNEIMKVNYYGTQTILAACVDLGIKYLIYTSSMEAIGPNKHGNPFIGHEHTLYDISPGHVYAKSKRMAE
QLVMKANNSVIMNGAKLYTCCLRPTGIYGEGDKLTKVFYEQCKQHGNIMYRTVDDDAVHSRVYVGNVAWMHVLAAKYIQYP
GSAIKGNAYFCYDYSPSCSYDMFNLLLMKPLGIEQGSRIPRWMLKMYACKNDMKRILFRKPSILNNYTLKISNTTFEVRTNNAEL
DFNYSPIFDVDVAFERTRKWLEESE</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="65">
  <INSDSeq>
   <INSDSeq_length>346</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..346</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q335">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MAVYAVTGGAGFLGRYIVKLLISADDVQEIRVIDIVEDPQPITSKVKVINYIQCDINDFDKVREALDGV
NLIIHTAALVDVFGKYTDNEIMKVNYYGTQTILAACVDLGIKYLIYTSSMEAIGPNKHGNPFIGHEHTLYDISPGHVYAKSKRMAE
QLVMKANNSVIMNGAKLYTCCLRPTGIYGEGDKLTKVFYEQCKQHGNIMYRTVDDDAVHSRVYVGNVAWMHVLAAKYIQYP
GSAIKGNAYFCYDYSPSCSYDMFNLLLMKPLGIEQGSRIPRWMLKMYACKNDMKRILFRKPSILNNYTLKISNTTFEVRTNNAEL
DFNYSPIFDVDVAFERTRKWLEESE</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="66">
  <INSDSeq>
   <INSDSeq_length>267</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>



    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..267</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q336">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MRYIIILAVLFINSIHAKITSYKFESVNFDSKIEWTGDGLYNISLKNYGIKTWQTMYTNVPEGTYDISGFP
KNDFVSFWVKFEQGDYKVEEYCTGLCVEVKIGPPTVILTEYDDHINLFIEHPYATRGSKKIPIYKRGDMCDIYLLYTANFTFGDSEEP
VTYDIDDYDCTSTGCSIDFATTEKVCVTAQGATEGFLEKITPWSSEVCLTPKKNVYTCAIRSKEDVPNFKDKIARVITRKFNKQSQS
YLTKFLGSTSNDVTTFFSILD</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="67">
  <INSDSeq>
   <INSDSeq_length>267</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..267</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q337">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>



    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>32</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q338">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MRYIIILAVLFINSIHAKITSYKFESVNFDSXIEWTGDGLYNISLKNYGIKTWQTMYTNVPEGTYDISGFP
KNDFVSFWVKFEQGDYKVEEYCTGLCVEVKIGPPTVILTEYDDHINLFIEHPYATRGSKKIPIYKRGDMCDIYLLYTANFTFGDSEEP
VTYDIDDYDCTSTGCSIDFATTEKVCVTAQGATEGFLEKITPWSSEVCLTPKKNVYTCAIRSKEDVPNFKDKIARVITRKFNKQSQS
YLTKFLGSTSNDVTTFFSILD</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="68">
  <INSDSeq>
   <INSDSeq_length>267</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..267</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q339">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>39</INSDFeature_location>
     <INSDFeature_quals>



      <INSDQualifier id="q340">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MRYIIILAVLFINSIHAKITSYKFESVNFDSKIEWTGDXLYNISLKNYGIKTWQTMYTNVPEGTYDISGFP
KNDFVSFWVKFEQGDYKVEEYCTGLCVEVKIGPPTVILTEYDDHINLFIEHPYATRGSKKIPIYKRGDMCDIYLLYTANFTFGDSEEP
VTYDIDDYDCTSTGCSIDFATTEKVCVTAQGATEGFLEKITPWSSEVCLTPKKNVYTCAIRSKEDVPNFKDKIARVITRKFNKQSQS
YLTKFLGSTSNDVTTFFSILD</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="69">
  <INSDSeq>
   <INSDSeq_length>267</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..267</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q341">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MRYIIILAVLFINSIHAKITSYKFESVNFDSKIEWTGDGLYNISLKNYGIKTWQTMYTNVPEGTYDISGFP
KNDFVSFWVKFEQGDYKVEEYCTGLCVEVKIGPPTVRLTEYDDHINLFIEHPYATRGSKKIPIYKRGDMCDIYLLYTANFTFGDSEE
PVTYDIDDYDCTSTGCSIDFATTEKVCVTAQGATEGFLEKITPWSSEVCLTPKKNVYTCAIRSKEDVPNFKDKIARVITRKFNKQSQ
SYLTKFLGSTSNDVTTFLSILD</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="70">



  <INSDSeq>
   <INSDSeq_length>267</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..267</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q342">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MRYIIILAVLFINSIHAKITSYKFESVNFDSKIEWTGDGLYNISLKNYGIKTWQTMYTNVPEGTYDISGFP
KNDFVSFWVKFEQGDYKVEEYCTGLCVEVKIGPPTVILTEYDDHINLFIEHPYATRGSKKIPIYKRGDMCDIYLLYTANFTFGDSEEP
VTYDIDDYDCTSTGCSIDFATTEKVCVTAQGATEGFLEKITPWSSEVCLTPKKNVYTCAIRSKEDVPNFKDKIARVITRKFNKQSQS
YLTKFLGSTSNDVTTFFSILD</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="71">
  <INSDSeq>
   <INSDSeq_length>267</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..267</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q343">
       



<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>39</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q344">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MRYIIILAVLFINSIHAKITSYKFESVNFDSKIEWTGDXLYNISLKNYGIKTWQTMYTNVPEGTYDISGFP
KNDFVSFWVKFEQGDYKVEEYCTGLCVEVKIGPPTVILTEYDDHINLFIEHPYATRGSKKIPIYKRGDMCDIYLLYTANFTFGDSEEP
VTYDIDDYDCTSTGCSIDFATTEKVCVTAQGATEGFLEKITPWSSEVCLTPKKNVYTCAIRSKEDVPNFKDKIARVITRKFNKQSQS
YLTKFLGSTSNDVTTFFSILD</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="72">
  <INSDSeq>
   <INSDSeq_length>267</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..267</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q345">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>



    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MRYIIILAVLFINSIHAKITSYKFESVNFDSKIEWTGDGLYNISLKNYGIKTWQTMYTNVPEGTYDISGFP
KNDFVSFWVKFEQGDYKVEEYCTGLCVEVKIGPPTVRLTEYDDHINLFIEHPYATRGSKKIPIYKRGDMCDIYLLYTANFTFGDSEE
PVTYDIDDYDCTSTGCSIDFATTEKVCVTAQGATEGFLEKITPWSSEVCLTPKKNVYTCAIRSKEDVPNFKDKIARVITRKFNKQSQ
SYLTKFLGSTSNDVTTFLSILD</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="73">
  <INSDSeq>
   <INSDSeq_length>267</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..267</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q346">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MRYIIILAVLFINSIHAKITSYKFESVNFDSKIEWTGDGLYNISLKNYGIKTWQTMYTNVPEGTYDISGFP
KNDFVSFWVKFEQGDYKVEEYCTGLCVEVKIGPPTVRLTEYDDHINLFIEHPYATRGSKKIPIYKRGDMCDIYLLYTANFTFGDSEE
PVTYDIDDYDCTSTGCSIDFATTEKVCVTAQGATEGFLEKITPWSSEVCLTPKKNVYTCAIRSKEDVPNFKDKIARVITRKFNKQSQ
SYLTKFLGSTSNDVTTFLSILD</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="74">
  <INSDSeq>
   <INSDSeq_length>267</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>



     <INSDFeature_location>1..267</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q347">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MRYIIILAVLFINSIHAKITSYKFESVNFDSKIEWTGDGLYNISLKNYGIKTWQTMYTNVPEGTYDISGFP
KNDFVSFWVKFEQGDYKVEEYCTGLCVEVKIGPPTVRLTEYDDHINLFIEHPYATRGSKKIPIYKRGDMCDIYLLYTANFTFGDSEE
PVTYDIDDYDCTSTGCSIDFATTEKVCVTAQGATEGFLEKITPWSSEVCLTPKKNVYTCAIRSKEDVPNFKDKIARVITRKFNKQSQ
SYLTKFLGSTSNDVTTFLSILD</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="75">
  <INSDSeq>
   <INSDSeq_length>267</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..267</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q348">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>



   
<INSDSeq_sequence>MRYIIILAVLFINSIHAKITSYKFESVNFDSKIEWTGDGLYNISLKNYGIKTWQTMYTNVPEGTYDISGFP
KNDFVSFWVKFEQGDYKVEEYCTGLCVEVKIGPPTVRLTEYDDHINLFIEHPYATRGSKKIPIYKRGDMCDIYLLYTANFTFGDSEE
PVTYDIDDYDCTSTGCSIDFATTEKVCVTAQGATEGFLEKITPWSSEVCLTPKKNVYTCAIRSKEDVPNFKDKIARVITRKFNKQSQ
SYLTKFLGSTSNDVTTFLSILD</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="76">
  <INSDSeq>
   <INSDSeq_length>356</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..356</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q349">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MMKMKMKMKMMVRIYFVSLSLLLFHSYAIDIENEITEFFNKMRDTLPAKDSKWLNPVCMFGGTMN
DMAALGEPFSAKCPPIEDSLLSHRYKDYVVKWERLEKNRRRQVSNKRVKHGDLWIANYTSKFSNRRYLCTVTTKNGDCVQGV
VRSHVWKPSSCIPKTYELGTYDKYGIDLYCGILYANHYNNITWYKDNKEINIDDFKYSQAGKELIIHNPELEDSGRYDCYVHYDDV
RIKNDIVVSRCKILTVIPSQDHRFKLILDPKINVTIGEPANITCSAVSTSLFVDDVLIEWENPSGWIIGLDFGVYSILTSRGGITEATLYF
ENVTEEYIGNTYTCRGHNYYFDKTLTTTVVLE</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="77">
  <INSDSeq>
   <INSDSeq_length>356</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..356</INSDFeature_location>



     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q350">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MMKMKMKMKMMVRIYFVSLSLLLFHSYAIDIENEITEFFNKMRDTLPAKDSKWLNPVCMFGGTMN
DMAALGEPFSAKCPPIEDSLLSHRYKDYVVKWERLEKNRRRQVSNKRVKHGDLWIANYTSKFSNRRYLCTVTTKNGDCVQGV
VRSHVWKPSSCIPKTYELGTYDKYGIDLYCGILYANHYNNITWYKDNKEINIDDFKYSQAGKELIIHNPELEDSGRYDCYVHYDDV
RIKNDIVVSRCKILTVIPSQDHRFKLILDPKINVTIGEPANITCSAVSTSLFVDDVLIEWENPSGWIIGLDFGVYSILTSRGGITEATLYF
ENVTEEYIGNTYTCRGHNYYFDKTLTTTVVLE</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="78">
  <INSDSeq>
   <INSDSeq_length>356</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..356</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q351">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>



   
<INSDSeq_sequence>MMKMKMKMKMMVRIYFVSLSLLLFHSYAIDIENEITEFFNKMRDTLPAKDSKWLNPVCMFGGTMN
DMAALGEPFSAKCPPIEDSLLSHRYKDYVVKWERLEKNRRRQVSNKRVKHGDLWIANYTSKFSNRRYLCTVTTKNGDCVQGV
VRSHVWKPSSCIPKTYELGTYDKYGIDLYCGILYANHYNNITWYKDNKEINIDDFKYSQAGKELIIHNPELEDSGRYDCYVHYDDV
RIKNDIVVSRCKILTVIPSQDHRFKLILDPKINVTIGEPANITCSAVSTSLFVDDVLIEWENPSGWIIGLDFGVYSILTSRGGITEATLYF
ENVTEEYIGNTYTCRGHNYYFDKTLTTTVVLE</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="79">
  <INSDSeq>
   <INSDSeq_length>352</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..352</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q352">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MMKMKMMVRIYFVSLSLLLFHSYAIDIENEITEFFNKMRDTLPAKDSKWLNPVCMFGGTMNDMAA
LGEPFSAKCPPIEDSLLSHRYKDYVVKWERLEKNRRRQVSNKRVKHGDLWIANYTSKFSNRRYLCTVTTKNGDCVQGVVRSHV
WKPSSCIPKTYELGTYDKYGIDLYCGILYAKHYNNITWYKDNKEINIDDFKYSQAGKELIIHNPELEDSGRYDCYVHYDDVRIKNDI
VVSRCKILTVIPSQDHRFKLILDPKINVTIGEPANITCSAVSTSLFVDDVLIEWENPSGWIIGLDFGVYSILTSRGGITEATLYFENVTE
EYIGNTYTCRGHNYYFDKTLTTTVVLE</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="80">
  <INSDSeq>
   <INSDSeq_length>356</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>



     <INSDFeature_location>1..356</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q353">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MMKMKMKMKMMVRIYFVSLSLLLFHSYAIDIENEITEFFNKMRDTLPAKDSKWLNPVCMFGGTMN
DMAALGEPFSAKCPPIEDSLLSHRYKDYVVKWERLEKNRRRQVSNKRVKHGDLWIANYTSKFSNRRYLCTVTTKNGDCVQGV
VRSHVWKPSSCIPKTYELGTYDKYGIDLYCGILYANHYNNITWYKDNKEINIDDFKYSQAGKELIIHNPELEDSGRYDCYVHYDDV
RIKNDIVVSRCKILTVIPSQDHRFKLILDPKINVTIGEPANITCSAVSTSLFVDDVLIEWENPSGWIIGLDFGVYSILTSRGGITEATLYF
ENVTEEYIGNTYTCRGHNYYFDKTLTTTVVLE</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="81">
  <INSDSeq>
   <INSDSeq_length>356</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..356</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q354">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>



   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MMKMKMKMKMMVRIYFVSLSLLLFHSYAIDIENEITEFFNKMRDTLPAKDSKWLNPVCMFGGTMN
DMAALGEPFSAKCPPIEDSLLSHRYKDYVVKWERLEKNRRRQVSNKRVKHGDLWIANYTSKFSNRRYLCTVTTKNGDCVQGV
VRSHVWKPSSCIPKTYELGTYDKYGIDLYCGILYANHYNNITWYKDNKEINIDDFKYSQAGKELIIHNPELEDSGRYDCYVHYDDV
RIKNDIVVSRCKILTVIPSQDHRFKLILDPKINVTIGEPANITCSAVSTSLFVDDVLIEWENPSGWIIGLDFGVYSILTSRGGITEATLYF
ENVTEEYIGNTYTCRGHNYYFDKTLTTTVVLE</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="82">
  <INSDSeq>
   <INSDSeq_length>351</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..351</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q355">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MKMKMMVRIYFVSLSLLLFHSYAIDIENEITEFFNKMRDTLPAKDSKWLNPVCMFGGTMNDMAALG
EPFSAKCPPIEDSLLSHRYKDYVVKWERLEKNRRRQVSNKRVKHGDLWIANYTSKFSNRRYLCTVTTKNGDCVQGVVRSHVWK
PSSCIPKTYELGTYDKYGIDLYCGILYANHYNNITWYKDNKEINIDDFKYSQAGKELIIHNPELEDSGRYDCYVHYDDVRIKNDIVV
SRCKILTVIPSQDHRFKLILDPKINVTIGEPANITCSAVSTSLFVDDVLIEWENPSGWIIGLDFGVYSILTSRGGITEATLYFENVTEEYI
GNTYTCRGHNYYFDKTLTTTVVLE</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="83">
  <INSDSeq>
   <INSDSeq_length>352</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>



     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..352</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q356">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MMKMKMMVRIYFVSLSLLLFHSYAIDIENEITEFFNKMRDTLPAKDSKWLNPVCMFGGTMNDMAA
LGEPFSAKCPPIEDSLLSHRYKDYVVKWERLEKNRRRQVSNKRVKHGDLWIANYTSKFSNRRYLCTVTTKNGDCVQGVVRSHV
WKPSSCIPKTYELGTYDKYGIDLYCGILYAKHYNNITWYKDNKEINIDDFKYSQAGKELIIHNPELEDSGRYDCYVHYDDVRIKNDI
VVSRCKILTVIPSQDHRFKLILDPKINVTIGEPANITCSAVSTSLFVDDVLIEWENPSGWIIGLDFGVYSILTSRGGITEATLYFENVTE
EYIGNTYTCRGHNYYFDKTLTTTVVLE</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="84">
  <INSDSeq>
   <INSDSeq_length>352</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..352</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q357">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>



    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MMKMKMMVRIYFVSLSLLLFHSYAIDIENEITEFFNKMRDTLPAKDSKWLNPVCMFGGTMNDMAA
LGEPFSAKCPPIEDSLLSHRYKDYVVKWERLEKNRRRQVSNKRVKHGDLWIANYTSKFSNRRYLCTVTTKNGDCVQGVVRSHV
WKPSSCIPKTYELGTYDKYGIDLYCGILYAKHYNNITWYKDNKEINIDDFKYSQAGKELIIHNPELEDSGRYDCYVHYDDVRIKNDI
VVSRCKILTVIPSQDHRFKLILDPKINVTIGEPANITCSAVSTSLFVDDVLIEWENPSGWIIGLDFGVYSILTSRGGITEATLYFENVTE
EYIGNTYTCRGHNYYFDKTLTTTVVLE</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="85">
  <INSDSeq>
   <INSDSeq_length>352</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..352</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q358">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MMKMKMMVRIYFVSLSLLLFHSYAIDIENEITEFFNKMRDTLPAKDSKWLNPVCMFGGTMNDMAA
LGEPFSAKCPPIEDSLLSHRYKDYVVKWERLEKNRRRQVSNKRVKHGDLWIANYTSKFSNRRYLCTVTTKNGDCVQGVVRSHV
WKPSSCIPKTYELGTYDKYGIDLYCGILYAKHYNNITWYKDNKEINIDDFKYSQAGKELIIHNPELEDSGRYDCYVHYDDVRIKNDI
VVSRCKILTVIPSQDHRFKLILDPKINVTIGEPANITCSAVSTSLFVDDVLIEWENPSGWIIGLDFGVYSILTSRGGITEATLYFENVTE
EYIGNTYTCRGHNYYFDKTLTTTVVLE</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="86">
  <INSDSeq>
   <INSDSeq_length>319</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>



    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..319</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q359">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MEPILAPNPNRFVIFPIQYHDIWNMYKKAEASFWTVEEVDISKDINDWNKLTPDEKYFIKHVLAFFAA
SDGIVNENLAERFCTEVQITEARCFYGFQMAIENIHSEMYSLLIDTYVKDSNEKNYLFNAIETMPCVKKKADWAQKWIHDSAGY
GERLIAFAAVEGIFFSGSFASIFWLKKRGLMPGLTFSNELISRDEGLHCDFACLMFKHLLHPPSEETVRFIITNAVSIEQEFLTVALPV
KLIGMNCEMMKTYIEFVADRLISELGFKKIYNVTNPFDFMENISLEGKTNFFEKRVGEYQKMGVMSQEDNHFSLDVDF</INSD
Seq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="87">
  <INSDSeq>
   <INSDSeq_length>319</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..319</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q360">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>



     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>28</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q361">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>31</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q362">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>38</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q363">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>137</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q364">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>



    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>168</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q365">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>179</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q366">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>271</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q367">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>293</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q368">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>



   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MEPILAPNPNRFVIFPIQYHDIWNMYKXAEXSFWTVEXVDISKDINDWNKLTPDEKYFIKHVLAFFAA
SDGIVNENLAERFCTEVQITEARCFYGFQMAIENIHSEMYSLLIDTYVKDSNEKNYLFNAIETMPCVKXKADWAQKWIHDSAGY
GERLIAFAAVEGIFFXGSFASIFWLKXRGLMPGLTFSNELISRDEGLHCDFACLMFKHLLHPPSEETVRFIITNAVSIEQEFLTVALPV
KLIGMNCEMMKTYIEFVADRLISELGFKKXYNVTNPFDFMENISLEGKTNFXEKRVGEYQKMGVMSQEDNHFSLDVDF</INSD
Seq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="88">
  <INSDSeq>
   <INSDSeq_length>319</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..319</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q369">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MEPILAPNPNRFVIFPIQYHDIWNMYKKAEASFWTVEEVDISKDINDWNKLTPDEKYFIKHVLAFFAA
SDGIVNENLAERFCTEVQITEARCFYGFQMAIENIHSEMYSLLIDTYVKDSNEKNYLFNAIETMPCVKKKADWAQKWIHDSAGY
GERLIAFAAVEGIFFSGSFASIFWLKKRGLMPGLTFSNELISRDEGLHCDFACLMFKHLLHPPSEETVRFIITNAVSIEQEFLTVALPV
KLIGMNCEMMKTYIEFVADRLISELGFKKIYNVTNPFDFMENISLEGKTNFFEKRVGEYQKMGVMSQEDNHFSLDVDF</INSD
Seq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="89">
  <INSDSeq>
   <INSDSeq_length>319</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>



     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..319</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q370">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MEPILAPNPNRFVIFPIQYHDIWNMYKKAEASFWTVEEVDISKDINDWNKLTPDEKYFIKHVLAFFAA
SDGIVNENLAERFCTEVQITEARCFYGFQMAIENIHSEMYSLLIDTYVKDSNEKNYLFNAIETMPCVKKKADWAQKWIHDSAGY
GERLIAFAAVEGIFFSGSFASIFWLKKRGLMPGLTFSNELISRDEGLHCDFACLMFKHLLHPPSEETVRFIITNAVSIEQEFLTVALPV
KLIGMNCEMMKTYIEFVADRLISELGFKKIYNVTNPFDFMENISLEGKTNFFEKRVGEYQKMGVMSQEDNHFSLDVDF</INSD
Seq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="90">
  <INSDSeq>
   <INSDSeq_length>319</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..319</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q371">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>



    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MEPILAPNPNRFVIFPIQYHDIWNMYKKAEASFWTVEEVDISKDINDWNKLTPDEKYFIKHVLAFFAA
SDGIVNENLAERFCTEVQITEARCFYGFQMAIENIHSEMYSLLIDTYVKDSNEKNYLFNAIETMPCVKKKADWAQKWIHDSAGY
GERLIAFAAVEGIFFSGSFASIFWLKKRGLMPGLTFSNELISRDEGLHCDFACLMFKHLLHPPSEETVRFIITNAVSIEQEFLTVALPV
KLIGMNCEMMKTYIEFVADRLISELGFKKIYNVTNPFDFMENISLEGKTNFFEKRVGEYQKMGVMSQEDNHFSLDVDF</INSD
Seq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="91">
  <INSDSeq>
   <INSDSeq_length>189</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..189</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q372">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MEPILAPNPNRFVIFPIQYHDIWNMYKKAEASFWTVEEVDISKDINDWNKLTPDEKYFIKHVLAFFAA
SDGIVNENLAERFCTEVQITEARCFYGFQMAIENIHSEMYSLLIDTYVKDSNEKNYLFNAIETMPCVKKKADWAQKWIHDSAGY
GERLIAFAAVEGIFFSGSFASIFWLKKAWPNARTHVF</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="92">
  <INSDSeq>
   <INSDSeq_length>158</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>



     <INSDFeature_location>1..158</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q373">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MRSIAGLDKLKMEIFNVEELINMKPFKNMNKITINQKDNCILANRCFVKIDTPRYIPSTSISSSNIIRIRN
HDFTLSELLYSPFHFQQPQFQYLLPGFVLTCIDKVSKQQKECKYCISNRGDDDSLSINIFIPTINKSIYIIIGLRMKNFWKPKFEIE</I
NSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="93">
  <INSDSeq>
   <INSDSeq_length>158</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..158</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q374">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   



<INSDSeq_sequence>MRSIAGLDKLKMEIFNVEELINMKPFKNMNKITINQKDNCILANRCFVKIDTPRYIPSTSISSSNIIRIRN
HDFTLSELLYSPFHFQQPQFQYLLPGFVLTCIDKVSKQQKECKYCISNRGDDDSLSINIFIPTINKSIYIIIGLRMKNFWKPKFEIE</I
NSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="94">
  <INSDSeq>
   <INSDSeq_length>158</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..158</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q375">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MRSIAGLDKLKMEIFNVEELINMKPFKNMNKITINQKDNCILANRCFVKIDTPRYIPSTSISSSNIIRIRN
HDFTLSELLYSPFHFQQPQFQYLLPGFVLTCIDKVSKQQKECKYCISNRGDDDSLSINIFIPTINKSIYIIIGLRMKNFWKPKFEIE</I
NSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="95">
  <INSDSeq>
   <INSDSeq_length>158</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..158</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>



       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q376">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MRSIAGLDKLKMEIFNVEELINMKPFKNMNKITINQKDNCILANRCFVKIDTPRYIPSTSISSSNIIRIRN
HDFTLSELLYSPFHFQQPQFQYLLPGFVLTCIDKVSKQQKECKYCISNRGDDDSLSINIFIPTINKSIYIIIGLRMKNFWKPKFEIE</I
NSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="96">
  <INSDSeq>
   <INSDSeq_length>158</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..158</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q377">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MRSIAGLDKLKMEIFNVEELINMKPFKNMNKITINQKDNCILANRCFVKIDTPRYIPSTSISSSNIIRIRN
HDFTLSELLYSPFHFQQPQFQYLLPGFVLTCIDKVSKQQKECKYCISNRGDDDSLSINIFIPTINKSIYIIIGLRMKNFWKPKFEIE</I
NSDSeq_sequence>
  </INSDSeq>
 </SequenceData>



 <SequenceData sequenceIDNumber="97">
  <INSDSeq>
   <INSDSeq_length>161</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..161</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q378">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MSSFVTNGYLPVTLEPHELTLDIKTNIRNAVYKAYLHREISGKMAKKIEIREDVELPLGEIVNNSVVINVP
CVITYAYYHVGDIVRGTLNIEDESNVTIQCGDLICKLSRDSGTVSFSDSKYCFFRNGNAYDNGIEVSAVLMEAQQGTESSFVFLA
NIVDS</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="98">
  <INSDSeq>
   <INSDSeq_length>161</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..161</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q379">
       



<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>4</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q380">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>14</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q381">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>16</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q382">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>19</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q383">
       
<INSDQualifier_name>note</INSDQualifier_name>



       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>23</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q384">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>28</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q385">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>36</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q386">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>38</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q387">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 



acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>39</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q388">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>40</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q389">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>41</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q390">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>43</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q391">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>



      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>47</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q392">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>57</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q393">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>58</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q394">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>72</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q395">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>



     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>73</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q396">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>74</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q397">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>82</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q398">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>89</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q399">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>



    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>100</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q400">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>101</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q401">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>102</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q402">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>105</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q403">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>



    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>121</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q404">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>123</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q405">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>124</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q406">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>128</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q407">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>



     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>129</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q408">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>155</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q409">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>161</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q410">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MSSXVTNGYLPVTXEXHEXTLDXKTNIXNAVYKAYXHXXXXGXMAKXIEIREDVELXXGEIVNNSVVI
NVPXXXTYAYYHVXDIVRGTXNIEDESNVTIXXXDLXCKLSRDSGTVSFSDSXYXXFRNXXAYDNGIEVSAVLMEAQQGTESSFV
FXANIVDX</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="99">
  <INSDSeq>
   <INSDSeq_length>161</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>



     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..161</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q411">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MSSFVTNGYLPVTLEPHELTLDIKTNIRNAVYKAYLHREISGKMAKKIEIREDVELPLGEIVNNSVVINVP
CVITYAYYHVGDIVRGTLNIEDESNVTIQCGDLICKLSRDSGTVSFSDSKYCFFRNGNAYDNGIEVSAVLMEAQQGTESSFVFLA
NIVDS</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="100">
  <INSDSeq>
   <INSDSeq_length>161</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..161</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q412">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>



   
<INSDSeq_sequence>MSSFVTNGYLPVTLEPHELTLDIKTNIRNAVYKAYLHREISGKMAKKIEIREDVELPLGEIVNNSVVINVP
CVITYAYYHVGDIVRGTLNIEDESNVTIQCGDLICKLSRDSGTVSFSDSKYCFFRNGNAYDNGIEVSAVLMEAQQGTESSFVFLA
NIVDS</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="101">
  <INSDSeq>
   <INSDSeq_length>161</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..161</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q413">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MSSFVTNGYLPVTLEPHELTLDIKTNIRNAVYKAYLHREISGKMAKKIEIREDVELPLGEIVNNSVVINVP
CVITYAYYHVGDIVRGTLNIEDESNVTIQCGDLICKLSRDSGTVSFSDSKYCFFRNGNAYDNGIEVSAVLMEAQQGTESSFVFLA
NIVDS</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="102">
  <INSDSeq>
   <INSDSeq_length>153</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..153</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       



<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q414">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MEKREVNKALYDLQRSAMVYSSNDTPPRWSTTMDADTRPTDSDADAIIDDVSREKSMREDHKSFD
DVIPVKKIIYWKGVNPVTVINEYCQITRRDWSFRIESVGPSNSPTFYACVDIDGRVFDKADGKSKRDAKNNAAKLAVDKLLSYVII
RF</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="103">
  <INSDSeq>
   <INSDSeq_length>153</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..153</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q415">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MEKREVNKALYDLQRSAMVYSSNDTPPRWSTTMDADTRPTDSDADAIIDDVSREKSMREDHKSFD
DVIPVKKIIYWKGVNPVTVINEYCQITRRDWSFRIESVGPSNSPTFYACVDIDGRVFDKADGKSKRDAKNNAAKLAVDKLLSYVII
RF</INSDSeq_sequence>
  </INSDSeq>



 </SequenceData>
 <SequenceData sequenceIDNumber="104">
  <INSDSeq>
   <INSDSeq_length>153</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..153</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q416">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MEKREVNKALYDLQRSAMVYSSNDTPPRWSTTMDADTRPTDSDADAIIDDVSREKSMREDHKSFD
DVIPVKKIIYWKGVNPVTVINEYCQITRRDWSFRIESVGPSNSPTFYACVDIDGRVFDKADGKSKRDAKNNAAKLAVDKLLSYVII
RF</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="105">
  <INSDSeq>
   <INSDSeq_length>153</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..153</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q417">



       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MEKREVNKALYDLQRSTMVYSSDDTPPRWSTTMDADTRPTDSDADAIIDDVSREKSMREDNKSFD
DVIPVKKIIYWKGVNPVTVINEYCQITRRDWSFRIESVGPSNSPTFYACVDIDGRVFDKADGKSKRDAKNNAAKLAVDKLLSYVII
RF</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="106">
  <INSDSeq>
   <INSDSeq_length>153</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..153</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q418">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MEKREVNKALYDLQRSAMVYSSNDTPPRWSTTMDADTRPTDSDADAIIDDVSREKSMREDHKSFD
DVIPVKKIIYWKGVNPVTVINEYCQITRRDWSFRIESVGPSNSPTFYACVDIDGRVFDKADGKSKRDAKNNAAKLAVDKLLSYVII
RF</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="107">
  <INSDSeq>
   <INSDSeq_length>153</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>



   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..153</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q419">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MEKREVNKALYDLQRSAMVYSSNDTPPRWSTTMDADTRPTDSDADAIIDDVSREKSMREDHKSFD
DVIPVKKIIYWKGVNPVTVINEYCQITRRDWSFRIESVGPSNSPTFYACVDIDGRVFDKADGKSKRDAKNNAAKLAVDKLLSYVII
RF</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="108">
  <INSDSeq>
   <INSDSeq_length>153</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..153</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q420">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>



     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MEKREVNKALYDLQRSAMVYSSNDTPPRWSTTMDADTRPTDSDADAIIDDVSREKSMREDHKSFD
DVIPVKKIIYWKGVNPVTVINEYCQITRRDWSFRIESVGPSNSPTFYACVDIDGRVFDKADGKSKRDAKNNAAKLAVDKLLSYVII
RF</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="109">
  <INSDSeq>
   <INSDSeq_length>153</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..153</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q421">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MEKREVNKALYDLQRSTMVYSSDDTPPRWSTTMDADTRPTDSDADAIIDDVSREKSMREDNKSFD
DVIPVKKIIYWKGVNPVTVINEYCQITRRDWSFRIESVGPSNSPTFYACVDIDGRVFDKADGKSKRDAKNNAAKLAVDKLLSYVII
RF</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="110">
  <INSDSeq>
   <INSDSeq_length>153</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..153</INSDFeature_location>



     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q422">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MEKREVNKALYDLQRSTMVYSSDDTPPRWSTTMDADTRPTDSDADAIIDDVSREKSMREDNKSFD
DVIPVKKIIYWKGVNPVTVINEYCQITRRDWSFRIESVGPSNSPTFYACVDIDGRVFDKADGKSKRDAKNNAAKLAVDKLLSYVII
RF</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="111">
  <INSDSeq>
   <INSDSeq_length>153</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..153</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q423">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MEKREVNKALYDLQRSTMVYSSDDTPPRWSTTMDADTRPTDSDADAIIDDVSREKSMREDNKSFD



DVIPVKKIIYWKGVNPVTVINEYCQITRRDWSFRIESVGPSNSPTFYACVDIDGRVFDKADGKSKRDAKNNAAKLAVDKLLSYVII
RF</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="112">
  <INSDSeq>
   <INSDSeq_length>259</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..259</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q424">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MENVYISSYSSNEQISMAVVTTDIRELLSQYVDDANLENLIEWAMEKSSKYYIKNIGNTKSNIEETKFES
KNNIGIEYSKDSKNKLSYRNKPSIATHLEYKTLCDMIKGTSGTEKEFLRYLLFGIKCIKKGVEYNIDKIKDVSYNDYFNVLDEKYNTP
CPNCKSRNTTPMMIQTRAADEPPLVRHACRDCKQHFKPPKFRAFRNLNVTTQSIHENKEITEILPDNNPSPPESPEPASPIDDGLI
RATFDRNDEPPEDDE</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="113">
  <INSDSeq>
   <INSDSeq_length>259</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..259</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>



       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q425">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MENVYISSYSSNEQISMAVVTTDIRELLSQYVDDANLENLIEWAMEKSSKYYIKNIGNTKSNIEETKFES
KNNIGIEYSKDSKNKLSYRNKPSIATHLEYKTLCDMIKGTSGTEKEFLRYLLFGIKCIKKGVEYNIDKIKDVSYNDYFNVLDEKYNTP
CPNCKSRNTTPMMIQTRAADEPPLVRHACRDCKQHFKPPKFRAFRNLNVTTQSIHENKEITEILPDNNPSPPESPEPASPIDDGLI
RATFDRNDEPPEDDE</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="114">
  <INSDSeq>
   <INSDSeq_length>259</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..259</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q426">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MENVYISSYSSNEQISMAVVTTDIRELLSQYVDDANLENLIEWAMEKSSKYYIKNIGNTKSNIEETKFES
KNNIGIEYSKDSKNKLSYRNKPSIATHLEYKTLCDMIKGTSGTEKEFLRYLLFGIKCIKKGVEYNIDKIKDVSYNDYFNVLDEKYNTP
CPNCKSRNTTPMMIQTRAADEPPLVRHACRDCKQHFKPPKFRAFRNLNVTTQSIHENKEITEILPDNNPSPPESPEPASPIDDGLI
RATFDRNDEPPEDDE</INSDSeq_sequence>



  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="115">
  <INSDSeq>
   <INSDSeq_length>259</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..259</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q427">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MENVYISSYSSNEQISMAVVTTDIRELLSQYVDDANLENLIEWAMEKSSKYYIKNIGNTKSNIEETKFES
KNNIGIEYSKDSRNKLSYRNKPSIATNLEYKTLCDMIKGTSGTEKEFLRYLLFGIKCIKKGVEYNIDKIKDVSYNDYFNVLDEKYNTP
CPNCKSRNTTPMMIQTRAADEPPLVRHACRDCKQHFKPPKFRAFRNLNVTTQSIHENKEITEILPDNNPSPPESPEPASPIDDGLI
RATFDRNDEPPEDDE</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="116">
  <INSDSeq>
   <INSDSeq_length>259</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..259</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>



      </INSDQualifier>
      <INSDQualifier id="q428">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MENVYISSYSSNEQISMAVVTTDIRELLSQYVDDANLENLIEWAMEKSSKYYIKNIGNTKSNIEETKFES
KNNIGIEYSKDSKNKLSYRNKPSIATHLEYKTLCDMIKGTSGTEKEFLRYLLFGIKCIKKGVEYNIDKIKDVSYNDYFNVLDEKYNTP
CPNCKSRNTTPMMIQTRAADEPPLVRHACRDCKQHFKPPKFRAFRNLNVTTQSIHENKEITEILPDNNPSPPESPEPASPIDDGLI
RATFDRNDEPPEDDE</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="117">
  <INSDSeq>
   <INSDSeq_length>63</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..63</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q429">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MVFQLVCSTCGKDISHERYKLIIRKKSLKDVLVSVKNECCRLKLSTQIEPQRNLTVQPLLDIN</INSDSe
q_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="118">
  <INSDSeq>



   <INSDSeq_length>63</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..63</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q430">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>60</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q431">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MVFQLVCSTCGKDISHERYKLIIRKKSLKDVLVSVKNECCRLKLSTQIEPQRNLTVQPLXDIN</INSDS
eq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="119">
  <INSDSeq>
   <INSDSeq_length>63</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..63</INSDFeature_location>



     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q432">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MVFQLVCSTCGKDISHERYKLIIRKKSLKDVLVSVKNECCRLKLSTQIEPQRNLTVQPLLDIN</INSDSe
q_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="120">
  <INSDSeq>
   <INSDSeq_length>63</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..63</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q433">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MVFQLVCSTCGKDISHERYKLIIRKKSLKDVLVSVKNECCRLKLSTQIEPQRNLTVQPLLDIN</INSDSe
q_sequence>



  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="121">
  <INSDSeq>
   <INSDSeq_length>63</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..63</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q434">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MVFQLVCSTCGKDISHERYKLIIRKKSLKDVLVSVKNECCRLKLSTQIEPQRNLTVQPLLDIN</INSDSe
q_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="122">
  <INSDSeq>
   <INSDSeq_length>210</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..210</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q435">



       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MAWSITNKADTSSFTKMAEIRAHLRNSAENKDKNEDIFPEDVIIPSTKPKTKRTTTPRKPAATKRSTKK
DKEKEEVEEVVIEEYHQTTEENSPPPSSSPGVGDIVESVAAVELDDSDGDDEPMVQVEAGKVNHSARSDLSDLKVATDNIVKDL
KKIITRISAVSTVLEDVQAAGISRQFTSMTKAITTLSDLVTEGKSKVVRKKVKTCKK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="123">
  <INSDSeq>
   <INSDSeq_length>210</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..210</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q436">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MAWSITNKADTSSFTKMAEIRAHLRNSAENKDKNEDIFPEDVIIPSTKPKTKRTTTPRKPAATKRSTKK
DKEKEEVEEVVIEEYHQTTEENSPPPSSSPGVGDIVESVAAVELDDSDGDDEPMVQVEAGKVNHSARSDLSDLKVATDNIVKDL
KKIITRISAVSTVLEDVQAAGISRQFTSMTKAITTLSDLVTEGKSKVVRKKVKTCKK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="124">
  <INSDSeq>
   <INSDSeq_length>210</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>



   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..210</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q437">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MAWSITNKADTSSFTKMAEIRAHLRNSAENKDKNEDIFPEDVIIPSTKPKTKRTTTPRKPAATKRSTKK
DKEKEEVEEVVIEEYHQTTEENSPPPSSSPGVGDIVESVAAVELDDSDGDDEPMVQVEAGKVNHSARSDLSDLKVATDNIVKDL
KKIITRISAVSTVLEDVQAAGISRQFTSMTKAITTLSDLVTEGKSKVVRKKVKTCKK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="125">
  <INSDSeq>
   <INSDSeq_length>213</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..213</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q438">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>



     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MAWSITNKADTSSFTKMAEIRAHLRNSAENKDKNEDIFPEDVIIPSTKPKTKRTTTPRKPAATKRSTKK
DKEKEEVEEVEEVVIEEYHQTTEENSPPPSSSPGVGDIVESVAAVELDDSDGDDEPMVQVEAGKVNHSARSDLSDLKVATDNIV
KDLKKIITRISAVSTVLEDVQAAGISRQFTSMTKAITTLSDLVTEGKSKVVRKKVKTCKK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="126">
  <INSDSeq>
   <INSDSeq_length>210</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..210</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q439">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MAWSITNKADTSSFTKMAEIRAHLRNSAENKDKNEDIFPEDVIIPSTKPKTKRTTTPRKPAATKRSTKK
DKEKEEVEEVVIEEYHQTTEENSPPPSSSPGVGDIVESVAAVELDDSDGDDEPMVQVEAGKVNHSARSDLSDLKVATDNIVKDL
KKIITRISAVSTVLEDVQAAGISRQFTSMTKAITTLSDLVTEGKSKVVRKKVKTCKK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="127">
  <INSDSeq>
   <INSDSeq_length>269</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..269</INSDFeature_location>



     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q440">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MSKVIKKRVETSPRPTASSDSLQTCAGVIEYAKSISKSNAKCIECVTLNASQYANCSSISIKLTDSLSSQ
MTSTFIMLEGETKLYKNKSKQDRSDGYFLKIKVTAASPMLYQLLEAVYGNITHKERIPNSLHSLSAETITEKTFKDESIFINKLNGAM
VEYVSTGESSILRSIEGELESLSKRERQLAKAIITPVVFYRSGTETKITFALKKLIIDREVVANVIGLSGDSERVSMTENVEEDLVRNLGL
VDIDDEYDEDSDKEKPIFNV</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="128">
  <INSDSeq>
   <INSDSeq_length>269</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..269</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q441">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>



     <INSDFeature_location>41</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q442">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>99</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q443">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MSKVIKKRVETSPRPTASSDSLQTCAGVIEYAKSISKSNAXCIECVTLNASQYANCSSISIKLTDSLSSQ
MTSTFIMLEGETKLYKNKSKQDRSDGYFXKIKVTAASPMLYQLLEAVYGNITHKERIPNSLHSLSAETITEKTFKDESIFINKLNGAM
VEYVSTGESSILRSIEGELESLSKRERQLAKAIITPVVFYRSGTETKITFALKKLIIDREVVANVIGLSGDSERVSMTENVEEDLVRNLGL
VDIDDEYDEDSDKEKPIFNV</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="129">
  <INSDSeq>
   <INSDSeq_length>269</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..269</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q444">
       
<INSDQualifier_name>organism</INSDQualifier_name>



       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MSKVIKKRVETSPRPTASSDSLQTCAGVIEYAKSISKSNAKCIECVTLNASQYANCSSISIKLTDSLSSQ
MTSTFIMLEGETKLYKNKSKQDRSDGYFLKIKVTAASPMLYQLLEAVYGNITHKERIPNSLHSLSAETITEKTFKDESIFINKLNGAM
VEYVSTGESSILRSIEGELESLSKRERQLAKAIITPVVFYRSGTETKITFALKKLIIDREVVANVIGLSGDSERVSMTENVEEDLVRNLGL
VDIDDEYDEDSDKEKPIFNV</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="130">
  <INSDSeq>
   <INSDSeq_length>269</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..269</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q445">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MSKVIKKRVETSPRPTASSDSLQTCAGVIEYAKSISKSNAKCIEYVTLNASQYANCSSISIKLTDSLSSQM
TSTFIMLEGETKLYKNKSKQDRSDGYFLKIKVTAASPMLYQLLEAVYGNITHKERIPNSLHSLSAETITEKTFKDESIFINKLNGAMV
EYVSTGESSILRSIEGELESLSKRERQLAKAIITPVVFYRSGTETKITFALKKLIIDREVVANVIGLSGDSERVSMTENVEEDLVRNLGLV
DIDDEYDEDSDKEKPIFNV</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="131">
  <INSDSeq>
   <INSDSeq_length>269</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>



   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..269</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q446">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MSKVIKKRVETSPRPTASSDSLQTCAGVIEYAKSISKSNAKCIECVTLNASQYANCSSISIKLTDSLSSQ
MTSTFIMLEGETKLYKNKSKQDRSDGYFLKIKVTAASPMLYQLLEAVYGNITHKERIPNSLHSLSAETITEKTFKDESIFINKLNGAM
VEYVSTGESSILRSIEGELESLSKRERQLAKAIITPVVFYRSGTETKITFALKKLIIDREVVANVIGLSGDSERVSMTENVEEDLVRNLGL
VDIDDEYDEDSDKEKPIFNV</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="132">
  <INSDSeq>
   <INSDSeq_length>220</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..220</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q447">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>



      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MVYKLVLLFCIASLGYSVEYKNTICPHRQDYRYWYFVAELTIGVNYDINSTIIGECHMSESYIDRNANIV
LTGYGLKVNMTIMDTDQRFVAAAEGVGKDNKLSVLLFTTQRLDKVHHNISVTITCMEMNCGTTKYNSDLPESIHKSSSCDITIN
GSCVTCVNLETDPTKINPHYLHPKNKYLYHNSEYSMRGSYGVTFIDELNQCLLDIKELSYDICYRE</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="133">
  <INSDSeq>
   <INSDSeq_length>220</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..220</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q448">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MVYKLVLLFCIASLGYSVEYKNTICPHRQDYRYWYFVAELTIGVNYDINSTIIGECHMSESYIDRNANIV
LTGYGLKVNMTIMDTDQRFVAAAEGVGKDNKLSVLLFTTQRLDKVHHNISVTITCMEMNCGTTKYNSDLPESIHKSSSCDITIN
GSCVTCVNLETDPTKINPHYLHPKNKYLYHNSEYSMRGSYGVTFIDELNQCLLDIKELSYDICYRE</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="134">
  <INSDSeq>
   <INSDSeq_length>220</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>



     <INSDFeature_location>1..220</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q449">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MVYKLVLLFCIASLGYSVEYKNTICPHRQDYRYWYFVAELTIGVNYDINSTIIGECHMSESYIDRNANIV
LTGYGLKVNMTIMDTDQRFVAAAEGVGKDNKLSVLLFTTQRLDKVHHNISVTITCMEMNCGTTKYNSDLPESIHKSSSCDITIN
GSCVTCVNLETDPTKINPHYLHPKNKYLYHNSEYSMRGSYGVTFIDELNQCLLDIKELSYDICYRE</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="135">
  <INSDSeq>
   <INSDSeq_length>220</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..220</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q450">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   



<INSDSeq_sequence>MVYKLVLLFCIASLGYSVEYKNTICPPRQDYRYWYFVAELTIGVNYDINSTIIGECHMSESYIDRNANIV
LTGYGLKINMTIMDTDQRFVAAAEGVGKDNKLSVLLFTTQRLDKVHHNISVTITCMEMNCGTTKYNSDLPESIHKSSSCDITING
SCVTCVNLETDPTKINPHYLHPKNKYLYHNSEYSMRGSYGVTFIDELNQCLLDIKELSYDICYRE</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="136">
  <INSDSeq>
   <INSDSeq_length>220</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..220</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q451">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MVYKLVLLFCIASLGYSVEYKNTICPHRQDYRYWYFVAELTIGVNYDINSTIIGECHMSESYIDRNANIV
LTGYGLKVNMTIMDTDQRFVAAAEGVGKDNKLSVLLFTTQRLDKVHHNISVTITCMEMNCGTTKYNSDLPESIHKSSSCDITIN
GSCVTCVNLETDPTKINPHYLHPKNKYLYHNSEYSMRGSYGVTFIDELNQCLLDIKELSYDICYRE</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="137">
  <INSDSeq>
   <INSDSeq_length>665</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..665</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>



       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q452">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MFMYPEFARKALSKLISKKLNIEKVSSKHQLVLLDYGLHGLLPKSLYLEAINSDILNVRFFPPEIINVTDIV
KALQNSCRVDEYLKAVSLYHKNSLMVSGPNVVKLMIEYNLLTHSDLEWLINENVVKATYLLKINAYMINFKIDLTVDEIIDLVKDI
PVGATLHLYNILNNIDLDIILRISDEYNIPPVHDILSKLTNEEMCIKLVTKYPMDNVINFINQDVRYSPTFIKTIKDFVNEHLPTMYD
GLNDYLHSVIIDEDLIEEYKIKSVAMFNLEYKTDIDTLTLDEQIFVEVNISYYDFRYRQFADEFRDYIMIKERRQITMQSGDRIRRFRR
PMSLRSTIIKKDTDSLEDILSHIDNAKKNSKVSIEDVERIISSFRLNPCVVRRTMLSDIDIKTKIMVLKIAKDWKSCTLTLSVKGIMVT
DTINTVLSKILHHHRNIFKYLTSVENKEIAVCNCSRCLSLFYRKLKSVRCDLRTDDGLLDRLYDLTRYALHGKINQNLIGQRCWGPL
TEILFNENKKKKLNNLMEYIKISDMLVYGHYIEKTLIPITDSLSFKLFVDTMSVLNDQYAKVVIFFNTIIEYIIATIYYRLTVLDNYTNVK
HFVSKVLHTVMEACGVLFSHIKVNDKIEYELEEMVDKGTVPSYLYHLSINVISIILDDINGTR</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="138">
  <INSDSeq>
   <INSDSeq_length>665</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..665</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q453">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>



     <INSDFeature_location>364</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q454">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>408</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q455">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>523</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q456">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MFMYPEFARKALSKLISKKLNIEKVSSKHQLVLLDYGLHGLLPKSLYLEAINSDILNVRFFPPEIINVTDIV
KALQNSCRVDEYLKAVSLYHKNSLMVSGPNVVKLMIEYNLLTHSDLEWLINENVVKATYLLKINAYMINFKIDLTVDEIIDLVKDI
PVGATLHLYNILNNIDLDIILRISDEYNIPPVHDILSKLTNEEMCIKLVTKYPMDNVINFINQDVRYSPTFIKTIKDFVNEHLPTMYD
GLNDYLHSVIIDEDLIEEYKIKSVAMFNLEYKTDIDTLTLDEQIFVEVNISYYDFRYRQFADEFRDYIMIKERRQITMQSGDRIRRFRR
PMSLRSTIIKKDTDSLEDILSHIDNAKKXSKVSIEDVERIISSFRLNPCVVRRTMLSDIDIKTKIMVLKIAKXWKSCTLTLSVKGIMVTD
TINTVLSKILHHHRNIFKYLTSVENKEIAVCNCSRCLSLFYRKLKSVRCDLRTDDGLLDRLYDLTRYALHGKINQNLIGQRCWGPLT
EILFNENKKKXLNNLMEYIKISDMLVYGHYIEKTLIPITDSLSFKLFVDTMSVLNDQYAKVVIFFNTIIEYIIATIYYRLTVLDNYTNVK
HFVSKVLHTVMEACGVLFSHIKVNDKIEYELEEMVDKGTVPSYLYHLSINVISIILDDINGTR</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="139">
  <INSDSeq>
   <INSDSeq_length>665</INSDSeq_length>



   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..665</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q457">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>351</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q458">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>357</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q459">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>377</INSDFeature_location>
     <INSDFeature_quals>



      <INSDQualifier id="q460">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>384</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q461">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>388</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q462">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>392</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q463">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>400</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q464">



       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>422</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q465">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>454</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q466">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MFMYPEFARKALSKLISKKLNIEKVSSKHQLVLLDYGLHGLLPKSLYLEAINSDILNVRFFPPEIINVTDIV
KALQNSCRVDEYLKAVSLYHKNSLMVSGPNVVKLMIEYNLLTHSDLEWLINENVVKATYLLKINAYMINFKIDLTVDEIIDLVKDI
PVGATLHLYNILNNIDLDIILRISDEYNIPPVHDILSKLTNEEMCIKLVTKYPMDNVINFINQDVRYSPTFIKTIKDFVNEHLPTMYD
GLNDYLHSVIIDEDLIEEYKIKSVAMFNLEYKTDIDTLTLDEQIFVEVNISYYDFRYRQFADEFRDYIMIKERRQITMQSGDRIRRFRR
PMSLRSTIIKKDTDSXEDILSXIDNAKKNSKVSIEDVERIIXSFRLNPXVVRXTMLXDIDIKTKXMVLKIAKDWKSCTLTLSVKGIXVT
DTINTVLSKILHHHRNIFKYLTSVENKEIXVCNCSRCLSLFYRKLKSVRCDLRTDDGLLDRLYDLTRYALHGKINQNLIGQRCWGPL
TEILFNENKKKKLNNLMEYIKISDMLVYGHYIEKTLIPITDSLSFKLFVDTMSVLNDQYAKVVIFFNTIIEYIIATIYYRLTVLDNYTNVK
HFVSKVLHTVMEACGVLFSHIKVNDKIEYELEEMVDKGTVPSYLYHLSINVISIILDDINGTR</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="140">
  <INSDSeq>
   <INSDSeq_length>665</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>



    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..665</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q467">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MFMYPEFARKALSKLISKKLNIEKVSSKHQLVLLDYGLHGLLPKSLYLEAINSDILNVRFFPPEIINVTDIV
KALQNSCRVDEYLKAVSLYHKNSLMVSGPNVVKLMIEYNLLTHSDLEWLINENVVKATYLLKINAYMINFKIDLTVDEIIDLVKDI
PVGATLHLYNILNNIDLDIILRISDEYNIPPVHDILSKLTDEEMCIKLVTKYPMDNVINFINQDVRYSPTFIKTIKDFVNEHLPTMYDG
LNDYLHSVIIDEDLIEEYKIKSVAMFNLEYKTDIDTLTLDEQIFVEVNISYYDFRYRQFADEFRDYIMIKERRQITMQSGDRIRRFRRP
MSLRSTIIKKDTDSLEDILSHIDNAKKNSKVSIEDVERIISSFRLNPCVVRRTMLSDIDIKTKIMVLKIAKDWKSCTLTLSVKGIMVTD
TINTVLSKILHHHRNVFKYLTSVENKEIAVCNCSRCLSLFYRKLKSVRCDLRTDDGLLDRLYDLTRYALHGKINQNLIGQRCWGPL
TEILFNENKKKKLNNLMEYIKISDMLVYGHYIEKTLIPITDSLSFKLFVDTMSVLNDQYAKVVIFFNTIIEYIIATIYYRLTVLDNYTNVK
HFVSKVLHTVMEACGVLFSHIKVNDKIEYELEEMVDKGTVPSYLYHLSINVISIILDDINGTR</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="141">
  <INSDSeq>
   <INSDSeq_length>665</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..665</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q468">
       
<INSDQualifier_name>organism</INSDQualifier_name>



       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>351</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q469">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>357</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q470">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>377</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q471">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>384</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q472">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 



acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>388</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q473">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>392</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q474">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>400</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q475">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>422</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q476">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>



      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>454</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q477">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MFMYPEFARKALSKLISKKLNIEKVSSKHQLVLLDYGLHGLLPKSLYLEAINSDILNVRFFPPEIINVTDIV
KALQNSCRVDEYLKAVSLYHKNSLMVSGPNVVKLMIEYNLLTHSDLEWLINENVVKATYLLKINAYMINFKIDLTVDEIIDLVKDI
PVGATLHLYNILNNIDLDIILRISDEYNIPPVHDILSKLTNEEMCIKLVTKYPMDNVINFINQDVRYSPTFIKTIKDFVNEHLPTMYD
GLNDYLHSVIIDEDLIEEYKIKSVAMFNLEYKTDIDTLTLDEQIFVEVNISYYDFRYRQFADEFRDYIMIKERRQITMQSGDRIRRFRR
PMSLRSTIIKKDTDSXEDILSXIDNAKKNSKVSIEDVERIIXSFRLNPXVVRXTMLXDIDIKTKXMVLKIAKDWKSCTLTLSVKGIXVT
DTINTVLSKILHHHRNIFKYLTSVENKEIXVCNCSRCLSLFYRKLKSVRCDLRTDDGLLDRLYDLTRYALHGKINQNLIGQRCWGPL
TEILFNENKKKKLNNLMEYIKISDMLVYGHYIEKTLIPITDSLSFKLFVDTMSVLNDQYAKVVIFFNTIIEYIIATIYYRLTVLDNYTNVK
HFVSKVLHTVMEACGVLFSHIKVNDKIEYELEEMVDKGTVPSYLYHLSINVISIILDDINGTR</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="142">
  <INSDSeq>
   <INSDSeq_length>19</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..19</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q478">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>



     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>MDWIWRILFLVGAATGAHS</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="143">
  <INSDSeq>
   <INSDSeq_length>27</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..27</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q479">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>MGGAAARLGAVILFVVIVGLHGVRSKY</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="144">
  <INSDSeq>
   <INSDSeq_length>25</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..25</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>



      </INSDQualifier>
      <INSDQualifier id="q480">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>MGRLTSGVGTAALLVVAVGLRVVCA</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="145">
  <INSDSeq>
   <INSDSeq_length>28</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..28</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q481">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MGRLTSGVGTAALLVVAVGLRVVCAKYA</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="146">
  <INSDSeq>
   <INSDSeq_length>19</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>



     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..19</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q482">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>MFVFLVLLPLVSSQCVNLT</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="147">
  <INSDSeq>
   <INSDSeq_length>21</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..21</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q483">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>MDWIWRILFLVGAATGAHSQM</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>



 <SequenceData sequenceIDNumber="148">
  <INSDSeq>
   <INSDSeq_length>19</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..19</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q484">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>MDWTWRVFCLLAVAPGAHS</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="149">
  <INSDSeq>
   <INSDSeq_length>20</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..20</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q485">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>



      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>METPAQLLFLLLLWLPDTTG</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="150">
  <INSDSeq>
   <INSDSeq_length>18</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..18</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q486">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>MDWTWILFLVAAATRVHS</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="151">
  <INSDSeq>
   <INSDSeq_length>24</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..24</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       



<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q487">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>MLGSNSGQRVVFTILLLLVAPAYS</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="152">
  <INSDSeq>
   <INSDSeq_length>17</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..17</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q488">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>MKCLLYLAFLFIGVNCA</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="153">
  <INSDSeq>
   <INSDSeq_length>15</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>



     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..15</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q489">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>MWLVSLAIVTACAGA</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="154">
  <INSDSeq>
   <INSDSeq_length>15</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..15</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q490">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>MFVFLVLLPLVSSQC</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>



 <SequenceData sequenceIDNumber="155">
  <INSDSeq>
   <INSDSeq_length>53</INSDSeq_length>
   <INSDSeq_moltype>DNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..53</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       <INSDQualifier_value>other 
DNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q491">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>agaataaactagtattcttctggtccccacagactcagagagaacccgccacc</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="156">
  <INSDSeq>
   <INSDSeq_length/>
   <INSDSeq_moltype/>
   <INSDSeq_division/>
   <INSDSeq_sequence>000</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="157">
  <INSDSeq>
   <INSDSeq_length>26</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..26</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       



<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q492">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>MRVMAPRTLILLLSGALALTETWAGS</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="158">
  <INSDSeq>
   <INSDSeq_length>250</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..250</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q493">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MGAAASIQTTVNTLSERISSKLEQEANASAQTKCDIEIGNFYIRQNHGCNITVKNMCSADADAQLDA
VLSAATETYSGLTPEQKAYVPAMFTAALNIQTSVNTVVRDFENYVKQTCNSSAVVDNKLKIQNVIIDECYGAPGSPTNLEFINTG
SSKGNCAIKALMQLTTKATTQIAPRQVAGTGVQFYMIVIGVIILAALFMYYAKRMLFTSTNDKIKLILANKENVHWTTYMDTFFR
TSPMIIATTDIQN</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="159">



  <INSDSeq>
   <INSDSeq_length>753</INSDSeq_length>
   <INSDSeq_moltype>DNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..753</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       <INSDQualifier_value>other 
DNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q494">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>atgggtgccgcagcaagcatacagacgactgtgaatacactcagtgaacgtatctcgtctaaattagaacaagaagcgaacgc
tagtgctcaaacaaaatgtgatatagaaatcggaaatttttatatccgacaaaaccatggatgtaacatcactgttaaaaatatgtgctctgcggacgcggatgct
cagttggatgctgtgttatcagccgctacagaaacatatagtggattaacaccggaacaaaaagcatacgtaccagctatgtttactgctgcgttaaacattcaga
cgagtgtaaacactgttgttagagattttgaaaattatgtgaaacagacttgtaattctagcgctgttgtcgataacaaattaaagatacaaaacgtaattatagat
gaatgttacggagccccaggatctccaacaaatttggaatttattaatacaggatctagcaaaggaaattgtgccattaaggcgttgatgcaattgactactaagg
ccactactcaaatagcacctagacaagttgctggtacaggagttcagttttatatgattgttatcggtgttataatattggcagcgttgtttatgtactatgccaagcg
tatgctgttcacatccaccaatgataaaatcaaacttattttagccaataaggaaaacgtccattggactacttacatggacacattctttagaacttctccgatgatta
ttgctaccacggatatacaaaactga</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="160">
  <INSDSeq>
   <INSDSeq_length>25</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..25</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       



<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q495">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>MGGAAARLGAVILFVVIVGLHGVRG</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="161">
  <INSDSeq>
   <INSDSeq_length>75</INSDSeq_length>
   <INSDSeq_moltype>DNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..75</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       <INSDQualifier_value>other 
DNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q496">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>atggggggggctgccgccaggttgggggccgtgattttgtttgtcgtcatagtgggcctccatggggtccgcggc</INSD
Seq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="162">
  <INSDSeq>
   <INSDSeq_length>275</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>



   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..275</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q497">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MGGAAARLGAVILFVVIVGLHGVRGMGAAASIQTTVNTLSERISSKLEQEANASAQTKCDIEIGNFYIR
QNHGCNITVKNMCSADADAQLDAVLSAATETYSGLTPEQKAYVPAMFTAALNIQTSVNTVVRDFENYVKQTCNSSAVVDNK
LKIQNVIIDECYGAPGSPTNLEFINTGSSKGNCAIKALMQLTTKATTQIAPRQVAGTGVQFYMIVIGVIILAALFMYYAKRMLFTST
NDKIKLILANKENVHWTTYMDTFFRTSPMIIATTDIQN</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="163">
  <INSDSeq>
   <INSDSeq_length>828</INSDSeq_length>
   <INSDSeq_moltype>DNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..828</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       <INSDQualifier_value>other 
DNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q498">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>



     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>atggggggggctgccgccaggttgggggccgtgattttgtttgtcgtcatagtgggcctccatggggtccgcggcatgggtg
ccgcagcaagcatacagacgactgtgaatacactcagtgaacgtatctcgtctaaattagaacaagaagcgaacgctagtgctcaaacaaaatgtgatatagaa
atcggaaatttttatatccgacaaaaccatggatgtaacatcactgttaaaaatatgtgctctgcggacgcggatgctcagttggatgctgtgttatcagccgctac
agaaacatatagtggattaacaccggaacaaaaagcatacgtaccagctatgtttactgctgcgttaaacattcagacgagtgtaaacactgttgttagagatttt
gaaaattatgtgaaacagacttgtaattctagcgctgttgtcgataacaaattaaagatacaaaacgtaattatagatgaatgttacggagccccaggatctccaa
caaatttggaatttattaatacaggatctagcaaaggaaattgtgccattaaggcgttgatgcaattgactactaaggccactactcaaatagcacctagacaagtt
gctggtacaggagttcagttttatatgattgttatcggtgttataatattggcagcgttgtttatgtactatgccaagcgtatgctgttcacatccaccaatgataaaa
tcaaacttattttagccaataaggaaaacgtccattggactacttacatggacacattctttagaacttctccgatgattattgctaccacggatatacaaaactga</
INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="164">
  <INSDSeq>
   <INSDSeq_length>110</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..110</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q499">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MDGTLFPGDDDLAIPATEFFSTKAAKNPETKREAIVKAYGDDNEETLKQRLTNLEKKITNITTKFEQIEK
CCKRNDEVLFRLENHAETLRAAMISLAKKIDVQTGRHPYE</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="165">
  <INSDSeq>
   <INSDSeq_length>333</INSDSeq_length>
   <INSDSeq_moltype>DNA</INSDSeq_moltype>



   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..333</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       <INSDQualifier_value>other 
DNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q500">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>atggacggaactcttttccccggagatgacgatcttgcaattccagcaactgaatttttctctacaaaggctgctaaaaatccaga
gactaaacgcgaagcaattgttaaagcctatggagacgataatgaggaaactctcaaacaacggctaactaatttggaaaaaaagattactaatataacaacaa
agtttgaacaaatagaaaagtgttgtaaacgcaacgatgaagttctatttaggttggaaaatcacgctgaaactctaagagcggctatgatatctctggctaaaa
agattgatgtacagactggacggcatccatatgagtaa</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="166">
  <INSDSeq>
   <INSDSeq_length>135</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..135</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q501">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>



      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MGGAAARLGAVILFVVIVGLHGVRGMDGTLFPGDDDLAIPATEFFSTKAAKNPETKREAIVKAYGDD
NEETLKQRLTNLEKKITNITTKFEQIEKCCKRNDEVLFRLENHAETLRAAMISLAKKIDVQTGRHPYE</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="167">
  <INSDSeq>
   <INSDSeq_length>408</INSDSeq_length>
   <INSDSeq_moltype>DNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..408</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       <INSDQualifier_value>other 
DNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q502">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>atggggggggctgccgccaggttgggggccgtgattttgtttgtcgtcatagtgggcctccatggggtccgcggcatggac
ggaactcttttccccggagatgacgatcttgcaattccagcaactgaatttttctctacaaaggctgctaaaaatccagagactaaacgcgaagcaattgttaaagc
ctatggagacgataatgaggaaactctcaaacaacggctaactaatttggaaaaaaagattactaatataacaacaaagtttgaacaaatagaaaagtgttgtaa
acgcaacgatgaagttctatttaggttggaaaatcacgctgaaactctaagagcggctatgatatctctggctaaaaagattgatgtacagactggacggcatcc
atatgagtaa</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="168">
  <INSDSeq>
   <INSDSeq_length>110</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>



     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..110</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q503">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MDGTLFPGDDDLAIPATEFFSTKAAKNPETKREAIVKAYGDDNEETLKQRLTNLEKKITNITTKFEQIEK
AAKRNDEVLFRLENHAETLRAAMISLAKKIDVQTGRHPYE</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="169">
  <INSDSeq>
   <INSDSeq_length>333</INSDSeq_length>
   <INSDSeq_moltype>DNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..333</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       <INSDQualifier_value>other 
DNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q504">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   



<INSDSeq_sequence>atggacggaactcttttccccggagatgacgatcttgcaattccagcaactgaatttttctctacaaaggctgctaaaaatccaga
gactaaacgcgaagcaattgttaaagcctatggagacgataatgaggaaactctcaaacaacggctaactaatttggaaaaaaagattactaatataacaacaa
agtttgaacaaatagaaaaggctgctaaacgcaacgatgaagttctatttaggttggaaaatcacgctgaaactctaagagcggctatgatatctctggctaaaa
agattgatgtacagactggacggcatccatatgagtaa</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="170">
  <INSDSeq>
   <INSDSeq_length>135</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..135</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q505">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MGGAAARLGAVILFVVIVGLHGVRGMDGTLFPGDDDLAIPATEFFSTKAAKNPETKREAIVKAYGDD
NEETLKQRLTNLEKKITNITTKFEQIEKAAKRNDEVLFRLENHAETLRAAMISLAKKIDVQTGRHPYE</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="171">
  <INSDSeq>
   <INSDSeq_length>408</INSDSeq_length>
   <INSDSeq_moltype>DNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..408</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>



       <INSDQualifier_value>other 
DNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q506">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>atggggggggctgccgccaggttgggggccgtgattttgtttgtcgtcatagtgggcctccatggggtccgcggcatggac
ggaactcttttccccggagatgacgatcttgcaattccagcaactgaatttttctctacaaaggctgctaaaaatccagagactaaacgcgaagcaattgttaaagc
ctatggagacgataatgaggaaactctcaaacaacggctaactaatttggaaaaaaagattactaatataacaacaaagtttgaacaaatagaaaaggctgcta
aacgcaacgatgaagttctatttaggttggaaaatcacgctgaaactctaagagcggctatgatatctctggctaaaaagattgatgtacagactggacggcatc
catatgagtaa</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="172">
  <INSDSeq>
   <INSDSeq_length>181</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..181</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q507">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MMTPENDEEQTSVFSATVYGDKIQGKNKRKRVIGLCIRISMVISLLSMITMSAFLIVRLNQCMSANKA
AITDSAVAVAAASSTHRKVVSSTTQYDHKESCNGLYYQGSCYILHSDYKSFEDAKANCAAESSTLPNKSDVLTTWLIDYVEDTW
GSDGNPITKTTSDYQDSDVSQEVRKYFCT</INSDSeq_sequence>



  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="173">
  <INSDSeq>
   <INSDSeq_length>546</INSDSeq_length>
   <INSDSeq_moltype>DNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..546</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       <INSDQualifier_value>other 
DNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q508">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>atgatgacaccagaaaacgacgaagagcagacatctgtgttctccgctactgtttacggagacaaaattcagggaaagaataa
acgcaaacgcgtgattggtctatgtattagaatatctatggttatttcactactatctatgattaccatgtccgcgtttctcatagtgcgcctaaatcaatgcatgtctg
ctaacaaggctgctattactgactccgctgttgccgttgctgcggcatcatctactcatagaaaggttgtgtctagcactacacaatatgatcacaaagaaagctgt
aatggtttatattaccagggttcttgttatatattacattcagactataagtcattcgaggatgctaaagcaaactgcgctgcggaatcatcaacactacccaataaa
tccgatgtcttgactacctggctcattgattatgttgaggatacatggggatctgatggtaatccaattacaaaaactacatccgattatcaagattctgatgtatcac
aagaagttagaaagtatttttgtacataa</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="174">
  <INSDSeq>
   <INSDSeq_length>93</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..93</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>



       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q509">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>SSTTQYDHKESCNGLYYQGSCYILHSDYKSFEDAKANCAAESSTLPNKSDVLTTWLIDYVEDTWGSD
GNPITKTTSDYQDSDVSQEVRKYFCT</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="175">
  <INSDSeq>
   <INSDSeq_length>279</INSDSeq_length>
   <INSDSeq_moltype>DNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..279</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       <INSDQualifier_value>other 
DNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q510">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>tctagcactacacaatatgatcacaaagaaagctgtaatggtttatattaccagggttcttgttatatattacattcagactataagt
cattcgaggatgctaaagcaaactgcgctgcggaatcatcaacactacccaataaatccgatgtcttgactacctggctcattgattatgttgaggatacatgggg
atctgatggtaatccaattacaaaaactacatccgattatcaagattctgatgtatcacaagaagttagaaagtatttttgtaca</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="176">



  <INSDSeq>
   <INSDSeq_length>10</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..10</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q511">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>GGSGGGGSGG</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="177">
  <INSDSeq>
   <INSDSeq_length>30</INSDSeq_length>
   <INSDSeq_moltype>DNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..30</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       <INSDQualifier_value>other 
DNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q512">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>



     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>ggcggctctggaggaggcggctccggaggc</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="178">
  <INSDSeq>
   <INSDSeq_length>221</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..221</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q513">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MGGAAARLGAVILFVVIVGLHGVRGSSTTQYDHKESCNGLYYQGSCYILHSDYKSFEDAKANCAAES
STLPNKSDVLTTWLIDYVEDTWGSDGNPITKTTSDYQDSDVSQEVRKYFCTGGSGGGGSGGSSTTQYDHKESCNGLYYQGSCY
ILHSDYKSFEDAKANCAAESSTLPNKSDVLTTWLIDYVEDTWGSDGNPITKTTSDYQDSDVSQEVRKYFCT</INSDSeq_seque
nce>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="179">
  <INSDSeq>
   <INSDSeq_length>666</INSDSeq_length>
   <INSDSeq_moltype>DNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..666</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>



       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       <INSDQualifier_value>other 
DNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q514">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>atggggggggctgccgccaggttgggggccgtgattttgtttgtcgtcatagtgggcctccatggggtccgcggctctagca
ctacacaatatgatcacaaagaaagctgtaatggtttatattaccagggttcttgttatatattacattcagactataagtcattcgaggatgctaaagcaaactgcg
ctgcggaatcatcaacactacccaataaatccgatgtcttgactacctggctcattgattatgttgaggatacatggggatctgatggtaatccaattacaaaaact
acatccgattatcaagattctgatgtatcacaagaagttagaaagtatttttgtacaggcggctctggaggaggcggctccggaggctctagcactacacaatat
gatcacaaagaaagctgtaatggtttatattaccagggttcttgttatatattacattcagactataagtcattcgaggatgctaaagcaaactgcgctgcggaatc
atcaacactacccaataaatccgatgtcttgactacctggctcattgattatgttgaggatacatggggatctgatggtaatccaattacaaaaactacatccgatta
tcaagattctgatgtatcacaagaagttagaaagtatttttgtacataa</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="180">
  <INSDSeq>
   <INSDSeq_length>317</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..317</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q515">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>



   
<INSDSeq_sequence>MKTISVVTLLCVLPAVVYSTCTVPTMNNAKLTSTETSFNDKQKVTFTCDSGYHSLDPNAVCETDKWK
YENPCKKMCTVSDYVSELYDKPLYEVNSTMTLSCNGETKYFRCEEKNGNTSWNDTVTCPNAECQPLQLEHGSCQPVKEKYSFG
EYMTINCDVGYEVIGVSYISCTANSWNVIPSCQQKCDIPSLSNGLISGSTFSIGGVIHLSCKSGFTLTGSPSSTCIDGKWNPILPTCV
RSNEEFDPVDDGPDDETDLSKLSKDVVQYEQEIESLEATYHIIIMALTIMGVIFLISIIVLVCSCDKNNDQYKFHKLLP</INSDSeq_
sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="181">
  <INSDSeq>
   <INSDSeq_length>954</INSDSeq_length>
   <INSDSeq_moltype>DNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..954</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       <INSDQualifier_value>other 
DNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q516">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>atgaaaacgatttccgttgttacgttgttatgcgtactacctgctgttgtttattcaacatgtactgtacccactatgaataacgctaa
attaacgtctaccgaaacatcgtttaatgataaacagaaagttacgtttacatgtgattcaggatatcattctttggatccaaatgctgtctgtgaaacagataaatg
gaaatacgaaaatccatgcaagaaaatgtgcacagtttctgattatgtctctgaactatatgataagccattatacgaagtgaattccaccatgacactaagttgca
acggtgaaacaaaatattttcgttgtgaagaaaaaaatggaaatacttcttggaatgatactgtcacgtgtcctaatgcggaatgtcaacctcttcaattagaacac
ggatcgtgtcaaccagttaaagaaaaatactcatttggggaatatatgactatcaactgtgatgttggatatgaggttattggtgtttcgtatataagttgtacggc
taattcttggaatgttattccatcatgtcaacaaaaatgtgatataccgtccctatctaatggattaatttccggatctacattttctatcggtggcgttatacatcttagt
tgtaaaagtggttttacactaacggggtctccatcatccacatgtatcgacggtaaatggaatcccatactcccaacatgtgtacgatctaacgaagaatttgatcc
agtggatgatggtcccgacgatgagacagatctgagcaaactctcgaaagacgttgtacaatatgaacaagaaatagaatcgttagaagcaacttatcatataa
tcataatggcgttgacaattatgggtgtcatatttctaatctccattatagtattagtttgttcctgtgacaaaaataatgaccaatataagttccataaattgctaccgt
ga</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="182">
  <INSDSeq>
   <INSDSeq_length>317</INSDSeq_length>



   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..317</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q517">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MKTISVVTLLCVLPAVVYSTCTVPTMNNAKLTSTETSFNDKQKVTFTCDSGYHSLDPNAVCETDKWK
YENPCKKMCTVSDYVSELYDKPLYEVNSTMTLSCNGETKYFRCEEKNGNTSWNDTVTCPNAECQPLQLEHGSAQPVKEKYSFG
EYMTINCDVGYEVIGVSYISCTANSWNVIPSCQQKCDIPSLSNGLISGSTFSIGGVIHLSCKSGFTLTGSPSSTCIDGKWNPILPTCV
RSNEEFDPVDDGPDDETDLSKLSKDVVQYEQEIESLEATYHIIIMALTIMGVIFLISIIVLVCSCDKNNDQYKFHKLLP</INSDSeq_
sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="183">
  <INSDSeq>
   <INSDSeq_length>954</INSDSeq_length>
   <INSDSeq_moltype>DNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..954</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       <INSDQualifier_value>other 
DNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q518">
       
<INSDQualifier_name>organism</INSDQualifier_name>



       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>atgaaaacgatttccgttgttacgttgttatgcgtactacctgctgttgtttattcaacatgtactgtacccactatgaataacgctaa
attaacgtctaccgaaacatcgtttaatgataaacagaaagttacgtttacatgtgattcaggatatcattctttggatccaaatgctgtctgtgaaacagataaatg
gaaatacgaaaatccatgcaagaaaatgtgcacagtttctgattatgtctctgaactatatgataagccattatacgaagtgaattccaccatgacactaagttgca
acggtgaaacaaaatattttcgttgtgaagaaaaaaatggaaatacttcttggaatgatactgtcacgtgtcctaatgcggaatgtcaacctcttcaattagaacac
ggatcggctcaaccagttaaagaaaaatactcatttggggaatatatgactatcaactgtgatgttggatatgaggttattggtgtttcgtatataagttgtacggc
taattcttggaatgttattccatcatgtcaacaaaaatgtgatataccgtccctatctaatggattaatttccggatctacattttctatcggtggcgttatacatcttagt
tgtaaaagtggttttacactaacggggtctccatcatccacatgtatcgacggtaaatggaatcccatactcccaacatgtgtacgatctaacgaagaatttgatcc
agtggatgatggtcccgacgatgagacagatctgagcaaactctcgaaagacgttgtacaatatgaacaagaaatagaatcgttagaagcaacttatcatataa
tcataatggcgttgacaattatgggtgtcatatttctaatctccattatagtattagtttgttcctgtgacaaaaataatgaccaatataagttccataaattgctaccgt
ga</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="184">
  <INSDSeq>
   <INSDSeq_length>324</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..324</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q519">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MAAVKTPVIVVPVIDRPPSETFPNVHEHINDQKFDDVKDNEVMQEKRDVVIVNDDPDHYKDYVFIQ
WTGGNIRDDDKYTHFFSGFCNTMCTEETKRNIARHLALWDSKFFTELENKNVEYVVIIENDNVIEDITFLRPVLKAIHDKKIDILQ
MREIITGNKVKTELVIDKDHAIFTYTGGYDVSLSAYIIRVTTALNIVDEIIKSGGLSSGFYFEIARIENEMKINRQIMDNSAKYVEHDP
RLVAEHRFETMKPNFWSRIGTVAAKRYPGVMYTFTTPLISFFGLFDINVIGLIVILFIMFMLIFNVKSKLLWFLTGTFVTAFI</INSD



Seq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="185">
  <INSDSeq>
   <INSDSeq_length>975</INSDSeq_length>
   <INSDSeq_moltype>DNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..975</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       <INSDQualifier_value>other 
DNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q520">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>atggcggcggtgaaaactcctgttattgttgtgccagttattgatagacctccatcagaaacatttcctaatgttcatgagcatatt
aatgatcagaagttcgatgatgtgaaggacaatgaagttatgcaagaaaaaagagatgttgtgatagtcaatgatgatccagatcattacaaggattatgtgttt
atacaatggactggaggaaatattagagatgatgacaagtatactcacttcttttcagggttttgtaacactatgtgtacagaggaaacgaaaagaaatatcgcta
gacatttagccctatgggattctaaattttttaccgagctagaaaataaaaatgtagaatatgtagttattatagaaaacgataacgttattgaggatattacgtttct
tcgtcccgtcttgaaggcaatacatgacaagaaaatagatatcctacagatgagagaaattattacaggaaataaagttaaaaccgagcttgtaatagacaaag
atcatgccatatttacatatacaggagggtatgatgttagcttatccgcctatattattagagttactacggcgctgaacatcgtagatgaaattataaagtctggag
gtctatcatcgggattttattttgaaatagccagaatcgaaaacgaaatgaagattaacaggcaaataatggataactctgccaaatatgtagaacacgatcctcg
tcttgttgcagaacaccgcttcgaaaccatgaaaccaaatttttggtctagaataggaacggtagctgctaaacgttatccaggagttatgtacacgtttactactcc
attgatttcattttttggattgtttgatattaatgttataggtttgattgtaattttgtttattatgtttatgctcatctttaatgttaaatctaaactgttatggttccttacag
gaacatttgttaccgcatttatctaa</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="186">
  <INSDSeq>
   <INSDSeq_length>349</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>



     <INSDFeature_location>1..349</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q521">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MGGAAARLGAVILFVVIVGLHGVRGMAAVKTPVIVVPVIDRPPSETFPNVHEHINDQKFDDVKDNEV
MQEKRDVVIVNDDPDHYKDYVFIQWTGGNIRDDDKYTHFFSGFCNTMCTEETKRNIARHLALWDSKFFTELENKNVEYVVIIE
NDNVIEDITFLRPVLKAIHDKKIDILQMREIITGNKVKTELVIDKDHAIFTYTGGYDVSLSAYIIRVTTALNIVDEIIKSGGLSSGFYFEI
ARIENEMKINRQIMDNSAKYVEHDPRLVAEHRFETMKPNFWSRIGTVAAKRYPGVMYTFTTPLISFFGLFDINVIGLIVILFIMFML
IFNVKSKLLWFLTGTFVTAFI</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="187">
  <INSDSeq>
   <INSDSeq_length>1050</INSDSeq_length>
   <INSDSeq_moltype>DNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..1050</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       <INSDQualifier_value>other 
DNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q522">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>



   </INSDSeq_feature-table>
   
<INSDSeq_sequence>atggggggggctgccgccaggttgggggccgtgattttgtttgtcgtcatagtgggcctccatggggtccgcggcatggcg
gcggtgaaaactcctgttattgttgtgccagttattgatagacctccatcagaaacatttcctaatgttcatgagcatattaatgatcagaagttcgatgatgtgaag
gacaatgaagttatgcaagaaaaaagagatgttgtgatagtcaatgatgatccagatcattacaaggattatgtgtttatacaatggactggaggaaatattaga
gatgatgacaagtatactcacttcttttcagggttttgtaacactatgtgtacagaggaaacgaaaagaaatatcgctagacatttagccctatgggattctaaattt
tttaccgagctagaaaataaaaatgtagaatatgtagttattatagaaaacgataacgttattgaggatattacgtttcttcgtcccgtcttgaaggcaatacatgac
aagaaaatagatatcctacagatgagagaaattattacaggaaataaagttaaaaccgagcttgtaatagacaaagatcatgccatatttacatatacaggagg
gtatgatgttagcttatccgcctatattattagagttactacggcgctgaacatcgtagatgaaattataaagtctggaggtctatcatcgggattttattttgaaata
gccagaatcgaaaacgaaatgaagattaacaggcaaataatggataactctgccaaatatgtagaacacgatcctcgtcttgttgcagaacaccgcttcgaaac
catgaaaccaaatttttggtctagaataggaacggtagctgctaaacgttatccaggagttatgtacacgtttactactccattgatttcattttttggattgtttgatat
taatgttataggtttgattgtaattttgtttattatgtttatgctcatctttaatgttaaatctaaactgttatggttccttacaggaacatttgttaccgcatttatctaa</I
NSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="188">
  <INSDSeq>
   <INSDSeq_length>324</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..324</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q523">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MAAVKTPVIVVPVIDRPPSETFPNVHEHINDQKFDDVKDNEVMQEKRDVVIVNDDPDHYKDYVFIQ
WTGGNIRDDDKYTHFFSGFANTMATEETKRNIARHLALWDSKFFTELENKNVEYVVIIENDNVIEDITFLRPVLKAIHDKKIDILQ
MREIITGNKVKTELVIDKDHAIFTYTGGYDVSLSAYIIRVTTALNIVDEIIKSGGLSSGFYFEIARIENEMKINRQIMDNSAKYVEHDP
RLVAEHRFETMKPNFWSRIGTVAAKRYPGVMYTFTTPLISFFGLFDINVIGLIVILFIMFMLIFNVKSKLLWFLTGTFVTAFI</INSD
Seq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="189">



  <INSDSeq>
   <INSDSeq_length>975</INSDSeq_length>
   <INSDSeq_moltype>DNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..975</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       <INSDQualifier_value>other 
DNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q524">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>atggcggcggtgaaaactcctgttattgttgtgccagttattgatagacctccatcagaaacatttcctaatgttcatgagcatatt
aatgatcagaagttcgatgatgtgaaggacaatgaagttatgcaagaaaaaagagatgttgtgatagtcaatgatgatccagatcattacaaggattatgtgttt
atacaatggactggaggaaatattagagatgatgacaagtatactcacttcttttcagggtttgctaacactatggctacagaggaaacgaaaagaaatatcgct
agacatttagccctatgggattctaaattttttaccgagctagaaaataaaaatgtagaatatgtagttattatagaaaacgataacgttattgaggatattacgtttc
ttcgtcccgtcttgaaggcaatacatgacaagaaaatagatatcctacagatgagagaaattattacaggaaataaagttaaaaccgagcttgtaatagacaaag
atcatgccatatttacatatacaggagggtatgatgttagcttatccgcctatattattagagttactacggcgctgaacatcgtagatgaaattataaagtctggag
gtctatcatcgggattttattttgaaatagccagaatcgaaaacgaaatgaagattaacaggcaaataatggataactctgccaaatatgtagaacacgatcctcg
tcttgttgcagaacaccgcttcgaaaccatgaaaccaaatttttggtctagaataggaacggtagctgctaaacgttatccaggagttatgtacacgtttactactcc
attgatttcattttttggattgtttgatattaatgttataggtttgattgtaattttgtttattatgtttatgctcatctttaatgttaaatctaaactgttatggttccttacag
gaacatttgttaccgcatttatctaa</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="190">
  <INSDSeq>
   <INSDSeq_length>349</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..349</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       



<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q525">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MGGAAARLGAVILFVVIVGLHGVRGMAAVKTPVIVVPVIDRPPSETFPNVHEHINDQKFDDVKDNEV
MQEKRDVVIVNDDPDHYKDYVFIQWTGGNIRDDDKYTHFFSGFANTMATEETKRNIARHLALWDSKFFTELENKNVEYVVIIE
NDNVIEDITFLRPVLKAIHDKKIDILQMREIITGNKVKTELVIDKDHAIFTYTGGYDVSLSAYIIRVTTALNIVDEIIKSGGLSSGFYFEI
ARIENEMKINRQIMDNSAKYVEHDPRLVAEHRFETMKPNFWSRIGTVAAKRYPGVMYTFTTPLISFFGLFDINVIGLIVILFIMFML
IFNVKSKLLWFLTGTFVTAFI</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="191">
  <INSDSeq>
   <INSDSeq_length>1050</INSDSeq_length>
   <INSDSeq_moltype>DNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..1050</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       <INSDQualifier_value>other 
DNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q526">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>atggggggggctgccgccaggttgggggccgtgattttgtttgtcgtcatagtgggcctccatggggtccgcggcatggcg
gcggtgaaaactcctgttattgttgtgccagttattgatagacctccatcagaaacatttcctaatgttcatgagcatattaatgatcagaagttcgatgatgtgaag



gacaatgaagttatgcaagaaaaaagagatgttgtgatagtcaatgatgatccagatcattacaaggattatgtgtttatacaatggactggaggaaatattaga
gatgatgacaagtatactcacttcttttcagggtttgctaacactatggctacagaggaaacgaaaagaaatatcgctagacatttagccctatgggattctaaatt
ttttaccgagctagaaaataaaaatgtagaatatgtagttattatagaaaacgataacgttattgaggatattacgtttcttcgtcccgtcttgaaggcaatacatga
caagaaaatagatatcctacagatgagagaaattattacaggaaataaagttaaaaccgagcttgtaatagacaaagatcatgccatatttacatatacaggagg
gtatgatgttagcttatccgcctatattattagagttactacggcgctgaacatcgtagatgaaattataaagtctggaggtctatcatcgggattttattttgaaata
gccagaatcgaaaacgaaatgaagattaacaggcaaataatggataactctgccaaatatgtagaacacgatcctcgtcttgttgcagaacaccgcttcgaaac
catgaaaccaaatttttggtctagaataggaacggtagctgctaaacgttatccaggagttatgtacacgtttactactccattgatttcattttttggattgtttgatat
taatgttataggtttgattgtaattttgtttattatgtttatgctcatctttaatgttaaatctaaactgttatggttccttacaggaacatttgttaccgcatttatctaa</I
NSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="192">
  <INSDSeq>
   <INSDSeq_length>304</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..304</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q527">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MPQQLSPINIETKKAISDARLKTLDIHYNESKPTTIQNTGKLVRINFKGGYISGGFLPNEYVLSTIHIYWG
KEDDYGSNHLIDVYKYSGEINLVHWNKKKYSSYEEAKKHDDGIIIIAIFLQVSDHKNVYFQKIVNQLDSIRSANMSAPFDSVFYLD
NLLPSTLDYFTYLGTTINHSADAAWIIFPTPINIHSDQLSKFRTLLSSSNHEGKPHYITENYRNPYKLNDDTQVYYSGEIIRAATTSP
VRENYFMKWLSDLREACFSYYQKYIEGNKTFAIIAIVFVFILTAILFLMSQRYSREKQN</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="193">
  <INSDSeq>
   <INSDSeq_length>915</INSDSeq_length>
   <INSDSeq_moltype>DNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>



    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..915</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       <INSDQualifier_value>other 
DNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q528">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>atgcctcaacaactatctcctattaatatagaaactaaaaaagcaatttctgacgcgcgattgaagacgttagacatacattataat
gagtcgaaaccaaccactatccagaatactggaaaactagtaaggattaattttaaaggaggatatataagtggagggtttctccccaatgaatatgtgttatcaa
caatacatatatattggggaaaggaagacgattatggatccaatcacttgatagatgtatacaaatactctggagagattaatctggttcattggaataagaaaaa
atatagttcttatgaagaggcaaaaaaacacgatgatggaattatcattattgctatattcttacaagtatcagatcataaaaatgtatattttcaaaagatagtcaat
caattggattccattagatccgctaatatgtctgcgccatttgattcagtattttatctagacaatttgctacctagtacgttggattattttacatatctaggaacaacta
tcaaccactctgcagacgcagcatggataatttttccaacaccaataaacattcattctgatcaactatctaaattcagaacactattgtcgtcgtctaatcatgaggg
taaacctcattatataacagagaattatagaaatccgtataaattgaacgacgacacgcaagtatattattctggggagattatacgagctgcaaccacctcacca
gtgcgagagaactattttatgaaatggttgtctgatttgagagaggcatgtttttcatattatcaaaaatatatcgaagggaataaaacattcgcaattattgccata
gtattcgtatttatactcaccgctattctctttcttatgagtcaacgatattcgcgagaaaaacaaaactag</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="194">
  <INSDSeq>
   <INSDSeq_length>329</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..329</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q529">
       



<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MGGAAARLGAVILFVVIVGLHGVRGMPQQLSPINIETKKAISDARLKTLDIHYNESKPTTIQNTGKLVRI
NFKGGYISGGFLPNEYVLSTIHIYWGKEDDYGSNHLIDVYKYSGEINLVHWNKKKYSSYEEAKKHDDGIIIIAIFLQVSDHKNVYFQ
KIVNQLDSIRSANMSAPFDSVFYLDNLLPSTLDYFTYLGTTINHSADAAWIIFPTPINIHSDQLSKFRTLLSSSNHEGKPHYITENYR
NPYKLNDDTQVYYSGEIIRAATTSPVRENYFMKWLSDLREACFSYYQKYIEGNKTFAIIAIVFVFILTAILFLMSQRYSREKQN</IN
SDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="195">
  <INSDSeq>
   <INSDSeq_length>990</INSDSeq_length>
   <INSDSeq_moltype>DNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..990</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       <INSDQualifier_value>other 
DNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q530">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>atggggggggctgccgccaggttgggggccgtgattttgtttgtcgtcatagtgggcctccatggggtccgcggcatgcctc
aacaactatctcctattaatatagaaactaaaaaagcaatttctgacgcgcgattgaagacgttagacatacattataatgagtcgaaaccaaccactatccagaat
actggaaaactagtaaggattaattttaaaggaggatatataagtggagggtttctccccaatgaatatgtgttatcaacaatacatatatattggggaaaggaa
gacgattatggatccaatcacttgatagatgtatacaaatactctggagagattaatctggttcattggaataagaaaaaatatagttcttatgaagaggcaaaaa
aacacgatgatggaattatcattattgctatattcttacaagtatcagatcataaaaatgtatattttcaaaagatagtcaatcaattggattccattagatccgctaat
atgtctgcgccatttgattcagtattttatctagacaatttgctacctagtacgttggattattttacatatctaggaacaactatcaaccactctgcagacgcagcatg
gataatttttccaacaccaataaacattcattctgatcaactatctaaattcagaacactattgtcgtcgtctaatcatgagggtaaacctcattatataacagagaatt
atagaaatccgtataaattgaacgacgacacgcaagtatattattctggggagattatacgagctgcaaccacctcaccagtgcgagagaactattttatgaaat



ggttgtctgatttgagagaggcatgtttttcatattatcaaaaatatatcgaagggaataaaacattcgcaattattgccatagtattcgtatttatactcaccgctatt
ctctttcttatgagtcaacgatattcgcgagaaaaacaaaactag</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="196">
  <INSDSeq>
   <INSDSeq_length>509</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..509</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q531">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MANIINLWNGIVPMVQDVNVASITAFKSMIDETWDKKIEANTCISRKHRNIIHEVIRDFMKAYPKMD
ENRKSPLGAPMQWLTQYYILKNEYHKTMLAYDDGSLNTKFKTLNIYMITNVGQYILYIVFCIISGKNHDGTPYIYDSEITSNDKNLI
NDRIKYACKQILHGQLTMALRIRNKFMFIGSPMYLWFNVNGSHVYHEIYDRNVGFHNKEIGRLLYAFMYYLSISGRFLNDLALLK
FTYLGESWTFSLSVPEYILYGLGYSVFDTIEKFSNDAILVYIRTNNRNGYDYAEFNKKGIVKVTEDKPDNDKRIHAIRLINYSSDVQH
IHFGFRNTLIIDNECTNIQSSAENATDIGHYQDSKINIEDDDIIDDDDDDDDDDDDDDYNPKPTPIPDPHPRPPFPRHDYHKRPK
LLPVEEPDPVKKDADRIRLDNHILNTLDHNLNSIGHYCCDTVAVDRLEHHIETLGQYTVILARKINMQTLLFPWPLPTVHQHAID
GSIPPHGRSTIL</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="197">
  <INSDSeq>
   <INSDSeq_length>1530</INSDSeq_length>
   <INSDSeq_moltype>DNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..1530</INSDFeature_location>
     <INSDFeature_quals>



      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       <INSDQualifier_value>other 
DNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q532">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>atggcgaacattataaatttatggaacggaattgtaccaatggttcaagatgttaatgttgcgagcattactgcgtttaaatctatg
atagatgaaacatgggataaaaaaatcgaagcaaatacatgcatcagtagaaaacatagaaacattattcacgaagttattagggactttatgaaagcatatcct
aaaatggacgagaatagaaaatctccattaggagctccaatgcaatggctaacacaatattatattttaaagaatgaatatcacaagaccatgctagcatatgatg
atggatcattaaatacaaaatttaaaacattaaacatttacatgattactaacgtgggtcaatatattttatatatagtattttgtataatatctggtaagaatcatgatg
gtactccttatatatacgattctgaaataacgagcaatgataaaaatcttattaatgatcgtatcaagtatgcatgtaaacaaatattacacggtcaattaactatggc
tctgagaattagaaataaattcatgtttataggatcacccatgtatttatggtttaacgtaaacgggtcacatgtatatcacgaaatatatgatcgtaatgtcggttttc
ataataaagagataggtagactactatacgcattcatgtactatctatctataagcggtagatttttgaatgatttagcactattaaagtttacgtatttaggagaatc
ctggacatttagtttgagtgttcctgaatatatattatatggtttaggatattctgtttttgatactattgaaaaatttagcaatgatgctatactcgtttatattagaaca
aacaatagaaatggttatgattatgcagagtttaataaaaaaggaattgttaaggtgacagaagataaacccgataacgataagcgaattcatgctataagactc
atcaactatagtagtgatgttcaacatatacattttgggtttagaaatacgttaataatagacaatgaatgtactaatattcagtcgagtgctgaaaatgcaactgat
ataggacattatcaagatagcaaaataaatatcgaagatgatgatatcatagatgatgatgatgatgatgatgatgatgatgatgatgatgattataatccaaaac
ctactccgatacctgatcctcatcctagaccaccatttcccagacatgactatcataagaggccgaaacttcttcctgtagaagagcctgatcctgtcaaaaaagac
gcggatcgtataagacttgataatcatatattaaacacattggatcataatcttaattccatcggacattattgttgtgatacagtggcagttgataggttagaacat
cacattgaaacattgggacaatatacagtaatactagcaagaaagataaatatgcaaacattactgttcccatggccattacctactgtccatcaacatgcgataga
tggtagtattccaccacatgggagatctacgatcttataa</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="198">
  <INSDSeq>
   <INSDSeq_length>534</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..534</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>



      <INSDQualifier id="q533">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MGGAAARLGAVILFVVIVGLHGVRGMANIINLWNGIVPMVQDVNVASITAFKSMIDETWDKKIEAN
TCISRKHRNIIHEVIRDFMKAYPKMDENRKSPLGAPMQWLTQYYILKNEYHKTMLAYDDGSLNTKFKTLNIYMITNVGQYILYIV
FCIISGKNHDGTPYIYDSEITSNDKNLINDRIKYACKQILHGQLTMALRIRNKFMFIGSPMYLWFNVNGSHVYHEIYDRNVGFHN
KEIGRLLYAFMYYLSISGRFLNDLALLKFTYLGESWTFSLSVPEYILYGLGYSVFDTIEKFSNDAILVYIRTNNRNGYDYAEFNKKGIV
KVTEDKPDNDKRIHAIRLINYSSDVQHIHFGFRNTLIIDNECTNIQSSAENATDIGHYQDSKINIEDDDIIDDDDDDDDDDDDDD
YNPKPTPIPDPHPRPPFPRHDYHKRPKLLPVEEPDPVKKDADRIRLDNHILNTLDHNLNSIGHYCCDTVAVDRLEHHIETLGQYT
VILARKINMQTLLFPWPLPTVHQHAIDGSIPPHGRSTIL</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="199">
  <INSDSeq>
   <INSDSeq_length>1605</INSDSeq_length>
   <INSDSeq_moltype>DNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..1605</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       <INSDQualifier_value>other 
DNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q534">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>atggggggggctgccgccaggttgggggccgtgattttgtttgtcgtcatagtgggcctccatggggtccgcggcatggcg
aacattataaatttatggaacggaattgtaccaatggttcaagatgttaatgttgcgagcattactgcgtttaaatctatgatagatgaaacatgggataaaaaaat
cgaagcaaatacatgcatcagtagaaaacatagaaacattattcacgaagttattagggactttatgaaagcatatcctaaaatggacgagaatagaaaatctcc
attaggagctccaatgcaatggctaacacaatattatattttaaagaatgaatatcacaagaccatgctagcatatgatgatggatcattaaatacaaaatttaaaa



cattaaacatttacatgattactaacgtgggtcaatatattttatatatagtattttgtataatatctggtaagaatcatgatggtactccttatatatacgattctgaaat
aacgagcaatgataaaaatcttattaatgatcgtatcaagtatgcatgtaaacaaatattacacggtcaattaactatggctctgagaattagaaataaattcatgtt
tataggatcacccatgtatttatggtttaacgtaaacgggtcacatgtatatcacgaaatatatgatcgtaatgtcggttttcataataaagagataggtagactact
atacgcattcatgtactatctatctataagcggtagatttttgaatgatttagcactattaaagtttacgtatttaggagaatcctggacatttagtttgagtgttcctga
atatatattatatggtttaggatattctgtttttgatactattgaaaaatttagcaatgatgctatactcgtttatattagaacaaacaatagaaatggttatgattatgc
agagtttaataaaaaaggaattgttaaggtgacagaagataaacccgataacgataagcgaattcatgctataagactcatcaactatagtagtgatgttcaaca
tatacattttgggtttagaaatacgttaataatagacaatgaatgtactaatattcagtcgagtgctgaaaatgcaactgatataggacattatcaagatagcaaaa
taaatatcgaagatgatgatatcatagatgatgatgatgatgatgatgatgatgatgatgatgatgattataatccaaaacctactccgatacctgatcctcatccta
gaccaccatttcccagacatgactatcataagaggccgaaacttcttcctgtagaagagcctgatcctgtcaaaaaagacgcggatcgtataagacttgataatca
tatattaaacacattggatcataatcttaattccatcggacattattgttgtgatacagtggcagttgataggttagaacatcacattgaaacattgggacaatatac
agtaatactagcaagaaagataaatatgcaaacattactgttcccatggccattacctactgtccatcaacatgcgatagatggtagtattccaccacatgggaga
tctacgatcttataa</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="200">
  <INSDSeq>
   <INSDSeq_length>408</INSDSeq_length>
   <INSDSeq_moltype>DNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..408</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       <INSDQualifier_value>other 
DNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q535">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>atggggggggctgccgccaggttgggggccgtgattttgtttgtcgtcatagtgggcctccatggggtccgcggcatggac
ggaactcttttccccggagatgacgatcttgcaattccagcaactgaatttttctctacaaaggctgctaaaaatccagagactaaacgcgaagcaattgttaaagc
ctatggagacgataatgaggaaactctcaaacaacggctaactaatttggaaaaaaagattactaatataacaacaaagtttgaacaaatagaaaagtgttgtaa
acgcaacgatgaagttctatttaggttggaaaatcacgctgaaactctaagagcggctatgatatctctggctaaaaagattgatgtacagactggacggcatcc
atatgagtaa</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="201">
  <INSDSeq>



   <INSDSeq_length>483</INSDSeq_length>
   <INSDSeq_moltype>DNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..483</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       <INSDQualifier_value>other 
DNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q536">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>atggggggggctgccgccaggttgggggccgtgattttgtttgtcgtcatagtgggcctccatggggtccgcggcatgggg
ggggctgccgccaggttgggggccgtgattttgtttgtcgtcatagtgggcctccatggggtccgcggcatggacggaactcttttccccggagatgacgatct
tgcaattccagcaactgaatttttctctacaaaggctgctaaaaatccagagactaaacgcgaagcaattgttaaagcctatggagacgataatgaggaaactctc
aaacaacggctaactaatttggaaaaaaagattactaatataacaacaaagtttgaacaaatagaaaagtgttgtaaacgcaacgatgaagttctatttaggttg
gaaaatcacgctgaaactctaagagcggctatgatatctctggctaaaaagattgatgtacagactggacggcatccatatgagtaa</INSDSeq_seque
nce>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="202">
  <INSDSeq>
   <INSDSeq_length>603</INSDSeq_length>
   <INSDSeq_moltype>DNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..603</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       <INSDQualifier_value>other 
DNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q537">



       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>ccccccccccccccccccccctctccctcccccccccctaacgttactggccgaagccgcttggaataaggccggtgtgcgtttgt
ctatatgttattttccaccatattgccgtcttttggcaatgtgagggcccggaaacctggccctgtcttcttgacgagcattcctaggggtctttcccctctcgccaaa
ggaatgcaaggtctgttgaatgtcgtgaaggaagcagttcctctggaagcttcttgaagacaaacaacgtctgtagcgaccctttgcaggcagcggaaccccc
cacctggcgacaggtgcctctgcggccaaaagccacgtgtataagatacacctgcaaaggcggcacaaccccagtgccacgttgtgagttggatagttgtgg
aaagagtcaaatggctctcctcaagcgtattcaacaaggggctgaaggatgcccagaaggtaccccattgtatgggatctgatctggggcctcggtgcacatg
ctttacatgtgtttagtcgaggttaaaaaacgtctaggccccccgaaccacggggacgtggttttcctttgaaaaacacgatgataatatggccacaacc</INS
DSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="203">
  <INSDSeq>
   <INSDSeq_length>2616</INSDSeq_length>
   <INSDSeq_moltype>DNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..2616</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       <INSDQualifier_value>other 
DNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q538">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>atggggggggctgccgccaggttgggggccgtgattttgtttgtcgtcatagtgggcctccatggggtccgcggcatggac
ggaactcttttccccggagatgacgatcttgcaattccagcaactgaatttttctctacaaaggctgctaaaaatccagagactaaacgcgaagcaattgttaaagc
ctatggagacgataatgaggaaactctcaaacaacggctaactaatttggaaaaaaagattactaatataacaacaaagtttgaacaaatagaaaagtgttgtaa
acgcaacgatgaagttctatttaggttggaaaatcacgctgaaactctaagagcggctatgatatctctggctaaaaagattgatgtacagactggacggcatcc
atatgagtaaccccccccccccccccccccctctccctcccccccccctaacgttactggccgaagccgcttggaataaggccggtgtgcgtttgtctatatgttattt



tccaccatattgccgtcttttggcaatgtgagggcccggaaacctggccctgtcttcttgacgagcattcctaggggtctttcccctctcgccaaaggaatgcaag
gtctgttgaatgtcgtgaaggaagcagttcctctggaagcttcttgaagacaaacaacgtctgtagcgaccctttgcaggcagcggaaccccccacctggcgac
aggtgcctctgcggccaaaagccacgtgtataagatacacctgcaaaggcggcacaaccccagtgccacgttgtgagttggatagttgtggaaagagtcaaat
ggctctcctcaagcgtattcaacaaggggctgaaggatgcccagaaggtaccccattgtatgggatctgatctggggcctcggtgcacatgctttacatgtgttt
agtcgaggttaaaaaacgtctaggccccccgaaccacggggacgtggttttcctttgaaaaacacgatgataatatggccacaaccatggggggggctgccg
ccaggttgggggccgtgattttgtttgtcgtcatagtgggcctccatggggtccgcggcatggcgaacattataaatttatggaacggaattgtaccaatggttc
aagatgttaatgttgcgagcattactgcgtttaaatctatgatagatgaaacatgggataaaaaaatcgaagcaaatacatgcatcagtagaaaacatagaaaca
ttattcacgaagttattagggactttatgaaagcatatcctaaaatggacgagaatagaaaatctccattaggagctccaatgcaatggctaacacaatattatattt
taaagaatgaatatcacaagaccatgctagcatatgatgatggatcattaaatacaaaatttaaaacattaaacatttacatgattactaacgtgggtcaatatatttt
atatatagtattttgtataatatctggtaagaatcatgatggtactccttatatatacgattctgaaataacgagcaatgataaaaatcttattaatgatcgtatcaagt
atgcatgtaaacaaatattacacggtcaattaactatggctctgagaattagaaataaattcatgtttataggatcacccatgtatttatggtttaacgtaaacgggt
cacatgtatatcacgaaatatatgatcgtaatgtcggttttcataataaagagataggtagactactatacgcattcatgtactatctatctataagcggtagattttt
gaatgatttagcactattaaagtttacgtatttaggagaatcctggacatttagtttgagtgttcctgaatatatattatatggtttaggatattctgtttttgatactatt
gaaaaatttagcaatgatgctatactcgtttatattagaacaaacaatagaaatggttatgattatgcagagtttaataaaaaaggaattgttaaggtgacagaag
ataaacccgataacgataagcgaattcatgctataagactcatcaactatagtagtgatgttcaacatatacattttgggtttagaaatacgttaataatagacaatg
aatgtactaatattcagtcgagtgctgaaaatgcaactgatataggacattatcaagatagcaaaataaatatcgaagatgatgatatcatagatgatgatgatga
tgatgatgatgatgatgatgatgatgattataatccaaaacctactccgatacctgatcctcatcctagaccaccatttcccagacatgactatcataagaggccga
aacttcttcctgtagaagagcctgatcctgtcaaaaaagacgcggatcgtataagacttgataatcatatattaaacacattggatcataatcttaattccatcggac
attattgttgtgatacagtggcagttgataggttagaacatcacattgaaacattgggacaatatacagtaatactagcaagaaagataaatatgcaaacattact
gttcccatggccattacctactgtccatcaacatgcgatagatggtagtattccaccacatgggagatctacgatcttataa</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="204">
  <INSDSeq>
   <INSDSeq_length>93</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..93</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q539">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>NDFDKVREALDGVNLIIHTAALVDVFGKYTDNEIMKVNYYGTQTILAACVDLGIKYLIYTSSMEAIGPN



KHGNPFIGHEHTLYDISPGHVYAK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="205">
  <INSDSeq>
   <INSDSeq_length>279</INSDSeq_length>
   <INSDSeq_moltype>DNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..279</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       <INSDQualifier_value>other 
DNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q540">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>aacgactttgataaggtgagagaagcgctagatggggtaaatctgattattcatacggctgctctagtggatgtatttggaaaa
tacactgataatgaaatcatgaaagtaaactattatggaacacagactatattggcagcttgtgtggacctaggaatcaagtatttgatctatactagtagcatgga
agcaataggaccaaataaacacggtaatccattcatcggtcatgagcataccctttatgatatatcaccaggacatgtatacgcaaaa</INSDSeq_sequen
ce>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="206">
  <INSDSeq>
   <INSDSeq_length>137</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..137</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       



<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q541">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>YPMDNVINFINQDVRYSPTFIKTIKDFVNEHLPTMYDGLNDYLHSVIIDEDLIEEYKIKSVAMFNLEYKT
DIDTLTLDEQIFVEVNISYYDFRYRQFADEFRDYIMIKERRQITMQSGDRIRRFRRPMSLRSTIIKK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="207">
  <INSDSeq>
   <INSDSeq_length>411</INSDSeq_length>
   <INSDSeq_moltype>DNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..411</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       <INSDQualifier_value>other 
DNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q542">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>tatcctatggacaatgttataaattttattaatcaagatgttagatatagtcccaccttcatcaagacaattaaagattttgtcaacga
gcatcttccaaccatgtacgatggattaaatgattatctacattctgttattatcgacgaggacttaatagaggaatataaaattaaatccgttgccatgtttaatttgg
aatacaaaactgatatagatactctaacattggacgaacagatatttgtagaggtaaacatctcatattatgattttagatatagacaatttgccgatgaatttagag
attacatcatgataaaagaaagaagacaaatcaccatgcaatctggtgatagaataagaaggtttagacgtcccatgtcattgagatccactatcatcaaaaag<
/INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>



 <SequenceData sequenceIDNumber="208">
  <INSDSeq>
   <INSDSeq_length>113</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..113</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q543">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>TLIPITDSLSFKLFVDTMSVLNDQYAKVVIFFNTIIEYIIATIYYRLTVLDNYTNVKHFVSKVLHTVMEACG
VLFSHIKVNDKIEYELEEMVDKGTVPSYLYHLSINVISIIL</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="209">
  <INSDSeq>
   <INSDSeq_length>339</INSDSeq_length>
   <INSDSeq_moltype>DNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..339</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       <INSDQualifier_value>other 
DNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q544">
       
<INSDQualifier_name>organism</INSDQualifier_name>



       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>acgcttattccaattactgattctctttcatttaagctatttgttgataccatgtctgtgttaaatgatcaatatgccaaggttgtcatctt
cttcaataccatcatagaatatattatagctactatctattatagattgacagtcttggacaattatactaatgtcaaacattttgtatccaaagtgttacacactgtcatg
gaagcatgtggcgtactgttttcacacattaaagttaatgacaaaatagagtatgaattggaggagatggtggacaaaggtactgtaccttcttatttatatcatct
gtccatcaacgtcatttcaataatattg</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="210">
  <INSDSeq>
   <INSDSeq_length>97</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..97</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q545">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>FTSDYPFYVSPTEMVDVSMMSIYGEPFNHASVKESFGNFSIIELPYVGDTSMMVILPNKIDGLESIEQN
LTDTNFKKWCNSLKATFIDVHIPKFKVI</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="211">
  <INSDSeq>
   <INSDSeq_length>291</INSDSeq_length>
   <INSDSeq_moltype>DNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>



    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..291</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       <INSDQualifier_value>other 
DNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q546">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>tttaccagtgattatcccttttacgtatctccaacggaaatggtagatgtaagtatgatgtctatttacggcgagccatttaatcacg
catctgtaaaagaatcattcggtaacttttcaatcatagaactgccatatgttggagatactagtatgatggtcattcttccaaacaagattgatggattagaatccat
agaacaaaatctaacagatacaaattttaagaaatggtgtaactctctgaaagctacgtttatcgatgtgcacattcctaagtttaaggtaata</INSDSeq_se
quence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="212">
  <INSDSeq>
   <INSDSeq_length>59</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..59</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q547">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>



    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>KSSSILARRPTPKKMNIVTDSENRLKKNSYIENTNQGNILMDSIFVSTMPVETLFGSYI</INSDSeq_se
quence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="213">
  <INSDSeq>
   <INSDSeq_length>177</INSDSeq_length>
   <INSDSeq_moltype>DNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..177</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       <INSDQualifier_value>other 
DNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q548">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>aaatcctcttccatactggctagacgtcctactcctaaaaaaatgaacatagttactgattcggaaaatcgtttaaagaagaatag
ctatatagaaaatactaatcagggaaacattctgatggatagcatcttcgtatccaccatgccggtagaaacattgtttggatcgtacata</INSDSeq_sequ
ence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="214">
  <INSDSeq>
   <INSDSeq_length>97</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..97</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>



       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q549">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>QFLPQIGGEAIFLIVSLCPTKKLVETGFVIPEISSNDNAKIAARILSEKRKDIIAHINTLIQYRQQLELAYYN
SCMLTEFLHYCNSYADTIKESLLK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="215">
  <INSDSeq>
   <INSDSeq_length>291</INSDSeq_length>
   <INSDSeq_moltype>DNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..291</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       <INSDQualifier_value>other 
DNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q550">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>caatttcttccacaaataggaggagaagctattttcttgattgtttcactttgtcctaccaagaagttagtagaaacaggattcgtca
ttccagaaatatcgtcaaatgataacgccaaaatcgctgctcgcattctatcagagaaacgcaaggacatcattgcgcatattaatactctaatacaatacaggcaa
caattggaattggcttactataattcctgcatgttaactgagtttctgcattattgtaattcgtatgctgataccatcaaagaatcacttctaaaa</INSDSeq_seq
uence>



  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="216">
  <INSDSeq>
   <INSDSeq_length>74</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..74</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q551">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>RIPNSLHSLSAETITEKTFKDESIFINKLNGAMVEYVSTGESSILRSIEGELESLSKRERQLAKAIITPVVFYR
</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="217">
  <INSDSeq>
   <INSDSeq_length>222</INSDSeq_length>
   <INSDSeq_moltype>DNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..222</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       <INSDQualifier_value>other 
DNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q552">



       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>cgcattccaaattctttgcatagtctttcggcggaaactattacagagaaaacatttaaggatgaatccatcttcatcaacaaatta
aacggagccatggtagaatatgtttcgactggagaatcatccattctcagatctatagaaggtgaactagaatcactcagtaaaagagaaagacaattagccaa
ggcaattattacacctgtagttttctataga</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="218">
  <INSDSeq>
   <INSDSeq_length>25</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..25</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q553">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>MGGAAARLGAVILFVVIVGLHGVRS</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="219">
  <INSDSeq>
   <INSDSeq_length>55</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>



     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..55</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q554">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>IVGIVAGLAVLAVVVIGAVVATVMCRRKSSGGKGGSYSQAASSDSAQGSDVSLTA</INSDSeq_seq
uence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="220">
  <INSDSeq>
   <INSDSeq_length>820</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..820</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q555">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   



<INSDSeq_sequence>MGGAAARLGAVILFVVIVGLHGVRSNDFDKVREALDGVNLIIHTAALVDVFGKYTDNEIMKVNYYGT
QTILAACVDLGIKYLIYTSSMEAIGPNKHGNPFIGHEHTLYDISPGHVYAKGGSGGGGSGGYPMDNVINFINQDVRYSPTFIKTIK
DFVNEHLPTMYDGLNDYLHSVIIDEDLIEEYKIKSVAMFNLEYKTDIDTLTLDEQIFVEVNISYYDFRYRQFADEFRDYIMIKERRQI
TMQSGDRIRRFRRPMSLRSTIIKKGGSGGGGSGGTLIPITDSLSFKLFVDTMSVLNDQYAKVVIFFNTIIEYIIATIYYRLTVLDNYTN
VKHFVSKVLHTVMEACGVLFSHIKVNDKIEYELEEMVDKGTVPSYLYHLSINVISIILGGSGGGGSGGFTSDYPFYVSPTEMVDVS
MMSIYGEPFNHASVKESFGNFSIIELPYVGDTSMMVILPNKIDGLESIEQNLTDTNFKKWCNSLKATFIDVHIPKFKVIGGSGGGG
SGGKSSSILARRPTPKKMNIVTDSENRLKKNSYIENTNQGNILMDSIFVSTMPVETLFGSYIGGSGGGGSGGQFLPQIGGEAIFLIV
SLCPTKKLVETGFVIPEISSNDNAKIAARILSEKRKDIIAHINTLIQYRQQLELAYYNSCMLTEFLHYCNSYADTIKESLLKGGSGGGG
SGGRIPNSLHSLSAETITEKTFKDESIFINKLNGAMVEYVSTGESSILRSIEGELESLSKRERQLAKAIITPVVFYRGGSGGGGSGGIVG
IVAGLAVLAVVVIGAVVATVMCRRKSSGGKGGSYSQAASSDSAQGSDVSLTA</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="221">
  <INSDSeq>
   <INSDSeq_length>820</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..820</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q556">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MGGAAARLGAVILFVVIVGLHGVRSRIPNSLHSLSAETITEKTFKDESIFINKLNGAMVEYVSTGESSILR
SIEGELESLSKRERQLAKAIITPVVFYRGGSGGGGSGGQFLPQIGGEAIFLIVSLCPTKKLVETGFVIPEISSNDNAKIAARILSEKRKDI
IAHINTLIQYRQQLELAYYNSCMLTEFLHYCNSYADTIKESLLKGGSGGGGSGGKSSSILARRPTPKKMNIVTDSENRLKKNSYIEN
TNQGNILMDSIFVSTMPVETLFGSYIGGSGGGGSGGYPMDNVINFINQDVRYSPTFIKTIKDFVNEHLPTMYDGLNDYLHSVIID
EDLIEEYKIKSVAMFNLEYKTDIDTLTLDEQIFVEVNISYYDFRYRQFADEFRDYIMIKERRQITMQSGDRIRRFRRPMSLRSTIIKKG
GSGGGGSGGFTSDYPFYVSPTEMVDVSMMSIYGEPFNHASVKESFGNFSIIELPYVGDTSMMVILPNKIDGLESIEQNLTDTNFK
KWCNSLKATFIDVHIPKFKVIGGSGGGGSGGNDFDKVREALDGVNLIIHTAALVDVFGKYTDNEIMKVNYYGTQTILAACVDLGI
KYLIYTSSMEAIGPNKHGNPFIGHEHTLYDISPGHVYAKGGSGGGGSGGTLIPITDSLSFKLFVDTMSVLNDQYAKVVIFFNTIIEYII
ATIYYRLTVLDNYTNVKHFVSKVLHTVMEACGVLFSHIKVNDKIEYELEEMVDKGTVPSYLYHLSINVISIILGGSGGGGSGGIVGIV
AGLAVLAVVVIGAVVATVMCRRKSSGGKGGSYSQAASSDSAQGSDVSLTA</INSDSeq_sequence>
  </INSDSeq>



 </SequenceData>
 <SequenceData sequenceIDNumber="222">
  <INSDSeq>
   <INSDSeq_length>10</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..10</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q557">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>GGGGSGGGGS</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="223">
  <INSDSeq>
   <INSDSeq_length>4</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..4</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q558">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 



construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>FRAC</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="224">
  <INSDSeq>
   <INSDSeq_length>4</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..4</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q559">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>KRCF</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="225">
  <INSDSeq>
   <INSDSeq_length>4</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..4</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>



       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q560">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>KKRY</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="226">
  <INSDSeq>
   <INSDSeq_length>4</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..4</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q561">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>ARMA</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="227">
  <INSDSeq>
   <INSDSeq_length>4</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>



    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..4</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q562">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>RRSG</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="228">
  <INSDSeq>
   <INSDSeq_length>4</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..4</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q563">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>MRAC</INSDSeq_sequence>
  </INSDSeq>



 </SequenceData>
 <SequenceData sequenceIDNumber="229">
  <INSDSeq>
   <INSDSeq_length>4</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..4</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q564">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>KMCG</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="230">
  <INSDSeq>
   <INSDSeq_length>4</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..4</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q565">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 



construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>ARCA</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="231">
  <INSDSeq>
   <INSDSeq_length>4</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..4</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q566">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>KKQG</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="232">
  <INSDSeq>
   <INSDSeq_length>4</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..4</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>



       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q567">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>YRSY</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="233">
  <INSDSeq>
   <INSDSeq_length>4</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..4</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q568">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>SFMN</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="234">
  <INSDSeq>
   <INSDSeq_length>4</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>



    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..4</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q569">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>FKAA</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="235">
  <INSDSeq>
   <INSDSeq_length>4</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..4</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q570">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>KRNG</INSDSeq_sequence>
  </INSDSeq>



 </SequenceData>
 <SequenceData sequenceIDNumber="236">
  <INSDSeq>
   <INSDSeq_length>4</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..4</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q571">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>YNSF</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="237">
  <INSDSeq>
   <INSDSeq_length>4</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..4</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q572">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 



construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>KKNG</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="238">
  <INSDSeq>
   <INSDSeq_length>4</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..4</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q573">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>RRRG</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="239">
  <INSDSeq>
   <INSDSeq_length>4</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..4</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>



       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q574">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>KRYS</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="240">
  <INSDSeq>
   <INSDSeq_length>4</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..4</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q575">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>ARYA</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="241">
  <INSDSeq>
   <INSDSeq_length>10</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>



    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..10</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q576">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>GGSLGGGGSG</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="242">
  <INSDSeq>
   <INSDSeq_length>30</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..30</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q577">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MDSKGSSQKGSRLLLLLVVSNLLLPQGVVG</INSDSeq_sequence>



  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="243">
  <INSDSeq>
   <INSDSeq_length>15</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..15</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q578">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>MWLVSLAIVTACAGA</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="244">
  <INSDSeq>
   <INSDSeq_length>344</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..344</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q579">
       
<INSDQualifier_name>organism</INSDQualifier_name>



       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MDIFREIASSMKGKNVFISPASISSVLTILYYGANGSTAEQLSKYVEKEENMDKVSAQNISFKSMNKVY
GRYSAVFKDSFLGKIGDKFQTVDFTDCRTIDAINKCVDIFTEGKINPLLDEPLSPDTCLLAISAVYFKAKWLMPFEKEFTSDYPFYVS
PTEMVDVSMMSIYGEPFNHASVKESFGNFSIIELPYVGDTSMMVILPNKIDGLESIEQNLTDTNFKKWCNSLKATFIDVHIPKFKV
IGSYNLVDTLIKLGLTDVFYSTGDYINMCNSDVSVDAMIHKTYIDVNEEYTEAAAATSVLVADCASTVTNEFCADHPFIYVIRHVD
GKILFVGRYCSPTTN</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="245">
  <INSDSeq>
   <INSDSeq_length>344</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..344</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q580">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MDIFREIASSMKGKNVFISPASISSVLTILYYGANGSTAEQLSKYVEKEENMDKVSAQNISFKSMNKVY
GRYSAVFKDSFLGKIGDKFQTVDFTDCRTIDAINKCVDIFTEGKINPLLDEPLSPDTCLLAISAVYFKAKWLMPFEKEFTSDYPFYVS
PTEMVDVSMMSIYGEPFNHASVKESFGNFSIIELPYVGDTSMMVILPNKIDGLESIEQNLTDTNFKKWCNSLKATFIDVHIPKFKV
IGSYNLVDTLIKLGLTDVFYSTGDYINMCNSDVSVDAMIHKTYIDVNEEYTEAAAATSVLVADCASTVTNEFCADHPFIYVIRHVD
GKILFVGRYCSPTTN</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="246">
  <INSDSeq>



   <INSDSeq_length>344</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..344</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q581">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MDIFREIASSMKGKNVFISPASISSVLTILYYGANGSTAEQLSKYVEKEENMDKVSAQNISFKSMNKVY
GRYSAVFKDSFLGKIGDKFQTVDFTDCRTIDAINKCVDIFTEGKINPLLDEPLSPDTCLLAISAVYFKAKWLMPFEKEFTSDYPFYVS
PTEMVDVSMMSIYGEPFNHASVKESFGNFSIIELPYVGDTSMMVILPNKIDGLESIEQNLTDTNFKKWCNSLKATFIDVHIPKFKV
IGSYNLVDTLIKLGLTDVFYSTGDYINMCNSDVSVDAMIHKTYIDVNEEYTEAAAATSVLVADCASTVTNEFCADHPFIYVIRHVD
GKILFVGRYCSPTTN</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="247">
  <INSDSeq>
   <INSDSeq_length>344</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..344</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q582">
       



<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MDIFREIASSMKGKNVFISPASISSVLTILYYGANGSTAEQLSKYVEKEENMDKVSAQNISFKSMNKVY
GRYSAVFKDSFLGKIGDKFQTVDFTDCRTIDAINKCVDIFTEGKINPLLDEPLSPDTCLLAISAVYFKAKWLMPFEKEFTSDYPFYVS
PTEMVDVSMMSIYGEPFNHASVKESFGNFSIIELPYVGDTSMMVILPNKIDGLESIEQNLTDTNFKKWCNSLKATFIDVHIPKFKV
IGSYNLVDTLIKLGLTDVFYSTGDYINMCNSDVSVDAMIHKTYIDVNEEYTEAAAATSVLVADCASTVTNEFCADHPFIYVIRHVD
GKILFVGRYCSPTTN</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="248">
  <INSDSeq>
   <INSDSeq_length>354</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..354</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q583">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MGFCIPLRSKMLKRVSRKSSSILARRPTPKKMNIVTDSENRLKKNSYIENTNQGNILMDSIFVSTMPVE
TLFGSYITDDNDDYELKDLLNVTYNIKPVIVPDIKLDSVLDRDGNFRPADCFLVKLKHSDGFTKGALYLGHSAGFTATICLKNEGV
SGLYIPGTSVVRSNICQGDTIVSRSSRGVQFLPQIGGEAIFLIVSLCPTKKLVETGFVIPEISSNDNAKIAARILSEKRKDIIAHINTLIQ
YRQQLELAYYNSCMLTEFLHYCNSYADTIKESLLKETIQKDINIIHTNITTLLNETAKVIKLVKSLVDKEDTDIVNNFITKEIKNCGGV
KNRDKIVNSLSLSNLDFRL</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="249">



  <INSDSeq>
   <INSDSeq_length>354</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..354</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q584">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MGFCIPLRSKMLKRVSRKSSSILARRPTPKKMNIVTDSENRLKKNSYIENTNQGNILMDSIFVSTMPVE
TLFGSYITDDNDDYELKDLLNVTYNIKPVIVPDIKLDSVLDRDGNFRPADCFLVKLKHSDGFTKGALYLGHSAGFTATICLKNEGV
SGLYIPGTSVVRSNICQGDTIVSRSSRGVQFLPQIGGEAIFLIVSLCPTKKLVETGFVIPEISSNDNAKIAARILSEKRKDIIAHINTLIQ
YRQQLELAYYNSCMLTEFLHYCNSYADTIKESLLKETIQKDINIIHTNITTLLNETAKVIKLVKSLVDKEDTDIVNNFITKEIKNCGGV
KNRDKIVNSLSLSNLDFRL</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="250">
  <INSDSeq>
   <INSDSeq_length>354</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..354</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q585">



       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MGFCIPLRSKMLKRVSRKSSSILARRPTPKKMNIVTDSENRLKKNSYIENTNQGNILMDSIFVSTMPVE
TLFGSYITDDNDDYELKDLLNVTYNIKPVIVPDIKLDSVLDRDGNFRPADCFLVKLKHSDGFTKGALYLGHSAGFTATICLKNEGV
SGLYIPGTSVVRSNICQGDTIVSRSSRGVQFLPQIGGEAIFLIVSLCPTKKLVETGFVIPEISSNDNAKIAARILSEKRKDIIAHINTLIQ
YRQQLELAYYNSCMLTEFLHYCNSYADTIKESLLKETIQKDINIIHTNITTLLNETAKVIKLVKSLVDKEDTDIVNNFITKEIKNCGGV
KNRDKIVNSLSLSNLDFRL</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="251">
  <INSDSeq>
   <INSDSeq_length>354</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..354</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q586">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MGFCIPLRSKMLKRVSRKSSSILARRPTPKKMNIVTDSENRLKKNSYIENTNQGNILMDSIFVSTMPVE
TLFGSYITDDNDDYELKDLLNVTYNIKPVIVPDIKLDSVLDRDGNFRPADCFLVKLKHSDGFTKGALYLGHSAGFTATICLKNEGV
SGLYIPGTSVVRSNICQGDTIVSRSSRGVQFLPQIGGEAIFLIVSLCPTKKLVETGFVIPEISSNDNAKIAARILSEKRKDIIAHINTLIQ
YRQQLELAYYNSCMLTEFLHYCNSYADTIKESLLKETIQKDINIIHTNITTLLNETAKVIKLVKSLVDKEDTDIVNNFITKEIKNCGGV
KNRDKIVNSLSLSNLDFRL</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>



 <SequenceData sequenceIDNumber="252">
  <INSDSeq>
   <INSDSeq_length>5</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..5</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q587">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>GGSGG</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="253">
  <INSDSeq>
   <INSDSeq_length>14</INSDSeq_length>
   <INSDSeq_moltype>DNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..14</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       <INSDQualifier_value>other 
DNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q588">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>



      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>gcggctctggagga</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="254">
  <INSDSeq>
   <INSDSeq_length>41</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..41</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q589">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>GLIAGAVGGSLLAALVICGIVYWMRRHTQKAPKRIRLPHIR</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="255">
  <INSDSeq>
   <INSDSeq_length>123</INSDSeq_length>
   <INSDSeq_moltype>DNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..123</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>



       <INSDQualifier_value>other 
DNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q590">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>ggcctgatcgccggcgcggtgggcggcagtctcctggcagccctggtcatttgcggaattgtgtactggatgcgccgccaca
ctcaaaaagccccaaagcgcatacgcctcccccacatccgg</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="256">
  <INSDSeq>
   <INSDSeq_length>27</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..27</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q591">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>GYIPEAPRDGQAYVRKDGEWVLLSTFL</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="257">
  <INSDSeq>
   <INSDSeq_length>81</INSDSeq_length>
   <INSDSeq_moltype>DNA</INSDSeq_moltype>



   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..81</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       <INSDQualifier_value>other 
DNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q592">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>ggttatattcctgaagctccaagagatgggcaagcttacgttcgtaaagatggcgaatgggtattgctttctaccttttta</INS
DSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="258">
  <INSDSeq>
   <INSDSeq_length>186</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..186</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q593">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>



    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MGAAASIQTTVNTLSERISSKLEQEANASAQTKCDIEIGNFYIRQNHGCNITVKNMCSADADAQLDA
VLSAATETYSGLTPEQKAYVPAMFTAALNIQTSVNTVVRDFENYVKQTCNSSAVVDNKLKIQNVIIDECYGAPGSPTNLEFINTG
SSKGNCAIKALMQLTTKATTQIAPRQVAGTGVQF</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="259">
  <INSDSeq>
   <INSDSeq_length>558</INSDSeq_length>
   <INSDSeq_moltype>DNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..558</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       <INSDQualifier_value>other 
DNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q594">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>atgggtgccgcagcaagcatacagacgactgtgaatacactcagtgaacgtatctcgtctaaattagaacaagaagcgaacgc
tagtgctcaaacaaaatgtgatatagaaatcggaaatttttatatccgacaaaaccatggatgtaacatcactgttaaaaatatgtgctctgcggacgcggatgct
cagttggatgctgtgttatcagccgctacagaaacatatagtggattaacaccggaacaaaaagcatacgtaccagctatgtttactgctgcgttaaacattcaga
cgagtgtaaacactgttgttagagattttgaaaattatgtgaaacagacttgtaattctagcgctgttgtcgataacaaattaaagatacaaaacgtaattatagat
gaatgttacggagccccaggatctccaacaaatttggaatttattaatacaggatctagcaaaggaaattgtgccattaaggcgttgatgcaattgactactaagg
ccactactcaaatagcacctagacaagttgctggtacaggagttcagttt</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="260">
  <INSDSeq>
   <INSDSeq_length>282</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>



     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..282</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q595">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MAAVKTPVIVVPVIDRPPSETFPNVHEHINDQKFDDVKDNEVMQEKRDVVIVNDDPDHYKDYVFIQ
WTGGNIRDDDKYTHFFSGFCNTMCTEETKRNIARHLALWDSKFFTELENKNVEYVVIIENDNVIEDITFLRPVLKAIHDKKIDILQ
MREIITGNKVKTELVIDKDHAIFTYTGGYDVSLSAYIIRVTTALNIVDEIIKSGGLSSGFYFEIARIENEMKINRQIMDNSAKYVEHDP
RLVAEHRFETMKPNFWSRIGTVAAKRYPGVMYTFTTPLISF</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="261">
  <INSDSeq>
   <INSDSeq_length>846</INSDSeq_length>
   <INSDSeq_moltype>DNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..846</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       <INSDQualifier_value>other 
DNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q596">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>



   </INSDSeq_feature-table>
   
<INSDSeq_sequence>atggcggcggtgaaaactcctgttattgttgtgccagttattgatagacctccatcagaaacatttcctaatgttcatgagcatatt
aatgatcagaagttcgatgatgtgaaggacaatgaagttatgcaagaaaaaagagatgttgtgatagtcaatgatgatccagatcattacaaggattatgtgttt
atacaatggactggaggaaatattagagatgatgacaagtatactcacttcttttcagggttttgtaacactatgtgtacagaggaaacgaaaagaaatatcgcta
gacatttagccctatgggattctaaattttttaccgagctagaaaataaaaatgtagaatatgtagttattatagaaaacgataacgttattgaggatattacgtttct
tcgtcccgtcttgaaggcaatacatgacaagaaaatagatatcctacagatgagagaaattattacaggaaataaagttaaaaccgagcttgtaatagacaaag
atcatgccatatttacatatacaggagggtatgatgttagcttatccgcctatattattagagttactacggcgctgaacatcgtagatgaaattataaagtctggag
gtctatcatcgggattttattttgaaatagccagaatcgaaaacgaaatgaagattaacaggcaaataatggataactctgccaaatatgtagaacacgatcctcg
tcttgttgcagaacaccgcttcgaaaccatgaaaccaaatttttggtctagaataggaacggtagctgctaaacgttatccaggagttatgtacacgtttactactcc
attgatttcattt</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="262">
  <INSDSeq>
   <INSDSeq_length>282</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..282</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q597">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MAAVKTPVIVVPVIDRPPSETFPNVHEHINDQKFDDVKDNEVMQEKRDVVIVNDDPDHYKDYVFIQ
WTGGNIRDDDKYTHFFSGFANTMATEETKRNIARHLALWDSKFFTELENKNVEYVVIIENDNVIEDITFLRPVLKAIHDKKIDILQ
MREIITGNKVKTELVIDKDHAIFTYTGGYDVSLSAYIIRVTTALNIVDEIIKSGGLSSGFYFEIARIENEMKINRQIMDNSAKYVEHDP
RLVAEHRFETMKPNFWSRIGTVAAKRYPGVMYTFTTPLISF</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="263">
  <INSDSeq>
   <INSDSeq_length>846</INSDSeq_length>
   <INSDSeq_moltype>DNA</INSDSeq_moltype>



   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..846</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       <INSDQualifier_value>other 
DNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q598">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>atggcggcggtgaaaactcctgttattgttgtgccagttattgatagacctccatcagaaacatttcctaatgttcatgagcatatt
aatgatcagaagttcgatgatgtgaaggacaatgaagttatgcaagaaaaaagagatgttgtgatagtcaatgatgatccagatcattacaaggattatgtgttt
atacaatggactggaggaaatattagagatgatgacaagtatactcacttcttttcagggtttgctaacactatggctacagaggaaacgaaaagaaatatcgct
agacatttagccctatgggattctaaattttttaccgagctagaaaataaaaatgtagaatatgtagttattatagaaaacgataacgttattgaggatattacgtttc
ttcgtcccgtcttgaaggcaatacatgacaagaaaatagatatcctacagatgagagaaattattacaggaaataaagttaaaaccgagcttgtaatagacaaag
atcatgccatatttacatatacaggagggtatgatgttagcttatccgcctatattattagagttactacggcgctgaacatcgtagatgaaattataaagtctggag
gtctatcatcgggattttattttgaaatagccagaatcgaaaacgaaatgaagattaacaggcaaataatggataactctgccaaatatgtagaacacgatcctcg
tcttgttgcagaacaccgcttcgaaaccatgaaaccaaatttttggtctagaataggaacggtagctgctaaacgttatccaggagttatgtacacgtttactactcc
attgatttcattt</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="264">
  <INSDSeq>
   <INSDSeq_length>234</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..234</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>



      <INSDQualifier id="q599">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MPQQLSPINIETKKAISDARLKTLDIHYNESKPTTIQNTGKLVRINFKGGYISGGFLPNEYVLSTIHIYWG
KEDDYGSNHLIDVYKYSGEINLVHWNKKKYSSYEEAKKHDDGIIIIAIFLQVSDHKNVYFQKIVNQLDSIRSANMSAPFDSVFYLD
NLLPSTLDYFTYLGTTINHSADAAWIIFPTPINIHSDQLSKFRTLLSSSNHEGKPHYITENYRNPYKLNDDTQVYYS</INSDSeq_s
equence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="265">
  <INSDSeq>
   <INSDSeq_length>702</INSDSeq_length>
   <INSDSeq_moltype>DNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..702</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       <INSDQualifier_value>other 
DNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q600">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>atgcctcaacaactatctcctattaatatagaaactaaaaaagcaatttctgacgcgcgattgaagacgttagacatacattataat
gagtcgaaaccaaccactatccagaatactggaaaactagtaaggattaattttaaaggaggatatataagtggagggtttctccccaatgaatatgtgttatcaa
caatacatatatattggggaaaggaagacgattatggatccaatcacttgatagatgtatacaaatactctggagagattaatctggttcattggaataagaaaaa
atatagttcttatgaagaggcaaaaaaacacgatgatggaattatcattattgctatattcttacaagtatcagatcataaaaatgtatattttcaaaagatagtcaat
caattggattccattagatccgctaatatgtctgcgccatttgattcagtattttatctagacaatttgctacctagtacgttggattattttacatatctaggaacaacta
tcaaccactctgcagacgcagcatggataatttttccaacaccaataaacattcattctgatcaactatctaaattcagaacactattgtcgtcgtctaatcatgaggg
taaacctcattatataacagagaattatagaaatccgtataaattgaacgacgacacgcaagtatattattct</INSDSeq_sequence>



  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="266">
  <INSDSeq>
   <INSDSeq_length>275</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..275</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q601">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MPQQLSPINIETKKAISDARLKTLDIHYNESKPTTIQNTGKLVRINFKGGYISGGFLPNEYVLSTIHIYWG
KEDDYGSNHLIDVYKYSGEINLVHWNKKKYSSYEEAKKHDDGIIIIAIFLQVSDHKNVYFQKIVNQLDSIRSANMSAPFDSVFYLD
NLLPSTLDYFTYLGTTINHSADAAWIIFPTPINIHSDQLSKFRTLLSSSNHEGKPHYITENYRNPYKLNDDTQVYYSGEIIRAATTSP
VRENYFMKWLSDLREACFSYYQKYIEGNKT</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="267">
  <INSDSeq>
   <INSDSeq_length>825</INSDSeq_length>
   <INSDSeq_moltype>DNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..825</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       <INSDQualifier_value>other 
DNA</INSDQualifier_value>



      </INSDQualifier>
      <INSDQualifier id="q602">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>atgcctcaacaactatctcctattaatatagaaactaaaaaagcaatttctgacgcgcgattgaagacgttagacatacattataat
gagtcgaaaccaaccactatccagaatactggaaaactagtaaggattaattttaaaggaggatatataagtggagggtttctccccaatgaatatgtgttatcaa
caatacatatatattggggaaaggaagacgattatggatccaatcacttgatagatgtatacaaatactctggagagattaatctggttcattggaataagaaaaa
atatagttcttatgaagaggcaaaaaaacacgatgatggaattatcattattgctatattcttacaagtatcagatcataaaaatgtatattttcaaaagatagtcaat
caattggattccattagatccgctaatatgtctgcgccatttgattcagtattttatctagacaatttgctacctagtacgttggattattttacatatctaggaacaacta
tcaaccactctgcagacgcagcatggataatttttccaacaccaataaacattcattctgatcaactatctaaattcagaacactattgtcgtcgtctaatcatgaggg
taaacctcattatataacagagaattatagaaatccgtataaattgaacgacgacacgcaagtatattattctggggagattatacgagctgcaaccacctcacca
gtgcgagagaactattttatgaaatggttgtctgatttgagagaggcatgtttttcatattatcaaaaatatatcgaagggaataaaaca</INSDSeq_seque
nce>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="268">
  <INSDSeq>
   <INSDSeq_length>110</INSDSeq_length>
   <INSDSeq_moltype>RNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..110</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       <INSDQualifier_value>other 
RNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q603">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>aaaaaaaaaaaaaaaaaaaaaaaaaaaaaagcatatgactaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaa



aaaaaaaaaaaaaaaaaaaaaaaaaaaaaa</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="269">
  <INSDSeq>
   <INSDSeq_length>28</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..28</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q604">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MKMRVMAPRTLILLLSGALALTETWAGS</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="270">
  <INSDSeq>
   <INSDSeq_length>317</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..317</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q605">



       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MKTISVVTLLCVLPAVVYSTCTVPTMNNAKLTSTETSFNDKQKVTFTCDQGYHSLDPNAVCETDKWK
YENPCKKMCTVSDYVSELYDKPLYEVNSTMTLSCNGETKYFRCEEKNGNTSWNDTVTCPNAECQPLQLEHGSCQPVKEKYSFG
EYITINCDVGYEVIGASYISCTANSWNVIPSCQQKCDMPSLSNGLISGSTFSIGGVIHLSCKSGFILTGSPSSTCIDGKWNPILPTCV
RSNKEFDPVDDGPDDETDLSKLSKDVVQYEQEIESLEATYHIIIVALTIMGVIFLISVIVLVCSCDKNNDQYKFHKLLP</INSDSeq_
sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="271">
  <INSDSeq>
   <INSDSeq_length>110</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..110</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q606">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MDGTLFPGDDDLAIPATEFFSTKAAKKPEAKREAIVKADEDDNEETLKQRLTNLEKKITNVTTKFEQIEK
CCKRNDEVLFRLENHAETLRAAMISLAKKIDVQTGRRPYE</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="272">
  <INSDSeq>
   <INSDSeq_length>47</INSDSeq_length>



   <INSDSeq_moltype>RNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..47</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       <INSDQualifier_value>other 
RNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q607">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>aactagtattcttctggtccccacagactcagagagaacccgccacc</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="273">
  <INSDSeq>
   <INSDSeq_length>219</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..219</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q608">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>



    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MGGAAARLGAVILFVVIVGLHGVRGSSTTQYDHKESCNGLYYQGSCYILHSDYKSFEDAKANCAAET
LPNKSDVLTTWLIDYVEDTWGSDGNPITKTTSDYQDSDVSQEVRKYFCTGGSGGGGSGGSSTTQYDHKESCNGLYYQGSCYIL
HSDYKSFEDAKANCAAESSTLPNKSDVLTTWLIDYVEDTWGSDGNPITKTTSDYQDSDVSQEVRKYFCT</INSDSeq_sequenc
e>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="274">
  <INSDSeq>
   <INSDSeq_length>23</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..23</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q609">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>LSAATETYSGLTPEQKAYVPAMF</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="275">
  <INSDSeq>
   <INSDSeq_length>19</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..19</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       



<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q610">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>YGAPGSPTNLEFINTGSSK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="276">
  <INSDSeq>
   <INSDSeq_length>64</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..64</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q611">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>STKAAKKPEAKREAIVKADEDDNEETLKQRLTNLEKKITNVTTKFEQIEKAAKRNDEVLFRLEN</INSD
Seq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="277">
  <INSDSeq>
   <INSDSeq_length>181</INSDSeq_length>



   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..181</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q612">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MMTPENDEEQTSVFSATVYGDKIQGKNKRKRVIGLCIRISMVISLLSMITMSAFLIVRQNQCMSANEA
AITDSAVAVAAASSTHRKVASSTTQYDHKESCNGLYYQGSCYILHSDYKSFEDAKANCAAESSTLPNKSDVLTTWLIDYVEDTW
GSDGNPITKTTSDYQDSDVSQEVRKYFCT</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="278">
  <INSDSeq>
   <INSDSeq_length>31</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..31</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q613">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>



      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>KESCNGLYYQGSCYILHSDYKSFEDAKANCA</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="279">
  <INSDSeq>
   <INSDSeq_length>31</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..31</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q614">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>KESCNGLYYQGSCYILHSDYQLFSDAKANCT</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="280">
  <INSDSeq>
   <INSDSeq_length>31</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..31</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       



<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q615">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>QESCNGLYYQGSCYIFHSDYQLFSDAKANCA</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="281">
  <INSDSeq>
   <INSDSeq_length>31</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..31</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q616">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>KESCNGLYYQGSCYIFHSDYQLFSDAKANCT</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="282">
  <INSDSeq>
   <INSDSeq_length>16</INSDSeq_length>



   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..16</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q617">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>DSGYHSLDPNAVCETD</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="283">
  <INSDSeq>
   <INSDSeq_length>16</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..16</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q618">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>



   </INSDSeq_feature-table>
   <INSDSeq_sequence>DQGYHSLDPNAVCETD</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="284">
  <INSDSeq>
   <INSDSeq_length>16</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..16</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q619">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>DSGYYSLDPNAVCETD</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="285">
  <INSDSeq>
   <INSDSeq_length>16</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..16</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q620">



       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>DQGYHSSDPNAVCETD</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="286">
  <INSDSeq>
   <INSDSeq_length>27</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..27</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q621">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>CVRSNEEFDPVDDGPDDETDLSKLSKD</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="287">
  <INSDSeq>
   <INSDSeq_length>27</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..27</INSDFeature_location>
     <INSDFeature_quals>



      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q622">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>CVRSNKEFDPVDDGPDDETDLSKLSKD</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="288">
  <INSDSeq>
   <INSDSeq_length>27</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..27</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q623">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>CIRSNEEFDPVEDGPDDETDLSKLSKD</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="289">
  <INSDSeq>
   <INSDSeq_length>27</INSDSeq_length>



   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..27</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q624">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>CVRSNEEFDPIDDDPDDETDLSKISKD</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="290">
  <INSDSeq>
   <INSDSeq_length>27</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..27</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q625">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>



   </INSDSeq_feature-table>
   <INSDSeq_sequence>CVRSNEEFDLVDDGPDDETDLSKISKD</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="291">
  <INSDSeq>
   <INSDSeq_length>27</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..27</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q626">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>CVRTNEEFDPVDDGPDDETDLSKLSKD</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="292">
  <INSDSeq>
   <INSDSeq_length>317</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..317</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q627">



       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MKTISVVTLLCVLPAVVYSTCTVPTMNNAKLTSTETSFNDKQKVTFTCDQGYHSSDPNAVCETDKWK
YENPCKKMCTVSDYISELYNKPLYEVNSTMTLSCNGETKYFRCEEKNGNTSWNDTVTCPNAECQPLQLEHGSCQPVKEKYSFGE
YMTINCDVGYEVIGASYISCTANSWNVIPSCQQKCDMPSLSNGLISGSTFSIGGVIHLSCKSGFTLTGSPSSTCIDGKWNPVLPIC
VRTNEEFDPVDDGPDDETDLSKLSKDVVQYEQEIESLEATYHIIIVALTIMGVIFLISVIVLVCSCDKNNDQYKFHKLLP</INSDSeq
_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="293">
  <INSDSeq>
   <INSDSeq_length>93</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..93</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q628">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>NDFDKVREALDGVNLIIHTAALVDVFGKYTDNEIMKVNYYGTQTILAACVDLGIKYLIYTSSMEAIGPN
KHGDPFIGHEHTLYDISPGHVYAK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="294">
  <INSDSeq>
   <INSDSeq_length>93</INSDSeq_length>



   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..93</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q629">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>51</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q630">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>NDFDKVREALDGVNLIIHTAALVDVFGKYTDNEIMKVNYYGTQTILAACVXLGIKYLIYTSSMEAIGPN
KHGNPFIGHEHTLYDISPGHVYAK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="295">
  <INSDSeq>
   <INSDSeq_length>93</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..93</INSDFeature_location>
     <INSDFeature_quals>



      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q631">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>NDFDKVRQALDGVNLIIHTAALVDVFGKYTDNEIMKVNYYGTQTILAACVDLGIKYLIYTSSMEAIGPN
KHGNPFIGHEHTLYDISPGHVYAK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="296">
  <INSDSeq>
   <INSDSeq_length>31</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..31</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q632">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MEAIVPNKHGDPFIGHEHTLYDISPGHVYAK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>



 <SequenceData sequenceIDNumber="297">
  <INSDSeq>
   <INSDSeq_length>93</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..93</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q633">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>51</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q634">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>87</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q635">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>



   
<INSDSeq_sequence>NDFDKVREALDGVNLIIHTAALVDVFGKYTDNEIMKVNYYGTQTILAACVXLGIKYLIYTSSMEAIGPN
KHGNPFIGHEHTLYDISXGHVYAK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="298">
  <INSDSeq>
   <INSDSeq_length>31</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..31</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q636">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MEAIGPNKHGDPFIGHEHTRYDISPGHVYAK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="299">
  <INSDSeq>
   <INSDSeq_length>93</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..93</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>



      </INSDQualifier>
      <INSDQualifier id="q637">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>NDFDKVREALNGVNLIIHTAALVDVFGKYTDNEIMKVNYYGTQTILAACVDLGIKYLIYTSSMEAIGPN
KHGDPFIGHEHTLYDISPGHVYAK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="300">
  <INSDSeq>
   <INSDSeq_length>93</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..93</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q638">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>NDFDKVREALDGVNLIIHTAALVDVFGKYTDNEIMKVNYYGTQTILAACVDLGIKYLIYTSSMEAIGPN
KHGDPFIGHEHTLYDISPGHAYAK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="301">
  <INSDSeq>
   <INSDSeq_length>93</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>



   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..93</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q639">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>NDFDKVRDALDGVNLIIHTAALVDVFGKYTDNEIMKVNYYGTQTILAACVDLGIKYLIYTSSMEAIGPN
KHGDPFIGHEHTLYDISPGHVYAK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="302">
  <INSDSeq>
   <INSDSeq_length>93</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..93</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q640">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>



    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>NDFDKVREALDGVNLIIHTAALVDVFGKYTNNEIMKVNYYGTQTILAACVDLGIKYLIYTSSMEAIGPN
KHGDPFIGHEHTLYDISPGHVYAK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="303">
  <INSDSeq>
   <INSDSeq_length>93</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..93</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q641">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>NDFDKVREALDGVNLIIHTAALVDVFGKYTDNEIMRVNYYGTQTILAACVDLGIKYLIYTSSMEAIGPN
KHGDPFIGHEHTLYDISPGHVYAK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="304">
  <INSDSeq>
   <INSDSeq_length>93</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..93</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       



<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q642">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>NDFDKVREALDGVNLIIHTAALVDVFGKYTNNEIMRVNYYGTQTILAACVDLGIKYLIYTSSMEAIGPN
KHGDPFIGHEHTLYDISPGHVYAK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="305">
  <INSDSeq>
   <INSDSeq_length>93</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..93</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q643">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>NDFDKVKEALDGVNLIIHTAALVDVFGKYTDNEIMKVNYYGTQTILAACVDLGIKYLIYTSSMEAIGPN
KHGDPFIGHEYTLYDISPGHVYAK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="306">



  <INSDSeq>
   <INSDSeq_length>93</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..93</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q644">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>NDFDEVRKALDGVNLIIHTAALVDVFGKYTDNEIMKVNYYGTQTILAACVDLGIKYLIYTSSMEAIGPN
KHGDPFIGHEHTLYDISPGHVYAK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="307">
  <INSDSeq>
   <INSDSeq_length>93</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..93</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q645">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 



construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>NDFDKVREALDGVNLIIHTAALVDVFGKYTDNEIMRVNYYGTQTILAACVDLGIKYLIYTSCMEAIGPN
KHGDPFIGHEHTLYDISPGHVYAK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="308">
  <INSDSeq>
   <INSDSeq_length>93</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..93</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q646">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>NDFDKVREALDGVNLIIHTAALVDVFGKYTDNEIMKVNYYGTQTMLAACVDLGIKYLIYTSSMEAIGP
NKHGDPFIGHEHTLYDISPGHAYAK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="309">
  <INSDSeq>
   <INSDSeq_length>21</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..21</INSDFeature_location>



     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q647">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>NDFDKVKEELDGANLIIHTVA</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="310">
  <INSDSeq>
   <INSDSeq_length>93</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..93</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q648">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>NDFDELRKALDGVNLIIHTAALVDVFGKYTDNEIMKVNYYGTQTILAACVDLGIKYLIYTSSMEAIGPN
KHGDPFIGHEHTLYDISPGHVYAK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>



 <SequenceData sequenceIDNumber="311">
  <INSDSeq>
   <INSDSeq_length>93</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..93</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q649">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>NDFDKVTEALDGVTLSIHTATLVDVFGKYTDNEIMKVNYYGTQTILAACVDLGIKYFIYTSSMEAIGPN
KHGDPFIGHEHTLYDISPGHVYEK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="312">
  <INSDSeq>
   <INSDSeq_length>93</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..93</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q650">
       
<INSDQualifier_name>organism</INSDQualifier_name>



       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>NDFNKVREALDGVNLIIHTAALVDVFGKYKDREIMEINYYGTQTILAACVDLGIRYLIYTSSMEAIGPNK
RGDPFVGHEHTLYDISPGHVYAK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="313">
  <INSDSeq>
   <INSDSeq_length>93</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..93</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q651">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>NDFSKMREALDGVNLIIHAAALVDVFGKYTDSEIMNVNYYGTQTVLAACVDLGIKYLIYTSSMEVIGP
NKKGDPFIGNEYTPYDISPGHVYAK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="314">
  <INSDSeq>
   <INSDSeq_length>93</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>



     <INSDFeature_location>1..93</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q652">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>NDFDKMREAMDGVNLIIHTAALVDVFGKYTDVEIMKVNYYGTQTVLAVCVDLGIKYLIYTSSMEVIGP
NKNGDPFVGHEYTPYDISPGHAYAK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="315">
  <INSDSeq>
   <INSDSeq_length>93</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..93</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q653">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>NDYSKMREVLDGVNLIIHTAALVDVFGKYTDAEIMKVNYYGTQTVLAVCVDLGIKYFIYTSSMEAVGP



NKKGDPFIGHEYTQYDISPGHAYAK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="316">
  <INSDSeq>
   <INSDSeq_length>137</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..137</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q654">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>YPMDNVINFINQDVRYSPTFIKTIKDFVNEHLPTMYDGLNDYLHSVIIDEDLIEEYKIKSVAMFNLEYKT
DVDTLTLDEQIFVEVNISYYDFRYRQFADEFRDYIMIKERRQITMQSGDRIRRFRRPMSLRSTIIKK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="317">
  <INSDSeq>
   <INSDSeq_length>133</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..133</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>



      <INSDQualifier id="q655">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>104</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q656">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>YPMDNVINFINQDVRYSPTFIKTIKDFVNEHLPTMYDGLNDYLHSVIIDEDLIEEYKIKSVAMFNLEYKT
DIDTLTLDEQIFVEVNISYYDFRYRQFADEFRDXIMIKERRQITMQSGDRIRRFRRPMSLRST</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="318">
  <INSDSeq>
   <INSDSeq_length>137</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..137</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q657">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>



    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>YPMDNVINFINQDVRYSPTFIKTIKDFVNEHLPTMYDGLNDYLHSVIIDEDLIEEYKIKSVAMFNLEYKT
DIDTLTLDEQIFVEVNISYYDFRYRQFANEFRDYIMIKERRQITMQSGDRIRRFRRPMSLRSTIIKK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="319">
  <INSDSeq>
   <INSDSeq_length>137</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..137</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q658">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>YPMDNVINFINQDVRYSPTFIKTIKDFVNKHLPTMYDGLNDYLHSVIIDEDLIEEYKIKSVAMFNLEYKT
DVDTLTLDEQIFVEVNISYYDFRYRQFADEFRDYIMIKERRQITMQSGDRIRRFRRPMSLRSTIIKK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="320">
  <INSDSeq>
   <INSDSeq_length>137</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..137</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       



<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q659">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>YPMDNVINFINQDVRYSPTFIKTIKDFVNEHLPTMYDGLNDYLHSVIIDEDLIEEYKIKSVAMFNLEYKT
DVDTLTLNEQIFVEVNISYYDFRYRQFADEFRDYIMIKERRQITMQSGDRIRRFRRPMSLRSTIIKK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="321">
  <INSDSeq>
   <INSDSeq_length>137</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..137</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q660">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>YPMDNVINFINQDVRYSPTFIKTIKDFVNEHLPTMYDGLNDYLHSVIVDEDLIEEYKIKSVAMFNLEYKT
DVDTLTLDEQIFVEVNISYYDFRYRQFADEFRDYIMIKERRQITMQSGDRIRRFRRPMSLRSTIIKK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="322">



  <INSDSeq>
   <INSDSeq_length>137</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..137</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q661">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>YPMDNVINFINQDVRYSPTFIKTIKDFVNEHLPTMYDGLNDYLHSVIIDEDLIEEYKIKSVAMFNLEYKT
DVDTLTLDEQIFVEVNISYYDFRYRQFADEFRDYIMIKERRQITMQSGDRIRRFRRPMSLRSTIVKK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="323">
  <INSDSeq>
   <INSDSeq_length>137</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..137</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q662">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 



construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>YPMDNVINFINQDVRYSPTFIKTIKDFVNEHLPTMYDGLNDYLHSVIIDEDLIEEYKIKSVAMFNLEYKT
DVNTLTLDEQIFVEVNISYYDFRYRQFADEFRDYIMIKERRQITMQSGDRIRRFRRPMSLRSTIIKK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="324">
  <INSDSeq>
   <INSDSeq_length>137</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..137</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q663">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>YPMENVINFINQDVRYSPTFIKTIKDFVNEHLPTMYDGLNDYLHSVIIDEDLIEEYKIKSVAMFNLEYKT
DVDTLTLDEQIFVEVNISYYDFRYRQFADEFRDYIMIKERRQITMQSGDRIRRFRRPMSLRSTIIKK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="325">
  <INSDSeq>
   <INSDSeq_length>137</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..137</INSDFeature_location>



     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q664">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>YPMDNVINFINQDVRYSPTFIKTIKDFVNENLPTMYDGLNDYLHSVIVDEDLIEEYKIKSVAMFNLEYKT
DVDTLTLDEQIFVEVNISYYDFRYRQFADEFRDYIMIKERRQITMQSGDRIRRFRRPMSLRSTIIKK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="326">
  <INSDSeq>
   <INSDSeq_length>137</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..137</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q665">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>YPMDNVINFINQDVRYSPTFIKTIKDFVNKHLPTMYDGLNDYLHSVIIDEDLIEEYKIKSVAMFNLEYKT
DVNTLTLDEQIFVEVNISYYDFRYRQFADEFRDYIMIKERRQITMQSGDRIRRFRRPMSLRSTIIKK</INSDSeq_sequence>



  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="327">
  <INSDSeq>
   <INSDSeq_length>137</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..137</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q666">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>YPMDNVINFINQDVRYSPTFIKTIKDFVNKHLPTMYDGLNDYLHSVIIDKDLIEEYKIKSVAMFNLEYKT
DVDTLTLDEQIFVEVNISYYDFRYRQFADEFRDYIMIKERRQITMQSGDRIRRFRRPMSLRSTIIKK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="328">
  <INSDSeq>
   <INSDSeq_length>137</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..137</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q667">



       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>YPMENVINFINQDVRYSPTFIKTIKDFVNENLPTMYDGLNDYLHSVIIDEDLIEEYKIKSVAMFNLEYKT
DVDTLTLDEQIFVEVNISYYDFRYRQFADEFRDYIMIKERRQITMQSGDRIRRFRRPMSLRSTIIKK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="329">
  <INSDSeq>
   <INSDSeq_length>137</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..137</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q668">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>YPMDNVIHFINQDVRYSPTFIKTIKDFVNKHLPTMYDGLNDYLHSVIIDEDLIEEYKIKSVAMFNLEYKT
DVDTLTLDEQIFVEVNISYYDFRYRQFADEFRDYIMIKERRQITMQSGDRIRRFRRPMSLRSTIIKK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="330">
  <INSDSeq>
   <INSDSeq_length>137</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>



    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..137</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q669">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>YPMDNVINFINQDVRYSPTFIKTIKDFVNKHLPTMYDGLNDYLHSVIIDEDLIEEYKIKSVAMFNLEYKT
DVDTLTLDEQIFVEVNISYYDFRYRQFADEFRDYIMIKERRQITMQSGDKIRRFRRPMSLRSTIIKK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="331">
  <INSDSeq>
   <INSDSeq_length>137</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..137</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q670">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>



   
<INSDSeq_sequence>YPMDNVINFINQDVRYSPTFIKTIKDFVNEHLPTMYDGLNDYLHSVIIDEDLIEEYKIKSVAMFNLEYKT
DVDTLTLDEQIFVEVNISYYDFRYRQFADEFRDYIMLKESRQITMQSGDRIRRFRRPMSLRSTIIKK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="332">
  <INSDSeq>
   <INSDSeq_length>137</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..137</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q671">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>YPMENVINFINQDVRYSPTFIKTIKDFVNEHLPTMYDGLNDYLHSVIVDEDLIEEYKIKSVAMFNLEYKT
DVDTLTLDEQIFVEVNISYYDFRYRQFADEFRDYIMIKERRQITMQSGDRIRRFRRPMSLRSTIIKK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="333">
  <INSDSeq>
   <INSDSeq_length>137</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..137</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       



<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q672">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>YPMDNVINFINQDVRYSPTFIKTIKDFVNEHLPTMYDGLNDYLHSVIVDEELIEEYKIKSVAMFNLEYKT
DVDTLTLDEQIFVEVNISYYDFRYRQFADEFRDYIMIKERRQITMQSGDRIRRFRRPMSLRSTIIKK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="334">
  <INSDSeq>
   <INSDSeq_length>137</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..137</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q673">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>YPMDNVINFINQDVRYSPTFIKTIKDFVNEHLPTMYDGLNDYLHSVIVDEDLIEEYKIKSVAMFNLEYKT
DVDTLTLDEQIFVEVNISYYDFRYRQFADEFRDYIMIKERRQITMQTGDRIRRFRRPMSLRSTIIKK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="335">
  <INSDSeq>
   <INSDSeq_length>137</INSDSeq_length>



   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..137</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q674">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>YPMDNVINFINQDVRYSPTFIKTIKDFVNEHLPTMYDGLNDYLHSVIIDKDLIEEYKIKSVAMFNLEYKT
DVDTLTLDEQIFVEVNISYYDFRYRQFADEFRDYIMIKERRQVTMQSGDRIRRFRRPMSLRSTVIKK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="336">
  <INSDSeq>
   <INSDSeq_length>137</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..137</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q675">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>



     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>YPMDNVINFINQDVRYSPTFIKTIKDFVNKHLPTMYDGLNDYLHSVIINEDLIEEYKIKSVAMFNLEYKT
DVNTLTLDEQIFVEVNISYYDFRYRQFADEFRDYIMIKERRQITMQSGDRIRRFRRPMSLRSTIIKK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="337">
  <INSDSeq>
   <INSDSeq_length>137</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..137</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q676">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>YPMENVINFINQDVRYSPTFIKTIKDFVNENLPTMYDGLNDYLHSVIIDEDLIEEYKIKSVAMFNLEYKT
DVDTLTLDEQIFVEVNISYYDFRYRQFADEFRDYIMIKERRQITMQSGDRIRRFRRPISLRSTIIKK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="338">
  <INSDSeq>
   <INSDSeq_length>137</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..137</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>



       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q677">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>YPMDNVINFINQDVRYSPTFIKTIKDFVNEHLPTMYDGLNDYLHSVIVDEDLIEEYKIKSVAMFNLEYKT
DVDTLTLDEQIFVEVNISYYDFRYRQFADEFRDYIMLKESRQITMQTGDRIRRFRRPMSLRSTIIKK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="339">
  <INSDSeq>
   <INSDSeq_length>137</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..137</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q678">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>YPMENVINFINQDVRYSSTFIKTIKDFVNEHLPTMYDGLNDYLHSVIIDEDLIEEYKIKSVAMFNLEYKT
DVDTLTLDEQIFVEVNISYYDFRYRQFADEFRDYIMLKESRQITMQSGDRIRRFRRPMSLRSTIIKK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>



 <SequenceData sequenceIDNumber="340">
  <INSDSeq>
   <INSDSeq_length>137</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..137</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q679">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>YPMENVINFINQDVRYSPTFIKTIKDFVNEHLPTMYDGLNDYLHSVIVDEDLIEEYKIKSVAMFNLEYKT
DVDTLTLDEQIFVEVNISYYDFRYRQFADEFRDYIMLKESRQITMQTGDRIRRFRRPMSLRSTIIKK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="341">
  <INSDSeq>
   <INSDSeq_length>133</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..133</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q680">
       
<INSDQualifier_name>organism</INSDQualifier_name>



       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>YPMENVINFINQDVRYSPTFIKTIKDFVNEHLPTMYDGLNYYLHSVIVDEDLIEEYKIKSVAMFNLEYKT
DVDTLTLDEQIFVEVNISYYDFRYRQFADEFRDYIMLKESRQITMQTGDRIRRFRRPMSLRST</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="342">
  <INSDSeq>
   <INSDSeq_length>137</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..137</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q681">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>YPMENVINFINQDVRYSPTFIKTIKDFVNAHLPTMYDGLNDYLHSVIVDEDLIEEYKIKSVAMFNLEYKT
DVDTLTLDEQIFVEVNISYYDFRYRQFANEFRDYIMLKESRQITMQTGDRIRRFRRPMSLRSTIIKK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="343">
  <INSDSeq>
   <INSDSeq_length>113</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>



     <INSDFeature_location>1..113</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q682">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>49</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier id="q683">
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>TLIPITDSLSFKLFVDTMSVLNDQYAKVVIFFNTIIEYIIATIYYRLTXLDNYTNVKHFVSKVLHTVMEACG
VLFSHIKVNDKIEYELEEMVDKGTVPSYLYHLSINVISIIL</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="344">
  <INSDSeq>
   <INSDSeq_length>113</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..113</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>



      </INSDQualifier>
      <INSDQualifier id="q684">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>TLIPITDSLSFKLFVDTMSVLNDQYAKVVIFFNTIIEYIIATIYYRLTVLDNYNNVKHFVSKVLHTVMEAC
GVLFSHIKVNDKIEYELEEMVDKGTVPSYLYHLSINVISIIL</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="345">
  <INSDSeq>
   <INSDSeq_length>113</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..113</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q685">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>TLIPITDSLSFKLSVDTMSVLNDQYAKVVIFFNTIIEYIIATIYYRLTVLDNYTNVKHFVSKVLHTVMEACG
VLFSHIKVNDKIEHELEEMVDKGTVPSYLYHLSINVISIIL</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="346">
  <INSDSeq>
   <INSDSeq_length>113</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>



   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..113</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q686">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>TLIPITDSLSFKLSVDTMSVLNDQYAKVVIFFNTIIEYIIATIYYRLTVLDNYTNVKHFVSKVLHTVMEACG
VLFSYIKVNDKIEHELEEMVDKGTVPSYLYHLSINVISIIL</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="347">
  <INSDSeq>
   <INSDSeq_length>113</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..113</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q687">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>



    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>TLIPITDSLSFKLSVDTMSVLNDQYAKVVIFFNTIIEYIIATIYYRLTVLDNYTNVKHFVSKVLHTVMEACG
VVFSHIKVNDKIEHELEEMVDKGTVPSYLYHLSINVISIIL</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="348">
  <INSDSeq>
   <INSDSeq_length>113</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..113</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q688">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>TLIPITDSLSFKLSVDTMSVLNDQYAKVVIFFNTIIEYIIATIYYRLAVLDNYTNVKHFVSKVLHTVMEACG
VLFSHIKVNDKIEHELEEMVDKGTVPSYLYHLSINVISIIL</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="349">
  <INSDSeq>
   <INSDSeq_length>113</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..113</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       



<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q689">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>TLIPITDSLSFKLSVDTMSVLNDQYAKIVIFFNTIIEYIIATIYYRLTVLDNYTNVKHFVSKVLHTVMEACG
VLFSHIKVNDKIEHELEEMVDKGTVPSYLYHLSINVISIIL</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="350">
  <INSDSeq>
   <INSDSeq_length>113</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..113</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q690">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>TLIPITDSLSFKLSVDTMSVLNDQYAKVVIFFNTIIEYIIATIYYRLTVLDNYTNVRHFVSKVLHTVMEACG
VLFSHIKVNDKIEHELEEMVDKGTVPSYLYHLSINVISIIL</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="351">



  <INSDSeq>
   <INSDSeq_length>113</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..113</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q691">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>TLIPITDSLSFKLSVDTMSVLNDQYAKVVIFFNTIIEYIIATIYYRLTVLNNYTNVKHFVSKVLHTVMEACG
VLFSYIKVNDKIEHELEEMVDKGTVPSYLYHLSINVISIIL</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="352">
  <INSDSeq>
   <INSDSeq_length>113</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..113</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q692">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 



construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>TLIPITDSLSFKLSVDTMSVLNDQYAKIVIFFNTIIEYIIATIYYRLTVLDNYTNVKHFVSKVLHTVMEACG
VLFSYIKVNDKIEHELEEMVDKGTVPSYLYHLSINVISIIL</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="353">
  <INSDSeq>
   <INSDSeq_length>113</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..113</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q693">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>TLIPITDSLSFKLSVDTMSVLNDQYAKVVIFFNTIIEYIIATIYYRLTVLDNYTNVKHFVSKVLHTVMEACG
VLFSYIKVNDKIEHELEEMVDKGTVPSYLYYLSINVISIIL</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="354">
  <INSDSeq>
   <INSDSeq_length>113</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..113</INSDFeature_location>



     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q694">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>TLIPITDSLSFKLSVDTMSVLNDQYAKVVISFNTIIEYIIATIYYRLTVLDNYTNVKHFVSKVLHTVMEACG
VLFSYIKVNDKIEHELEEMVDKGTVPSYLYHLSINVISIIL</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="355">
  <INSDSeq>
   <INSDSeq_length>113</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..113</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q695">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>TLIPITDSLSFKLSVDTMSVLNDQYAKVVIFFNTIIEYIIATIYYRLAVLDNYTNVKHFVSKVLHTVMEACG
VLFSYIKVNDKIEHELEEMVDKGTVPSYLYHLSINVISIIL</INSDSeq_sequence>



  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="356">
  <INSDSeq>
   <INSDSeq_length>113</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..113</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q696">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>TLIPITDSLSFKLSVDTMSVLNDQYAKVVIFFNTIIEYIIATIYYRLAVLDNYTNVKHFVSKVLHTVMEACG
VLFSHIKVNDKIEHELEEMVDKGIVPSYLYHLSINVISIIL</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="357">
  <INSDSeq>
   <INSDSeq_length>113</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..113</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q697">



       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>TLIPITDSLSFRLSVDTMSVLNDQYAKIVIFFNTIIEYIIATIYYRLTVLDNYTNVKHFVSKVLHTVMEACG
VLFSHIKVNDKIEHELEEMVDKGTVPSYLYHLSINVISIIL</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="358">
  <INSDSeq>
   <INSDSeq_length>113</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..113</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q698">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>TLIPITDSLSFKLSVDTMSVLNDQYAKIVIFFNTIIEYIIATIYYRLAVLDNYTNVKHFVSKVLHTVMEACG
VLFSHIKVNDKIEHELEEMVDKGTVPSYLYHLSINVISIIL</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="359">
  <INSDSeq>
   <INSDSeq_length>59</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>



    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..59</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q699">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MKVNYYGTQTILAACVDLGIKYLIYTSSMEAIGPNKHGDPFIGHEHTLYDISPGHVYAK</INSDSeq_s
equence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="360">
  <INSDSeq>
   <INSDSeq_length>113</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..113</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q700">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>



   
<INSDSeq_sequence>TLIPITDSLSFKLSVDTMSVLNDQYAKIVIFFNTIIEYIIATIYYRLTVLDNYTNVKHFVSKVLHTVMEACG
VLFSHIKVNDKIEHELEEMVDKGIVPSYLYHLSINVISIIL</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="361">
  <INSDSeq>
   <INSDSeq_length>113</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..113</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q701">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>TLIPITDSLSFKLSVDTMSVLNDQYAKVVIFFNTIIEYIIATIYYRLTVLNNYTNVKHFVSKVLHTVMEACG
VLFSYIKVNDKIEHELEEMVDKGTVPSYLYYLSINVISIIL</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="362">
  <INSDSeq>
   <INSDSeq_length>97</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..97</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       



<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q702">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>QFLPQIGGEAIFLIVSLCPTKKLVETGFIIPEISSNDNAKIAARILSEKRKDTIAHIDTLIQYRQQLELAYYNS
CMLTEFLHYCNSYADTIKESLLK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="363">
  <INSDSeq>
   <INSDSeq_length>113</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..113</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q703">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>TLIPITDSLSFKLSVDTMSVLNDQYAKIVIFFNTIIEYIIATIYYRLTVLDNYTNVKHFVSKVLHTVMEACG
VLFSYIKVNDKIEHELEEMVDKGTVPSYLYYLSINVISIIL</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="364">
  <INSDSeq>
   <INSDSeq_length>113</INSDSeq_length>



   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..113</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q704">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>TLIPITDSLSFKLSVDTMSVLNDQYAKIVIFFNTIIEYIIATIYYRLAVLDNYTNVKHFVSKVLHTVMEACG
VLFSHIKVNDKIDHELEEMVDKGTVPSYLYHLSINVISIIL</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="365">
  <INSDSeq>
   <INSDSeq_length>113</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..113</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q705">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>



     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>TLIPITDSLSFKLSVDTMSVLNDQYAKIVIFFNTIIEYIIATIYYRLTVLNNYTNVKHFVSKVLHTVMEACG
VLFSYIKVNDKIEHELEEMVDKGTVPSYLYHLSINVISIIL</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="366">
  <INSDSeq>
   <INSDSeq_length>113</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..113</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q706">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>TLIPITESLSFKLSVDTMSVLNDQYAKIVIFFNTIIEYIIATIYYRLTVLDNYTNVKHFVSKVLHTVMEACGV
LFSHIKVNDKIEHELEEMVDKGIVPSYLYHLSINVISIIL</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="367">
  <INSDSeq>
   <INSDSeq_length>113</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..113</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>



       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q707">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>TLIPITDSLSFKLSVDTMSVLNDQYAKIVIFFNTIIEYIIATIYYRLAVLDNYTNVKHFVSKVLHTVMEACG
VLFSYIKVNDKIEHELEEMVDKGTVPSYLYHLSINVISIIL</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="368">
  <INSDSeq>
   <INSDSeq_length>113</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..113</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q708">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>TLIPITDSLSFKLSVDTMSVLNDQYAKVVIFFNTIIEYIIATIYYRLTVLDNYATIRHFVSKVLHTVMEACG
VLFSHIKVNDKIEHELEEMVDKGTVPSYLYHLSINVISIIL</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>



 <SequenceData sequenceIDNumber="369">
  <INSDSeq>
   <INSDSeq_length>113</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..113</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q709">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>TLIPITDSLSFKLSVDTMSVLNDQYAKIVIFFNTIIEYIIATIYYRLTVLNNYTNVKHFVSKVLHTVMEACG
VLFSYIKVNDKIEHELEEMVDKGTVPSYLYYLSINVISIIL</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="370">
  <INSDSeq>
   <INSDSeq_length>113</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..113</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q710">
       
<INSDQualifier_name>organism</INSDQualifier_name>



       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>TLIPITESLSFKLSVDAMSVLNDQYAKVVIFFNTIIEYIVATIYYRLAVLDNYTTVKHFVSKVLHTVMEAC
GVLFSYIKVNDKIEHELEEMVDKGTVPSYLYHLSINVISIIL</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="371">
  <INSDSeq>
   <INSDSeq_length>113</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..113</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q711">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>TLIPITDSLSFKLSVDTMSVLNDQYAKVVIFFNTIIEYIVATIYYRLAVLDNYATIRHFVSKVLHTVMEACG
VLFSHIKVNDKIEHELEEMVDKGTVPSYLYHLSINVISIIL</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="372">
  <INSDSeq>
   <INSDSeq_length>113</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>



     <INSDFeature_location>1..113</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q712">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>TLIPITDSLSFKLSVDTMSVLNDQYAKIVIFFNTIIEYIVATIYYRLAVLDNYATIRHFVSKVLHTVMEACG
VLFSHIKVNDKIEHELEEMVDKGTVPSYLYHLSINVISIIL</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="373">
  <INSDSeq>
   <INSDSeq_length>113</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..113</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q713">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>TLIPITESLSFKLSVDTMSVLNDQYAKVVIFFNTIIEYIVATIYYRLAVLDNYATIRHFVSKVLHTVMEACG



VLFSHIKVNDKIEHELEEMVDKGTVPSYLYHLSINVISIIL</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="374">
  <INSDSeq>
   <INSDSeq_length>113</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..113</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q714">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>TLIPITESLSFKLSVDTMSVLNNQYAKVVIFFNTIIEYIVATIYYRLAVLDNYTTIKHFVSKVLHTVLEACGV
LFSHIKVNDKIEHELEEMVDKGTVPSYLYHLSINVISIIL</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="375">
  <INSDSeq>
   <INSDSeq_length>113</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..113</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>



      <INSDQualifier id="q715">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>TLIPITDSLSFKLSVDTMSVLNDQYAKVVIFFNTIIEYIVATIYYRLAVLDNYATIRHFVSKVLHTVMEACG
VLFSHIKVNDKIEHELEEMVDKGIVPSYLYHLSINVISIIL</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="376">
  <INSDSeq>
   <INSDSeq_length>113</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..113</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q716">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>TLIPITESLSFKLSVDTMSVLNDQYAKVVIFFNTIIEYIVATIYYRLAVLDNYTTIRHFVSKVLHTVMEACG
VLFSYIKVNDKIEHELEEMVDKGTVPSYLYHLSINVISIIL</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="377">
  <INSDSeq>
   <INSDSeq_length>113</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>



   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..113</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q717">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>TLIPITESLSFKLSVDTMSVLNDQYAKVVIFFNTIIEYIVATIYYRLAVLDNYATIRHFVSKVLHTVMEACG
VLFSHIKVNDKIEHELEEMVDKGIVPSYLYHLSINVISIIL</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="378">
  <INSDSeq>
   <INSDSeq_length>113</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..113</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q718">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>



   </INSDSeq_feature-table>
   
<INSDSeq_sequence>TLIPITESLSFKLSVDTMSVLNDQYAKVVIFFNTIIEYIVATIYYRLAVLDNYATIRHFVSKVLHTVMEACG
VLFSHIKVNDKIDHELEEMVDKGIVPSYLYHLSINVISIIL</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="379">
  <INSDSeq>
   <INSDSeq_length>97</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..97</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q719">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>FTSDYPFYVSPTEMVDVSMMSIYGEPFNHASVKESFGNFSIIELPYVGDTSMMVILPNKIDGLESIEQN
LTDTNFKKWCNSLEATFIDVHIPKFKVI</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="380">
  <INSDSeq>
   <INSDSeq_length>97</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..97</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>



       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q720">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>FTSDYPFYVSPTEMVDVSMMSIYGEPFNHASVKESFGNFSIIELPYVGDTSMMVILPNKIDGLESIEQN
LSDTNFKKWCNSLEATFIDVHIPKFKVI</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="381">
  <INSDSeq>
   <INSDSeq_length>97</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..97</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q721">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>FTSDYPFYVSPTEMVDVSMMSIYGEPFNHASVKESFGNFSIIELSYVGDTSMMVILPNKIDGLESIEQN
LTDTNFKKWCNSLEATFIDVHIPKFKVI</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="382">
  <INSDSeq>



   <INSDSeq_length>96</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..96</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q722">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>FTSDYPFYVSPTEMVDVSMMSMYGEPFNHASVKESFGNFSIIELPYVGDTSMMVILPDKIDGLESIEQ
NLTDTNFKKWCNSLEATFIDVHIPKFKV</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="383">
  <INSDSeq>
   <INSDSeq_length>83</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..83</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q723">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>



      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MVDVSMMSMYGELFNHASVKESFGNFSIIELPYVGDTSMMVILPDKIDGLESIEQNLTDTNFKKWCN
SLEATFIDVHIPKFKV</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="384">
  <INSDSeq>
   <INSDSeq_length>96</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..96</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q724">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>FTSDYPFYVSPTEMVDVSMMSMYGEAFNHASVKESFGNFSIIELPYVGDTSMMVILPDKIDGLESIEQ
NLTDTNFKKWCNSLEATFIDVHIPKFKV</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="385">
  <INSDSeq>
   <INSDSeq_length>96</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..96</INSDFeature_location>
     <INSDFeature_quals>



      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q725">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>FTSDYPFYVSPTEMVDVSMMSMYSEPFNHASVKESFGNFSIIELPYVGDTSMMVILPDKIDGLESIEQ
NLTDTNFKKWCNSLEATFIDVHIPKFKV</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="386">
  <INSDSeq>
   <INSDSeq_length>96</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..96</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q726">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>FTSDYPFYVSPTEMVDVSMMSMYGEPFNHASVKESFGNFSIIELPYVGDTSMMVILPDKIDGLESIEQ
NLTDTNFKKWCNSLEATFIDGHIPKFKV</INSDSeq_sequence>
  </INSDSeq>



 </SequenceData>
 <SequenceData sequenceIDNumber="387">
  <INSDSeq>
   <INSDSeq_length>96</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..96</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q727">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>FTSDYPFYVSPTEMVDVSMMSMYGKAFNHASVKESFGNFSIIELPYVGDTSMMVILPDKIDGLESIEQ
NLTDTNFKKWCNSLEATFIDVHIPKFKV</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="388">
  <INSDSeq>
   <INSDSeq_length>96</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..96</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q728">
       



<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>FTSDYPFYVSPTEMVDVSMMSMYGELFNHASVKESFGNFSIIELPYVGDTSMMVILPDKIDGLESIEQ
NLTDTNFKKWCNSLDAMFIDVHIPKFKV</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="389">
  <INSDSeq>
   <INSDSeq_length>96</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..96</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q729">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>FTSDYPFYVSPTEMVDVSMMSMYGEAFNHASVKESFGNFSIIELPYVGDTSMVVILPDKIDGLESIEQ
NLTDTNFKKWCNSLEATFIDVHIPKFKV</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="390">
  <INSDSeq>
   <INSDSeq_length>96</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>



     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..96</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q730">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>FTSDYPFYVSPTEMVDVSMMSMYGEPFNHASVKESFGNFSIIELPYVGDTSMMVILPDNIDGLESIEQ
NLTDTNFKKWCDSLEATFIDVHIPKFKV</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="391">
  <INSDSeq>
   <INSDSeq_length>96</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..96</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q731">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   



<INSDSeq_sequence>FTSDYPFYVSPTEMVDVSMMSMYGKAFNHASVKESFGNFSIIELPYVGDTSMMVILPDKIDGLESIEQ
NLTDTNFKKWCDSLEATFIDVHIPKFKV</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="392">
  <INSDSeq>
   <INSDSeq_length>96</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..96</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q732">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>FTSDYPFYVSPTEMVDVSMMSMYGEAFNHASVKESFGNFSIIELPYVGDTSMMVILPDNIDGLESIEQ
NLTDTNFKKWCDSLEATFIDVHIPKFKV</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="393">
  <INSDSeq>
   <INSDSeq_length>96</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..96</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>



      </INSDQualifier>
      <INSDQualifier id="q733">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>FTSDYPFYVSPTEMVDVSMMSMYGKAFNHASVKESFGNFSIIELPYVGDTSIMVILPDKIDGLESIEQN
LTDTNFKKWCNSLEATFIDVHIPKFKV</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="394">
  <INSDSeq>
   <INSDSeq_length>96</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..96</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q734">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>FTSDYPFYVSPTEMVDVSMMSMYGEPFNHASVKESFGNFSIIELPYVGDTSMMVILPDNIDGLESIEQ
NLTDTNFKKWCDSMDATFIDVHIPKFKV</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="395">
  <INSDSeq>
   <INSDSeq_length>96</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>



   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..96</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q735">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>FTSDYPFYVSPTEMVDVSMMSMYGESFNYASVKESFGNFSIIELPYVGNTSMMVILPDKIDGLESIKQ
NLTDTNFKKWCNSLEATFIDVHIPKFKV</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="396">
  <INSDSeq>
   <INSDSeq_length>96</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..96</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q736">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>



    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>FTSDYPFYVSPTEMVDVSMMSMYGKAFNHASVKESFGNFSIIELPYVGDTSMMVILPDKIDGLESIEQ
NLTDTNFKKWCDFMEATFIDVHIPKFKV</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="397">
  <INSDSeq>
   <INSDSeq_length>96</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..96</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q737">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>FTSDYPFYVSPTEMVDVSMMSMYGELFNHASVKESFGNFSIIELPYVGDTSMMVILPDKIDGLESIEQ
NLTDTNFKKWCDFMDAMFIDVHIPKFKV</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="398">
  <INSDSeq>
   <INSDSeq_length>96</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..96</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       



<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q738">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>FTSDYPFYVSPTEMVDVSMMSMYGEAFNHASVKESFGNFSIIELPYVGDTSMMVILPDNIDGLESIEQ
NLTDTNFKKWCDSMDAMFIDVHIPKFKV</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="399">
  <INSDSeq>
   <INSDSeq_length>96</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..96</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q739">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>FTSDYPFYVSPTEMVDVSMMSMYDEPFNHASVKESFGNFSIIELPYVGDTSMMVILPDKIDGLESIEQ
NLTDEKFKKWCDSLEATFINVHIPKFKV</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="400">



  <INSDSeq>
   <INSDSeq_length>96</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..96</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q740">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>FTSDYPFYVSPTEMVDVSMMSMYGESFNYASVKESFGNFSIIELPYVGNTSMMVILPDKIDGLDSIKQ
NLTDTNFKKWCNSLEATFIDVHIPKFKV</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="401">
  <INSDSeq>
   <INSDSeq_length>96</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..96</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q741">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 



construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>FTSDYPFYVSPTEMVDVSMMSMYGKAFNHASVKESFGNFSIIELPYVGDTSMMVILPDKIDGLESIEQ
NLTDTNFKKWCDFMDAMFIDVHIPKFKV</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="402">
  <INSDSeq>
   <INSDSeq_length>96</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..96</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q742">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>FTSDYPLYVSPPEMVDVSMMSMYGKVFNHASVKESFGNFSIIELPYVGDTSMMVILPDKIDGLESIEQ
NLTDTNFKKWCNYLEATFIDVHSPKFKV</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="403">
  <INSDSeq>
   <INSDSeq_length>96</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..96</INSDFeature_location>



     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q743">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>FTSDYPFYVSLTEMVDVRMMSMYGESFNYASVKESFGNFSIIELPYVGNTSMMVILPDKIDGLESIKQ
NLTDTNFKKWCNSLEATFIDVHIPKFKV</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="404">
  <INSDSeq>
   <INSDSeq_length>96</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..96</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q744">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>FTSDYPFYVSPTEMVDVSMMSMYGEAFNHASVKESFGNFSIIELPYVGDTSMVVILPDNIDGLESIEQ
NLTDTNFKKWCDSMDAMFIDVHIPKFKV</INSDSeq_sequence>



  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="405">
  <INSDSeq>
   <INSDSeq_length>96</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..96</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q745">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>LTSDYPFYVSPTEMVDVSMMSMYDEPFNHASVKESFGNFSIIELPYVGDTSMMVILPDKIDGLESIEQ
NLTDEKFKKWCDSLEATFINVHIPKFKV</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="406">
  <INSDSeq>
   <INSDSeq_length>96</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..96</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q746">



       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>FTSDYPFYVSPTEMVDVSMMSMYGEAFNHASVNESFGNFSIIELPYVGDTSMMVILPDNIDGLESIEQ
NLTDTNFKKWCDSMDAMFIDVHIPKFKV</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="407">
  <INSDSeq>
   <INSDSeq_length>96</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..96</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q747">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>FTSDYPFYVSPTEMVDVSMMSMYGELFNHAFVKESFGNFSIIELPYVGDTSMMVILPDKIDGLESIEQ
NLTDTNFKKWCDFMDAMFIDVHIPKFKV</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="408">
  <INSDSeq>
   <INSDSeq_length>96</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>



    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..96</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q748">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>FTSDYPFYVSPTEMVDVSMMSMYGEAFNHASVKESFGNFSIIELPYVGDTSMVVILPDNIDGLESIEQ
NLTDTNFKKWSDSMDAMFIDVHIPKFKV</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="409">
  <INSDSeq>
   <INSDSeq_length>96</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..96</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q749">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>



   
<INSDSeq_sequence>FTSDYPFYVSPTEMVDVSMMSMYGEAFNHASVNESFGNFSIIELPYVGDTSMVVILPDNIDGLESIEQ
NLTDTNFKKWCDSMDAMFIDVHIPKFKV</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="410">
  <INSDSeq>
   <INSDSeq_length>96</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..96</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q750">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>FTSDYPFYVSPTEMVDVSMMSMYGKAFNHASVKESFGNFSIIELPYVGNTSMMVILPDKIDGLESIEQ
NLTDTNFKKWCDFMDAMFIDVHIPKFKV</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="411">
  <INSDSeq>
   <INSDSeq_length>96</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..96</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       



<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q751">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>FTSDYPFYVSPTEMVDVSMMSMYGEAFNHTSVKESFGNFSIIELPYVGDTSMVVILPDNIDGLESIEQ
NLTDTNFKKWCDSMDAMFIDVHIPKFKV</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="412">
  <INSDSeq>
   <INSDSeq_length>96</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..96</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q752">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>FTSDYPFYVSPTEMVDVSMMSMYGEAFNHASVNESFGNFSIIELPYVGDTSMIVILPDNIDGLESIEQ
NLTDTNFKKWCDSMDAMFIDVHIPKFKV</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="413">
  <INSDSeq>
   <INSDSeq_length>96</INSDSeq_length>



   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..96</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q753">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>FTSDYPFYVSPTEMVDVSMMSMYGKAFNHASVKESFGNFSIIELPYVGDTSIMVILPDKIDGLESIEQN
LTDTNFKKWCDFMDAMFIDVHIPKFKV</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="414">
  <INSDSeq>
   <INSDSeq_length>96</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..96</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q754">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>



     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>FTRDHPFYVSTTDMVDVRMMSIYGEPFNHASVKESFGNFSIIELPYIGDTSMMVILPDEIDGLKSIEQN
LTDENFKKWCDSMEAMFIDVHIPKFKV</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="415">
  <INSDSeq>
   <INSDSeq_length>59</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..59</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q755">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>KSSSILARRPTPKKMNIVTDLENRLKKNSYIENTNQGNILMDSIFVSTMPVETLFGSYI</INSDSeq_se
quence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="416">
  <INSDSeq>
   <INSDSeq_length>14</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..14</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>



       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q756">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>KSSSILTRRPTPKK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="417">
  <INSDSeq>
   <INSDSeq_length>59</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..59</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q757">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>KSSSILTRRPTPKKMNIVTDLENRLKKNSYIENTNQGNILMDSIFVSTMPVETLFGSYI</INSDSeq_seq
uence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="418">
  <INSDSeq>



   <INSDSeq_length>59</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..59</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q758">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>KSSSILARRPTPKKMNIVTDLENRLKKNSYIENTNQGNILIDSIFVSTMPVETLFGSYI</INSDSeq_seq
uence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="419">
  <INSDSeq>
   <INSDSeq_length>59</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..59</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q759">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>



      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>KSSSILARRPTPKKMNIVTDLENRLKKNSYIENTNQRNILMDSIFVSTMPVETLFGSYI</INSDSeq_se
quence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="420">
  <INSDSeq>
   <INSDSeq_length>59</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..59</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q760">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>KSSSILARRPTPKKMNIVTDLENCLKKNSYIENTNQGNILMDSIFVSTMPVETLFGSYI</INSDSeq_se
quence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="421">
  <INSDSeq>
   <INSDSeq_length>59</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..59</INSDFeature_location>
     <INSDFeature_quals>



      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q761">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>KSSSILARRPTPKKMNIVTDLENSLKKNSYIENTNQGNILMDSIFVSTMPVETLFGSYI</INSDSeq_se
quence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="422">
  <INSDSeq>
   <INSDSeq_length>59</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..59</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q762">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>KSSSILARRPTPKKINIVTDLENRLKKNSYIENTNQGNILMDSIFVSTMPVETLFGSYI</INSDSeq_seq
uence>
  </INSDSeq>



 </SequenceData>
 <SequenceData sequenceIDNumber="423">
  <INSDSeq>
   <INSDSeq_length>59</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..59</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q763">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>KSSSILTRRPTPKKMNIVTDLENRVKKNSYIENTNQGNILMDSIFVSTMPVETLFGSYI</INSDSeq_se
quence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="424">
  <INSDSeq>
   <INSDSeq_length>59</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..59</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q764">
       



<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>KSSSILTRRPTPKKMNVVTDLENRLKKNSYIENTNHGNILMDSIFVSTMPVETLFGSYI</INSDSeq_se
quence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="425">
  <INSDSeq>
   <INSDSeq_length>59</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..59</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q765">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>KSSSILTRRPTPKKMNIVTDLENRVKKNSYIENTNQGNILMDSIFVSTMSVETLFGSYI</INSDSeq_se
quence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="426">
  <INSDSeq>
   <INSDSeq_length>59</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>



     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..59</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q766">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>KSSSILTRRPTPKKMNIVTDLENRLRKNSYIENTNQGNILMDSIYVSTMPVETLFGSYI</INSDSeq_se
quence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="427">
  <INSDSeq>
   <INSDSeq_length>59</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..59</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q767">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   



<INSDSeq_sequence>KFSSMLARRHTPKKMNIVTDLENRLKKNSYIENTNQGNILMDSIFVSTMSVETLFGSYI</INSDSeq_s
equence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="428">
  <INSDSeq>
   <INSDSeq_length>59</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..59</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q768">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>KFSSMLARRHTPKKMNIVTNLENRLKKNSYIENTNQGNILMDSIFVSTMSVETLFGSYI</INSDSeq_s
equence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="429">
  <INSDSeq>
   <INSDSeq_length>59</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..59</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>



      </INSDQualifier>
      <INSDQualifier id="q769">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>KSSSILTRRPTPKKPNIATELENRLKKNSYIENTNQGNILMDSIYVTTMPVEKLFGSYI</INSDSeq_seq
uence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="430">
  <INSDSeq>
   <INSDSeq_length>59</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..59</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q770">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>KSSSILPRLPTPRKMNILTDLENRLKNNSYIENTNQRNILMDSLFVSIMPVETLFGSYI</INSDSeq_seq
uence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="431">
  <INSDSeq>
   <INSDSeq_length>48</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>



   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..48</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q771">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>PTPKKINIVTELEDRIKKNSYVEKTNQGNILLDSIFVSAMRVDDLFGS</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="432">
  <INSDSeq>
   <INSDSeq_length>50</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..50</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q772">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>



   </INSDSeq_feature-table>
   
<INSDSeq_sequence>PTPKKRNIVTELEDRIKKNSYVESTNNGNILLDSIFVSTMQVELLFDSLI</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="433">
  <INSDSeq>
   <INSDSeq_length>49</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..49</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q773">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>PTPKKHNMVTELEGRIKKNSYVESTNHGNVLLDSIFVSTMQVDMFDSLI</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="434">
  <INSDSeq>
   <INSDSeq_length>97</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..97</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>



      </INSDQualifier>
      <INSDQualifier id="q774">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>QFLPQIGGEAIFLIVSLCPTKKLVETGFVIPEISSNDNAKIAARILSEKRKDTIAHIDTLIQHRQQLELAYYN
SCMLTEFLHYCNSYAGTIKESLLK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="435">
  <INSDSeq>
   <INSDSeq_length>97</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..97</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q775">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>QFLPQIGGEAIFLIVSLCPTKKLVETGFVIPEISSNDNAKIAARILSEKRKDTIAHINTLIQYRQQLELAYYN
SCMLTEFLHYCNSYADTIKESLLK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="436">
  <INSDSeq>
   <INSDSeq_length>97</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>



   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..97</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q776">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>QFLPQIGGEAIFLIVSLCPTKKLVETGFVIPEISSNDNAKIAARILSEKRKDTIAHIDTLIQYRQQLELAYYN
SCMLTEFLHYCNSYADTIKESLLK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="437">
  <INSDSeq>
   <INSDSeq_length>97</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..97</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q777">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>



    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>QFLPQIGGEAIFLIVSLCPTKKLVETGFVIPDISSNDNAKIAARILSEKRKDTIAHIDTLIQYRQQLELAYYN
SCMLTEFLHYCNSYADTIKESLLK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="438">
  <INSDSeq>
   <INSDSeq_length>97</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..97</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q778">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>QFLPQIGGEAIFLIVSLCPTKKLVETGFVIPEISSNDNAKIAARILSEKRKDTIAHINTLIQYRQQLELAYYN
SCMLTEFLHYCNSYAGTIKESLLK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="439">
  <INSDSeq>
   <INSDSeq_length>97</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..97</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       



<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q779">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>QFLPQIGGEAIFLIVSLCPTKKLVETGFVIPEISSNDNAKIAARILSEKRKDTIAHIDTLIQHRQQLELAYYN
SCMLTEFLHYCNSYADTIKESLLK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="440">
  <INSDSeq>
   <INSDSeq_length>97</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..97</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q780">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>QFLPQIGGEAIFLIVSLCPTKKLVETGFIIPEISSNDNAKIAARILSEKRKDTIAHIDTLIQYRQQLEFAYYNS
CMLTEFLHYCNSYADTIKESLLK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="441">



  <INSDSeq>
   <INSDSeq_length>97</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..97</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q781">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>QFLPQIGGEAIFLIVSLCPTKKLVETGFVIPEISSNDNAKIAARILSEKRKDTIAHIDTLIQYRQQLELAYYN
SCMLTEFLHYCNSYAGTIKESLLK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="442">
  <INSDSeq>
   <INSDSeq_length>97</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..97</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q782">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 



construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>QFLPQIGGEAIFLIVSLCPTKKLVETGFIIPEISSNDNAKIAARILSEKRKDTIAHIDTLIQYRQQLELAYYNS
CMLTEFLHYCNSYANTIKESLLK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="443">
  <INSDSeq>
   <INSDSeq_length>97</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..97</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q783">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>QFLPQIGGEAIFLIVSLCPTKKLVETGFVIPEISSNDNAKIAARILSEKRKDTIAHIDTLIQHRQQLEFAYYN
SCMLTEFLHYCNSYADTIKESLLK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="444">
  <INSDSeq>
   <INSDSeq_length>97</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..97</INSDFeature_location>



     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q784">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>QFLPQIGGEAIFLIVSLCPTKKLVETGFIIPDISSNDNAKIAARILSEKRKDTIAHIDTLIQYRQQLELAYYN
SCMLTEFLHYCNSYADTIKEPLLK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="445">
  <INSDSeq>
   <INSDSeq_length>97</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..97</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q785">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>QFLPQIGGEAIFLIVSLCPTKKLAETGFIIPEISSNDNAKIAARILSEKRKDTIAHIDTLIQYRQQLEFAYYNS
CMLTEFLHYCNSYADTIKESLLK</INSDSeq_sequence>



  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="446">
  <INSDSeq>
   <INSDSeq_length>97</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..97</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q786">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>QFLPQIGGEAIFLIVSLCPTKKLVETGFIIPEISSNDNAKIAARILSEKRNDTIAHIDTLIQYRQQLEFAYYN
SCMLTEFLHYCNSYADTIKESLLK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="447">
  <INSDSeq>
   <INSDSeq_length>97</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..97</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q787">



       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>QFLPQIGGEAIFLIVSLCPTKKLVETGFVIPDISSNDNAKIAARILSEKRKDTIAHIDTLIQYRQQLELVYYN
SCMLTEFLHYCNSYANTIKESLLK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="448">
  <INSDSeq>
   <INSDSeq_length>97</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..97</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q788">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>QFLPQIGGEAIFLIVSLCPTKKLVETGFIIPDISSNDNAKIAARILSEKRKDTIAHIDTLIQYRQQLELAYYN
SCMLTEFLHYCNSYTDTIKEPLLK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="449">
  <INSDSeq>
   <INSDSeq_length>97</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>



    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..97</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q789">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>QFLPQIGGEAIFLIVSLCPTKKLVETGFVIPDISSNDNAKIAARILSEKHKDTIAHIDTLIQYRQQLDLAYY
NSCILTEFLHYCNSYTNTIKESLLK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="450">
  <INSDSeq>
   <INSDSeq_length>97</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..97</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q790">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>



   
<INSDSeq_sequence>QFLPQIGGEAIFLIVSLCPTKKLVETGFIIPEISSNDNAKIAARILSEKRKETIAHIDTLVQYRQQLESSYYNS
CMLTEFLHYCNMYSDTIKESLLK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="451">
  <INSDSeq>
   <INSDSeq_length>97</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..97</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q791">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>QFLLQIGGEAIFLIVSLCPTKKLVETGFVIPNISSNDNAKIAARILSEKRKDTIAHIDTLIQYGQQLELAYYN
SCMLTEFLHYCNLYANTIKESLLK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="452">
  <INSDSeq>
   <INSDSeq_length>97</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..97</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       



<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q792">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>QFLLQIGGEAIFLIVSLCPTKKLVETGFVIPNISSNDNAKIAARILSEKRKDTITHIDTLIQYGQQLELAYYN
SCMLTEFLHYCNLYANTIKESLLK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="453">
  <INSDSeq>
   <INSDSeq_length>97</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..97</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q793">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>QFLPQIGGDAIYLIVSLCPTKKLVESGFSIPEISSNDNAKIAARILSEKRKDIILHIDTLVQYRQQLESAYYD
SCMLSEFLHYCNSYSNIINESLLK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="454">
  <INSDSeq>
   <INSDSeq_length>97</INSDSeq_length>



   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..97</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q794">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>RFLPQIGGGAIFLIVSLCPTKKSAETGFVIPERSSNDNAKIAARFLSEKGKDTIAPINTLIQYRQQLELAYY
NPCMLTEFLHYCNSYAGTIKESLIK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="455">
  <INSDSeq>
   <INSDSeq_length>97</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..97</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q795">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>



     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>QFFPQIGGDAIYLIVSLCPTKKLIDSGFSIPEILSNENAKIAARILSEKRKEIIMHIDTLVQYRVQLESTYYNS
CMLSEFLHYCNSYSNIINESLLK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="456">
  <INSDSeq>
   <INSDSeq_length>97</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..97</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q796">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>QFLPQIGGDAIYLIVSLCPTKKLIDSGFSIPEISSNECAKIAARILSEKRKEIIMHIDTLVQYRVQLESTYYNS
CMLLEFLHYCNSYSNIINESLLK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="457">
  <INSDSeq>
   <INSDSeq_length>22</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..22</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>



       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q797">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>MLTEFLHYCNSYADTINESLLK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="458">
  <INSDSeq>
   <INSDSeq_length>22</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..22</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q798">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>MLTEFLHYCNSYAGTIKESLLK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="459">
  <INSDSeq>
   <INSDSeq_length>74</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>



   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..74</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q799">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>RIPNSLHSLSVETITEKTFKDESIFINKLNGAMVEYVSTGESSILRSIEGELESLSKRERQLAKAIITPVVFYR
</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="460">
  <INSDSeq>
   <INSDSeq_length>74</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..74</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q800">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>



    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>RIPNSLHSLSVETITEKTFKDESIFINKLNGAMVEYVSTGESSILRSIEGELEALSKRERQLAKAIITPVVFYR
</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="461">
  <INSDSeq>
   <INSDSeq_length>74</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..74</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q801">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>RIPNSLHSLSVETITEKTFKDESIFINKLNGAMVEYVSAGESSILRSIEGELESLSKRERQLAKAIITPVVFYR
</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="462">
  <INSDSeq>
   <INSDSeq_length>74</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..74</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       



<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q802">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>RIPNSLHSLSVETITEKTFKDESIFINKLNGSMVEYVSTGESSILRSIEGELESLSKRERQLAKAIITPVVFYR
</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="463">
  <INSDSeq>
   <INSDSeq_length>74</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..74</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q803">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>RIPNSLHSLSVETITEKTFKDESIFINKINGAMVEYVSTGESSILRSIEGELESLSKRERQLAKAIITPVVFYR
</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="464">



  <INSDSeq>
   <INSDSeq_length>74</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..74</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q804">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>RIPNSLHSLSVETITEKTFKDESIFINKLNGAMVEYVSTGESSILRSIEGELESLSKRERQLAKAIITPIVFYR<
/INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="465">
  <INSDSeq>
   <INSDSeq_length>74</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..74</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q805">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 



construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>RIPNSLHSLSVETITEKTFKDESIFINKLNGSMVEYVSTGESSILRSIEGELESLSKRERQLAKAIITPIVFYR<
/INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="466">
  <INSDSeq>
   <INSDSeq_length>74</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..74</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q806">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>HIPNSLHSLSVETITEKTFKDESIFINKLNGAMVEYVSAGESSILRSIEGELESLSKRERQLAKAIITPVVFYR
</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="467">
  <INSDSeq>
   <INSDSeq_length>74</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..74</INSDFeature_location>



     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q807">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>RIPNSLHSLLVETITEKTFKDESIFINKLNGAMVEYVSTGELSILRSIEGELESLSKRERQLAKAIITPVVFYR
</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="468">
  <INSDSeq>
   <INSDSeq_length>74</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..74</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q808">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>RIPNSLHSLSVETITEKTFKDESIFINKLNGAMVEYVSAGESSILRSIEGELESLSKRERQLAKVIITPVVFYR
</INSDSeq_sequence>



  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="469">
  <INSDSeq>
   <INSDSeq_length>74</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..74</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q809">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>RIPNSLHSLLVETITEKTFKDESIFINKLNGAMVEYVSTGESSILRSIEGELESLSKRERQLAKAIITPIVFYR<
/INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="470">
  <INSDSeq>
   <INSDSeq_length>74</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..74</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q810">



       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>RIPNSLHGLSVETITEKTFKDESIFINKINGAMVEYVSTGESSILRSIEGELESLSKRERQLAKAIITPVVFYR
</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="471">
  <INSDSeq>
   <INSDSeq_length>74</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..74</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q811">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>RIPNSLHSLSVETITEKTFKDESIFINKLNGAMVEYVSAGESSILRSIEGELEALSKRERQLAKAIITPVVFYR
</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="472">
  <INSDSeq>
   <INSDSeq_length>74</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>



    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..74</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q812">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>RIPNSLHSLSVETITEKTFKDESIFINKLNGSMVEYVSTGESSILRSIEGELEALSKRERQLAKAIITPVVFYR
</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="473">
  <INSDSeq>
   <INSDSeq_length>74</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..74</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q813">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>



   
<INSDSeq_sequence>RIPNSLHSLSVETITEKTFKDESIFINKLNGAMVEYVSAGESSILRSIEGELESLSKRERQLAKAIITPIVFYR
</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="474">
  <INSDSeq>
   <INSDSeq_length>74</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..74</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q814">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>RIPNSLHSLSVETITEKTFKDESIFINKINGAMVEYVSTGESSILRSIEGELEALSKRERQLAKAIITPVVFYR
</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="475">
  <INSDSeq>
   <INSDSeq_length>74</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..74</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       



<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q815">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>RIPNSLHSLSVETITEKTFKDESIFINKINGAMVEYVSAGESSILRSIEGELEALSKRERQLAKAIITPVVFYR
</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="476">
  <INSDSeq>
   <INSDSeq_length>74</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..74</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q816">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>HIPNSLHSLSVETITEKTFKDESIFINKLNGAMVEYVSAGESSILRSIEGELESLSKRERQLAKAIITPIVFYR
</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="477">
  <INSDSeq>
   <INSDSeq_length>74</INSDSeq_length>



   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..74</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q817">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>RIPNSLHSLSVETITEKTFKDESIFINKLNGAMVEYVSAGESSILRSIEGELEALSKRERQLAKVIITPVVFYR
</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="478">
  <INSDSeq>
   <INSDSeq_length>74</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..74</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q818">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>



     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>RIPNSLHSLSVETITEKTFKDESIFINKLNGAMVEYVSTGESSILRSIEGELEALGKRERQLAKVIITPVVFYR
</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="479">
  <INSDSeq>
   <INSDSeq_length>74</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..74</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q819">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>RIPNSLHGLSVETITEKTFKDESIFINKINGAMVEYVSTGESSILRSIEGELEALSKRERQLAKAIITPVVFYR
</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="480">
  <INSDSeq>
   <INSDSeq_length>74</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..74</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>



       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q820">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>RIPNSLHSLSVETITEKTFKDESIFINKLNGAMVEYVSAGESSILRSIEGELEALGKRERQLAKAIITPVVFY
R</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="481">
  <INSDSeq>
   <INSDSeq_length>74</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..74</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q821">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>RIPNSLHSLSVDTITEKTFKDESIFINKLNGAMVEYVSTGESSILRSIEGELEALGKRERQLAKVIITPVVFY
R</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>



 <SequenceData sequenceIDNumber="482">
  <INSDSeq>
   <INSDSeq_length>74</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..74</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q822">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>RIPNSLHSLSVETITEKTFKDESIFINKLNGAMVEYVSAGESSILRSIEGELEALGKRERQLAKVIITPVVFY
R</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="483">
  <INSDSeq>
   <INSDSeq_length>74</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..74</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q823">
       
<INSDQualifier_name>organism</INSDQualifier_name>



       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>RIPNSLHSLSVETITEKTFKDESIFINKINGAMVEYVSTGESSILRSIEGELEALGKRERQLAKVIITPVVFYR
</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="484">
  <INSDSeq>
   <INSDSeq_length>74</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..74</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q824">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>RIPNSLHSLSVETITEKTFKDESIFINKLNGAMVEYVSAGESSILRSIEGELETLGKRERQLAKAIITPIVFYR
</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="485">
  <INSDSeq>
   <INSDSeq_length>74</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>



     <INSDFeature_location>1..74</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q825">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>RIPNSLHSLSVETITEKTFKDESIFINKLNGAMVEYVSAGESSILRSIEGELEALGKRERQLAKAIITPIVFYR
</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="486">
  <INSDSeq>
   <INSDSeq_length>74</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..74</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q826">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>RIPNSLHSLSVETITEKTFKDESIFINKINGAMVEYVSAGESSILRSIEGELEALGKRERQLAKVIITPVVFYR



</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="487">
  <INSDSeq>
   <INSDSeq_length>74</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..74</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q827">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>RIPNSLHSLSVETITEKTFKDESIFINKLNGAMVEYVSAGESSILRSIEGELDALGKRERQLSKVIITPVVFY
R</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="488">
  <INSDSeq>
   <INSDSeq_length>74</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..74</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>



      <INSDQualifier id="q828">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>RIPHSLQSLSVETITERTFKDESIFINKLNGAMVEYTSSGESSILRSIEGELESLSKRERQLAKVIITPIVFYR<
/INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="489">
  <INSDSeq>
   <INSDSeq_length>74</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..74</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q829">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>RIPHSLQSLSIETITERTFKDESIFINKLNGAMVEYTSAGESSILRSIEGELESLSKRERQLAKVIITPIVFYR<
/INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="490">
  <INSDSeq>
   <INSDSeq_length>63</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>



   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..63</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q830">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>RITNSLHGLPVEPITEKTFKDESIFINKLNGAMVKYVSTGESSILRSVEDELESLSKRERQLA</INSDSeq_
sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="491">
  <INSDSeq>
   <INSDSeq_length>74</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..74</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q831">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>



   </INSDSeq_feature-table>
   
<INSDSeq_sequence>RIPHSLQSLSVETIIERTFKDESIFINKLNGAMVEYISAGEPSILKSIEGELESLSKRERQLAKVIITPIVFYR</
INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="492">
  <INSDSeq>
   <INSDSeq_length>74</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..74</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q832">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>RIPNSLSNLTIEDLEEKTLKDGYLFINRMTGAIIEYKSECEQSIIKPIDKEFGNLLIRDKQVATVILSPVVFYR
</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="493">
  <INSDSeq>
   <INSDSeq_length>31</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..31</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>



       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q833">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MEAIGPNKHGNPFIGHEHTLYDISPGHVYAK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="494">
  <INSDSeq>
   <INSDSeq_length>107</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..107</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q834">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>TLIPITDSLSFKLFVDTMSVLNDQYAKVVIFFNTIIEYIIATIYYRLTVLDNYTNVKHFVSKVLHTVMEACG
VLFSHIKVNDKIEYELEEMVDKGTVPSYLYHLSIN</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="495">
  <INSDSeq>
   <INSDSeq_length>19</INSDSeq_length>



   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..19</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q835">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>MDSIFVSTMPVETLFGSYI</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="496">
  <INSDSeq>
   <INSDSeq_length>31</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..31</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q836">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>



   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MEAIGPNKHGDPFIGHEHTLYDISPGHVYAK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="497">
  <INSDSeq>
   <INSDSeq_length>137</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..137</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q837">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>YTMDNVINFINQDVRYSPTFIKTIKDFVNEHLPTMYDGLNDYLHSVIIDEDLIEEYKIKSVAMFNLEYKT
DVDTLTLDEQIFVEVNISYYDFRYRQFADEFRDYIMIKERRQITMQSGDRIRRFRRPMSLRSTIIKK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="498">
  <INSDSeq>
   <INSDSeq_length>113</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..113</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       



<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q838">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>TLIPITESLSFKLSVDTMSVLNDQYAKVVIFFNTIIEYIIATIYYRLTVLDNYTNVKHFVSKVLHTVMEACG
VLFSYIKVNDKIEHELEEMVDKGTVPSYLYHLSINVISIIL</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="499">
  <INSDSeq>
   <INSDSeq_length>97</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..97</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q839">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>QFLPQIGGEAIFLIVSLCPTKKLVETGFIIPEISSNDNAKIAARILSEKRKDTIAHIDTLIQYRQQLELAYYNS
CMLTEFLHYCNSYAGTIKESLLK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="500">
  <INSDSeq>
   <INSDSeq_length>113</INSDSeq_length>



   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..113</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q840">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>TLIQITDSLSFKLSVDTMSVLNDQYAKVVIFFNTIIEYIIATIYYRLAVLDNYTNVKHFVSKVLHTVMEAC
GVLFSYIKVNDKIEHELEEMVDKGTVPSYLYHLSINVISIIL</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="501">
  <INSDSeq>
   <INSDSeq_length>96</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..96</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q841">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>



     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>FTSDYPFYVSPTEMVDVSMMSMYGELFNHASVKESFGNFSIIELPYVGDTSMMVILPDKIDGLESIEQ
NLTDTNFKKWCNSLEATFIDVHIPKFKV</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="502">
  <INSDSeq>
   <INSDSeq_length>97</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..97</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q842">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>FTSDYPFYVSPTEMVDVSMMSMYGELFNHASVKESFGNFSIIELPYVGDTSMMVILPDKIDGLESIEQ
NLTDTNFKKWCNSLEATFIDVHIPKFKVI</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="503">
  <INSDSeq>
   <INSDSeq_length>77</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..77</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>



       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q843">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MSMYGELFNHASVKESFGNFSIIELPYVGDTSMMVILPDKIDGLESIEQNLTDTNFKKWCNSLEATFID
VHIPKFKV</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="504">
  <INSDSeq>
   <INSDSeq_length>96</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..96</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q844">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>FTSDYPFYVSLTEMVDVSMMSMYGESFNYASVKESFGNFSIIELPYVGNTSMMVILPDKIDGLESIKQ
NLTDTNFKKWCNSLEATFIDVHIPKFKV</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>



 <SequenceData sequenceIDNumber="505">
  <INSDSeq>
   <INSDSeq_length>59</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..59</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q845">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>KSSSILARRPTPKKMNIVTDLENRLKKNSYIENNNQGNILMDSIFVSTMPVETLFGSYI</INSDSeq_se
quence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="506">
  <INSDSeq>
   <INSDSeq_length>59</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..59</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q846">
       
<INSDQualifier_name>organism</INSDQualifier_name>



       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>KSSSILTRRPTPKKMNIVTDLENRLKKNSYIENNNQGNILMDSIFVSTMPVETLFGSYI</INSDSeq_se
quence>
  </INSDSeq>
 </SequenceData>
</ST26SequenceListing>


