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<210> 1
<211> 9
«<212> PRT

<213> Artificial

<220>

<223> An artificially synthesized peptide

<400> 1

Leu Tyr val Leu Met Cys Gly Phe Leu

1 5

<210> 2



<211> &
<212> PRT

<213> aArtificial

<220>

<223> An artificially synthesized peptide

<400> 2

Asp Tyr Ile Ile Ser GlIn Asp Arg Leu

1 5
210> 3

211> 9

<212>  PRT

<213> Artificial

<220>

<223> An artificially synthesized peptide

<400> 3

His Tyr Asn val Thr Thr Thr Arg Ley

1 5
<210> 4
<211> 9§

<212> PRT



<213> Artificial

<220>

<223> An artificially synthesized peptide

<400> 4

Asp Tyr Asp Trp Cys Giu Asp Asp Leu

1 5
<210> 5

<211> 9

<212> PRT

<213> Artificial

<223> An artificially synthesized peptide

<40G> 5

Lys Tyr Tyr Glu Leu His Glu Thr Ile
1 5

<210> 6
<211> 9
<212> PRT

<213> Artificial



<220>
<223>

<400>

An artificially synthesized peptide

6

Glu Tyr Cys Pro Gly Gly Glu Leu Phe

i

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5
7
g
PRT
Artificial

an artificially synthesized peptide

val Tyr Lys Arg teu val Glu Asp Ile

1

<210>
<211>
<212>

<213>

<220>
<223>

5

8
9
PRT

artificial

An artificially synthesized peptide



<400>

8

GIn phe Glu teu Glu val Cys Gln Leu

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5

9
9
PRT

Artificial

An artificially synthesized peptide

Asp Phe val Gin Lys Gly Tyr Thr Leu

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5
10
9
PRT
Artificial

An artificially synthesized peptide

10



val Phe Gly Ser Leu Glu Arg Gly Leu

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5
11
9
PRT
Artificial

An artificially synthesized peptide

11

Arg Leu val Ash Pro Asp Gln Leu Leu

1

<210>
<211i>
<212>
<213>

<220>
<223>

<400>

5
£
9
PRT
Artificial

An artificially synthesized peptide

12

Asp Phe Gly Lys val Thr Met Gln Phe



<210>
<211>
<212>
<213>

<220>
<223>

<400>

o -
e §
-

i3
9
PRT

Artificial

an artificially synthesized peptide

13

Lys Gly Ala Lys val Phe Gly Ser Leu

1

<210>
<21l-
<212>
<213>

<220>
<223>

<400>

5

14
8
PRT

artificial

An artificially synthesized peptide

14

Arg Gly Lys Pro val Arg Leu Arg Leu

1

5



<210>
<211>
<212>
<Z213>

<220>
<223>

<400>

15
9
PRT

Artificial

An artificially synthesized peptide

15

Lys Asn Gin His Lys Arg Glu ITe Leu

1

<210> -

<211>
<212>
<213>

<220>

<223>

<400>

5

16
9
PRT

Artificial

An artificially synthesized peptide

16

Lys Trp Leu Ser Pro Ser Ser Ile lLeu

1

<210>

5

17



211> 9
<212> PRT

<213> Artificial

<220>

<223> An artificially synthesized peptide

<400> 17

Lys Tyr Trp Thr Gilu Ser Asn Gly val

1 5
<210> 18

<211> 9

<212> PRT

<213> Artificial

<220>

<223> An artificially synthesized peptide

<400> 18

Arg Cys Arg Ser val Glu Leu Asp Leu

1 5

<210> 19
<211> 9

<212> PRT



<213>

<220>
<223>

<400>

Artificial

An artificially synthesized peptide

19

Lys Leu Lys Leu Ite Asp Phe Gly Leu

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5

20
9
PRT

Artificial

An artificiaily synthesized peptide

20

Leu Leu Asn Glu Ile Met Ser Ile Leu

1

<210>
<211>
<212>
<213>

5

21
9
PRT

Artificial



<220>
<223>

<400>

An artificially synthesized peptide

21

Thr Ala Asn Lys Tle pPhe Met val teu

1

<210>
<z11>
<212>
<213>

<220>
<223>

<400>

5

22
9

PRT

‘artificial

An artificially synthesized peptide

22

Lys Tyr Asp val Pro Lys Trp Leu Ser

1

<210>
<21i>
<212>
<213>

<220>
<223>

5
23
10
PRT
artificial

An artificially synthesized peptide



<400>

23

val Tyr Lys Arg Leu val Glu Asp Ile Leu

1

<210>
<21l
<212>
<Z213>

<220>
<223>

<400>

5 10

24
10
PRT

Artificial

An artificially synthesized peptide

24

Gln Tyr Asp His teu Thr aAla Thr Tyr Leu

1

<210>
<211>
<212>
<213>

<220>
<223>

<400

5 10
25
10
PRT
Artificial

An artificially synthesized peptide

25



Glu Tyr His Lys Leu Lys Leu Ile Asp Phe

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5 10
26
10
PRT
Artificial

an artificially synthesized peptide

26

Leu Phe Asp Glu Tyr His Lys Leu Lys Leu

i

<210>
<21l>
<212>
<213>

<220>
<223>

<400>

5 10
27
10
PRT
Artificial

An artificially synthesized peptide

27

Arg Gly Leu Asp Lys val Ile Thr val Leu



<210>
<211>
<212>
<213>

<220>
<223>

<400>

5 10
28
10
PRT
Artificial

An artificially synthesized peptide

28

Lys Trp Leu Ser Pro Ser Ser Ile Leu Lsu

1

<210>
<211
<212>
<213>

<220>
<223>

- <400>

5 10
28
10
PRT
Artificial

An artificially synthesized peptide

29

Lys Thr Glu Ile Giu Ala Leu Lys Asn Leu

1

5 10



<210>
<211>
<212>
<213>

<220>
<223>

<400>

30
10
PRT

Artificial

An artifticially synthesized peptide

30

Arg Asn Asn Arg Gln Thr Met Glu Asp Leu

1

<Z210>
<211>
<212>

<213>

<220>
<223>

<400>

5 10

31
10
PRT

Artificial

An artificially synthesized peptide

31

Arg Gly Lys Tyr Asp val Pro Lys Trp Leu

1

<210>

5 10

32



<211> 10
<212> PRT

<213> Artificial

<220>

<223> An artificially synthesized peptide

" <400> 32

Lys Gly Asp Ala Trp val Tyr Lys Arg Leu

1 5 10
<210> 33

<211> 10

<212> PRYT

<213> Artificial

<220>

<223> An artificially synthesized peptide

<400> 33

Asp Tyr Asn Tyr Pro val Glu Trp Gin Ser

i 5 10
<210> 34
<211> 10

<212> PRT



<213>

<220>
<223>

<400>

Artificial

an artificially synthesized peptide

34

Arg Tyr Thr Thr Pro Ser Lys Ala Arg Asn

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5 10

35
9
PRT

Artificial sequence

An artificially synthesized peptide

35

Leu Leu Leu Gin GIn Met teu Gln val

1

<210>
<211>
<212>
<213>

5

36
9
PRT

Artificial Sequence



<220>
<223>

<400>

An artificially synthesized peptide

36

Leu Leu Phe Asp Glu Tyr His Lvys Leu

1

<210>
<211>
<212>
<213>

<Z220>
<223>

<400>

5

37
g
PRT

Artificial Sequence

an artificially synthesized peptide

37

ITe Met GlIn Asp Tyr Asn Tyr Pro val

1

<210>
<211>
<2i2>
<213>

<220>
<223>

5

38
G
PRT

Artificial sequence

an artificially synthesized peptide



<400>

38

Arg Leu Ser Glu Glu Glu Thr Arg val

1

<210>
<21l>
<212>
<213>

<220>
<223>

<400>

5

35
9
PRT

Artificial Sequence

An artificially synthesized peptide

39

Lys Leu ITe Asp Phe Gly Leu Cys Ala

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5

40
9
PRT

Artificial segquence

An artificially synthesized peptide

40



Phe Leu Pro Phe Asp Asp Asp Asn val

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5

41
9
PRT

Artificial Sequence

An artificially synthesized peptide

41

Leu Leu Asn Glu ¥le Met Ser Ile Leu

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5

42
9
PRT

Artificial Sequence

an artificially synthesized peptide

42

Lys ITe Met Arg Gly Lys Tyr Asp val



<210>
<211>
<212>
<213>

<220>
<223>

<400>

43
9
PRT

Aartificial sequence

An artificially synthesized peptide

43

GIn 1Te val ser Ala val Ala Tyr val

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5

44
9
PRT

Artificial Seguence

An artificially synthesized peptide

44

Trp GIn Tyr Asp His teu Thr Ala Thr

1

5



<210>
<21t
<212>
<213>

<220>
<223>

<400>

45
9
PRT

Artificial Seguence

An artificially synthesized peptide

45

Trp Leu Ser Pro Ser Ser Ile Leu Leu

1

<210>
<21l>
<212>
<213>

<220>
<223>

<400>

5

46
9
PRT

Artificial sequence

An artificially synthesized peptide

46

Trp Ser Met Gly Ile Leu Leu Tyr val

1

<210>

5

47



<21l> &
<212> PRT

<213> Artificial seguence

«220>

<223> An artificially synthesized peptide

<400> 47

GIn Leu Leu Asn Glu Ile Met Ser Ile

1 5
<210> 48

<211> 9

<212> PRT

<213> Artificial Sequence

<220>

<223> An artificially synthesized peptide

<400> 48

Tyr Leu Leu Leu Leu Ala Lys Lys Ala

1 5
<230> 49
<2il> 9

<212> PRT



<213> Artificial Sequence

<220>

<223> An artificially synthesized peptide

<400> 49

Ser Leu Trp GIn Tyr Asp His Leu Thr

1 5
<210> 50

<211> 9

<212> PRT

<213> Artificial sequence

<220>

<223> An artificially synthesized peptide

<400> 50

LYs Leu His Tyr Asn val Thr Thr Thr

3 5
<210> 51

<211> 9

<212> PRT

<213> Artificial seguence



<220>
<223>

<400

An artificially synthesized peptide

51

Asn Leu Leu Asn His Pro Trp Ile Met

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5

52
9
PRT

Artificial Seqguence

An artificially synthesized peptide

52

Lys Ile Phe Met val Leu Glu Tyr Cys

1

<210>
<211>
<212>
<213>

<220>
<223>

5

53
9
PRT

Artificial sequence

An artificially synthesized peptide



<400>

53

Ite Leu Thr Gly Glu Met val Ala Ile

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5

54
9
PRT

Artificial segquence

An artificially synthesized peptide

54

Thr teu Gly Ser Asp Leu Pro Arg Ile

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5

55
9
PRT

Artificial Sequence

An artificially synthesized peptide

55



val Thr Met G1n Phe Giu Leu Glu val

1

<210>
«211>
<212>
<213>

<220>
<223>

<400>

3

56
9
PRT

Artificial seguence

An artificially synthesized peptide

56

Phe Ile His Leu Asp Asp Asp Cys val

1

<210>
<211>
<212>
<213>

«<220>
<223>

<400>

5

57
9
PRT

Artificial Sequence

An artificially synthesized peptide

57

Ser Leu Ala Tyr Ala Ala Pro Glu Leu



<210
<211>
<212>
<213>

<220>
<223>

<400>

58
9
PRT

Artiticial Sequence

An artificially synthesized peptide

58

Arg Leu val Asn Pro Asp GIn Leu Leu

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5

59
9
PRT

Artificial Seguence

An artificially synthesized peptide

59

Asn val Tyr Thr Pro Lys Ser Ala val

1

5



<210>
<211>
<212>
<213>

<220>
<223>

<400>

60
9
PRT

Artificial Seguence

An artificially synthesized peptide

60

Gln Leu Tyr His val teu Glu Thr Ala

S

<210>
<211>
<212>

<213>

<220>
<223>

<400>

5

61
9
PRT

artificial Sequence

AN artificia??y synthesized peptide

61

Ser Leu Thr Pro Ala Leu Cys Arg Thr

1

<210>

5

62



<211> 9
<212> PRT

<213> Artificial seguence

<220>

<223> An artificially synthesized peptide

<400 62

Arg Gly Leu Asp Lys val Ile Thr val

i 5

<210> 63
<211> 9
<212> PRT

<213> Artificial sSequence

<220>

<223> An artificially synthesized peptide

<400> 63

Lys Leu Lys Leu Ile Asp Phe Gly Leu

1 5
<210> 64
<211> 9

<212> PRT



<213>

<220>
<223>

<40G0>

Artificial Sequence

An artificially synthesized peptide

64

Ser Met Gly Ile Leu Leu Tyr val Leu

1

<216>
<21%>
<212>
<213>

<220>
<223>

<400>

5

65
9
PRT

Artificial Sequence

An artificially synthesized peptide

65

ITe Leu Thr Thr Pro Asn Arg Tyr Thr

1

<210>
<21l>
<212>
<213>

5

66
9
PRT

Artificial sequence



<220>
<223>

<400>

An artificially synthesized peptide

66

Ser Ile Leu Leu Leu GIn Gln Met Leu

1

<210>
<211
<212>
<213>

<220
<223>

<400>

5

67
9
PRT

Aartificial Sequence

An artificially synthesized peptide

67

GIn Thr Met Glu Asp Leu TIle Ser ileu

1

<210>
<211>
<212>
<213>

<220>
<223>

5

68
10
PRT

artificial Sequence

An artificially synthesized peptide



<400>

68

Ite Leu teu Leu GIn GIn Met Leu Gln val

1

<210>
211>
<212>
<213>

<220>
<223>

<400>

5 10

69
10
PRT

Artificial Seguence

An artificially synthesized peptide

69

Phe Met Phe Pro Glu Pro Lys Thr Pro val

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5 10

70
10
PRT

Artificial sequence

An artificially synthesized peptide

70



Ile Leu Pro Lys Lys His val Asp Phe val

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5 10

71
i0
PRT

Artificial sequence

An artificially synthesized peptide

71

Trp Leu Ser Pro Ser Ser Ile teu Leu Leu

1

<210
<211>
<212>
<213>

<220>
<223>

<400>

5 10

72
10
PRT

Artiticial Sequence

An artificially synthesized peptide

72

Trp Ile Met Gln Asp Tyr Asn Tyr Pro val



<210>
<211>
<212>
<213>

<220>
<223>

<400>

73
10
PRT

Artificial Sseguence

An artificially synthesized peptide

73

Met Gin Phe Glu Leu Glu val Cys Gln Leu

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

> 10

74
10
PRT

Artificial Sequence

An artificially synthesized peptide

74

Asn Leu Leu Phe Asp Glu Tyr His Lys Leu

1

5 10



<210>
<211>
<212>
<213>

<220>
<223>

<400>

75
i0
PRT

Artificial Sequence

An artificially synthesized peptide

75

arg GIn Ite val ser Ala val Ala Tyr val

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

> 10

76
10 -
PRT

Artificial sequence

An artificially synthesized peptide

76

val val Phe Arg GIn Ile val ser ala val

1

<210>

5 10

77



<211> 10
<212> PRT

<213> Artificial seguence

<220>

<223> an artificialtly synthesized peptide

<400> 77

ITe Met Ser Ile Leu Pro Lys Lys His val

1 5 10
<210> 78

<211> 10

<212> PRT

<213> Artificial Sequence

<220>

<223> An artificially synthesized peptide
<400> 78

teu Leu Tyr val Leu Met Cys Gly Phe Leu

1 5 10
«210> 79
<211> 10

<212> PRT



<213>

<220>
<223>

<400

Artificial Sequence

An artificially synthesized peptide

79

Lys val Thr met GTn phe Glu Leu Glu val

1

<210>
<211>

<212> -

<213>

<220>
<223>

<400>

5 10

80
10
PRT

Artificial Sequence

an artificially synthesized peptide

86

Gln Leu Leu Asn Glu Ile Met Ser Ile Leu

1

<210>
<231>
<212>
<213>

5 10

81
10
PRT

Artificial Sequence



<220>

<223> An artificially synthesized peptide

<400> 81

Arg Leu val Glu Asp Ile Leu Ser Ser Cys

1 5 10
<210> 82

<211> 10

<212> PRT

<213> Artificial seguence

<220>

<223> An artificially synthesized peptide

<400> 82

Ser Leu Trp GIn Tyr Asp His Leu Thr Ala

1 5 10
<210> 83

<21l> 10

<212> PRT

<213> Artificiatl sequence

<220>

<223> An artificially synthesized peptide



<400>

83

Leu Glu Thr Ala Asn Lys Ile phe Met val

1

<210>
<211>
<212>
<213>

<220>
<223>

<40Q0>

5 10

84
10
PRT

Artificial seguence

an artificially synthesized peptide

84

Gin Leu GIn Lys Pro Asp val val Gly Ile

1

<210>
<211>
<212>
<213>

<220>
<223>

<4Q0>

5 10

85
10
PRT

Artificial sequence

An artificially synthesized peptide

85



Arg Leu Ser Glu Glu Glu Thr Arg val val

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5 10

86
10
PRT

Artificial seguence

an artificially synthesized peptide

86

Ala Leu Cys Arg Thr pPro Ala Asn Lys Leu

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5 10

87
10
PRT

Artificial Seguence

An artificially synthesized peptide

87

Trp GIn Ser Lys Asn Pro Phe Ite His Leu



<210>
<211>
<212
<213>

<220>
<223>

<400>

88
10
PRT

Artificial Seguence

An artificially synthesized peptide

88

Thr Ile Gly Thr Gly Gly pPhe Ala Lys val

1

<210>
<211
<212>
<213>

<220>
<223>

<400>

5 10

89
10
PRT

Artificial segquence

An artificially synthesized peptide

8%

Met Leu Glin val Asp Pro Lys Lys Arg Ile

1

5 10



<210>
<211>
<212>
<213>

<220>
<223>

<400>

90
10
PRT

Artificial sequence

An artificially synthesized peptide

90

val Glu Trp Gln Ser Lys Asn Pro pPhe Ile

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5 10

91
10
PRT

Artificial sequence

An artificially synthesized peptide

91

Trp val Tyr Lys Arg Leu val Glu Asp Ile

1

<210>

5 10

92



<211> 10
<212> PRT

<213> Artificial Seguence

<220>

<223> An artificially synthesized peptide

<400> 92

Iie teu Thr Thr Pro Asn Arg Tyr Thr Thr

1 5 10
<210> 93

<211> 2501

<212> DNA

<213> Homo sapiens

<220>
<221> CDbS

<222> (139)..(2094)

<400> 93

cgasaagatt cttaggaacg ccgtaccagc cgcgtctcIc aggacagceag goccctgtec 60

ttctgteggg cgecgetcag cogtgecctc cgoccctcag grtetttttc taattocaaa 120

taaacttgca agaggact atg aaa gat tat gat gaa Cctt ctc aaa tat tat 171

Met Lys Asp Tyr Asp Glu Leu Leu Lys Tyr Tyr



gaa

Glu

gcc

Ala

aaa

Lys

gce
Ala

60

cta

Leu

gga
Gly

gag
Glu

tta

Leu

tgc

Cys

aac
Asn

45

tty

Leu

gag

Glu

gag
Glu

acc

Thr

cat

His

cat
His

30

aca

Thr

aag

Lys

aca

Thr

ctg

Leu

cgg
Arg

110

gaa
Giu

15

atc

Ile

cta

L.eu

aac

Asn

gcc

Ala

ttt
Phe

95

gtt

val

act

Thr

ctt

Leu

999
Gly

ctg

Leu

aac
Asn

80

gac

ASp

gtc

val

att

Ile

act

Thr

agt

ser

aga
Arg

65

aag

Lys

tat

Tyr

Tt

Phe

g9g
Gly

gga
Gly

gat
Asp

50

cat

His

ata

Ile

ata

Ile

cgt

Arg

aca

Thr

gag
Glu

35

ttg

Leu

cag

Gln

Ttc

Phe

att

Ile

cag
Gin

115

ggt
Gly
20

atg

Met

cCccC

Pro

cat

His

atg

Met

tcc
ser

100

ata

Ile

ggc
Gly

gta

val

cgg

Arg

ata

Ile

gtt
val

85

cag

Gin

gta

val

ttt

Phe

gct

Ala

atc

ITe

tgt
Cys
70

Cctt

Leu

gat

ASp

tct

Ser

gca

Ala

ata

Ile

aaa
Lys

55

Caa

Gln

gag

Glu

cge

Arg

gct

Ala

aag

Lys

aaa
Lys

40

acg

Thr

cre

Leu

tac

Tyr

ctg

Leu

gtt
va'l

120

gtc
val

25

atc

Ile

gag

Glu

tac

Tyr

tge

Cys

tca
Ser

105

gct

Ala

10

aaa

Lys

atg

Met

att

Ile

cat

His

cct
Pro

90

gaa

Glu

tat

Tyr

ctt

Leu

gat

Asp

gag
Glu

atg
val

75

gga
Gly

gag
Giu

gtg

val

2158

267

315

363

411

459

507



Cac

His

ttt
Phe

140

dad

Lys

ctg

Leu

tca

Ser

tgt

Cys

aag
Lys

220

agce

ser

agc
Ser

125

gat

ASD

ccce

Pro

gect

Ala

gag
Glu

aga
Gly
205

att

Ile

att

Ile

cag

Gin

gaa

Glu

aag

Lys

tat

Tyr

gca
Ala

196

Tttt

Phe

atg

Met

ctg

Leu

ggc
Gly

tat

Tyr

ggt
Gly

gca
Ala

175

gat

Asp

cta

Leu

aga

Arg

ctt

Leu

tat
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Lys

Tty

Leu
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Tyr

tia

Leu

act

Thr

cca

Pro

acg
Thr
460

daa

LYS

adaa
Lys
365

tta

Leu

tgg

Trp

tge

Cys
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aaa tca

Lys ser

aac aaa

Asn Lys

tac trt

Tyr Phe

aag aga
LYs Arg
455

gct aga
Ala Arg

470

tca aca

Ser Thr

tgg

Trp

cag

Gln

tta

Leu

gaa

Glu

atg
Met

440

gaa

Glu

aac

Asn

gga
Gly

tgt

Cys

Tttt

Phe

act

Thr

aat
Ash

425

it

Phe

ata

Ile

cag

Gin

aca

Thr

gaa

Glu

acc

Thr

cca
Pro

410

gta

val

cct

Pro

ctcC

Ley

tgc

Cys

gac

ASp

gat

Asp

aag
Lys
395

gcc

Ala

tat

Tyr

gay

act
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Lys Pro Asp val val Gly ITe Arg Arg GIn Arg Leu Lys Gly

620 625 630

tgg gtt tac aaa aga tta gtg gaa gac atc cta tct age tge
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Trp

Glu

1le

305

Leu

Phe

Tyr

Gin

Ley

Gln

Leu

290

ser

Ala

Ser

Asp

Met

Asn

Ser

275

Ser

l.eu

Lys

Cys

val

Leu

His

260

Lys

val

Trp

LYS

Gly
340

Pro

Gln

245

Pro

AsSh

His

Gln

Ala

325

Gln

Lys

230

val

Trp

Pro

His

Trp

Asp

Ile

Phe

Arg

- 295

Tyr

310

Arg

Ala

ASp

Gly

Sar

Leu

Pro

Met

Ile

280

Asnh

His
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Trp
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