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[Fig3B]

.-M-- SiRBMS2




5/30

[Fig3C]
siNega SiRBMS2

20ng/ml IL-1B 0 30 60 0 30 60

Akt p-S473

Total Akt

STAT3 p-Y705

Total STAT3

Tubulin

[Fig4]

siNega siRBMS2




6/30

[Fig5]

siRBMS2

[Fig6]
Luciferase assay

Luciferz;se activity
3

S

Tissue factor {F3)

Plasminogen activator urokinase (PLAUY
Integrin subunit alpha8 (ITGAS)

Cystein rich Angiogenic Inducer (CYRS1)

EGF-like repeats and discoidin I-iike domains3 (EDIL3)
Colany stimulating factort (CSF1)

Integrin Subunit alphat (ITGB1)
Thrombospondint {THBST) umm—m
Heparin binding EGF like growth factor (HBEGF)
Matrix metaliopeptidase (MMP1) lw
Heat shock protein family A (HSPAS) m
Empty



7/30

]

3

K
ot
¥

£

.3
<

b
i

Relative to input{%) U?j

Luciferase

AGGGA

Luciferase =




8/30

[Fig8]
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[Fig21A]
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[Fig21B]
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[Fig21C]
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[Fig21D]
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[Fig22]
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