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SEQUENCE LISTING 

<110> GHUGAI SEIYAKU KABUSHIKI KA1SHA 

<120> DRUG CONTAINING CARRIER INTO CELL FOR FORMING IMMUNE COMPLEX 

<130> C1-A1009Y1PY1P 

<150> PCT/JP2011/077619 

<151> 2011-11-30 

<150> JP 2012-123773 

<151> 2012-05-30 

<160> 78 

<170> Patent In version 3.4 

<210> 1 
<211> 468 
<212> PRT 

<213> Homo sapiens 

<400> 1 

let Leu Ala Val Gly Cys Ala Leu Leu Ala Ala Leu Leu Ala Ala Pro 
15 10 15 

Gly Ala Ala Leu Ala Pro Arg Arg Cys Pro Ala Gin GIu Val Ala Arg 

20 25 30 

Gly Val Leu Thr Ser Leu Pro Gly Asp Ser Val Thr Leu Thr Cys Pro 
35 40 45 
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Gly Val Glu Pro Glu Asp Asn Ala Thr Val His Trp Val Leu Arg Lys 
50 55 80 

Pro Ala Ala Gly Ser His Pro Ser Arg Trp Ala Gly let Gly Arg Arg 
65 70 75 80 

Leu Leu Leu Arg Ser Val 6In Leu His Asp Ser Gly Asn Tyr Ser Cys 
85 90 95 

Tyr Arg Ala Gly Arg Pro Ala Gly Thr Val His Leu Leu Val Asp Val 
100 ' 105 110 

Pro Pro Glu Glu Pro Gin Leu Ser Cys Phe Arg Lys Ser Pro Leu Ser 

115 120 125 

Asn Val Val Cys Glu Trp Gly Pro Arg Ser Thr Pro Ser Leu Thr Thr 
130 135 140 

Lys Ala Val Leu Leu Val Arg Lys Phe Gin Asn Ser Pro Ala Glu Asp 

145 150 155 160 

Phe Gin Glu Pro Cys Gin Tyr Ser Gin Glu Ser Gin Lys Phe Ser Cys 

165 170 175 

Gin Leu Ala Val Pro Glu Gly Asp Ser Ser Phe Tyr lie Val Ser let 
180 185 190 
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Cys Val Ala Ser Ser Val Gly Ser Lys Phe Ser Lys Thr Gin Thr Phe 
195 200 205 

Gin Gly Cys Gly He Leu Gin Pro Asp Pro Pro Ala Asn He Thr Val 
210 215 220 

Thr Ala Val Ala Arg Asn Pro Arg Trp Leu Ser Val Thr Trp Gin Asp 
225 230 235 240 

Pro His Ser Trp Asn Ser Ser Phe Tyr Arg Leu Arg Phe Glu Leu Arg 

245 250 255 

Tyr Arg Ala Glu Arg Ser Lys Thr Phe Thr Thr Trp Met Val Lys Asp 
260 265 270 

Leu Gin His His Cys Val He His Asp Ala Trp Ser Gly Leu Arg His 
275 280 285 

Val Val Gin Leu Arg Ala Gin Glu Glu Phe Gly Gin Gly Glu Trp Ser 

290 295 300 

Glu Trp Ser Pro Glu Ala let Qly Thr Pro Trp Thr Glu Ser Arg Ser 
305 310 315 320 

Pro Pro Ala Glu Asn Glu Val Ser Thr Pro Met Gin Ala Leu Thr Thr 
325 330 335 
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Asn Lys Asp Asp Asp Asn He Leu Phe Arg Asp Ser Ala Asn Ala Thr 
340 345 350 

Ser Leu Pro Val Gin Asp Ser Ser Ser Val Pro Leu Pro Thr Phe Leu 
355 360 365 

Val Ala Gly Gly Ser Leu Ala Phe Gly Thr Leu Leu Cys He Ala He 
370 375 380 

Val Leu Arg Phe Lys Lys Thr Trp Lys Leu Arg Ala Leu Lys Glu Gly 

Lys Thr Ser Met His Pro Pro Tyr Ser Leu Gly Gin Leu Val Pro Glu 
405 410 415 

Arg Pro Arg Pro Thr Pro Val Leu Val Pro Leu He Ser Pro Pro Val 

Ser Pro Ser Ser Leu Gly Ser Asp Asn Thr Ser Ser His Asn Arg Pro 

Asp Ala Arg Asp Pro Arg Ser Pro Tyr Asp He Ser Asn Thr Asp Tyr 
450 455 460 

Phe Phe Pro Arg 

465 
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<210> 2 

<211> 428 
<212> PRT 
<213> Homo sapiens 

<400> 2 

Ala Ser Thr Gin Ser Pro Ser Va! Phe Pro Leu Thr Arg Cys Cys Lys 
15 10 15 

Asn He Pro Ser Asn Ala Thr Ser Val Thr Leu Gly Cys Leu Ala Thr 

20 25 30 

Gly Tyr Phe Pro Glu Pro Val Met Val Thr Trp Asp Thr Gly Ser Leu 
35 40 45 

Asn Gly Thr Thr let Thr Leu Pro Ala Thr Thr Leu Thr Leu Ser Gly 
50 55 60 

His Tyr Ala Thr He Ser Leu Leu Thr Val Ser Gly Ala Trp Ala Lys 
85 70 75 80 

Gin Met Phe Thr Cys Arg Val Ala His Thr Pro Ser Ser Thr Asp Trp 
85 90 95 

Val Asp Asn Lys Thr Phe Ser Val Cys Ser Arg Asp Phe Thr Pro Pro 
100 105 110 
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Thr Val Lys lie Leu Gin Ser Ser Cys Asp Gly Gly Gly His Phe Pro 

115 120 125 

Pro Thr lie Gin Leu Leu Cys Leu Val Ser Gly Tyr Thr Pro Gly Thr 
130 135 140 

He Asn He Thr Trp Leu Glu Asp Gly GIn Val let Asp Val Asp Leu 

145 150 155 160 

Ser Thr Ala Ser Thr Thr Gin Glu Gly Glu Leu Ala Ser Thr Gin Ser 
165 170 175 

Glu Leu Thr Leu Ser Gin Lys His Trp Leu Ser Asp Arg Thr Tyr Thr 
180 185 190 

Cys Gin Val Thr Tyr Gin Gly His Thr Phe Glu Asp Ser Thr Lys Lys 
195 200 205 

Cys Ala Asp Ser Asn Pro Arg Gly Val Ser Ala Tyr Leu Ser Arg Pro 
210 215 220 

Ser Pro Phe Asp Leu Phe He Arg Lys Ser Pro Thr He Thr Cys Leu 
225 230 235 240 

Val Va! Asp Leu Ala Pro Ser Lys Gly Thr Val Asn Leu Thr Trp Ser 

245 250 255 
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Arg Ala Ser Gly Lys Pro Val Asn His Ser Thr Arg Lys Glu Glu Lys 
280 285 270 

Gin Arg Asn Gly Thr Leu Thr Val Thr Ser Thr Leu Pro Val Gly Thr 
275 280 285 

Arg Asp Trp lie Glu Gly Glu Thr Tyr Gin Gys Arg Val Thr His Pro 
290 295 300 

His Leu Pro Arg Ala Leu Met Arg Ser Thr Thr Lys Thr Ser Gly Pro 
305 310 315 320 

Arg Ala Ala Pro Glu Val Tyr Ala Phe Ala Thr Pro Glu Trp Pro Gly 
325 330 335 

Ser Arg Asp Lys Arg Thr Leu Ala Cys Leu He Gin Asn Phe Met Pro 
340 345 350 

Glu Asp He Ser Val Gin Trp Leu His Asn Glu Val Gin Leu Pro Asp 
355 360 365 

Ala Arg His Ser Thr Thr Gin Pro Arg Lys Thr Lys Gly Ser Gly Phe 

370 375 380 

Phe Val Phe Ser Arg Leu Glu Val Thr Arg Ala Glu Trp Glu Gin Lys 
385 390 395 400 
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Asp Glu Phe He Cys Arg Ala Val His Glu Ala Ala Ser Pro Ser Gin 
405 410 415 

Thr Val Gin Arg Ala Val Ser Val Asn Pro Gly Lys 
420 425 

<210> 3 

<211> 1482 
<212> DNA 
<213> Homo sapiens 

<400> 3 
gcctccacac agagcccatc cgtcttcccc ttgacccgct gctgcaaaaa cattccctcc 60 

aatgccacct ccgtgactct gggctgcctg gccacgggct acttcccgga gccggtgatg 120 

gtgacctgcg acacaggctc cctcaacggg acaactatga ccttaccagc caccaccctc 180 

acgctctctg gtcactatgc caccatcagc ttgctgaccg tctcgggtge gtgggccaag 240 

cagatgttca Gctgccgtgt ggcacacact ccatcgtcca cagactgggt cgacaacaaa 300 

accttcagcg totgctccag ggacttcacc ccgcccaccg tgaagatctt acagtcgtcc 360 

tgcgacggcg gcgggcactt ccccccgacc atccagctcc tgtgcctcgt ctctgggtac 420 

accccaggga ctatcaacat cacctggctg gaggaegggo aggtcatgga egtggacttg 480 

tccaccgcct ctaccacgca ggagggtgag ctggcctcca cacaaagcga gctcaccctc 540 

agccagaagc actggctgtc agaccgcacc tacacctgcc aggtcaccta tcaaggtcac 800 

acctttgagg acagcaccaa gaagtgtgca gattccaacc cgagaggggt gagcgcctac 660 
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ctaagccggc ccagcccgtt cgacctgttc atccgcaagt cgcccacgat cacctgtctg 720 

gtggtggacc tggcacccag caaggggacc gtgaacctga cctggtcccg ggccagtggg 780 

aagcctgtga accactceac cagaaaggag gagaagcagc gcaatggcac gttaaccgtc 840 

acgtccaccc tgccggtggg cacccgagac tggatcgagg gggagaccta ccagtgcagg 900 

gtgacccacc cccacctgcc cagggccctc atgcggtcca cgaccaagac cagcggcccg 960 

cgtgetgccc cggaagtcta tgcgtttgcg acgccggagt ggccggggag ccgggacaag 1020 

cgcacGctcg cctgcctgat ccagaacttc atgcctgagg acatctcggt gcagtggetg 1080 

cacaacgagg tgcagctccc ggacgcccgg cacagcacga cgcagccccg caagaccaag 1140 

ggctccggct tcttcgtctt cagccgcctg gaggtgacca gggccgaatg ggagcagaaa 1200 

gatgagttca tctgccgtgc agtccatgag gcagcgagcc cctcacagac cgtecagega 1280 

gcggtgtctg taaatcccga gctggacgtg tgcgtggagg aggccgaggg cgaggcgccg 1320 

tggacgtgga ccggcctctg catcttcgcc gcactcttcc tgctcagcgt gagctacagc 1380 

gccgcGctca cgctcctcat ggtgcagcgg ttcctctcag ccacgeggca ggggaggccc 1440 

cagacctccc tcgactacac caacgtcctc cagccccacg cc 1482 

<210> 4 

<211> 15 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> an artificially synthesized sequence 
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<400 4 

Gly Leu Asn Asp He Phe Glu Ala Gin Lys He Glu Trp His Glu 

15 10 15 

<21G> 5 
<211> 19 

<212> PRT 
<213> Artificial Sequence 

<220> 
<223> an artificially synthesized sequence 

<400> 5 

Met Gly Trp Ser Cys He lie Leu Phe Leu Val Ala Thr Ala Thr Gly 
15 10 15 

Val His Ser 

<210> 6 

<211> 107 
<212> PRT 
<213> Artificial Sequence 

<22Q> 
<223> an artificially synthesized sequence 

<4G0> 6 

Glu Thr Thr Leu Thr Gin Ser Pro Aia Phe let Ser Ala Thr Pro Gly 
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15 10 15 

Asp Lys Val Asn He Ser Cys Lys Ala Ser Gin Asp lie Asp Asp Asp 
20 25 30 

Met Asn Trp Tyr Gin Gin Lys Pro Gly Glu Ala Ala lie Phe lie He 
35 40 45 

Gin Glu Ala Thr Thr Leu Val Pro Gly He Ser Pro Arg Phe Ser Gly 
50 55 60 

Ser Gly Tyr Gly Thr Asp Phe Thr Leu Thr He Asn Asn He Giu Ser 
85 70 75 80 

Glu Asp Ala Ala Tyr Tyr Phe Cys Leu Gin His Asp Asn Phe Pro Tyr 

85 90 95 

Thr Phe Gly Gin Gly Thr Lys Leu Glu He Lys 
100 105 

<210> 7 
<211> 107 

<212> PRT 
<213> Artificial Sequence 

<220> 

<223> an artificially synthesized sequence 

<400> 7 
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Asp lie Gin let Thr Gin Ser Pro Ser Ser Leu Ser Ala Ser Val Gly 

15 10 15 

Asp Arg Val Thr He Thr Cys Arg Ala Ser Gin Ser He Ser Ser Tyr 
20 25 30 

Leu Asn Trp Tyr Gin Gin Lys Pro Gly Lys Ala Pro Lys Leu Leu lie 
35 ' 40 45 

Tyr Ala Ala Ser Ser Leu Gin Ser Gly Val Pro Ser Arg Phe Ser Gly 
50 55 60 

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Sle Ser Ser Leu Gin Pro 
65 70 75 80 

Glu Asp Phe Ala Thr Tyr Tyr Cys Gin Gin Ser Tyr Ser Thr Pro Phe 
85 90 95 

Thr Phe Gly Pro Gly Thr Lys Val Asp lie Lys 
100 105 

<210> 8 
<211> 112 
<212> PRT 
<213> Artificial Sequence 

<220> 

<223> an artificially synthesized sequence 
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<4Q0> 8 

Asp He Val let Thr Gin Ser Pro Leu Ser Leu Pro Val Thr Pro Gly 

15 10 15 

Glu Pro Ala Ser He Ser Cys Arg Ser Ser Sirs Ser Leu Leu His Ser 

20 25 30 

Asn Gly Asp Asn Tyr Leu Asp Trp Tyr Leu Gin Lys Pro Gly Gin Ser 

35 40 45 

Pro Gin Leu Leu He Tyr Leu Gly Ser Asn Arg Ala Ser Gly Val Pro 
50 55 60 

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys He 
65 70 75 80 

Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys let Gin Val 
85 90 95 

Leu Arg Asn Pro Leu Thr Phe Gly Gly Gly Thr Lys Val Glu He Gin 
100 105 110 

<210> 9 

<211> 107 
<212> PRT 
<213> Artificial Sequence 



14/177 

<220> 
<223> an artificially synthesized sequence 

<400> 9 

Glu He Val let Thr Gin Ser Pro Ala Thr Leu Ser Leu Ser Pro Gly 
15 10 15 

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gin Ser Val Ser Ser Tyr 
20 25 30 

Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro Arg Leu Leu lie 
35 40 45 

Tyr Asp Ala Ser Asn Arg Ala Thr Gly He Pro Ala Arg Phe Ser Gly 
50 55 80 

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr He Ser Ser Leu Glu Pro 
65 70 75 80 

Glu Asp Phe Ala Val Tyr Tyr Cys Gin Gin Arg Ser Asn Trp Pro Pro 
85 90 95 

Thr Phe Gly Gin Gly Thr Lys Val Glu He Lys 
100 105 

<210> 10 
<211> 112 

<212> PRT 
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<213> Artificial Sequence 

<220> 
<223> an artificially synthesized sequence 

<400> 10 

Asp lie Val let Thr Gin Ser Pro Glu Ser Leu Val Leu Ser Leu Gly 

15 10 15 

Gly Thr Ala Thr He Asn Cys Arg Ser Ser Gin Ser Val Leu Tyr Ser 
20 25 30 

Ser Asn Asn Lys Asn Tyr Leu Thr Trp Tyr Gin Gin Lys Pro Gly Gin 
35 40 45 

Pro Pro Thr Leu Leu Phe Ser Trp Ala Ser He Arg Asp Ser Gly Val 
50 55 60 

Pro Asp Arg Phe Ser Ala Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr 
65 70 75 80 

He Ser Asp Leu Gin Ala Glu Asp Ala Ala Val Tyr Tyr Cys Gin Gin 
85 90 95 

Tyr Tyr Arg Ala Pro Ser Phe Gly Gin Gly Thr Lys Leu Gin He Lys 
100 105 110 

<210> 11 
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<211> 121 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> an artificially synthesized sequence 

<400> 11 

Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Aia 
15 10 15 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr 
20 25 30 

Tyr let His Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp let 
35 40 45 

Gly He He Asn Pro Ser Gly Gly Ser Thr Ser Tyr Ala Gin Lys Phe 
50 55 60 

Gin Gly Arg Val Thr let Thr Arg Asp Thr Ser Thr Ser Thr Val Tyr 

65 70 75 80 

let Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Asp Asp Pro Gly Gly Gly Glu Tyr Tyr Phe Asp Tyr Trp Gly 

100 105 110 
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Gin Gly Thr Leu Val Thr Val Ser Ser 
115 120 

<210> 12 
<211> 126 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> an artificially synthesized sequence 

<400> 12 

Glu Val Gin Leu Val Glu Ser Gly Gly Gly Leu Val Gin Pro Gly Gly 

15 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr 
20 25 30 

Glu let Asn Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 

35 40 45 

Ser Tyr He Ser Ser Ser Gly Ser Thr He Tyr Tyr Ala Asp Ser Val 
50 55 60 

Lys Gly Arg Phe Thr lie Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr 
65 70 75 80 

Leu Gin let Asn Ser Leu Arg Ala Giu Asp Thr Ala Val Tyr Tyr Cys 
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85 90 95 

Ala Arg Asp Ala Pro Tyr Tyr Tyr Asp Ser Ser Gly Tyr Thr Asp Ala 
100 ~ 105 110 

Phe Asp lie Trp Gly Gin Gly Thr let Val Thr Val Ser Ser 
115 120 125 

<210> 13 
<211> 330 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> an artificially synthesized sequence 

<400> 13 

Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys 
15 10 15 

Ser Thr Ser Gly Gly Thr Ala Ala Leu Qly Cys Leu Val Lys Asp Tyr 

20 25 30 

Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser 

35 40 45 

Gly Val His Thr Phe Pro Ala Val Leu Gin Ser Ser Gly Leu Tyr Ser 
50 55 60 
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Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gin Thr 

65 70 75 80 

Tyr lie Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys 
85 90 95 

Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys 
100 105 110 

Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro 

115 120 125 

Lys Pro Lys Asp Thr Leu Met lie Ser Arg Thr Pro Glu Val Thr Cys 

130 135 140 

Val Val Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp 
145 150 155 160 

Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu 

165 170 175 

Glu Gin Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu 
180 185 190 

His Gin Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn 

195 200 205 
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Lys Ala Leu Pro Ala Pro He Glu Lys Thr lie Ser Lys Ala Lys Gly 

210 215 220 

Gin Pro Arg Glu Pro Gin Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu 

225 230 235 240 

Leu Thr Lys Asn Gin Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr 
245 250 255 

Pro Ser Asp He Ala Val Glu Trp Glu Ser Asn Gly Gin Pro Glu Asn 
260 265 270 

Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe 
275 280 285 

Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gin Gin Gly Asn 
290 295 300 

Val Phe Ser Cys Ser Val let His Glu Ala Leu His Asn His Tyr Thr 
305 310 315 320 

Gin Lys Ser Leu Ser Leu Ser Pro Gly Lys 
325 330 

<210> 
<211> 
<212> 

14 
326 

PRT 
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<213> Artificial Sequence 

<220> 
<223> an artificially synthesized sequence 

<400> 14 

Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Cys Ser Arg 
15 10 15 

Ser Thr Ser Glu Ser Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr 

20 25 30 

Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser 
35 40 45 

Gly Val His Thr Phe Pro Ala Val Leu Gin Ser Ser Gly Leu Tyr Ser 
50 55 60 

Leu Ser Ser Val Val Thr Val Pro Ser Ser Asn Phe Gly Thr Gin Thr 
85 70 75 80 

Tyr Thr Cys Asn Val Asp His Lys Pro Ser Asn Thr Lys Val Asp Lys 
85 90 95 

Thr Val Glu Arg Lys Cys Cys Val Glu Cys Pro Pro Cys Pro Ala Pro 
100 105 110 

Pro Val Ala Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp 
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115 120 125 

Thr Leu let lie Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp 

Val Ser His Glu Asp Pro Giu Val Gin Phe Asn Trp Tyr Val Asp Gly 
145 150 155 160 

Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin Phe Asn 
165 170 175 

Ser Thr Phe Arg Val Val Ser Val Leu Thr Val Val His Gin Asp Trp 
180 ' 185 190 

Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro 

195 200 205 

Ala Pro He Glu Lys Thr He Ser Lys Thr Lys Gly Gin Pro Arg Giu 

210 215 220 

Pro Gin Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn 

Gin Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp He 

Ala Val Glu Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr 
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270 

Thr Pro Pro let Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys 

Leu Thr Val Asp Lys Ser Arg Trp Gin Gin Gly Asn Val Phe Ser Cys 

Ser Val let His Glu Ala Leu His Asn His Tyr Thr Gin Lys Ser Leu 

305 310 315 320 

Ser Leu Ser Pro Gly Lys 

325 

<210> 15 

<211> 377 
<212> PRT 
<213> Homo sapiens 

<400> 15 

Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Cys Ser Arg 

15 10 15 

Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr 

Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser 
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Gly Val His Thr Phe Pro Ala Val Leu Gin Ser Ser Gly Leu Tyr Ser 
50 55 60 

Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gin Thr 
65 70 75 80 

Tyr Thr Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys 

85 90 95 

Arg Val Glu Leu Lys Thr Pro Leu Qly Asp Thr Thr His Thr Cys Pro 
100 105 110 

Arg Cys Pro Glu Pro Lys Ser Cys Asp Thr Pro Pro Pro Cys Pro Arg 
115 120 125 

Cys Pro Glu Pro Lys Ser Cys Asp Thr Pro Pro Pro Cys Pro Arg Cys 

130 135 140 

Pro Giu Pro Lys Ser Cys Asp Thr Pro Pro Pro Cys Pro Arg Cys Pro 
145 150 155 160 

Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys 
165 170 175 

Pro Lys Asp Thr Leu Met He Ser Arg Thr Pro Glu Val Thr Cys Val 
180 185 190 
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Val Val Asp Val Ser His Glu Asp Pro Glu Val Gin Phe Lys Trp Tyr 
195 200 205 

Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu 
210 215 220 

Gin Tyr Asn Ser Thr Phe Arg Val Val Ser Val Leu Thr Val Leu His 

225 230 235 240 

Gin Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys 
245 250 255 

Ala Leu Pro Ala Pro He Glu Lys Thr He Ser Lys Thr Lys Gly Gin 
280 265 270 

Pro Arg Glu Pro Gin Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu let 

275 280 285 

Thr Lys Asn Gin Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro 

290 295 300 

Ser Asp He Ala Val Glu Trp Glu Ser Ser Gly Gin Pro Glu Asn Asn 
305 310 315 320 

Tyr Asn Thr Thr Pro Pro Met Leu Asp Ser Asp Gly Ser Phe Phe Leu 
325 330 335 
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Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gin Gin Gly Asn He 
340 345 350 

Phe Ser Cys Ser Val let His Glu Ala Leu His Asn Arg Phe Thr Gin 
355 360 365 

Lys Ser Leu Ser Leu Ser Pro Gly Lys 
370 375 

<210> 18 
<211> 327 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> an artificially synthesized sequence 

<400> 16 

Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Cys Ser Arg 
15 10 15 

Ser Thr Ser Glu Ser Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr 
20 25 30 

Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser 
35 40 45 



mill 

Gly Val His Thr Phe Pro Ala Val Leu Gin Ser Ser Gly Leu Tyr Ser 
50 55 80 

Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Lys Thr 
65 70 75 80 

Tyr Thr Cys Asn Val Asp His Lys Pro Ser Asn Thr Lys Val Asp Lys 
85 90 95 

Arg Val Glu Ser Lys Tyr Gly Pro Pro Cys Pro Ser Cys Pro Ala Pro 
100 105 110 

Glu Phe Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys 
115 120 125 

Asp Thr Leu let He Ser Arg Thr Pro Glu Val Thr Cys Val Val Val 
130 135 140 

Asp Vai Ser Gin Glu Asp Pro Glu Val Gin Phe Asn Trp Tyr Val Asp 
145 150 155 160 

Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin Phe 

165 170 175 

Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gin Asp 
180 185 190 
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Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu 
195 200 205 

Pro Ser Ser He Glu Lys Thr lie Ser Lys Ala Lys Gly Gin Pro Arg 
210 215 220 

Glu Pro Gin Val Tyr Thr Leu Pro Pro Ser Gin Glu Glu let Thr Lys 

225 230 235 240 

Asn Gin Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp 
245 250 255 

lie Ala Val Glu Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys 
260 265 270 

Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser 
275 280 285 

Arg Leu ihr Val Asp Lys Ser Arg Trp Gin Glu Gly Asn Val Phe Ser 
290 295 300 

Cys Ser Val let His Glu Ala Leu His Asn His Tyr Thr Gin Lys Ser 
305 310 315 320 

Leu Ser Leu Ser Leu Gly Lys 
325 
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<210> 17 
<211> 365 

<212> PRT 
<213> Homo sapiens 

<400> 17 

Met Sly Val Pro Arg Pro Gin Pro Trp Ala Leu Gly Leu Leu Leu Phe 
15 10 15 

Leu Leu Pro Gly Ser Leu Gly Ala Glu Ser His Leu Ser Leu Leu Tyr 

His Leu Thr Ala Val Ser Ser Pro Ala Pro Gly Thr Pro Ala Phe Trp 

35 40 45 

Val Ser Gly Trp Leu Gly Pro Gin Gin Tyr Leu Ser Tyr Asn Ser Leu 

Arg Gly Glu Ala Glu Pro Cys Gly Ala Trp Val Trp Glu Asn Gin Val 
65 70 75 80 

Ser Trp Tyr Trp Glu Lys Glu Thr Thr Asp Leu Arg He Lys Glu Lys 

Leu Phe Leu Glu Ala Phe Lys Ala Leu Gly Gly Lys Gly Pro Tyr Thr 
100 105 110 

Leu Gin Gly Leu Leu Gly Cys Glu Leu Gly Pro Asp Asn Thr Ser Val 
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115 120 125 

Pro Thr Ala Lys Phe Ala Leu Asn Gly Glu Glu Phe let Asn Phe Asp 

130 135 140 

Leu Lys Gin Gly Thr Trp Gly Gly Asp Trp Pro Glu Ala Leu Ala lie 
145 150 155 160 

Ser Gin Arg Trp Gin Gin Gin Asp Lys Ala Ala Asn Lys Glu Leu Thr 
165 170 175 

Phe Leu Leu Phe Ser Cys Pro His Arg Leu Arg Glu His Leu Glu Arg 

180 185 190 

Gly Arg Gly Asn Leu Glu Trp Lys Glu Pro Pro Ser let Arg Leu Lys 
195 200 205 

Ala Arg Pro Ser Ser Pro Gly Phe Ser Val Leu Thr Cys Ser Ala Phe 
210 215 220 

Ser Phe Tyr Pro Pro Glu Leu Gin Leu Arg Phe Leu Arg Asn Gly Leu 

225 230 235 240 

Ala Ala Gly Thr Gly Gin Gly Asp Phe Gly Pro Asn Ser Asp Gly Ser 
245 250 255 

Phe His Ala Ser Ser Ser Leu Thr Val Lys Ser Gly Asp Glu His His 
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260 285 270 

Tyr Cys Cys He Val Gin His Ala Gly Leu Ala Gin Pro Leu Arg Val 

275 280 285 

Glu Leu Glu Ser Pro Ala Lys Ser Ser Val Leu Val Val Gly lie Val 
290 295 300 

lie Gly Val Leu Leu Leu Thr Ala Ala Ala Val Gly Gly Ala Leu Leu 

305 310 315 320 

Trp Arg Arg let Arg Ser Gly Leu Pro Ala Pro Trp He Ser Leu Arg 

325 330 335 

Gly Asp Asp Thr Gly Val Leu Leu Pro Thr Pro Gly Glu Ala Gin Asp 
340 345 350 

Ala Asp Leu Lys Asp Val Asn Val He Pro Ala Thr Ala 

355 360 365 

<210> 18 

<211> 119 
<212> PRT 
<213> Homo sapiens 

<400> 18 

let Ser Arg Ser Val Ala Leu Ala Val Leu Ala Leu Leu Ser Leu Ser 

15 10 15 



32/177 

Gly Leu Giu Ala He Gin Arg Thr Pro Lys He Gin Val Tyr Ser Arg 
20 25 30 

His Pro Ala Glu Asn Gly Lys Ser Asn Phe Leu Asn Cys Tyr Val Ser 
35 40 45 

Gly Phe His Pro Ser Asp He Glu Val Asp Leu Leu Lys Asn Gly Glu 
50 55 60 

Arg He Glu Lys Val Glu His Ser Asp Leu Ser Phe Ser Lys Asp Trp 
65 70 • 75 80 

Ser Phe Tyr Leu Leu Tyr Tyr Thr Glu Phe Thr Pro Thr Glu Lys Asp 
85 90 95 

Glu Tyr Ala Cys Arg Val Asn His Val Thr Leu Ser Gin Pro Lys He 
100 105 110 

Val Lys Trp Asp Arg Asp let 
115 

<210> 19 
<211> 1125 
<212> DNA 
<213> Homo sapiens 
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<220> 
<221> CDS 
<222> (1)., (1125) 

<400> 19 
atg tgg ttc ttg aca act ctg ctc ctt tgg gtt oca gtt gat ggg caa 48 

let Trp Phe Leu Thr Thr Leu Leu Leu Trp Val Pro Val Asp Gly Gin 
15 10 15 

gtg gac acc aca aag gca gtg ate act ttg cag cct cca tgg gtc age 96 

Val Asp Thr Thr Lys Ala Val He Thr Leu Gin Pro Pro Trp Val Ser 

20 25 30 

gtg ttc caa gag gaa acc gta acc ttg cac tgt gag gtg ctc cat ctg 144 

Val Phe Gin Giu Glu Thr Val Thr Leu His Cys Glu Val Leu His Leu 
35 40 45 

cct ggg age age tct aca cag tgg ttt ctc aat ggc aca gcc act cag 192 
Pro Gly Ser Ser Ser Thr Gin Trp Phe Leu Asn Gly Thr Ala Thr Gin 

50 55 60 

acc teg acc ccc age tac aga ate acc tct gcc agt gtc aat gac agt 240 

Thr Ser Thr Pro Ser Tyr Arg lie Thr Ser Ala Ser Val Asn Asp Ser 
65 70 75 80 

ggt gaa tac agg tgc cag aga ggt ctc tea ggg cga agt gac COG ata 288 

Gly Glu Tyr Arg Cys Gin Arg Gly Leu Ser Gly Arg Ser Asp Pro He 
85 90 95 

cag ctg gaa ate cac aga ggc tgg eta eta ctg cag gtc tec age aga 336 

Gin Leu Glu He His Arg Gly Trp Leu Leu Leu Gin Val Ser Ser Arg 
100 105 110 

gtc ttc acg gaa gga gaa cct ctg gcc ttg agg tgt cat geg tgg aag 384 

Vai Phe Thr Glu Gly Glu Pro Leu Ala Leu Arg Cys His Ala Trp Lys 

115 120 125 



34/177 

gat aag ctg gtg tac aat gtg ctt tac tat cga aat ggc aaa gcc ttt 432 

Asp Lys Leu Val Tyr Asn Val Leu Tyr Tyr Arg Asn Gly Lys Ala Phe 
130 135 140 

aag ttt ttc cac tgg aat tct aac ctc acc att ctg aaa acc aac ata 480 
Lys Phe Phe His Trp Asn Ser Asn Leu Thr lie Leu Lys Thr Asn lie 
145 150 155 180 

agt cac aat ggc acc tac cat tgc tea ggc atg gga aag cat cgc tac 528 

Ser His Asn Gly Thr Tyr His Cys Ser Gly let Gly Lys His Arg Tyr 
165 170 175 

aca tea gca gga ata tct gtc act gtg aaa gag eta ttt cca get cca 576 

Thr Ser Ala Gly lie Ser Val Thr Val Lys Glu Leu Phe Pro Ala Pro 
180 185 190 

gtg ctg aat gca tct gtg aca tcc cca ctc ctg gag ggg aat ctg gtc 624 

Val Leu Asn Ala Ser Val Thr Ser Pro Leu Leu Glu Gly Asn Leu Val 
195 200 205 

acc ctg age tgt gaa aca aag ttg ctc ttg cag agg cct ggt ttg cag 672 

Thr Leu Ser Cys Glu Thr Lys Leu Leu Leu Gin Arg Pro Gly Leu Gin 

210 215 220 

ctt tac ttc tcc ttc tac atg ggc age aag acc ctg cga ggc agg aac 720 

Leu Tyr Phe Ser Phe Tyr let Gly Ser Lys Thr Leu Arg Gly Arg Asn 
225 230 235 240 

aca tcc tct gaa tac caa ata eta act get aga aga gaa gac tct ggg 768 

Thr Ser Ser Glu Tyr Gin He Leu Thr Ala Arg Arg Glu Asp Ser Gly 
245 250 255 

tta tac tgg tgc gag get gcc aca gag gat gga aat gtc ctt aag cgc 816 
Leu Tyr Trp Cys Glu Ala Ala Thr Glu Asp Gly Asn Val Leu Lys Arg 

260 265 270 
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age cct gag ttg gag ctt caa gtg ctt ggc ctc cag tta cca act cct 884 

Ser Pro Glu Leu Glu Leu Gin Val Leu Gly Leu Gin Leu Pro Thr Pro 
275 280 285 

gtc tgg ttt cat gtc ctt ttc tat ctg gca gtg gga ata atg ttt tta 912 

Val Trp Phe His Val Leu Phe Tyr Leu Ala Val Gly He Wet Phe Leu 
290 295 300 

gtg aac act gtt ctc tgg gtg aca ata cgt aaa gaa ctg aaa aga aag 960 

Val Asn Thr Val Leu Trp Val Thr He Arg Lys Glu Leu Lys Arg Lys 

305 310 315 320 

aaa aag tgg gat tta gaa ate tct ttg gat tct ggt cat gag aag aag 1008 
Lys Lys Trp Asp Leu Glu lie Ser Leu Asp Ser Gly His Glu Lys Lys 

325 330 335 

gta att tcc age ctt caa gaa gac aga cat tta gaa gaa gag ctg aaa 1058 
Val He Ser Ser Leu Gin Glu Asp Arg His Leu Glu Glu Glu Leu Lys 

340 345 350 

tgt cag gaa caa aaa gaa gaa cag ctg cag gaa ggg gtg cac egg aag 1104 

Cys Gin Glu Gin Lys Glu Glu Gin Leu Gin Glu Gly Val His Arg Lys 
355 360 365 

gag ccc cag ggg gcc acg tag 1125 

Glu Pro Gin Gly Ala Thr 
370 

<210> 20 
<211> 374 
<212> PRT 
<213> Homo sapiens 

<400> 20 
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Met Trp Phe Leu Thr Thr Leu Leu Leu Trp Val Pro Val Asp Gly Gin 
15 10 15 

Val Asp Thr Thr Lys Ala Val He Thr Leu Gin Pro Pro Trp Val Ser 
20 25 30 

Val Phe Gin Glu Glu Thr Val Thr Leu His Cys Glu Val Leu His Leu 
35 40 45 

Pro Gly Ser Ser Ser Thr Gin Trp Phe Leu Asn Gly Thr Ala Thr Gin 

Thr Ser Thr Pro Ser Tyr Arg He Thr Ser Ala Ser Val Asn Asp Ser 

Gly Glu Tyr Arg Cys Gin Arg Gly Leu Ser Gly Arg Ser Asp Pro He 

Gin Leu Glu He His Arg Gly Trp Leu Leu Leu Gin Val Ser Ser Arg 

100 105 110 

Val Phe Thr Glu Gly Glu Pro Leu Ala Leu Arg Cys His Ala Trp Lys 

115 120 125 

Asp Lys Leu Val Tyr Asn Val Leu Tyr Tyr Arg Asn Gly Lys Ala Phe 
130 135 140 
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Lys Phe Phe His Trp Asn Ser Asn Leu Thr lie Leu Lys Thr Asn He 
145 150 155 160 

Ser His Asn Gly Thr Tyr His Cys Ser Gly let Gly Lys His Arg Tyr 

165 170 175 

Thr Ser Ala Gly He Ser Val Thr Val Lys Glu Leu Phe Pro Ala Pro 
180 185 190 

Val Leu Asn Ala Ser Val Thr Ser Pro Leu Leu Glu Gly Asn Leu Val 
195 200 205 

Thr Leu Ser Cys Glu Thr Lys Leu Leu Leu Gin Arg Pro Gly Leu Gin 
210 215 220 

Leu Tyr Phe Ser Phe Tyr Met Gly Ser Lys Thr Leu Arg Gly Arg Asn 
225 230 235 240 

Thr Ser Ser Glu Tyr GIn He Leu Thr Ala Arg Arg Glu Asp Ser Gly 
245 250 255 

Leu Tyr Trp Cys Glu Ala Ala Thr Glu Asp Gly Asn Val Leu Lys Arg 
260 265 270 

Ser Pro Glu Leu Glu Leu Gin Val Leu Gly Leu Gin Leu Pro Thr Pro 
275 280 285 
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Val Trp Phe His Val Leu Phe Tyr Leu Ala Val Gly He Met Phe Leu 

290 295 300 

Val Asn Thr Val Leu Trp Val Thr lie Arg Lys Glu Leu Lys Arg Lys 
305 310 315 320 

Lys Lys Trp Asp Leu Glu lie Ser Leu Asp Ser Gly His Glu Lys Lys 
325 330 335 

Val He Ser Ser Leu Gin Giu Asp Arg His Leu Glu Glu Glu Leu Lys 
340 345 350 

Cys Gin Glu Gin Lys Glu Glu Gin Leu Gin Glu Gly Val His Arg Lys 
355 360 365 

Glu Pro Gin Gly Ala Thr 

370 

<210> 21 
<211> 951 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> (1).. (951) 

<400> 21 
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atg act atg gag acc caa atg tct cag aat gta tgt ccc aga aac ctg 48 

Met Thr let Glu Thr Gin let Ser Gin Asn Val Cys Pro Arg Asn Leu 

15 10 15 

tgg ctg ctt caa cca ttg aca gtt ttg ctg ctg ctg get tct gca gac 96 

Trp Leu Leu Gin Pro Leu Thr Val Leu Leu Leu Leu Ala Ser Ala Asp 
20 25 30 

agt caa get get ccc cca aag get gtg ctg aaa ctt gag ccc cog tgg 144 

Ser Gin Ala Ala Pro Pro Lys Ala Val Leu Lys Leu Glu Pro Pro Trp 
35 40 45 

ate aac gtg ctc cag gag gac tct gtg act ctg aca tgc cag ggg get 192 

He Asn Val Leu Gin Glu Asp Ser Val Thr Leu Thr Cys Gin Gly Ala 
50 55 60 

cgc age cct gag age gac tcc att cag tgg ttc cac aat ggg aat ctc 240 
Arg Ser Pro Glu Ser Asp Ser He Gin Trp Phe His Asn Gly Asn Leu 

65 70 75 80 

att CCG acc cac acg cag ccc age tac agg ttc aag gcc aac aac aat 288 
He Pro Thr His Thr Gin Pro Ser Tyr Arg Phe Lys Ala Asn Asn Asn 

85 90 95 

gac age ggg gag tac acg tgc cag act ggc cag acc age ctc age gac 336 
Asp Ser Gly Glu Tyr Thr Cys Gin Thr Gly Gin Thr Ser Leu Ser Asp 

100 105 110 

cct gtg cat ctg act gtg ctt tcc gaa tgg ctg gtg Gtc cag ace cct 384 
Pro Val His Leu Thr Val Leu Ser Glu Trp Leu Val Leu Gin Thr Pro 

115 120 125 

cac ctg gag ttc cag gag gga gaa acc ate atg ctg agg tgc cac age 432 

His Leu Glu Phe Gin Glu Gly Glu Thr He let Leu Arg Cys His Ser 
130 135 140 



40/177 

tgg aag gac aag cct ctg gtc aag gtc aca ttc ttc cag aat gga aaa 480 
Trp Lys Asp Lys Pro Leu Val Lys Val Thr Phe Phe Gin Asn Gly Lys 

145 150 155 160 

tcc cag aaa ttc tcc cat ttg gat ccc acc ttc tcc ate cca caa gca 528 

Ser Gin Lys Phe Ser His Leu Asp Pro Thr Phe Ser lie Pro Gin Ala 
165 170 175 

aac cac agt cac agt ggt gat tac cac tgc aca gga aac ata ggc tac 576 
Asn His Ser His Ser Gly Asp Tyr His Cys Thr Gly Asn He Gly Tyr 

180 185 190 

acg ctg ttc tea tcc aag cct gtg acc ate act gtc caa gtg ccc age 624 

Thr Leu Phe Ser Ser Lys Pro Val Thr Ile Thr Val Gin Val Pro Ser 
195 200 205 

atg ggc age tct tea cca atg ggg gtc att gtg get gtg gtc att gcg 672 
Met Gly Ser Ser Ser Pro Met Gly Val lie Val Ala Val Val He Ala 

210 215 220 

act get gta gca gcc att gtt get get gta gtg gcc ttg ate tac tge 720 

Thr Ala Val Ala Ala He Val Ala Ala Val Val Ala Leu lie Tyr Cys 
225 230 235 240 

agg aaa aag egg att tea gcc aat tcc act gat cct gtg aag get gcc 788 

Arg Lys Lys Arg He Ser Ala Asn Ser Thr Asp Pro Val Lys Ala Ala 
245 250 255 

caa ttt gag cca cct gga cgt caa atg att gcc ate aga aag aga caa 816 

Gin Phe Glu Pro Pro Gly Arg Gin let He Ala He Arg Lys Arg Gin 

260 265 270 

ctt gaa gaa acc aac aat gac tat gaa aca get gac ggc ggc tac atg 864 

Leu Glu Glu Thr Asn Asn Asp Tyr Glu Thr Ala Asp Gly Gly Tyr let 
275 280 285 
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act ctg aac ccc agg gca cct act gac gat gat aaa aac ate tac ctg 912 

Thr Leu Asn Pro Arg Ala Pro Thr Asp Asp Asp Lys Asn lie Tyr Leu 
290 295 300 

act ctt cct ccc aac gac cat gtc aac agt aat aac taa 951 

Thr Leu Pro Pro Asn Asp His Val Asn Ser Asn Asn 
305 ' 310 315 

<210> 22 
<211> 316 

<212> PRT 
<213> Homo sapiens 

<40Q> 22 

let Thr let Glu Thr Gin Met Ser Gin Asn Val Cys Pro Arg Asn Leu 
15 10 15 

Trp Leu Leu Gin Pro Leu Thr Val Leu Leu Leu Leu Ala Ser Ala Asp 
20 25 30 

Ser Gin Ala Ala Pro Pro Lys Ala Val Leu Lys Leu Glu Pro Pro Trp 
35 40 45 

He Asn Val Leu Gin Glu Asp Ser Val Thr Leu Thr Cys Gin Gly Ala 

50 55 60 

Arg Ser Pro Glu Ser Asp Ser He Gin Trp Phe His Asn Gly Asn Leu 
65 70 75 80 
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lie Pro Thr His Thr Gin Pro Ser Tyr Arg Phe Lys Ala Asn Asn Asn 
85 90 95 

Asp Ser Gly Glu Tyr Thr Cys Gin Thr Gly Gin Thr Ser Leu Ser Asp 
100 105 110 

Pro Val His Leu Thr Val Leu Ser Glu Trp Leu Val Leu Gin Thr Pro 

115 120 125 

His Leu Glu Phe Gin Glu Gly Glu Thr He Met Leu Arg Cys His Ser 
130 135 140 

Trp Lys Asp- Lys Pro Leu Val Lys Val Thr Phe Phe Gin Asn Gly Lys 
145 150 155 180 

Ser Gin Lys Phe Ser His Leu Asp Pro Thr Phe Ser He Pro Gin Ala 
165 170 175 

Asn His Ser His Ser Gly Asp Tyr His Cys Thr Gly Asn He Gly Tyr 
180 185 190 

Thr Leu Phe Ser Ser Lys Pro Val Thr He Thr Val Gin Val Pro Ser 
195 200 205 

let Gly Ser Ser Ser Pro let Gly Val He Val Ala Val Val He Ala 

210 215 220 
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Thr Ala Va! Ala Ala He Val Ala Ala Val Val Ala Leu He Tyr Cys 
225 230 235 240 

Arg Lys Lys Arg He Ser Ala Asn Ser Thr Asp Pro Val Lys Ala Ala 
245 250 255 

Gin Phe Glu Pro Pro Gly Arg Gin let He Ala He Arg Lys Arg Gin 
260 265 270 

Leu Glu Glu Thr Asn Asn Asp Tyr Glu Thr Ala Asp Gly Gly Tyr let 
275 280 285 

Thr Leu Asn Pro Arg Ala Pro Thr Asp Asp Asp Lys Asn He Tyr Leu 
290 295 300 

Thr Leu Pro Pro Asn Asp His Val Asn Ser Asn Asn 
305 310 315 

<210> 23 
<211> 878 

<212> DMA 
<213> Homo sapiens 

<220> 

<221 > CDS 
<222> (1)., (876) 

<400> 23 
atg gga ate ctg tea ttc tta cct gtc ctt gcc act gag agt gac tgg 
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Met Gly lie Leu Ser Phe Leu Pro Val Leu Ala Thr Glu Ser Asp Trp 
15 10 15 

get gac tgc aag tcc ccc cag cct tgg ggt cat atg ctt ctg tgg aca 96 

Ala Asp Cys Lys Ser Pro Gin Pro Trp Gly His let Leu Leu Trp Thr 
20 25 30 

get gtg eta ttc ctg get cct gtt get ggg aca cet gca get ccc eca 144 

Ala Val Leu Phe Leu Ala Pro Val Ala Gly Thr Pro Ala Ala Pro Pro 
35 40 45 

aag get gtg ctg aaa ctc gag ccc cag tgg ate aac gtg ctc cag gag 192 
Lys Ala Val Leu Lys Leu Glu Pro Gin Trp He Asn Val Leu Gin Glu 

50 55 80 

gac tct gtg act ctg aca tgc egg ggg act cac age cct gag age gac 240 

Asp Ser Val Thr Leu Thr Cys Arg Gly Thr His Ser Pro Glu Ser Asp 
85 70 75 80 

tcc att cag tgg ttc cac aat ggg aat ctc att ccc acc cac acg cag 288 

Ser lie GIn Trp Phe His Asn Gly Asn Leu lie Pro Thr His Thr Gin 
85 90 95 

ccc age tac agg ttc aag gcc aac aac aat gac age ggg gag tac acg 336 
Pro Ser Tyr Arg Phe Lys Ala Asn Asn Asn Asp Ser Gly Glu Tyr Thr 

100 105 110 

tge cag act ggc cag acc age cte age gae cet gtg cat ctg act gtg 384 
Cys Gin Thr Gly Gin Thr Ser Leu Ser Asp Pro Val His Leu Thr Val 

115 120 125 

ctt tct gag tgg ctg gtg ctc cag acc cct cac ctg gag ttc cag gag 432 
Leu Ser Glu Trp Leu Val Leu Gin Thr Pro His Leu Glu Phe Gin Glu 

130 135 140 

gga gaa aec ate gtg ctg agg tgc cae ago tgg aag gac aag cet ctg 480 
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Gly Glu Thr He Val Leu Arg Cys His Ser Trp Lys Asp Lys Pro Leu 
145 150 155 160 

gtc aag gtc aca ttc ttc cag aat gga aaa tcc aag aaa ttt tcc cgt 528 
Val Lys Val Thr Phe Phe Gin Asn Gly Lys Ser Lys Lys Phe Ser Arg 

185 170 175 

teg gat ccc aac ttc tcc ate cca caa gca aac cac agt cac agt ggt 576 

Ser Asp Pro Asn Phe Ser lie Pro Gin Ala Asn His Ser His Ser Gly 
180 185 190 

gat tac cac tgc aca gga aac ata ggc tac acg ctg tac tea toe aag 624 
Asp Tyr His Cys Thr Gly Asn lie Gly Tyr Thr Leu Tyr Ser Ser Lys 

195 200 205 

cet gtg aec ate act gtc caa get ccc age tet tea cog atg ggg ate 672 

Pro Val Thr He Thr Val Gin Ala Pro Ser Ser Ser Pro Met Gly He 
210 215 220 

att gtg get gtg gtc act ggg att get gta gcg gcc att gtt get get 720 

He Val Ala Val Val Thr Gly He Ala Val Ala Ala lie Val Ala Ala 
225 230 235 240 

gta gtg gee ttg ate tac tgc agg aaa aag egg att tea gcc aat ccc 768 
Val Val Ala Leu He Tyr Cys Arg Lys Lys Arg lie Ser Ala Asn Pro 

245 250 255 

act aat cct gat gag get gac aaa gtt ggg get gag aac aca ate acc 816 

Thr Asn Pro Asp Glu Ala Asp Lys Val Gly Ala Glu Asn Thr He Thr 
260 265 270 

tat tea ctt ctc atg cac ccg gat get ctg gaa gag cct gat gac cag 864 

Tyr Ser Leu Leu let His Pro Asp Ala Leu Glu Glu Pro Asp Asp Gin 
275 280 285 

aae egt att tag 876 
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Asn Arg Ile 
290 

<210> 24 
<211> 291 
<212> PRT 
<213> Homo sapiens 

<400> 24 

let Gly He Leu Ser Phe Leu Pro Val Leu Ala Thr Glu Ser Asp Trp 
15 10 15 

Ala Asp Cys Lys Ser Pro Gin Pro Trp Gly His let Leu Leu Trp Thr 

Ala Val Leu Phe Leu Ala Pro Val Ala Gly Thr Pro Ala Ala Pro Pro 

Lys Ala Val Leu Lys Leu Glu Pro Gin Trp lie Asn Val Leu Gin Glu 

Asp Ser Val Thr Leu Thr Cys Arg Gly Thr His Ser Pro Glu Ser Asp 

Ser He Gin Trp Phe His Asn Gly Asn Leu lie Pro Thr His Thr Gin 

Pro Ser Tyr Arg Phe Lys Ala Asn Asn Asn Asp Ser Gly Glu Tyr Thr 
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100 105 110 

Cys Gin Thr Gly Gin Thr Ser Leu Ser Asp Pro Val His Leu Thr Val 

115 120 125 

Leu Ser Glu Trp Leu Val Leu Gin Thr Pro His Leu Glu Phe Gin Glu 
130 135 140 

Gly Glu Thr lie Val Leu Arg Cys His Ser Trp Lys Asp Lys Pro Leu 
145 150 155 160 

Val Lys Val Thr Phe Phe Gin Asn Gly Lys Ser Lys Lys Phe Ser Arg 

165 170 175 

Ser Asp Pro Asn Phe Ser He Pro Gin Ala Asn His Ser His Ser Gly 
180 185 190 

Asp Tyr His Cys Thr Gly Asn lie Gly Tyr Thr Leu Tyr Ser Ser Lys 

195 200 205 

Pro Val Thr He Thr Vai Gin Ala Pro Ser Ser Ser Pro Met Gly lie 

210 215 220 

He Val Ala Val Val Thr Gly He Ala Val Ala Ala He Val Ala Ala 
225 230 235 240 

Val Val Ala Leu He Tyr Cys Arg Lys Lys Arg lie Ser Ala Asn Pro 
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Thr Asn Pro Asp Slu Ala Asp Lys Val Gly Ala Glu Asn Thr He Thr 
260 265 270 

Tyr Ser Leu Leu let His Pro Asp Ala Leu Glu Glu Pro Asp Asp Gin 
275 280 285 

Asn Arg Lie 
290 

<210> 25 

<211> 765 
<212> DNA 
<213> Homo sapiens 

<22Q> 
<221> CDS 
<222> (1).. (765) 

<400> 25 
atg tgg cag ctg ctc ctc cca act get ctg eta ett eta gtt tea get 
let Trp Gin Leu Leu Leu Pro Thr Ala Leu Leu Leu Leu Val Ser Ala 

15 10 15 

ggc atg egg act gaa gat ctc cca aag get gtg gtg ttc ctg gag cct 

Gly let Arg Thr Glu Asp Leu Pro Lys Ala Val Vai Phe Leu Glu Pro 
20 25 30 

caa tgg tac agg gtg ctc gag aag gac agt gtg aet etg aag tgc cag 

Gin Trp Tyr Arg Val Leu Glu Lys Asp Ser Val Thr Leu Lys Cys Gin 
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35 40 45 

gga gcc tac tcc cct gag gac aat tcc aca cag tgg ttt cac aat gag 192 

Gly Ala Tyr Ser Pro Slu Asp Asn Ser Thr Gin Trp Phe His Asn Glu 
50 55 60 

age ctc ate tea age cag gee teg age tac ttc att gac get gcc aca 240 
Ser Leu He Ser Ser Gin Ala Ser Ser Tyr Phe lie Asp Ala Ala Thr 
65 70 75 80 

gtt gac gac agt gga gag tac agg tgc cag aca aac ctc tcc acc ctc 288 

Val Asp Asp Ser Gly Glu Tyr Arg Cys Gin Thr Asn Leu Ser Thr Leu 
85 90 95 

agt gac ccg gtg cag eta gaa gtc cat ate ggc tgg ctg ttg ctc cag 336 

Ser Asp Pro Val Gin Leu Glu Val His He Gly Trp Leu Leu Leu Gin 
100 105 110 

gcc cct egg tgg gtg ttc aag gag gaa gac cct att cac ctg agg tgt 384 

Ala Pro Arg Trp Val Phe Lys Glu Glu Asp Pro He His Leu Arg Cys 

115 120 125 

cac age tgg aag aac act get ctg cat aag gtc aca tat tta cag aat 432 

His Ser Trp Lys Asn Thr Ala Leu His Lys Val Thr Tyr Leu Gin Asn 
130 135 140 

ggc aaa ggc agg aag tat ttt cat cat aat tct gac ttc tae att cca 480 
Gly Lys Gly Arg Lys Tyr Phe His His Asn Ser Asp Phe Tyr He Pro 

145 150 155 160 

aaa gcc aca ctc aaa gac age ggc tcc tac ttc tge agg ggg ctt gtt 528 
Lys Ala Thr Leu Lys Asp Ser Gly Ser Tyr Phe Cys Arg Gly Leu Val 

165 170 175 

ggg agt aaa aat gtg tct tea gag act gtg aac ate acc ate act caa 576 

Gly Ser Lys Asn Val Ser Ser Glu Thr Val Asn He Thr He Thr Gin 
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180 185 190 

ggt ttg tea gtg tea acc ate tea tea ttc ttt cca cct ggg tac caa 624 
Gly Leu Ser Val Ser Thr lie Ser Ser Phe Phe Pro Pro Gly Tyr Gin 

195 200 205 

gtc tct ttc tgc ttg gtg atg gta ctc ett ttt gca gtg gac aca gga 672 

Val Ser Phe Cys Leu Val Met Val Leu Leu Phe Ala Val Asp Thr Gly 
210 215 220 

eta tat ttc tct gtg aag aca aac att cga age tea aca aga gac tgg 720 

Leu Tyr Phe Ser Val Lys Thr Asn He Arg Ser Ser Thr Arg Asp Trp 

225 230 235 240 

aag gac cat aaa ttt aaa tgg aga aag gac cct eaa gac aaa tga 765 
Lys Asp His Lys Phe Lys Trp Arg Lys Asp Pro Gin Asp Lys 

245 250 

<210> 26 

<211> 254 
<212> PRT 
<213> Homo sapiens 

<400> 26 

let Trp Gin Leu Leu Leu Pro Thr Ala Leu Leu Leu Leu Val Ser Ala 
15 10 15 

Gly let Arg Thr Glu Asp Leu Pro Lys Ala Val Val Phe Leu Giu Pro 
20 25 30 

Gin Trp Tyr Arg Val Leu Glu Lys Asp Ser Val Thr Leu Lys Cys Gin 
35 40 45 
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Gly Ala Tyr Ser Pro Glu Asp Asn Ser Thr Gin Trp Phe His Asn Glu 

50 55 60 

Ser Leu He Ser Ser Gin Ala Ser Ser Tyr Phe He Asp Ala Ala Thr 
65 70 75 80 

Val Asp Asp Ser Gly Glu Tyr Arg Cys Gin Thr Asn Leu Ser Thr Leu 

85 90 95 

Ser Asp Pro Val Gin Leu Glu Val His He Gly Trp Leu Leu Leu Gin 
100 105 110 

Ala Pro Arg Trp Vai Phe Lys Glu Glu Asp Pro lie His Leu Arg Cys 
115 120 125 

His Ser Trp Lys Asn Thr Ala Leu His Lys Val Thr Tyr Leu Gin Asn 
130 135 140 

Giy Lys Gly Arg Lys Tyr Phe His His Asn Ser Asp Phe Tyr He Pro 
145 150 155 160 

Lys Ala Thr Leu Lys Asp Ser Gly Ser Tyr Phe Cys Arg Gly Leu Val 

165 170 175 

Gly Ser Lys Asn Val Ser Ser Glu Thr Val Asn He Thr He Thr Gin 
180 185 190 



52/177 

Gly Leu Ser Val Ser Thr He Ser Ser Phe Phe Pro Pro Gly Tyr Gin 
195 200 205 

Val Ser Phe Cys Leu Val Met Val Leu Leu Phe Ala Val Asp Thr Gly 
210 215 220 

Leu Tyr Phe Ser Vai Lys Thr Asn He Arg Ser Ser Thr Arg Asp Trp 

225 230 ' 235 240 

Lys Asp His Lys Phe Lys Trp Arg Lys Asp Pro Gin Asp Lys 

245 250 

<210> 27 
<211> 702 

<212> DNA 
<213> Homo sapiens 

<220> 
<221 > CDS 
<222> (15.. (702) 

<400> 27 
atg tgg oag ctg ctc ctc cca act get ctg eta ctt eta gtt tea get 48 

let Trp Gin Leu Leu Leu Pro Thr Ala Leu Leu Leu Leu Val Ser Ala 
1 5 10 15 

ggc atg egg act gaa gat ctc cca aag get gtg gtg ttc ctg gag cct 98 

Gly let Arg Thr Glu Asp Leu Pro Lys Ala Val Val Phe Leu Glu Pro 
20 25 30 
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caa tgg tac age gtg ctt gag aag gac agt gtg act ctg aag tgc cag 144 

Gin Trp Tyr Ser Val Leu Glu Lys Asp Ser Val Thr Leu Lys Cys Gin 
35 40 45 

gga gcc tac tcc cct gag gac aat tcc aca cag tgg ttt cac aat gag 192 

Gly Ala Tyr Ser Pro Glu Asp Asn Ser Thr Gin Trp Phe His Asn Glu 
50 55 60 

age ctc ate tea age cag gcc teg age tac ttc att gac get gcc aca 240 

Ser Leu lie Ser Ser Gin Ala Ser Ser Tyr Phe lie Asp Ala Ala Thr 
65 70 75 80 

gtc aac gac agt gga gag tac agg tgc cag aca aac ctc tcc acc ctc 288 

Val Asn Asp Ser Qly Glu Tyr Arg Cys Gin Thr Asn Leu Ser Thr Leu 
85 90 95 

agt gac ccg gtg cag eta gaa gtc cat ate ggc tgg ctg ttg ctc cag 336 

Ser Asp Pro Val Gin Leu Glu Val His He Gly Trp Leu Leu Leu Gin 
100 105 110 

gcc cct egg tgg gtg ttc aag gag gaa gac cct att cac ctg agg tgt 384 
Ala Pro Arg Trp Val Phe Lys Glu Glu Asp Pro He His Leu Arg Cys 

115 120 125 

cac age tgg aag aac act get etg eat aag gtc aca tat tta cag aat 432 

His Ser Trp Lys Asn Thr Ala Leu His Lys Val Thr Tyr Leu Gin Asn 
130 135 140 

gge aaa gac agg aag tat ttt cat cat aat tct gac ttc cac att cca 480 

Gly Lys Asp Arg Lys Tyr Phe His His Asn Ser Asp Phe His He Pro 
145 150 155 160 

aaa gcc aca ctc aaa gat age ggc tcc tac ttc tgc agg ggg ctt gtt 528 
Lys Ala Thr Leu Lys Asp Ser Gly Ser Tyr Phe Cys Arg Gly Leu Val 

165 170 175 
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ggg agt aaa aat gtg tct tea gag act gtg aac ate acc ate act caa 576 

Gly Ser Lys Asn Val Ser Ser Glu Thr Val Asn lie Thr He Thr Gin 
180 185 190 

ggt ttg gca gtg tea acc ate tea tea ttc tct cca cct ggg tac caa 624 

Gly Leu Ala Val Ser Thr He Ser Ser Phe Ser Pro Pro Gly Tyr Gin 
195 200 205 

gtc tct ttc tgc ttg gtg atg gta ctc ctt ttt gca gtg gac aca gga 672 
Val Ser Phe Cys Leu Val Met Val Leu Leu Phe Ala Val Asp Thr Gly 

210 215 220 

eta tat ttc tct gtg aag aca aac att tga 702 
Leu Tyr Phe Ser Val Lys Thr Asn lie 
225 230 

<210> 28 

<211> 233 

<212> PRT 
<213> Homo sapiens 

<400> 28 

let Trp Gin Leu Leu Leu Pro Thr Ala Leu Leu Leu Leu Val Ser Ala 
15 10 15 

Gly let Arg Thr Glu Asp Leu Pro Lys Ala Val Val Phe Leu Glu Pro 

20 25 30 

Gin Trp Tyr Ser Val Leu Glu Lys Asp Ser Val Thr Leu Lys Cys Gin 
35 40 45 
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Gly Ala Tyr Ser Pro Glu Asp Asn Ser Thr Gin Trp Phe His Asn Glu 
50 55 60 

Ser Leu He Ser Ser Gin Ala Ser Ser Tyr Phe lie Asp Ala Ala Thr 
85 70 75 80 

Val Asn Asp Ser Gly Glu Tyr Arg Cys Gin Thr Asn Leu Ser Thr Leu 
85 90 95 

Ser Asp Pro Val Gin Leu Glu Val His He Gly Trp Leu Leu Leu Gin 
100 105 110 

Ala Pro Arg Trp Val Phe Lys Glu Glu Asp Pro lie His Leu Arg Cys 
115 120 125 

His Ser Trp Lys Asn Thr Ala Leu His Lys Val Thr Tyr Leu Gin Asn 
130 135 140 

Gly Lys Asp Arg Lys Tyr Phe His His Asn Ser Asp Phe His lie Pro 
145 150 155 160 

Lys Ala Thr Leu Lys Asp Ser Gly Ser Tyr Phe Cys Arg Gly Leu Val 

165 170 175 

Gly Ser Lys Asn Val Ser Ser Glu Thr Val Asn He Thr He Thr Gin 
180 185 190 
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Gly Leu Ala Val Ser Thr lie Ser Ser Phe Ser Pro Pro Gly Tyr Gin 
195 200 205 

Val Ser Phe Cys Leu Val let Va! Leu Leu Phe Ala Val Asp Thr Gly 

210 215 220 

Leu Tyr Phe Ser Val Lys Thr Asn lie 
225 230 

<210> 29 

<211> 4 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> an artificially synthesized sequence 

<400> 29 

Gly Gly Qly Ser 

1 

<210> 30 

<211> 4 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> an artificially synthesized sequence 

<400> 30 
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Ser Gly Gly Gly 

1 

<210> 31 
<211> 5 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> an artificially synthesized sequence 

<400> 31 

Gly Gly Gly Gly Ser 

1 - 5 

<210> 32 
<211> 5 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> an artificially synthesized sequence 

<400> 32 

Ser Gly Gly Gly Gly 

1 5 

<210> 33 
<211> 6 

<212> PRT 
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<213> Artificial Sequence 

<22Q> 
<223> an artificially synthesized sequence 

<400> 33 

Gly Gly Gly Gly Gly Ser 

1 5 

<210> 34 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> an artificially synthesized sequence 

<400> 34 

Ser Sly Giy Gly Gly Gly 

1 5 

<210> 35 
<211> 7 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> an artificially synthesized sequence 

<400> 35 

Gly Gly Gly Gly Gly Gly Ser 
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1 5 

<210> 36 
<211> 7 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> an artificially synthesized sequence 

<400> 36 

Ser Gly Gly Gly Gly Gly Gly 

1 5 

<210> 37 
<211> 450 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> an artificially synthesized sequence 

<400> 37 

Glu Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ser 
15 10 15 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Ser Tyr 

20 25 30 

Ala He Ser Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp let 
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Gly Gly He He Pro He Phe Gly Thr Ala Asn Tyr Ala Gin Lys Phe 

Gin Gly Arg Val Thr He Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr 
65 70 75 80 

let Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys 

Ala Arg Val Ala Pro Gly Asn Trp Gly Ser Pro Tyr Phe Asp Tyr Trp 
100 105 110 

Gly Gin Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro 
115 120 125 

Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr 
130 135 140 

Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr 

145 150 155 160 

Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro 
165 170 175 

Ala Val Leu Gin Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr 
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180 190 

Val Pro Ser Ser Ser Leu Gly Thr Gin Thr Tyr He Cys Asn Val Asn 
195 200 205 

His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser 
210 215 220 

Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu 
225 230 235 240 

Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu 

245 250 255 

let He Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser 
260 265 270 

His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu 
275 280 285 

Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin Tyr Asn Ser Thr 
290 295 300 

Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gin Asp Trp Leu Asn 
305 310 315 320 

Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro 
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He Glu Lys Thr lie Ser Lys Ala Lys Gly Gin Pro Arg Glu Pro Gin 

Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gin Val 
355 360 365 

Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp He Ala Val 
370 375 380 

Glu Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro 

Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr 

405 410 415 

Val Asp Lys Ser Arg Trp Gin Gin Gly Asn Val Phe Ser Gys Ser Val 

let His Glu Ala Leu His Asn His Tyr Thr Gin Lys Ser Leu Ser Leu 
435 440 445 

Ser Pro 
450 

<210> 38 
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<211 > 214 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> an artificially synthesized sequence 

<400> 38 

Asp He Gin let Thr Gin Ser Pro Ser Ser Leu Ser Ala Ser Val Gly 
1.5 10 15 

Asp Arg Val Thr lie Thr Cys Arg Ala Ser Gin Ser He Glu Asp Asp 
20 25 30 

Leu Ala Trp Tyr Gin Gin Lys Pro Gly Lys Ala Pro Lys Leu Leu He 
35 40 45 

Tyr Glu Ala Ser Ser Leu Gin Ser Gly Val Pro Ser Arg Phe Ser Gly 
50 55 60 

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr He Ser Ser Leu Gin Pro 
65 70 75 80 

Glu Asp Phe Ala Thr Tyr Tyr Gys Gin Gin Arg Asp Ser Ser Pro Leu 
85 90 95 

Thr Phe Gly Gin Gly Thr Lys Val Glu He Lys Arg Thr Val Ala Ala 
100 105 110 
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Pro Ser Val Phe He Phe Pro Pro Ser Asp Glu Gin Leu Lys Ser Gly 

115 120 125 

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala 
130 135 140 

Lys Val Gin Trp Lys Val Asp Asn Ala Leu Gin Ser Gly Asn Ser Gin 

145 150 155 160 

Glu Ser Vai Thr Glu Gin Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser 
165 170 175 

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr 
180 185 190 

Ala Cys Glu Val Thr His Gin Gly Leu Ser Ser Pro Val Thr Lys Ser 
195 200 205 

Phe Asn Arg Gly Glu Cys 
210 

<210> 39 
<211 > 451 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> an artificially synthesized sequence 
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<400> 39 

Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ser 

15 10 15 

Ser Val Lys Val Ser Oys Lys Ala Ser Gly Gly Thr Phe Ser Ser Tyr 
20 25 30 

Ala He Ser Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 

Gly Gly He lie Pro lie Phe Gly Thr Ala Asn Tyr Ala Gin Lys Phe 
50 55 60 

Gin Gly Arg Val Thr He Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr 

65 70 75 80 

let Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Pro Arg Trp Glu Thr Ala lie Ser Ser Asp Ala Phe Asp He 
100 105 110 

Trp Gly Gin Gly Thr Met Val Thr Val Ser Ser Ala Ser Thr Lys Gly 
115 120 125 

Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly 
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130 135 140 

Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val 

Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe 
165 170 175 

Pro Ala Val Leu Gin Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Vai 
180 185 190 

Thr Val Pro Ser Ser Ser Leu Gly Thr Gin Thr Tyr lie Cys Asn Val 

195 200 205 

Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys 

210 215 220 

Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu 

Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr 

Leu let He Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val 
260 265 270 

Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val 
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Glu Val His Asn Aia Lys Thr Lys Pro Arg Glu Glu Gin Tyr Asn Ser 

Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gin Asp Trp Leu 
305 310 315 320 

Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala 
325 330 335 

Pro He Glu Lys Thr He Ser Lys Ala Lys Gly Gin Pro Arg Glu Pro 
340 345 350 

Gin Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gin 
355 360 365 

Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp He Ala 

Val Glu Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr 

Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu 

405 410 415 

Thr Val Asp Lys Ser Arg Trp Gin Gin Gly Asn Val Phe Ser Cys Ser 
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420 425 430 

Val Met His Glu Ala Leu His Asn His Tyr Thr Gin Lys Ser Leu Ser 

435 440 445 

Leu Ser Pro 
450 

<210> 40 
<211> 214 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> an artificially synthesized sequence 

<400> 40 

Asp He Gin let Thr Gin Ser Pro Ser Ser Leu Ser Ala Ser Val Gly 
15 10 15 

Asp Arg Val Thr lie Thr Cys Arg Ala Ser Gin Ser lie Ser Asp Asp 

20 25 30 

Leu Asn Trp Tyr Gin Gin Lys Pro Gly Lys Ala Pro Lys Leu Leu He 
35 40 45 

Tyr Glu Ala Ser Asn Leu Gin Ser Gly Val Pro Ser Arg Phe Ser Gly 
50 55 60 
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Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr lie Ser Ser Leu Gin Pro 
65 70 75 80 

Glu Asp Phe Ala Thr Tyr Tyr Cys Gin Gin His Ser Ser Ser Pro Leu 
85 90 95 

Thr Phe Gly Gin Gly Thr Lys Val Glu lie Lys Arg Thr Val Ala Ala 
100 105 110 

Pro Ser Val Phe He Phe Pro Pro Ser Asp Glu Gin Leu Lys Ser Gly 

115 120 125 

Thr Ala Ser Val Val Gys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala 
130 135 140 

Lys Val Gin Trp Lys Val Asp Asn Ala Leu Gin Ser Gly Asn Ser Gin 
145 150 155 160 

Glu Ser Val Thr Glu Gin Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser 

165 170 175 

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr 
180 185 190 

Ala Cys Glu Val Thr His Gin Gly Leu Ser Ser Pro Val Thr Lys Ser 
195 200 205 
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Phe Asn Arg Gly Glu Cys 

210 

<210> 41 
<211 > 451 
<212> PRT 
<213> Artificial Sequence 

<220> 

<223> an artificially synthesized sequence 

<400> 41 

Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ser 

15 10 15 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Sly Thr Phe Ser Ser Tyr 

20 25 30 

Ala He Ser Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp let 
35 40 45 

Gly Gly He He Pro He Phe Gly Thr Ala Asn Tyr Ala Gin Lys Phe 
50 55 60 

Gin Gly Arg Val Thr He Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr 
65 70 75 80 

let Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Gys 
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Ala Arg Pro Arg Trp Glu Thr Ala He Ser Ser Asp Ala Phe Asp He 

100 105 110 

Trp Gly Gin Gly Thr let Val Thr Val Ser Ser Ala Ser Thr Lys Gly 

115 120 125 

Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly 

130 135 140 

Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val 
145 150 155 160 

Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe 
165 170 175 

Pro Ala Val Leu Gin Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val 

Thr Val Pro Ser Ser Ser Leu Gly Thr Gin Thr Tyr He Cys Asn Val 
195 200 205 

Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys 

210 215 220 

Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu 
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Leu 61y Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr 

Leu Met He Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val 
260 265 270 

Ser His Slu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val 
275 280 285 

Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin Tyr Asn Ser 
290 295 300 

Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gin Asp Trp Leu 
305 310 315 320 

Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala 

Pro He Glu Lys Thr lie Ser Lys Ala Lys Gly Gin Pro Arg Glu Pro 
340 345 350 

Gin Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gin 
355 360 365 

Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp He Ala 
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370 

Val Glu Trp Glu Ser Asn Giy Gin Pro Glu Asn Asn Tyr Lys Thr Thr 
385 390 395 400 

Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu 
405 410 415 

Thr Val Asp Lys Ser Arg Trp Gin Gin Gly Asn Val Phe Ser Cys Ser 
420 425 430 

Val Met His Glu Ala Leu His Trp His Tyr Thr Gin Lys Ser Leu Ser 
435 440 445 

Leu Ser Pro 

450 

<210> 42 
<211> 451 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> an artificially synthesized sequence 

<400> 42 

Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ser 

15 10 15 
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Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Ser Tyr 

20 25 30 

Ala He Ser Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Giu Trp Met 
35 40 45 

Gly Gly lie lie Pro lie Phe Gly Thr Ala Asn Tyr Ala Gin Lys Phe 

50 55 60 

Gin Gly Arg Val Thr lie Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr 
65 70 75 80 

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Pro Arg Trp Glu Thr Ata He Ser Ser Asp Ala Phe Asp He 

100 105 110 

Trp Gly Gin Gly Thr let Val Thr Val Ser Ser Ala Ser Thr Lys Gly 
115 120 125 

Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly 
130 135 140 

Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val 

145 150 155 160 
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Thr Vai Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe 
165 170 175 

Pro Ala Val Leu Gin Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val 

180 185 190 

Thr Val Pro Ser Ser Ser Leu Gly Thr Gin Thr Tyr lie Cys Asn Val 
195 200 205 

Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys 

210 215 220 

Ser Gys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu 
225 230 235 240 

Arg Gly Gly Pro Lys Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr 
245 250 255 

Leu let He Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val 
260 285 270 

Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val 
275 280 285 

Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin Tyr Asn Ser 
290 295 300 
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Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gin Asp Trp Leu 

305 310 315 320 

Asn Gly Lys Glu Tyr Lys Cys Lys Vai Ser Asn Lys Ala Leu Pro Ala 

325 330 335 

Pro He Glu Lys Thr lie Ser Lys Ala Lys Gly Gin Pro Arg Glu Pro 
340 345 350 

Gin Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gin 
355 360 365 

Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp He Ala 
370 375 380 

Val Glu Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr 
385 390 395 400 

Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu 

405 410 415 

Thr Val Asp Lys Ser Arg Trp Gin Gin Gly Asn Val Phe Ser Cys Ser 
420 425 430 

Val let His Glu Ala Leu His Asn His Tyr Thr Gin Lys Ser Leu Ser 
435 440 445 
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Leu Ser Pro 

450 

<210> 43 
<211> 543 
<212> PRT 
<213> Artificial Sequence 

<220> 

<223> an artificially synthesized sequence 

<40Q> 43 

Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 
15 10 15 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asp Tyr 

20 25 30 

Glu Met His Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp let 
35 40 45 

Gly Ala Leu Asp Pro Lys Thr Gly Asp Thr Ala Tyr Ser Gin Lys Phe 
50 55 60 

Lys Gly Arg Val Thr Leu Thr Ala Asp Lys Ser Thr Ser Thr Ala Tyr 
65 70 75 80 

Met Slu Leu Ser Ser Leu Thr Ser Glu Asp Thr Ala Val Tyr Tyr Cys 



78/177 

Thr Arg Phe Tyr Ser Tyr Thr Tyr Trp Gly Gin Sly Thr Leu Val Thr 
100 105 110 

Val Ser Ser Ala Ser Thr Gin Ser Pro Ser Val Phe Pro Leu Thr Arg 
115 120 125 

Cys Cys Lys Asn Ile Pro Ser Asn Ala Thr Ser Val Thr Leu Gly Cys 
130 135 140 

Leu Ala Thr Gly Tyr Phe Pro Glu Pro Val Met Val Thr Trp Asp Thr 
145 150 155 160 

Gly Ser Leu Asn Gly Thr Thr let Thr Leu Pro Ala Thr Thr Leu Thr 

165 170 175 

Leu Ser Gly His Tyr Ala Thr Ile Ser Leu Leu Thr Val Ser Gly Ala 
180 185 190 

Trp Ala Lys Gin let Phe Thr Gys Arg Val Ala His Thr Pro Ser Ser 

Thr Asp Trp Va! Asp Asn Lys Thr Phe Ser Val Cys Ser Arg Asp Phe 
210 215 220 

Thr Pro Pro Thr Val Lys He Leu Gin Ser Ser Cys Asp Gly Gly Gly 
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225 230 235 240 

His Phe Pro Pro Thr lie Gin Leu Leu Cys Leu Val Ser Gly Tyr Thr 
245 250 255 

Pro Gly Thr Ile Asn Ile Thr Trp Leu Glu Asp Gly Gin Val let Asp 

260 265 270 

Val Asp Leu Ser Thr Ala Ser Thr Thr Gin Glu Gly Glu Leu Ala Ser 
275 280 285 

Thr Gin Ser Glu Leu Thr Leu Ser Gin Lys His Trp Leu Ser Asp Arg 
290 295 300 

Thr Tyr Thr Cys Gin Val Thr Tyr Gin Gly His Thr Phe Glu Asp Ser 
305 310 315 320 

Thr Lys Lys Cys Ala Asp Ser Asn Pro Arg Gly Val Ser Ala Tyr Leu 
325 330 335 

Ser Arg Pro Ser Pro Phe Asp Leu Phe He Arg Lys Ser Pro Thr lie 
340 345 350 

Thr Cys Leu Val Val Asp Leu Ala Pro Ser Lys Gly Thr Val Asn Leu 
355 360 385 

Thr Trp Ser Arg Ala Ser Gly Lys Pro Val Asn His Ser Thr Arg Lys 
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370 

Glu Glu Lys Gin Arg Asn Gly Thr Leu Thr Val Thr Ser Thr Leu Pro 

Val Gly Thr Arg Asp Trp Ile Glu Gly Glu Thr Tyr Gin Cys Arg Val 
405 410 415 

Thr His Pro His Leu Pro Arg Ala Leu let Arg Ser Thr Thr Lys Thr 
420 425 430 

Ser Gly Pro Arg Ala Ala Pro Glu Val Tyr Ala Phe Ala Thr Pro Glu 
435 440 445 

Trp Pro Gly Ser Arg Asp Lys Arg Thr Leu Ala Cys Leu lie Gin Asn 

Phe let Pro Glu Asp Ile Ser Val Gin Trp Leu His Asn Glu Val Gin 
485 470 475 480 

Leu Pro Asp Ala Arg His Ser Thr Thr Gin Pro Arg Lys Thr Lys Gly 

Ser Gly Phe Phe Val Phe Ser Arg Leu Glu Val Thr Arg Ala Glu Trp 
500 505 510 

Glu Gin Lys Asp Glu Phe lie Cys Arg Ala Val His Glu Ala Ala Ser 
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515 520 525 

Pro Ser Gin Thr Val Gin Arg Ala Val Ser Val Asn Pro Gly Lys 
530 535 540 

<210> 44 

<211> 219 

<212> PRT 
<213> Artificial Sequence 

<220> 
<223> an artificially synthesized sequence 

<400> 44 

Asp Val Val Met Thr Gin Ser Pro Leu Ser Leu Pro Val Thr Pro Gly 

15 10 15 

Glu Pro Ala Ser lie Ser Cys Arg Ser Ser Gin Ser Leu Val His Ser 
20 25 30 

Asn Arg Asn Thr Tyr Leu His Trp Tyr Leu Gin Lys Pro Gly Gin Ser 
35 40 45 

Pro Gin Leu Leu lie Tyr Lys Val Ser Asn Arg Phe Ser Gly Val Pro 
50 55 60 

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys lie 

85 70 75 80 
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Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Ser Gin Asn 

Thr His Val Pro Pro Thr Phe Gly Gin Gly Thr Lys Leu Glu Ile Lys 
100 105 110 

Arg Thr Val Ala Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu 

115 120 125 

Gin Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe 
130 135 140 

Tyr Pro Arg Glu Ala Lys Val Gin Trp Lys Val Asp Asn Ala Leu Gin 
145 150 155 160 

Ser Gly Asn Ser Gin Glu Ser Val Thr Glu Gin Asp Ser Lys Asp Ser 
165 170 175 

Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu 

Lys His Lys Val Tyr Ala Cys Glu Val Thr His Gin Gly Leu Ser Ser 

Pro Val Thr Lys Ser Phe Asn Arg Gly Glu Gys 
210 215 
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<210> 45 

<211> 443 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> an artificially synthesized sequence 

<400> 45 

Gin Ser Leu Glu Glu Ser Gly Gly Arg Leu Val Thr Pro Gly Thr Pro 
15 10 15 

Leu Thr Leu Thr Cys Thr Ala Ser Gly Phe Ser Leu Ser Ser Tyr His 

20 25 30 

let Ser Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp lie Gly 

35 40 45 

Val lie Asn Ser Ala Gly Asn Thr Tyr Tyr Ala Ser Trp Ala Lys Gly 
50 55 60 

Arg Phe Thr Val Ser Lys Thr Ser Thr Thr Val Asp Leu Asn Leu Thr 
65 70 75 80 

Ser Leu Thr Thr Glu Asp Thr Ala Thr Tyr Phe Cys Ala Arg Tyr Val 
85 90 95 

Phe Ser Ser Gly Ser His Asp lie Trp Gly Pro Gly Thr Leu Val Thr 
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110 

Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro 

115 120 125 

Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val 

130 135 140 

Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala 

Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gin Ser Ser Gly 
165 170 175 

Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly 

180 185 190 

Thr Gin Thr Tyr He Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys 

Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys 

210 215 220 

Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu 

Phe Pro Pro Lys Pro Lys Asp Thr Leu let Ile Ser Arg Thr Pro Glu 
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Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu Val Lys 

280 285 270 

Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys 

275 280 285 

Pro Arg Glu Glu Gin Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu 

290 295 300 

Thr Val Leu His Gin Asp Trp Leu Asn Gly Lys Glu Tyr Lys Oys Lys 
305 310 315 320 

Val Ser Asn Lys Ala Leu Pro Ala Pro lie Glu Lys Thr lie Ser Lys 

Ala Lys Qly Qln Pro Arg Glu Pro Gin Val Tyr Thr Leu Pro Pro Ser 

Arg Glu Glu let Thr Lys Asn Gin Val Ser Leu Thr Gys Leu Val Lys 
355 380 365 

Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gin 
370 375 380 

Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly 
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385 390 395 400 

Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gin 
405 410 415 

Girt Gly Asn Val Phe Ser Cys Ser Val let His Glu Ala Leu His Asn 
420 425 430 

His Tyr Thr Gin Lys Ser Leu Ser Leu Ser Pro 
435 440 

<210> 46 
<211 > 217 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> an artificially synthesized sequence 

<400> 46 

Ala Tyr Asp let Thr Gin Thr Pro Ala Ser Val Glu Val Ala Val Gly 

15 10 15 

Gly Thr Val Thr lie Lys Cys Gin Ala Ser Gin Ser lie Gly Ser Trp 

20 25 30 

Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin Pro Pro Lys Glu Leu lie 
35 40 45 
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Tyr Gly Thr Ser Thr Leu Glu Ser Gly Val Pro Ser Arg Phe He Gly 

50 55 60 

Ser Gly Ser Qly Thr Glu Phe Thr Leu Thr 1le Ser Gly Val Glu Cys 

65 70 75 80 

Ala Asp Ala Ala Thr Tyr Tyr Cys Gin Gin Gly Tyr Ser Glu Asp Asn 
85 90 95 

lie Asp Asn Ala Phe Gly Gly Gly Thr Glu Val Val Val Lys Arg Thr 
100 105 110 

Val Ala Ala Pro Ser Val Phe lie Phe Pro Pro Ser Asp Glu Gin Leu 
115 120 125 

Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro 
130 135 140 

Arg Glu Ala Lys Val Gin Trp Lys Val Asp Asn Ala Leu Gin Ser Gly 

145 150 155 160 

Asn Ser Gin Glu Ser Val Thr Glu Gin Asp Ser Lys Asp Ser Thr Tyr 
165 170 175 

Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His 
180 185 190 
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Lys Val Tyr Ala Cys Glu Val Thr His Gin Gly Leu Ser Ser Pro Val 
195 200 205 

Thr Lys Ser Phe Asn Arg Gly Glu Gys 

210 215 

<210> 47 
<211> 32 

<212> PRT 
<213> Artificial Sequence 

<220> 
<223> an artificially synthesized sequence 

<400> 47 

Val Asp Asp Ala Pro Gly Asn Ser Gin Gin Ala Thr Pro Lys Asp Asn 
15 10 15 

Glu Ile Ser Thr Phe His Asn Leu Gly Asn Val His Ser Pro Leu Lys 
20 25 30 

<210> 48 

<211> 543 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> an artificially synthesized sequence 

<400> 48 
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Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 

15 10 15 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asp Tyr 

20 25 30 

Glu Met His Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 

Gly Ala Leu Asp Pro Lys Thr Gly Asp Thr Ala Tyr Ser Gin Lys Phe 
50 55 60 

Lys Gly Arg Val Thr Leu Thr Ala Asp Lys Ser Thr Ser Thr Ala Tyr 

65 70 75 80 

let Glu Leu Ser Ser Leu Thr Ser Glu Asp Thr Ala Val Tyr Tyr Gys 
85 90 95 

Thr Arg Phe Tyr Ser Tyr Thr Tyr Trp Gly Gin Gly Thr Leu Val Thr 
100 105 110 

Val Ser Ser Ala Ser Thr Gin Ser Pro Ser Val Phe Pro Leu Thr Arg 
115 120 125 

Cys Cys Lys Asn Ile Pro Ser Asp Ala Thr Ser Val Thr Leu Gly Cys 
130 135 140 
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Leu Ala Thr Gly Tyr Phe Pro Glu Pro Val Met Val Thr Trp Asp Thr 
145 150 155 160 

Gly Ser Leu Asp Gly Thr Thr Met Thr Leu Pro Ala Thr Thr Leu Thr 
165 170 175 

Leu Ser Gly His Tyr Ala Thr Ile Ser Leu Leu Thr Val Ser Gly Ala 
180 185 190 

Trp Ala Lys Gin let Phe Thr Cys Arg Val Ala His Thr Pro Ser Ser 
195 200 205 

Thr Asp Trp Val Asp Asp Lys Thr Phe Ser Val Cys Ser Arg Asp Phe 
210 215 220 

Thr Pro Pro Thr Val Lys Ile Leu Gin Ser Ser Cys Asp Gly Gly Gly 
225 230 235 240 

His Phe Pro Pro Thr lie Gin Leu Leu Cys Leu Val Ser Gly Tyr Thr 

Pro Gly Thr lie Asp He Thr Trp Leu Glu Asp Gly Gin Val let Asp 

Val Asp Leu Ser Thr Ala Ser Thr Thr Gin Glu Gly Glu Leu Ala Ser 
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Thr Gin Ser Glu Leu Thr Leu Ser Gin Lys His Trp Leu Ser Asp Arg 

290 295 300 

Thr Tyr Thr Cys Gin Val Thr Tyr Gin Gly His Thr Phe Glu Asp Ser 
305 310 315 320 

Thr Lys Lys Cys Ala Asp Ser Asn Pro Arg Gly Val Ser Ala Tyr Leu 
325 330 335 

Ser Arg Pro Ser Pro Phe Asp Leu Phe lie Arg Lys Ser Pro Thr lie 
340 345 350 

Thr Cys Leu Val Val Asp Leu Ala Pro Ser Lys Gly Thr Val Asp Leu 
355 360 365 

Thr Trp Ser Arg Ala Ser Gly Lys Pro Val Asp His Ser Thr Arg Lys 
370 375 380 

Glu Glu Lys Gin Arg Asn Qly Thr Leu Thr Val Thr Ser Thr Leu Pro 

385 390 395 400 

Val Gly Thr Arg Asp Trp lie Glu Gly Glu Thr Tyr Gin Cys Arg Val 

405 410 415 

Thr His Pro His Leu Pro Arg Ala Leu Met Arg Ser Thr Thr Lys Thr 
420 425 430 
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Ser Gly Pro Arg Ala Ala Pro Glu Val Tyr Ala Phe Ala Thr Pro Glu 

435 440 445 

Trp Pro Gly Ser Arg Asp Lys Arg Thr Leu Ala Cys Leu lie Gin Asn 
450 455 480 

Phe Met Pro Glu Asp lie Ser Val Gin Trp Leu His Asn Glu Val Gin 

485 470 475 480 

Leu Pro Asp Ala Arg His Ser Thr Thr Gin Pro Arg Lys Thr Lys Gly 
485 490 495 

Ser Gly Phe Phe Val Phe Ser Arg Leu Glu Val Thr Arg Ala Glu Trp 
500 505 510 

Glu Gin Lys Asp Glu Phe lie Cys Arg Ala Val His Glu Ala Ala Ser 
515 520 525 

Pro Ser Gin Thr Val Gin Arg Ala Val Ser Val Asn Pro Gly Lys 

530 535 540 

<210> 49 
<211> 464 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> an artificially synthesized sequence 



93/177 

<400> 49 

Gin Val Gin Leu Gin Glu Ser Gly Pro Gly Leu Val Arg Pro Ser Gin 

15 10 15 

Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Tyr Ser lie Thr Ser Asp 

20 25 30 

His Ala Trp Ser Trp Val Arg Gin Pro Pro Gly Arg Gly Leu Glu Trp 
35 40 45 

lie Gly Tyr lie Ser Tyr Ser Gly lie Thr Thr Tyr Asn Pro Ser Leu 
50 55 60 

Lys Ser Arg Val Thr let Leu Arg Asp Thr Ser Lys Asn Gin Phe Ser 

65 70 75 80 

Leu Arg Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Ser Leu Ala Arg Thr Thr Ala let Asp Tyr Trp Gly Gin Gly 

100 105 110 

Ser Leu Val Thr Val Ser Ser Ala Ser Pro Thr Ser Pro Lys Val Phe 
115 120 125 

Pro Leu Ser Leu Cys Ser Thr Gin Pro Asp Gly Asn Val Val lie Ala 
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130 135 140 

Cys Leu Val Gin Gly Phe Phe Pro Gin Giu Pro Leu Ser Val Thr Trp 
145 150 155 160 

Ser Glu Ser Gly Gin Gly Val Thr Ala Arg Asn Phe Pro Pro Ser Gin 
165 170 175 

Asp Ala Ser Gly Asp Leu Tyr Thr Thr Ser Ser Gin Leu Thr Leu Pro 
180 185 190 

Ala Thr Gin Cys Leu Ala Gly Lys Ser Val Thr Cys His Val Lys His 

Tyr Thr Asn Pro Ser Gin Asp Val Thr Val Pro Cys Pro Val Pro Ser 

Thr Pro Pro Thr Pro Ser Pro Ser Thr Pro Pro Thr Pro Ser Pro Ser 

Cys Cys His Pro Arg Leu Ser Leu His Arg Pro Ala Leu Glu Asp Leu 
245 250 255 

Leu Leu Gly Ser Glu Ala Asn Leu Thr Cys Thr Leu Thr Gly Leu Arg 
260 265 270 

Asp Ala Ser Gly Val Thr Phe Thr Trp Thr Pro Ser Ser Gly Lys Ser 
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Ala Val Gin Gly Pro Pro Glu Arg Asp Leu Gys Gly Cys Tyr Ser Val 

Ser Ser Vai Leu Pro Gly Cys Ala Glu Pro Trp Asn His Gly Lys Thr 
305 310 315 320 

Phe Thr Cys Thr Ala Ala Tyr Pro Glu Ser Lys Thr Pro Leu Thr Ala 
325 330 335 

Thr Leu Ser Lys Ser Gly Asn Thr Phe Arg Pro Glu Val His Leu Leu 

Pro Pro Pro Ser Glu Glu Leu Ala Leu Asn Glu Leu Val Thr Leu Thr 

Cys Leu Ala Arg Gly Phe Ser Pro Lys Asp Val Leu Val Arg Trp Leu 

Gin Gly Ser Gin Glu Leu Pro Arg Glu Lys Tyr Leu Thr Trp Ala Ser 

Arg Gin Glu Pro Ser Gin Gly Thr Thr Thr Phe Ala Val Thr Ser Ile 
405 410 415 

Leu Arg Val Ala Ala Glu Asp Trp Lys Lys Gly Asp Thr Phe Ser Cys 
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420 425 430 

let Val Gly His Glu Ala Leu Pro Leu Ala Phe Thr Gin Lys Thr He 

435 440 445 

Asp Arg Leu Ala Gly Lys Glu Gin Lys Leu lie Ser Glu Glu Asp Leu 

450 455 460 

<210> 50 

<211> 214 
<212> PRT 
<213> hrtiflclal Sequence 

<220> 
<223> an artificially synthesized sequence 

<400> 50 

Asp He Gin let Thr Gin Ser Pro Ser Ser Leu Ser Ala Ser Vai Gly 

15 10 15 

Asp Arg Va! Thr lie Thr Cys Arg Ala Ser Gin Asp He Ser Ser Tyr 

20 25 30 

Leu Asn Trp Tyr Gin Sin Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile 

35 40 45 

Tyr Tyr Thr Ser Arg Leu His Ser Gly Val Pro Ser Arg Phe Ser Gly 

50 55 80 
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Ser Gly Ser Gly Thr Asp Phe Thr Phe Thr lie Ser Ser Leu Gin Pro 

65 70 75 80 

Glu Asp He Ala Thr Tyr Tyr Cys Gin Gin Qly Asn Thr Leu Pro Tyr 
85 90 95 

Thr Phe Gly Gin Gly Thr Lys Val Glu lie Lys Arg Thr Val Ala Ala 
100 105 110 

Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gin Leu Lys Ser Gly 
115 120 125 

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala 
130 135 140 

Lys Val Gin Trp Lys Val Asp Asn Ala Leu Gin Ser Gly Asn Ser Gin 
145 150 155 180 

Glu Ser Val Thr Glu Gin Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser 

165 170 175 

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr 

180 185 190 

Ala Cys Glu Val Thr His Gin Gly Leu Ser Ser Pro Val Thr Lys Ser 
195 200 205 
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Phe Asn Arg Gly Giu Cys 

210 

<210> 51 

<211> 545 
<212> PRT 
<213> Homo sapiens 

<400> 51 

Gin Pro Pro Pro Pro Pro Pro Asp Ala Thr Cys His Gin Val Arg Ser 
15 10 15 

Phe Phe Gin Arg Leu Gin Pro Gly Leu Lys Trp Val Pro Glu Thr Pro 
20 25 30 

Val Pro Gly Ser Asp Leu Gin Val Cys Leu Pro Lys Gly Pro Thr Cys 
35 40 45 

Cys Ser Arg Lys let Glu Glu Lys Tyr Gin Leu Thr Ala Arg Leu Asn 

50 55 60 

let Glu Gin Leu Leu Gin Ser Ala Ser let Glu Leu Lys Phe Leu Ile 
65 70 75 80 

lie Gin Asn Ala Ala Val Phe Gin Glu Aia Phe Glu lie Val Val Arg 
85 90 95 
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His Ala Lys Asn Tyr Thr Asn Ala let Phe Lys Asn Asn Tyr Pro Ser 
100 105 110 

Leu Thr Pro Gin Ala Phe Glu Phe Val Gly Glu Phe Phe Thr Asp Val 
115 120 125 

Ser Leu Tyr Ile Leu Qly Ser Asp lie Asn Val Asp Asp let Val Asn 

130 135 140 

Glu Leu Phe Asp Ser Leu Phe Pro Val lie Tyr Thr Gin Leu let Asn 
145 150 155 160 

Pro Gly Leu Pro Asp Ser Ala Leu Asp lie Asn Glu Cys Leu Arg Gly 
165 170 175 

Ala Arg Arg Asp Leu Lys Val Phe Gly Asn Phe Pro Lys Leu lie let 
180 185 190 

Thr Gin Val Ser Lys Ser Leu Gin Val Thr Arg lie Phe Leu Gin Ala 
195 200 205 

Leu Asn Leu Gly Ile Glu Val lie Asn Thr Thr Asp His Leu Lys Phe 

210 215 220 

Ser Lys Asp Cys Gly Arg let Leu Thr Arg Met Trp Tyr Cys Ser Tyr 

225 230 235 240 
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Cys Gin Gly Leu let Met Val Lys Pro Cys Gly Gly Tyr Cys Asn Val 

245 250 255 

Val let Gin Gly Cys let Ala Gly Val Val Glu lie Asp Lys Tyr Trp 
280 265 270 

Arg Glu Tyr Ile Leu Ser Leu Glu Glu Leu Val Asn Gly let Tyr Arg 

275 280 285 

lie Tyr Asp Met Glu Asn Val Leu Leu Gly Leu Phe Ser Thr lie His 
290 295 300 

Asp Ser Ile Gin Tyr Val Gin Lys Asn Ala Gly Lys Leu Thr Thr Thr 
305 310 315 320 

lie Gly Lys Leu Cys Ala His Ser Gin Gin Arg Gin Tyr Arg Ser Ala 
325 330 335 

Tyr Tyr Pro Glu Asp Leu Phe He Asp Lys Lys Val Leu Lys Val Ala 
340 345 350 

His Val Glu His Glu Glu Thr Leu Ser Ser Arg Arg Arg Glu Leu lie 
355 360 365 

Gin Lys Leu Lys Ser Phe Ile Ser Phe Tyr Ser Aia Leu Pro Gly Tyr 
370 375 380 
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He Cys Ser His Ser Pro Val Ala Glu Asn Asp Thr Leu Cys Trp Asn 

Gly Gin Giu Leu Val Glu Arg Tyr Ser Gin Lys Ala Ala Arg Asn Gly 
405 410 415 

let Lys Asn Gin Phe Asn Leu His Glu Leu Lys let Lys Gly Pro Glu 
420 425 430 

Pro Val Val Ser Gin Ile He Asp Lys Leu Lys His 1le Asn Gin Leu 
435 440 445 

Leu Arg Thr let Ser let Pro Lys Gly Arg Vai Leu Asp Lys Asn Leu 

Asp Glu Giu Gly Phe Glu Ala Gly Asp Cys Gly Asp Asp Giu Asp Glu 
465 470 475 480 

Cys lie Gly Gly Ala Gly Asp Gly let Ile Lys Val Lys Asn Gin Leu 

Arg Phe Leu Ala Glu Leu Ala Tyr Asp Leu Asp Val Asp Asp Ala Pro 
500 505 510 

Gly Asn Ser Gin Gin Ala Thr Pro Lys Asp Asn Giu He Ser Thr Phe 
515 520 525 
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His Asn Leu Gly Asn Val His Ser Pro Leu Lys His His His His His 
530 535 540 

His 
545 

<210> 52 
<211> 451 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> an artificially synthesized sequence 

<400> 52 

Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ser 
15 10 15 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Ser Tyr 
20 25 30 

Ala lie Ser Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp let 
35 40 45 

Gly Gly lie Ile Pro Ile Phe Gly Thr Ala Asn Tyr Ala Gin Lys Phe 
50 55 60 

Gin Gly Arg Val Thr Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr 
65 70 75 80 
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Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys 

Ala Arg Pro Arg Trp Glu Thr Ala Ile Ser Ser Asp Ala Phe Asp lie 
100 105 110 

Trp Gly Gin Gly Thr Met Val Thr Val Ser Ser Ala Ser Thr Lys Gly 

115 120 125 

Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly 
130 . 135 140 

Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val 

Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe 

165 170 175 

Pro Ala Val Leu Gin Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val 
180 185 190 

Thr Val Pro Ser Ser Ser Leu Gly Thr Gin Thr Tyr lie Cys Asn Val 

Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys 

210 215 220 
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Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu 
225 230 235 240 

Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr 
245 250 255 

Leu let Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val 
260 265 270 

Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Va! Asp Gly Val 

275 280 285 

Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin Tyr Asn Ser 
290 295 300 

Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gin Asp Trp Leu 
305 310 315 320 

Asn Gly Lys Glu Tyr Lys Cys Lys Va! Ser Asn Lys Ala Tyr Pro Ala 
325 330 335 

Pro lie Glu Lys Thr lie Ser Lys Ala Lys Gly Gin Pro Arg Glu Pro 
340 345 350 

Gin Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gin 
355 360 365 
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Val Ser Leu Thr Gys Leu Val Lys Gly Phe Tyr Pro Ser Asp lie Ala 
370 375 380 

Va! Glu Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr 
385 390 395 400 

Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu 
405 410 415 

Thr Val Asp Lys Ser Arg Trp Gin Gin Gly Asn Val Phe Ser Gys Ser 
420 425 430 

Val let His Glu Ala Leu His Asn His Tyr Thr Gin Lys Ser Leu Ser 
435 440 445 

Leu Ser Pro 
450 

<210> 53 

<211> 443 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> an artificially synthesized sequence 

<400> 53 
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Gin Ser Leu Glu Glu Ser Gly Gly Arg Leu Val Thr Pro Gly Thr Pro 
15 10 15 

Leu Thr Leu Thr Cys Thr Aia Ser Gly Phe Ser Leu Ser Ser Tyr His 
20 25 30 

let Ser Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp lie Gly 
35 40 45 

Val lie Asn Ser Ala Gly Asn Thr Tyr Tyr Ala Ser Trp Ala Lys Gly 
50 55 60 

Arg Phe Thr Val Ser Lys Thr Ser Thr Thr Val Asp Leu Asn Leu Thr 
65 70 75 80 

Ser Leu Thr Thr Glu Asp Thr Ala Thr Tyr Phe Cys Ala Arg Tyr Val 
85 90 95 

Phe Ser Ser Gly Ser His Asp lie Trp Gly Pro Gly Thr Leu Val Thr 
100 105 110 

Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro 
115 120 125 

Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val 

130 135 140 
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Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala 

145 150 155 160 

Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gin Ser Ser Gly 
165 170 175 

Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly 
180 185 190 

Thr Gin Thr Tyr Ile Gys Asn Val Asn His Lys Pro Ser Asn Thr Lys 
195 200 205 

Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys 

210 215 220 

Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Vai Phe Leu 

225 230 235 240 

Phe Pro Pro Lys Pro Lys Asp Thr Leu let lie Ser Arg Thr Pro Glu 
245 250 255 

Vai Thr Cys Val Val Val Asp Val Ser His Giu Asp Pro Giu Val Lys 
280 265 270 

Phe Asn Trp Tyr Val Asp Gly Val Glu Vai His Asn Ala Lys Thr Lys 

275 280 285 
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Pro Arg Glu Glu Gin Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu 

Thr Val Leu His Gin Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys 
305 310 315 320 

Val Ser Asn Lys Ala Tyr Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys 

Ala Lys Gly Gin Pro Arg Glu Pro Gin Val Tyr Thr Leu Pro Pro Ser 

Arg Asp Glu Leu Thr Lys Asn Gin Val Ser Leu Thr Cys Leu Vai Lys 

Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gin 
370 375 380 

Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly 
385 390 395 400 

Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gin 

405 410 415 

Gin Gly Asn Val Phe Ser Cys Ser Val let His Glu Ala Leu His Asn 
420 425 430 



109/177 

His Tyr Thr Gin Lys Ser Leu Ser Leu Ser Pro 

435 440 

<210> 54 

<211> 443 
<212> PRT 
<213> Artificial Sequence 

<22Q> 

<223> an artificially synthesized sequence 

<400> 54 

Gin Ser Leu Glu Glu Ser Gly Gly Arg Leu Val Thr Pro Gly Thr Pro 
15 10 15 

Leu Thr Leu Thr Cys Thr Ala Ser Gly Phe Ser Leu Ser Ser Tyr His 

20 25 30 

let Ser Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Ile Gly 

35 40 45 

Val lie Asn Ser Ala Gly Asn Thr Tyr Tyr Ala Ser Trp Ala Lys Gly 
50 55 60 

Arg Phe Thr Val Ser Lys Thr Ser Thr Thr Val Asp Leu Asn Leu Thr 
65 70 75 80 

Ser Leu Thr Thr Glu Asp Thr Ala Thr Tyr Phe Cys Ala Arg Tyr Val 
85 90 95 
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Phe Ser Ser Gly Ser His Asp lie Trp Gly Pro Gly Thr Leu Val Thr 
100 105 110 

Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Vai Phe Pro Leu Ala Pro 
115 120 125 

Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val 

130 135 140 

Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala 
145 150 155 - 160 

Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gin Ser Ser Gly 
165 170 175 

Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly 
180 185 190 

Thr Gin Thr Tyr lie Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys 
195 200 205 

Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys 
210 215 220 

Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu 
225 230 235 240 
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Phe Pro Pro Lys Pro Lys Asp Thr Leu Met lie Ser Arg Thr Pro Glu 
245 250 255 

Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu Val Lys 
280 265 270 

Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys 
275 280 285 

Pro Arg Glu Glu Gin Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu 

290 295 300 

Thr Val Leu His Gin Asp Trp Leu Asn Gly Lys Glu Tyr Lys Gys Lys 
305 310 315 320 

Val Ser Asn Asp Ala Tyr Pro Ala Pro lie Glu Lys Thr lie Ser Lys 
325 330 335 

Ala Lys Gly Gin Pro Arg Glu Pro Gin Val Tyr Thr Leu Pro Pro Ser 
340 345 350 

Arg Asp Glu Leu Thr Lys Asn Gin Val Ser Leu Thr Gys Leu Val Lys 
355 380 365 

Gly Phe Tyr Pro Ser Asp lie Ala Val Glu Trp Glu Ser Asn Gly Gin 

370 375 380 
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Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Qly 
385 390 395 400 

Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gin 
405 410 415 

Gin Gly Asn Val Phe Ser Cys Ser Val let His Glu Ala Leu His Asn 

420 425 430 

His Tyr Thr Gin Lys Ser Leu Ser Leu Ser Pro 
435 440 

<210> 55 

<211> 443 
<212> PRT 
<213> Artificial Sequence 

<220> 

<223> an artificially synthesized sequence 

<400> 55 

Gin Ser Leu Glu Glu Ser Gly Gly Arg Leu Val Thr Pro Gly Thr Pro 
15 10 15 

Leu Thr Leu Thr Cys Thr Ala Ser Gly Phe Ser Leu Ser Ser Tyr His 
20 25 30 
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let Ser Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp lie Gly 
35 40 45 

Val lie Asn Ser Ala Gly Asn Thr Tyr Tyr Ala Ser Trp Ala Lys Gly 
50 55 60 

Arg Phe Thr Val Ser Lys Thr Ser Thr Thr Val Asp Leu Asn Leu Thr 
65 70 75 80 

Ser Leu Thr Thr Glu Asp Thr Ala Thr Tyr Phe Cys Aia Arg Tyr Val 
85 90 95 

Phe Ser Ser Gly Ser His Asp lie Trp Gly Pro Gly Thr Leu Val Thr 
100 105 110 

Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro 
115 120 125 

Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val 
130 135 140 

Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala 
145 150 155 160 

Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gin Ser Ser Gly 
165 170 175 
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Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly 
180 185 190 

Thr Gin Thr Tyr He Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys 
195 2.00 205 

Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr Gys 
210 215 220 

Pro Pro Cys Pro Ala Pro Glu Leu Arg Gly Gly Pro Lys Val Phe Leu 
225 230 235 240 

Phe Pro Pro Lys Pro Lys Asp Thr Leu let lie Ser Arg Thr Pro Glu 
245 250 255 

Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu Val Lys 
280 265 270 

Phe Asn Trp Tyr Val Asp Gly Vai Glu Val His Asn Ala Lys Thr Lys 
275 280 285 

Pro Arg Glu Glu Gin Tyr Asn Ser Thr Tyr Arg Val Vai Ser Val Leu 
290 295 300 

Thr Val Leu His Gin Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys 
305 310 315 320 
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Vai Ser Asn Lys Ala Leu Pro Ala Pro lie Glu Lys Thr lie Ser Lys 
325 330 335 

Ala Lys Gly Gin Pro Arg Glu Pro Gin Val Tyr Thr Leu Pro Pro Ser 
340 345 350 

Arg Asp Glu Leu Thr Lys Asn Gin Val Ser Leu Thr Cys Leu Val Lys 

355 360 365 

Gly Phe Tyr Pro Ser Asp lie Ala Val Glu Trp Glu Ser Asn Gly Gin 

370 375 380 

Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly 
385 390 395 400 

Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gin 
405 410 415 

Gin Gly Asn Val Phe Ser Gys Ser Val Met His Glu Ala Leu His Asn 
420 425 430 

His Tyr Thr Gin Lys Ser Leu Ser Leu Ser Pro 
435 440 

<210> 56 

<211> 451 
<212> PRT 
<213> Artificial Sequence 
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<220> 

<223> an artificially synthesized sequence 

<400 58 

Gin Val Gin Leu Val Gin Ser Gly Aia Glu Val Lys Lys Pro Gly Ser 
15 10 15 

Ser Val Lys Val Ser Gys Lys Ala Ser Gly Gly Thr Phe Ser Ser Tyr 

20 25 30 

Ala lie Ser Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp let 
35 40 45 

Gly Gly Ile lie Pro lie Phe Gly Thr Ala Asn Tyr Ala Gin Lys Phe 
50 55 60 

Gin Gly Arg Val Thr lie Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr 

65 70 75 80 

let Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Pro Arg Trp Glu Thr Ala lie Ser Ser Asp Ala Phe Asp lie 
100 105 110 

Trp Gly Gin Gly Thr let Val Thr Val Ser Ser Ala Ser Thr Lys Gly 

115 120 125 
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Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly 
130 135 140 

Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val 
145 150 155 160 

Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe 

165 170 175 

Pro Ala Val Leu Gin Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val 

180 185 190 

Thr Val Pro Ser Ser Ser Leu Gly Thr Gin Thr Tyr lie Cys Asn Val 
195 200 205 

Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys 
210 215 220 

Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu 
225 230 235 240 

Arg Arg Gly Pro Lys Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr 
245 250 255 

Leu Tyr lie Thr Arg Glu Pro Glu Vai Thr Gys Val Val Val Asp Val 

260 285 270 
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Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val 
275 280 285 

Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin Tyr Asn Ser 
290 295 300 

Thr Tyr Arg Val Vai Ser Val Leu Thr Val Leu His Gin Asp Trp Leu 
305 310 315 320 

Asn Gly Lys Glu Tyr Lys Cys Lys Va! Ser Asn Lys Ala Leu Pro Ala 
325 330 335 

Pro lie Glu Lys Thr lie Ser Lys Ala Lys Gly Gin Pro Arg Glu Pro 
340 345 350 

Gin Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gin 

355 360 365 

Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala 
370 375 380 

Val Glu Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr 
385 390 395 400 

Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu 

405 410 415 
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Thr Val Asp Lys Ser Arg Trp Gin Gin Gly Asn Val Phe Ser Cys Ser 

420 425 430 

Val let His Glu Ala Leu His Tyr His Val Thr Arg Lys Glu Leu Ser 
435 440 445 

Leu Ser Pro 

450 

<210> 57 
<211> 451 

<212> PRT 
<213> Artificial Sequence 

<220> 
<223> an artificially synthesized sequence 

<400> 57 

Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ser 
15 10 15 

Ser Val Lys Val Ser Gys Lys Ala Ser Gly Gly Thr Phe Ser Ser Tyr 
20 25 30 

Ala Ile Ser Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp let 
35 40 45 
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Gly Gly Ile Ile Pro lie Phe Gly Thr Ala Asn Tyr Ala Gin Lys Phe 
50 55 60 

Gin Gly Arg Val Thr lie Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr 
85 70 75 80 

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys 

85 90 95 

Ala Arg Pro Arg Trp Glu Thr Ala lie Ser Ser Asp Ala Phe Asp Ile 
100 105 110 

Trp Gly Gin Gly Thr let Val Thr Val Ser Ser Ala Ser Thr Lys Gly 
115 120 125 

Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly 
130 135 140 

Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val 
145 150 155 160 

Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe 
185 170 175 

Pro Ala Val Leu Gin Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val 
180 185 190 
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Thr Val Pro Ser Ser Ser. Leu Gly Thr Gin Thr Tyr ile Cys Asn Val 
195 200 205 

Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys 
210 215 220 

Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu 

225 230 235 240 

Arg Gly Gly Pro Lys Va! Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr 
245 250 255 

Leu Met lie Ser Arg Thr Pro Glu Val Thr Gys Val Val Val Asp Val 

260 265 270 

Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val 

275 280 285 

Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin Tyr Asn Ser 
290 295 300 

Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gin Asp Trp Leu 
305 310 315 320 

Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala 
325 330 335 
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Pro lie Glu Lys Thr lie Ser Lys Ala Lys Gly Gin Pro Arg Glu Pro 
340 345 350 

Gin Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gin 
355 360 365 

Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala 
370 375 380 

Val Glu Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr 
385 390 395 400 

Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu 
405 410 415 

Thr Val Asp Lys Ser Arg Trp Gin Gin Gly Asn Val Phe Ser Cys Ser 
420 425 430 

Val let His Glu Aia Leu His Asn His Tyr Thr Gin Lys Ser Leu Ser 
435 440 445 

Leu Ser Pro 
450 

<210> 58 
<211> 443 

<212> PRT 
<213> Artificial Sequence 
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<220> 
<223> an artificially synthesized sequence 

<400> 58 

Gin Ser Leu Glu Giu Ser Gly Gly Arg Leu Val Thr Pro Gly Thr Pro 
15 10 15 

Leu Thr Leu Thr Cys Thr Ala Ser Gly Phe Ser Leu Ser Ser Tyr His 

20 25 30 

let Ser Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp lie Gly 
35 40 45 

Val lie Asn Ser Ala Gly Asn Thr Tyr Tyr Ala Ser Trp Ala Lys Gly 
50 55 60 

Arg Phe Thr Val Ser Lys Thr Ser Thr Thr Val Asp Leu Asn Leu Thr 
65 70 75 80 

Ser Leu Thr Thr Glu Asp Thr Ala Thr Tyr Phe Cys Ala Arg Tyr Val 
85 90 95 

Phe Ser Ser Gly Ser His Asp He Trp Gly Pro Gly Thr Leu Val Thr 
100 105 110 

Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro 
115 120 125 



124/177 

Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Gys Leu Val 
130 135 140 

Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala 
145 150 155 180 

Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gin Ser Ser Gly 
165 170 175 

Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly 
180 185 190 

Thr Gin Thr Tyr lie Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys 
195 200 205 

Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys 

210 215 220 

Pro Pro Cys Pro Ala Pro Glu Leu Arg Arg Gly Pro Lys Val Phe Leu 
225 230 235 240 

Phe Pro Pro Lys Pro Lys Asp Thr Leu Tyr Ile Thr Arg Glu Pro Glu 
245 250 255 

Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu Val Lys 
260 265 270 



125/177 

Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys 
275 280 285 

Pro Arg Glu Glu Gin Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu 

Thr Val Leu His Gin Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys 
305 310 315 320 

Val Ser Asn Lys Ala Leu Pro Ala Pro lie Glu Lys Thr lie Ser Lys 

Ala Lys Gly Gin Pro Arg Glu Pro Gin Val Tyr Thr Leu Pro Pro Ser 

Arg Asp Glu Leu Thr Lys Asn Gin Val Ser Leu Thr Cys Leu Val Lys 
355 360 365 

Gly Phe Tyr Pro Ser Asp Ile Ala Val Giu Trp Giu Ser Asn Gly Gin 
370 375 380 

Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly 

Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gin 
405 410 415 



126/177 

Gin Gly Asn Val Phe Ser Cys Ser Val let His Glu Ala Leu His Tyr 
420 425 430 

His Val Thr Arg Lys Glu Leu Ser Leu Ser Pro 
435 440 

<210> 59 
<211 > 447 
<212> PRT 
<213> Artificial Sequence 

<220> 

<223> an artificially synthesized sequence 

<400> 59 

Gin Val Gin Leu Gin Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu 
15 10 15 

Thr Leu Ser Leu Thr Cys Ala Val Ser Gly His Ser lie Ser His Asp 
20 25 30 

His Ala Trp Ser Trp Val Arg Gin Pro Pro Gly Glu Gly Leu Glu Trp 
35 40 45 

Ile Giy Phe Ile Ser Tyr Ser Gly lie Thr Asn Tyr Asn Pro Ser Leu 
50 55 60 



127/177 

Glri Gly Arg Val Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 

Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 

Ala Arg Ser Leu Ala Arg Thr Thr Ala let Asp Tyr Trp Gly Glu Gly 
100 105 110 

Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe 
115 120 125 

Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu 
130 135 140 

Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp 
145 150 155 160 

Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu 

Gin Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser 
180 185 190 

Ser Ser Leu Gly Thr Gin Thr Tyr lie Oys Asn Val Asn His Lys Pro 
195 200 205 
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Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys 
210 215 220 

Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro 
225 230 235 240 

Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu let He Ser 

245 250 255 

Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp 
260 265 270 

Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn 
275 280 285 

Ala Lys Thr Lys Pro Arg Glu Glu Gin Tyr Asn Ser Thr Tyr Arg Val 
290 295 300 

Val Ser Val Leu Thr Val Leu His Gin Asp Trp Leu Asn Gly Lys Glu 
305 310 315 320 

Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro He Glu Lys 
325 330 335 

Thr He Ser Lys Ala Lys Gly Gin Pro Arg Glu Pro Gin Val Tyr Thr 
340 345 350 
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Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gin Val Ser Leu Thr 
355 360 365 

Gys Leu Val Lys Gly Phe Tyr Pro Ser Asp lie Ala Val Glu Trp Glu 
370 375 380 

Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu 
385 390 395 400 

Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys 
405 410 415 

Ser Arg Trp Gin Gin Gly Asn Val Phe Ser Cys Ser Val let His Glu 
420 425 430 

Ala Leu His Asn His Tyr Thr Gin Lys Ser Leu Ser Leu Ser Pro 
435 440 445 

<210> 60 

<211> 214 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> an artificially synthesized sequence 

<400> 60 

Asp lie Gin let Thr Gin Ser Pro Ser Ser Leu Ser Ala Ser Val Gly 
15 10 15 
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Asp Ser Val Thr He Thr Cys Gin Ala Ser Thr Asp lie Ser Ser His 
20 25 30 

Leu Asn Trp Tyr Gin Gin Lys Pro Gly Lys Ala Pro Glu Leu Leu Ile 
35 40 45 

Tyr Tyr Gly Ser His Leu Leu Ser Gly Val Pro Ser Arg Phe Ser Gly 
50 55 60 

Ser Gly Ser Gly Thr Asp Phe Thr Phe Thr Ile Ser Ser Leu Glu Ala 
65 70 75 80 

Glu Asp Ala Ala Thr Tyr Tyr Cys Gly Gin Gly Asn Arg Leu Pro Tyr 
85 90 95 

Thr Phe Gly Gin Gly Thr Lys Val Glu He Glu Arg Thr Val Ala Ala 
100 105 110 

Pro Ser Val Phe He Phe Pro Pro Ser Asp Glu Gin Leu Lys Ser Gly 

115 120 125 

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala 
130 135 140 

Lys Val Gin Trp Lys Val Asp Asn Ala Leu Gin Ser Gly Asn Ser Gin 

145 150 155 180 
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Glu Ser Val Thr Glu Gin Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser 
165 170 175 

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr 
180 185 190 

Ala Cys Glu Val Thr His Gin Gly Leu Ser Ser Pro Val Thr Lys Ser 

195 200 205 

Phe Asn Arg Gly Glu Cys 

210 

<210> 61 
<211> 452 

<212> PRT 
<213> Artificial Sequence 

<220> 
<223> an artificially synthesized sequence 

<400> 81 

Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ser 
15 10 15 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Ser Tyr 

20 25 30 
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Ala lie Ser Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp let 

35 40 45 

Gly Gly lie He Pro lie Phe Gly Thr Ala Asn Tyr Ala Gin Lys Phe 
50 55 60 

Gin Gly Arg Val Thr Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr 
65 70 75 80 

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Asp Ser Pro Val Pro Gly Val Tyr Tyr Tyr Tyr Gly Met Asp 

100 105 110 

Val Trp Gly Gin Gly Thr Met Val Thr Val Ser Ser Ala Ser Thr Lys 
115 120 125 

Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly 
130 135 140 

Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro 

145 150 155 160 

Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr 
165 170 175 
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Phe Pro Ala Val Leu Gin Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val 

180 185 190 

Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gin Thr Tyr lie Cys Asn 
195 200 205 

Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys. Lys Val Glu Pro 

210 215 220 

Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu 

225 230 235 240 

Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp 
245 250 255 

Thr Leu Met lie Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp 
260 265 270 

Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly 
275 280 285 

Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin Tyr Asn 

290 295 300 

Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gin Asp Trp 

305 310 315 320 
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Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro 
325 330 335 

Ala Pro lie Glu Lys Thr lie Ser Lys Ala Lys Gly Gin Pro Arg Glu 

340 345 350 

Pro Gin Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn 
355 360 365 

Gin Vai Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp lie 
370 375 380 

Ala Val Glu Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr 
385 390 395 400 

Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys 
405 410 415 

Leu Thr Val Asp Lys Ser Arg Trp Gin Gin Gly Asn Val Phe Ser Cys 
420 425 430 

Ser Val Bet His Glu Ala Leu His Asn His Tyr Thr Gin Lys Ser Leu 
435 440 445 

Ser Leu Ser Pro 

450 



135/177 

<210> 62 
<211 > 215 

<212> PRT 
<213> Artificial Sequence 

<220> 
<223> an artificially synthesized sequence 

<400> 62 

Glu Ile Val Leu Thr Gin Ser Pro Ala Thr Leu Ser Val Ser Pro Gly 

15 10 15 

Glu Arg Val Thr Leu Ser Cys Arg Ala Ser Gin Ser Val Ala Asn His 
20 25 30 

Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin Pro Pro Ser Leu Leu lie 
35 40 45 

Tyr Asp Ala Ser Thr Arg Ala Thr Asp Val Pro Ala Arg Phe Ser Gly 
50 55 60 

Ser Gly Ser Gly Thr Glu Phe Thr Leu Ser Ile Ser Gly Leu Gin Ser 
65 70 75 80 

Glu Asp Phe Ala Val Tyr Tyr Cys Gin Gin Tyr Lys Asp Trp Pro Pro 
85 90 95 

Leu Thr Phe Gly Gly Gly Thr Lys Va! Glu Phe Lys Arg Thr Val Ala 

100 105 110 
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Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gin Leu Lys Ser 
115 120 125 

Gly Thr Ala Ser Val Val Gys Leu Leu Asn Asn Phe Tyr Pro Arg Glu 
130 135 140 

Ala Lys Val Gin Trp Lys Val Asp Asn Ala Leu Gin Ser Gly Asn Ser 

145 150 155 160 

Gin Glu Ser Val Thr Glu Gin Asp Ser Lys Asp Ser Thr Tyr Ser Leu 

165 170 175 

Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val 
180 185 190 

lyr Ala Cys Glu Val Thr His Gin Gly Leu Ser Ser Pro Val Thr Lys 

195 200 205 

Ser Phe Asn Arg Gly Glu Cys 

210 215 

<210> 63 
<211> 452 
<212> PRT 
<213> Artificial Sequence 

<220> 



137/177 

<223> an artificially synthesized sequence 

<400> 63 

Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ser 

15 10 15 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Ser Tyr 
20 25 30 

Ala Ile Ser Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp let 
35 40 45 

Gly Gly lie lie Pro He Phe Gly Thr Ala Asn Tyr Ala Gin Lys Phe 
50 55 60 

Gin Gly Arg Val Thr Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr 
65 70 75 80 

let Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Asp Ser Pro Val Pro Gly Val Tyr Tyr Tyr Tyr Gly Met Asp 
100 105 110 

Val Trp Gly Gin Gly Thr let Val Thr Val Ser Ser Ala Ser Thr Lys 
115 120 125 
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Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly 

130 135 140 

Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro 

145 150 155 160 

Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr 
165 170 175 

Phe Pro Ala Val Leu Gin Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val 
180 185 190 

Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gin Thr Tyr lie Cys Asn 
195 200 205 

Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro 

210 215 220 

Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu 
225 230 235 240 

Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp 
245 250 255 

Thr Leu let Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp 
260 265 270 
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Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly 
275 280 285 

Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin Tyr km 
290 295 300 

Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gin Asp Trp 
305 310 315 320 

Leu Asn Gly Lys Glu Tyr Lys Gys Lys Val Ser Asn Lys Ala Leu Pro 
325 330 335 

Ala Pro Val Glu Lys Thr Ile Ser Lys Ala Lys Gly Gin Pro Arg Glu 
340 345 350 

Pro Gin Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn 
355 360 365 

Gin Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp lie 
370 375 380 

Ala Val Glu Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr 
385 390 395 400 

Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys 
405 410 415 



140/177 

Leu Thr Val Asp Lys Ser Arg Trp Gin Gin Gly Asn Val Phe Ser Cys 
420 425 430 

Ser Val let His Glu Ala Leu His Tyr His Tyr Thr Gin Lys Ser Leu 
435 440 445 

Ser Leu Ser Pro 

450 

<210> 64 
<211> 449 

<212> PRT 
<213> Artificial Sequence 

<220> 
<223> an artificially synthesized sequence 

<400> 64 

Gin Val Gin Leu Gin Glu Ser Gly Pro Gly Leu Val Arg Pro Ser Gin 
15 10 15 

Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Tyr Ser lie Thr Ser Asp 
20 25 30 

His Ala Trp Ser Trp Val Arg Gin Pro Pro Gly Arg Gly Leu Glu Trp 

35 40 45 

lie Gly Tyr Ile Ser Tyr Ser Gly lie Thr Thr Tyr Asn Pro Ser Leu 
50 55 60 



141/177 

Lys Ser Arg Val Thr Met Leu Arg Asp Thr Ser Lys Asn Gin Phe Ser 
65 70 75 80 

Leu Arg Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Ser Leu Ala Arg Thr Thr Ala Met Asp Tyr Trp Gly Gin Gly 
100 105 110 

Ser Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe 
115 120 125 

Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu 
130 135 140 

Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp 
145 150 155 160 

Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu 

165 170 175 

Gin Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser 
180 185 190 

Ser Ser Leu Gly Thr Gin Thr Tyr lie Cys Asn Val Asn His Lys Pro 
195 200 205 



142/177 

Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Gys Asp Lys 
210 215 220 

Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro 

225 230 235 240 

Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu let He Ser 

245 250 255 

Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp 
260 265 270 

Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn 
275 280 285 

Ala Lys Thr Lys Pro Arg Glu Glu Gin Tyr Asn Ser Thr Tyr Arg Val 
290 295 300 

Val Ser Val Leu Thr Val Leu His Gin Asp Trp Leu Asn Gly Lys Glu 
305 310 315 320 

Tyr Lys Gys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro lie Glu Lys 
325 330 335 

Thr lie Ser Lys Ala Lys Gly Gin Pro Arg Glu Pro Gin Val Tyr Thr 
340 345 350 



143/177 

Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gin Va! Ser Leu Thr 
355 360 385 

Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp lie Ala Val Glu Trp Glu 
370 375 380 

Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu 

385 390 395 400 

Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys 
405 410 415 

Ser Arg Trp Gin Gin Gly Asn Val Phe Ser Cys Ser Val Met His Glu 
420 425 430 

Ala Leu His Asn His Tyr Thr Gin Lys Ser Leu Ser Leu Ser Pro Gly 
435 440 445 

Lys 

<210> 65 
<211> 214 
<212> PRT 
<213> Artificial Sequence 

<22G> 



144/177 

<223> an artificially synthesized sequence 

<40Q> 65 

Asp lie Gin let Thr Gin Ser Pro Ser Ser Leu Ser Ala Ser Val Gly 
15 10 15 

Asp Arg Val Thr lie.Thr Cys Arg Ala Ser Gin Asp Ile Ser Ser Tyr 
20 25 30 

Leu Asn Trp Tyr Gin Gin Lys Pro Gly Lys Ala Pro Lys Leu Leu lie 
35 40 45 

Tyr Tyr Thr Ser Arg Leu His Ser Gly Val Pro Ser Arg Phe Ser Gly 
50 55 60 

Ser Qly Ser Gly Thr Asp Phe Thr Phe Thr Ile Ser Ser Leu Gin Pro 
65 70 75 80 

Glu Asp lie Ala Thr Tyr Tyr Gys Gin Gin Gly Asn Thr Leu Pro Tyr 
85 90 95 

Thr Phe Gly Gin Gly Thr Lys Val Glu lie Lys Arg Thr Val Ala Ala 
100 105 110 

Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gin Leu Lys Ser Gly 
115 120 125 



145/177 

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala 

130 . 135 140 

Lys Val Gin Trp Lys Val Asp Asn Ala Leu Gin Ser Gly Asn Ser Gin 
145 150 155 180 

Glu Ser Val Thr Glu Gin Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser 
165 170 175 

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr 
180 185 190 

Ala Cys Glu Val Thr His Gin Gly Leu Ser Ser Pro Val Thr Lys Ser 
195 200 205 

Phe Asn Arg Gly Glu Cys 

210 

<210> 66 
<211> 460 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> an artificially synthesized sequence 

<400> 66 

Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 
15 10 15 



146/177 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asp Tyr 

Glu let His Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp let 
35 40 45 

Gly Ala Leu Asp Pro Lys Thr Gly Asp Thr Ala Tyr Ser Gin Lys Phe 

50 55 . 80 

Lys Gly Arg Val Thr Leu Thr Ala Asp Lys Ser Thr Ser Thr Ala Tyr 
65 70 75 80 

let Glu Leu Ser Ser Leu Thr Ser Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Thr Arg Phe Tyr Ser Tyr Thr Tyr Trp Gly Gin Gly Thr Leu Val Thr 

100 105 110 

Val Ser Ser Ala Ser Pro Thr Ser Pro Lys Val Phe Pro Leu Ser Leu 
115 120 125 

Cys Ser Thr Gin Pro Asp Gly Asn Val Val Ile Ala Gys Leu Val Gin 
130 135 140 

Gly Phe Phe Pro Gin Glu Pro Leu Ser Val Thr Trp Ser Glu Ser Gly 

145 150 155 160 



147/177 

Gin Gly Val Thr Ala Arg Asn Phe Pro Pro Ser Gin Asp Aia Ser Gly 

165 170 175 

Asp Leu Tyr Thr Thr Ser Ser Gin Leu Thr Leu Pro Ala Thr Gin Cys 
180 185 190 

Leu Ala Gly Lys Ser Vai Thr Cys His Val Lys His Tyr Thr Asn Pro 

195 200 205 

Ser Gin Asp Val Thr Val Pro Cys Pro Val Pro Ser Thr Pro Pro Thr 
210 215 220 

Pro Ser Pro Ser Thr Pro Pro Thr Pro Ser Pro Ser Cys Cys His Pro 
225 230 235 240 

Arg Leu Ser Leu His Arg Pro Ala Leu Glu Asp Leu Leu Leu Gly Ser 
245 250 255 

Glu Ala Asn Leu Thr Cys Thr Leu Thr Gly Leu Arg Asp Ala Ser Gly 
260 265 270 

Val Thr Phe Thr Trp Thr Pro Ser Ser Gly Lys Ser Ala Val Gin Gly 
275 280 285 

Pro Pro Glu Arg Asp Leu Cys Gly Cys Tyr Ser Val Ser Ser Val Leu 
290 295 300 
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Pro Gly Cys Ala Glu Pro Trp Asn His Gly Lys Thr Phe Thr Cys Thr 
305 310 315 320 

Ala Ala Tyr Pro Glu Ser Lys Thr Pro Leu Thr Ala Thr Leu Ser Lys 
325 330 335 

Ser Gly Asn Thr Phe Arg Pro Glu Val His Leu Leu Pro Pro Pro Ser 
340 345 350 

Glu Glu Leu Ala Leu Asn Glu Leu Val Thr Leu Thr Cys Leu Ala Arg 
355 360 365 

Gly Phe Ser Pro Lys Asp Val Leu Val Arg Trp Leu Gin Gly Ser Gin 
370 375 380 

Glu Leu Pro Arg Glu Lys Tyr Leu Thr Trp Ala Ser Arg Gin Glu Pro 
385 390 395 400 

Ser Gin Gly Thr Thr Thr Phe Ala Val Thr Ser lie Leu Arg Val Ala 
405 410 415 

Ala Glu Asp Trp Lys Lys Gly Asp Thr Phe Ser Cys let Val Gly His 
420 425 430 

Glu Ala Leu Pro Leu Ala Phe Thr Gin Lys Thr lie Asp Arg Leu Ala 
435 440 445 



149/177 

Gly Lys Glu Gin Lys Leu lie Ser Glu Glu Asp Leu 
450 455 460 

<210> 6? 
<211 > 219 

<212> PRT 
<213> Artificial Sequence 

<220> 
<223> an artificially synthesized sequence 

<400> 67 

Asp Val Val let Thr Gin Ser Pro Leu Ser Leu Pro Val Thr Pro Gly 
15 10 15 

Glu Pro Ala Ser lie Ser Cys Arg Ser Ser Gin Ser Leu Val His Ser 
20 25 30 

Asn Arg Asn Thr Tyr Leu His Trp Tyr Leu Gin Lys Pro Gly Gin Ser 
35 40 45 

Pro Gin Leu Leu Ile Tyr Lys Val Ser Asn Arg Phe Ser Gly Val Pro 
50 55 60 

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys lie 

65 70 75 80 



150/177 

Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Ser Gin Asn 
85 90 95 

Thr His Val Pro Pro Thr Phe Gly Gin Gly Thr Lys Leu Glu lie Lys 

100 105 110 

Arg Thr Val Ala Ala Pro Ser Val Phe lie Phe Pro Pro Ser Asp Glu 
115 120 125 

Gin Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe 
130 135 140 

Tyr Pro Arg Glu Ala Lys Val Gin Trp Lys Val Asp Asn Ala Leu Gin 
145 150 155 160 

Ser Gly Asn Ser Gin Glu Ser Val Thr Glu Gin Asp Ser Lys Asp Ser 

165 170 175 

Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu 
180 185 190 

Lys His Lys Val Tyr Ala Cys Glu Val Thr His Gin Gly Leu Ser Ser 
195 200 205 

Pro Val Thr Lys Ser Phe Asn Arg Gly Glu Cys 
210 215 



151/177 

<210> 68 
<211> 447 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> an artificially synthesized sequence 

<400> 68 

Gin Val Gin Leu Gin Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu 
15 10 15 

Thr Leu Ser Leu Thr Cys Ala Val Ser Gly His Ser Ile Ser His Asp 
20 25 30 

His Ala Trp Ser Trp Val Arg Gin Pro Pro Gly Glu Gly Leu Glu Trp 
35 40 45 

lie Gly Phe lie Ser Tyr Ser Gly lie Thr Asn Tyr Asn Pro Ser Leu 
50 55 60 

Gin Gly Arg Val Thr lie Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 70 75 80 

Leu Gin let Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Ser Leu Ala Arg Thr Thr Ala let Asp Tyr Trp Gly Glu Gly 
100 105 110 
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Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe 
115 120 125 

Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu 

130 135 140 

Gly Gys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp 

145 150 155 180 

Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu 
165 170 175 

Gin Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser 
180 185 190 

Ser Ser Leu Gly Thr Gin Thr Tyr lie Gys Asn Val Asn His Lys Pro 
195 200 205 

Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys 

210 215 220 

Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro 

225 230 235 240 

Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met lie Ser 
245 250 255 



153/177 

Arg Thr Pro Glu Vai Thr Cys Vai Vai Vai Asp Val Ser His Glu Asp 
260 265 270 

Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Vai His Asn 
275 280 285 

Ala Lys Thr Lys Pro Arg Glu Glu Gin Tyr Asn Ser Thr Tyr Arg Val 
290 295 300 

Val Ser Val Leu Thr Val Leu His Gin Asp Trp Leu Asn Gly Lys Glu 
305 310 315 320 

Tyr Lys Cys Lys Val Ser Asn Lys Aia Leu Pro Ala Pro lie Glu Lys 
325 330 335 

Thr lie Ser Lys Aia Lys Gly Gin Pro Arg Giu Pro Gin Val Tyr Thr 
340 345 350 

Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gin Vai Ser Leu Thr 
355 360 365 

Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp lie Ala Val Glu Trp Glu 
370 375 380 

Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu 
385 390 395 400 



154/177 

Asp Ser Asp Qly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys 
405 410 415 

Ser Arg Trp Gin Gin Gly Asn Val Phe Ser Cys Ser Val Leu His Glu 
420 425 430 

Ala Leu His Ser His Tyr Thr Gin Lys Ser Leu Ser Leu Ser Pro 
435 440 445 

<210> 69 
<211> 449 

<212> PRT 
<213> Artificial Sequence 

<220> 
<223> an artificially synthesized sequence 

<400> 69 

Glu Val Gin Leu Val Glu Ser Gly Gly Gly Leu Val Gin Pro Gly Gly 
15 10 15 

Ser Leu Arg Leu Ser Cys Ala Val Ser Gly Tyr Ser Ile Thr Ser Gly 
20 25 30 

Tyr Ser Trp Asn Trp Ile Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp 
35 40 45 



155/177 

Val Ala Ser lie Thr Tyr Asp Gly Ser Thr Asn Tyr Asn Pro Ser Val 

50 55 60 

Lys Gly Arg Ile Thr lie Ser Arg Asp Asp Ser Lys Asn Thr Phe Tyr 

65 70 75 80 

Leu Gin let Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 

85 90 95 

Ala Arg Gly Ser His Tyr Phe Gly His Trp His Phe Ala Val Trp Gly 

100 105 110 

Gin Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser 
115 120 125 

Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala 
130 135 140 

Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val 
145 150 155 160 

Ser Trp Asri Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala 
165 170 175 

Val Leu Gin Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val 

180 185 190 
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Pro Ser Ser Ser Leu Gly Thr Gin Thr Tyr Ile Cys Asri Val Asn His 
195 200 205 

Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys 
210 215 220 

Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly 

225 230 235 240 

Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu let 
245 250 255 

Ile Ser Arg Thr Pro Glu Val Thr Gys Val Val Val Asp Val Ser His 
260 265 270 

Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val 

275 280 285 

His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin Tyr Asn Ser Thr Tyr 
290 295 300 

Arg Val Val Ser Val Leu Thr Val Leu His Gin Asp Trp Leu Asn Gly 
305 310 315 320 

Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro lie 
325 330 335 
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Glu Lys Thr lie Ser Lys Ala Lys Gly Gin Pro Arg Glu Pro Gin Val 
340 345 350 

Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gin Val Ser 
355 380 385 

Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu 

370 375 380 

Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro 
385 390 395 400 

Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val 

405 410 415 

Asp Lys Ser Arg Trp Gin Gin Gly Asn Val Phe Ser Cys Ser Val Leu 
420 425 430 

His Glu Ala Leu His Ser His Tyr Thr Gin Lys Ser Leu Ser Leu Ser 
435 440 445 

Pro 

<210> 70 

<211> 218 
<212> PRT 
<213> Artificial Sequence 
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<220> 
<223> an artificially synthesized sequence 

<400> 70 

Asp lie Gin Leu Thr Gin Ser Pro Ser Ser Leu Ser Ala Ser Val Gly 
15 10 15 

Asp Arg Val Thr lie Thr Cys Arg Ala Ser Gin Ser Val Asp Tyr Asp 
20 25 30 

Gly Asp Ser Tyr let Asn Trp Tyr Gin Gin Lys Pro Gly Lys Ala Pro 
35 40 45 

Lys Leu Leu He Tyr Ala Ala Ser Tyr Leu Glu Ser Gly Val Pro Ser 
50 55 00 

Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr lie Ser 
65 70 75 80 

Ser Leu Gin Pro Glu Asp Phe Ala Thr Tyr Tyr Cys Gin Gin Ser His 
85 90 95 

Glu Asp Pro Tyr Thr Phe Gly Gin Gly Thr Lys Val Glu He Lys Arg 
100 105 110 

Thr Val Ala Ala Pro Ser Val Phe He Phe Pro Pro Ser Asp Glu Gin 
115 120 125 
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Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr 
130 135 140 

Pro Arg Glu Ala Lys Val Gin Trp Lys Val Asp Asn Ala Leu Gin Ser 

Gly Asn Ser Gin Glu Ser Val Thr Glu Gin Asp Ser Lys Asp Ser Thr 

165 170 175 

Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys 
180 185 190 

His Lys Val Tyr Ala Cys Glu Val Thr His Gin Gly Leu Ser Ser Pro 

Val Thr Lys Ser Phe Asn Arg Gly Glu Cys 

210 215 

<210> 71 
<211> 385 
<212> PRT 
<213> Homo sapiens 

<400> 71 

let Gly Val Pro Arg Pro Gin Pro Trp Ala Leu Gly Leu Leu Leu Phe 
15 10 15 
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Leu Leu Pro Gly Ser Leu Gly Ala Glu Ser His Leu Ser Leu Leu Tyr 

20 25 30 

His Leu Thr Ala Val Ser Ser Pro Ala Pro Gly Thr Pro Ala Phe Trp 
35 40 45 

Val Ser Gly Trp Leu Gly Pro Gin Gin Tyr Leu Ser Tyr Asn Ser Leu 
50 55 60 

Arg Gly Glu Ala Glu Pro Cys Gly Ala Trp Val Trp Glu Asn Gin Val 

65 70 75 80 

Ser Trp Tyr Trp Glu Lys Glu Thr Thr Asp Leu Arg lie Lys Glu Lys 
85 90 95 

Leu Phe Leu Glu Ala Phe Lys Ala Leu Gly Gly Lys Gly Pro Tyr Thr 
100 105 110 

Leu Gin Gly Leu Leu Gly Cys Glu Leu Gly Pro Asp Asn Thr Ser Val 

115 120 125 

Pro Thr Ala Lys Phe Aia Leu Asn Gly Glu Glu Phe let Asn Phe Asp 
130 135 140 

Leu Lys Gin Gly Thr Trp Gly Gly Asp Trp Pro Glu Ala Leu Ala lie 
145 150 155 160 
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Ser Gin Arg Trp Gin Gin Gin Asp Lys Ala Ala Asn Lys Glu Leu Thr 
165 170 175 

Phe Leu Leu Phe Ser Cys Pro His Arg Leu Arg Glu His Leu Glu Arg 
180 185 190 

Gly Arg Gly Asn Leu Glu Trp Lys Glu Pro Pro Ser let Arg Leu Lys 

195 ' 200 205 

Ala Arg Pro Ser Ser Pro Gly Phe Ser Val Leu Thr Cys Ser Ala Phe 
210 215 220 

Ser Phe Tyr Pro Pro Glu Leu Gin Leu Arg Phe Leu Arg Asn GSy Leu 
225 230 235 240 

Ala Ala Gly Thr Gly Gin Gly Asp Phe Gly Pro Asn Ser Asp Gly Ser 
245 250 255 

Phe His Ala Ser Ser Ser Leu Thr Val Lys Ser Gly Asp Glu His His 

260 265 270 

Tyr Gys Cys lie Val Gin His Ala Gly Leu Ala Gin Pro Leu Arg Val 

275 280 285 

Glu Leu Glu Ser Pro Ala Lys Ser Ser Val Leu Val Val Gly lie Val 
290 295 300 
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lie Gly Va! Leu Leu Leu Thr Ala Ala Ala Va! Gly Gly Ala Leu Leu 

305 310 315 320 

Trp Arg Arg let Arg Ser Gly Leu Pro Ala Pro Trp lie Ser Leu Arg 
325 330 335 

Gly Asp Asp Thr Gly Val Leu Leu Pro Thr Pro Gly Glu Ala Gin Asp 
340 345 350 

Ala Asp Leu Lys Asp Val Asn Val He Pro Ala Thr Ala 
355 360 365 

<210> 72 
<211> 119 
<212> PRT 
<213> Homo sapiens 

<400 72 

Met Ser Arg Ser Val Ala Leu Ala Val Leu Ala Leu Leu Ser Leu Ser 
15 10 15 

Gly Leu Glu Ala lie Gin Arg Thr Pro Lys He Gin Val Tyr Ser Arg 
20 25 30 

His Pro Ala Glu Asn Gly Lys Ser Asn Phe Leu Asn Cys Tyr Val Ser 
35 40 45 
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Gly Phe His Pro Ser Asp lie Glu Val Asp Leu Leu Lys Asri Gly Glu 

Arg Ile Glu Lys Val Glu His Ser Asp Leu Ser Phe Ser Lys Asp Trp 

Ser Phe Tyr Leu Leu Tyr Tyr Thr Glu Phe Thr Pro Thr Glu Lys Asp 
85 90 95 

Glu Tyr Ala Cys Arg Val Asn His Val Thr Leu Ser Gin Pro Lys lie 
100 105 110 

Val Lys Trp Asp Arg Asp let 

115 

<210> 73 
<211> 290 
<212> PRT 
<213> lus musculus 

<400> 73 

let Gly Met Pro Leu Pro Trp Aia Leu Ser Leu Leu Leu Val Leu Leu 

15 10 15 

Pro Gin Thr Trp Gly Ser Glu Thr Arg Pro Pro Leu let Tyr His Leu 
20 25 30 

Thr Ala Val Ser Asn Pro Ser Thr Gly Leu Pro Ser Phe Trp Ala Thr 
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40 

Gly Trp Leu Gly Pro Gin Gin Tyr Leu Thr Tyr Asn Ser Leu Arg Gin 

Glu Ala Asp Pro Cys Gly Ala Trp let Trp Glu Asn Gin Val Ser Trp 
65 70 75 80 

Tyr Trp Glu Lys Glu Thr Thr Asp Leu Lys Ser Lys Glu Gin Leu Phe 
85 90 95 

Leu Glu Ala Leu Lys Thr Leu Glu Lys lie Leu Asn Gly Thr Tyr Thr 

100 105 110 

Leu Gin Gly Leu Leu Gly Cys Glu Leu Ala Ser Asp Asn Ser Ser Val 

115 120 125 

Pro Thr Ala Val Phe Ala Leu Asn Gly Glu Glu Phe let Lys Phe Asn 
130 135 140 

Pro Arg lie Gly Asn Trp Thr Gly Glu Trp Pro Glu Thr Glu lie Val 

145 150 155 160 

Ala Asn Leu Trp let Lys Gin Pro Asp Ala Ala Arg Lys Glu Ser Glu 
165 170 175 

Phe Leu Leu Asn Ser Cys Pro Glu Arg Leu Leu Gly His Leu Glu Arg 
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180 185 190 

Gly Arg Arg Asn Leu Glu Trp Lys Glu Pro Pro Ser let Arg Leu Lys 

195 200 205 

Ala Arg Pro Gly Asn Ser Gly Ser Ser Val Leu Thr Cys Ala Ala Phe 

210 215 220 

Ser Phe Tyr Pro Pro Glu Leu Lys Phe Arg Phe Leu Arg Asn Gly Leu 
225 230 235 240 

Ala Ser Gly Ser Gly Asn Cys Ser Thr Gly Pro Asn Gly Asp Gly Ser 
245 250 255 

Phe His Ala Trp Ser Leu Leu Glu Val Lys Arg Gly Asp Glu His His 
260 265 270 

Tyr Gin Cys Gin Val Giu His Glu Gly Leu Ala Gin Pro Leu Thr Val 
275 280 285 

Asp Leu 
290 

<210> 74 
<211> 119 

<212> PRT 
<213> lus musculus 
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<400 74 

let Ala Arg Ser Val Thr Leu Val Phe Leu Val Leu Val Ser Leu Thr 
15 10 15 

Gly Leu Tyr Ala lie Gin Lys Thr Pro Gin lie Gin Val Tyr Ser Arg 

His Pro Pro Glu Asn Gly Lys Pro Asn lie Leu Asn Cys Tyr Val Thr 

Gin Phe His Pro Pro His Ile Glu He Gin let Leu Lys Asn Gly Lys 

Lys Ile Pro Lys Val Glu let Ser Asp let Ser Phe Ser Lys Asp Trp 

Ser Phe Tyr Ile Leu Ala His Thr Glu Phe Thr Pro Thr Glu Thr Asp 

Thr Tyr Ala Cys Arg Val Lys His Ala Ser let Ala Glu Pro Lys Thr 
100 105 110 

Val Tyr Trp Asp Arg Asp let 
115 

<210> 75 
<211> 447 
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<212> PRT 
<213> Artificial Sequence 

<220> 
<223> an artificially synthesized sequence 

<400> 75 

Gin Val Gin Leu Gin Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu 

15 10 15 

Thr Leu Ser Leu Thr Cys Ala Val Ser Gly His Ser lie Ser His Asp 
20 25 30 

His Ala Trp Ser Trp Val Arg Gin Pro Pro Gly Glu Gly Leu Glu Trp 
35 40 45 

lie Gly Phe lie Ser Tyr Ser Gly lie Thr Asn Tyr Asn Pro Ser Leu 
50 55 60 

Gin Gly Arg Val Thr lie Ser Arg Asp Asn Ser Lys Asri Thr Leu Tyr 
65 70 75 80 

Leu Gin let Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Ser Leu Ala Arg Thr Thr Ala let Asp Tyr Trp Gly Glu Gly 
100 105 110 
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Thr Leu Val Thr Vai Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe 
115 120 125 

Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu 
130 135 140 

Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp 
145 150 155 160 

Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu 
165 170 175 

Gin Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser 
180 185 190 

Ser Ser Leu Gly Thr Gin Thr Tyr lie Cys Asn Val Asn His Lys Pro 
195 200 205 

Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Gys Asp Lys 
210 215 220 

Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro 
225 230 235 240 

Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu let He Ser 
245 250 255 
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Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp 
260 285 270 

Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn 
275 280 285 

Ala Lys Thr Lys Pro Arg Glu Glu Gin Tyr Asn Ser Thr Tyr Arg Val 
290 295 300 

Val Ser Val Leu Thr Val Leu His Gin Asp Trp Leu Asn Gly Lys Glu 
305 310 315 320 

Tyr Lys Cys Lys Val Ser Asn Lys Ala Tyr Pro Ala Pro He Glu Lys 
325 330 335 

Thr lie Ser Lys Aia Lys Gly Gin Pro Arg Glu Pro Gin Val Tyr Thr 
340 345 350 

Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gin Val Ser Leu Thr 
355 360 365 

Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp lie Ala Val Glu Trp Glu 

370 375 380 

Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu 
385 390 395 400 
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Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys 
405 410 415 

Ser Arg Trp Gin Gin Gly Asn Val Phe Ser Cys Ser Val let His Glu 
420 425 430 

Ala Leu His Asn His Tyr Thr Gin Lys Ser Leu Ser Leu Ser Pro 

435 440 445 

<210> 76 
<211> 447 
<212> PRT 

<213> Artificial Sequence 

<220> 
<223> an artificially synthesized sequence 

<400> 76 

Gin Val Gin Leu Gin Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Giu 

15 10 15 

Thr Leu Ser Leu Thr Cys Ala Val Ser Gly His Ser lie Ser His Asp 
20 25 30 

His Ala Trp Ser Trp Val Arg Gin Pro Pro Gly Glu Gly Leu Glu Trp 
35 40 45 

lie Gly Phe lie Ser Tyr Ser Gly lie Thr Asn Tyr Asn Pro Ser Leu 
50 55 60 
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Gin Gly Arg Val Thr He Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 70 75 80 

Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Ser Leu Ala Arg Thr Thr Ala let Asp Tyr Trp Gly Glu Gly 

100 105 110 

Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe 
115 120 125 

Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu 

130 135 140 

Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp 

145 150 155 160 

Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu 
165 170 175 

Gin Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser 
180 185 190 

Ser Ser Leu Gly Thr Gin Thr Tyr He Cys Asn Val Asn His Lys Pro 
195 200 205 
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Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys 

210 215 220 

Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro 
225 230 235 240 

Asp Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu let lie Ser 
245 250 255 

Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp 

260 265 270 

Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asri 
275 280 285 

Ala Lys Thr Lys Pro Arg Glu Glu Gin Tyr Asn Ser Thr Tyr Arg Val 
290 295 300 

Val Ser Val Leu Thr Val Leu His Gin Asp Trp Leu Asn Gly Lys Glu 

305 310 315 320 

Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Glu Glu Lys 
325 330 335 

Thr lie Ser Lys Ala Lys Gly Gin Pro Arg Glu Pro Gin Val Tyr Thr 
340 345 350 
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Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gin Val Ser Leu Thr 
355 380 365 

Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp lie Ala Va! Glu Trp Glu 
370 375 380 

Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu 
385 390 395 400 

Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys 
405 410 415 

Ser Arg Trp Gin Gin Gly Asn Val Phe Ser Cys Ser Val let His Glu 
420 425 430 

Ala Leu His Asn His Tyr Thr Gin Lys Ser Leu Ser Leu Ser Pro 
435 440 445 

<210> 77 
<211> 214 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> an artificially synthesized sequence 

<400> 77 
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Asp He Gin let Thr Gin Ser Pro Ser Ser Leu Ser Ala Ser Val Gly 
15 10 15 

Asp Ser Val Thr lie Thr Cys Gin Ala Ser Thr Asp Ile Ser Ser His 
20 25 30 

Leu Asn Trp Tyr Gin Gin Lys Pro Gly Lys Ala Pro Glu Leu Leu Ile 
35 40 45 

Tyr Tyr Gly Ser His Leu Leu Ser Gly Val Pro Ser Arg Phe Ser Gly 
50 55 60 

Ser Gly Ser Gly Thr Asp Phe Thr Phe Thr Ile Ser Ser Leu Glu Ala 
65 70 75 80 

Glu Asp Ala Ala Thr Tyr Tyr Cys Gly Gin Gly Asn Arg Leu Pro Tyr 
85 90 95 

Thr Phe Gly Gin Gly Thr Lys Val Glu lie Glu Arg Thr Val Ala Ala 
100 105 110 

Pro Ser Val Phe lie Phe Pro Pro Ser Asp Glu Gin Leu Lys Ser Gly 
115 120 125 

Thr Ala Ser Val Val Gys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Aia 
130 135 140 
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Lys Val Gin Trp Lys Val Asp Asn Ala Leu Gin Ser Gly Asn Ser Gin 

145 150 155 160 

Glu Ser Va! Thr Glu Gin Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser 

165 170 175 

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr 
180 185 190 

Ala Gys Glu Val Thr His Gin Gly Leu Ser Ser Pro Val Thr Lys Ser 

195 200 205 

Phe Asn Arg Gly Glu Cys 
210 

<210> 78 
<211> 214 
<212> PRT 

<213> Artificial Sequence 

<220> 
<223> an artificially synthesized sequence 

<400> 78 

Asp He Gin let Thr Gin Ser Pro Ser Ser Leu Ser Ala Ser Val Gly 
15 10 15 

Asp Arg Val Thr He Thr Cys Arg Ala Ser Gin Asp lie Ser Ser Tyr 
20 25 30 
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Leu Asn Trp Tyr Gin Gin Lys Pro Gly Lys Ala Pro Lys Leu Leu lie 
35 40 45 

Tyr Tyr Thr Ser Arg Leu His Ser Gly Val Pro Ser Arg Phe Ser Gly 
50 55 60 

Ser Gly Ser Gly Thr Asp Phe Thr Phe Thr lie Ser Ser Leu Glri Pro 
65 70 75 80 

Glu Asp lie Ala Thr Tyr Tyr Cys Gin Gin Gly Asn Thr Leu Pro Tyr 
85 90 95 

Thr Phe Gly Gin Gly Thr Lys Val Glu lie Lys Arg Thr Val Ala Ala 

100 105 110 

Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gin Leu Lys Ser Gly 
115 120 125 

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala 
130 135 140 

Lys Val Gin Trp Lys Val Asp Asn Ala Leu Gin Ser Gly Asn Ser Gin 
145 150 155 160 

Glu Ser Val Thr Glu Gin Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser 
165 170 175 
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Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr 
180 185 190 

Ala Cys Glu Val Thr His Gin Gly Leu Ser Ser Pro Val Thr Lys Ser 
195 200 205 

Phe Asn Arg Gly Glu Cys 

210 


