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Figure 1:
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Figure 2..

SEQ.LD.NO:1682

GAATTCGCCCTTGGCCGCTGCACCTGTAGGGGAACAAGC TGGAGGAGCAGGA
CCCTAGACCTCTGCAGCCCACCGCAGGGCTCATGGAGGGGAACARGCTGGAGGAGCA
GGACGCTAGCCCTCCACAGCCCACCCCAGGGCTCATGAAGGGGGACAAGCGTGAGGA
GCAGGGGCTGGGCCCAGAACCTGCGGCACCCCAGCAGCCCACGGCGGAGGAGGAGGT
CCTGATCGAGTITCCACCGCTCCTACCGAGAGCTCTTCGAGTTCTTCTGCAACAATAC
CACCATCCACGGCGCCATCCGCCTGGTGTGCTCCCAGCACAACCGCATGAAGACGGS
CTGCACCTTITGGCATGATGTACTGGCAATTCGGCCT
GCTTTITCGGAGAGTACTTCAGCTACCCCGTCAGCCTCAACATCAACCTCAACTCGGA
CAAGCTTGTCTTCCCCGCAGTGACCATCTGCACCCTCAATCCCTACAGGTATCCGGA
AATTAAAGAGGAGCTGGAGGAGCTGGACCGCATCACACAGCAGACGCTCTTTGACCT
GTACAAATACGACTCCTCCCCCACCCTCGTGGCCGGCTCCCGCGGCCGTCGTGACCT
GCGGGGCACTCTGCCGCACCTCTTGCAGCGCCTGAGGGTCCCGTCCCCGCTTCACGE
GGCCCGTCARAGCCCGTAGCGTGGCCTCCAGCGTGCGGGACAACAACCCCCAAGTGGA
CTGGAAGGACTGGAAGATCGGTITTCGAGCTGTGCAACCAGAACAAATCAGACTGCTT
CTACCAGACATACTCATCAGGGGTCGATGCAGTGAGGGAGTGGTACCGCTTCCACTA
CATCAACATCCIGTCGAGGCTGCCAGAGACTCTGCCATCCCTGGAGGAGGACACACT
GGGCAACTTCATCTTCGCCTGCCGCTTCARCCAGGTCTCCTGCARACCAGGCGAATTA
CTCTCACTTCCACCACCCAATGTATGGAAACTGCTATACTTTCAATGACAAGAACAA
CTCTAACCTCTGGATGICTTCCATGCCTGGAGTCAACAACGGTCTGTCCCTGATGCT
GCGCACAGAGCAGAATGACTTCATTCCCCTGCTGTCCACAGTGACTGGGGCCCGEGT
AATGGTGCACGGGCAGGATGAACCTGCCTTTATGGATGATGGTGGCTTTAACTTGCE
GCCTGGCGTGGAGACCTCCATCAGCATGAGGAAGGAAGCCCTGGACAGACTTIGGGGE
CGACTATGGCGACTGCACCAAGAATGGCAGTGATGTCCCTGTCAAGRACCTTTACCC
TTCAARGTACACGCAGCAGGTGTGTATTCACTCCTGCTTCCAGGAGAACATGATCAA
GGAGTGTGGCTGTGCCTACATCTTCTATCCGCGGCCGCAGAACATGGAGTACTGTGA
CTACAGGAAGCACAGTTCCTGGGGCTACTGCTACTATAAGCTCCAGGCTGACTTCTC
CTCAGACCACCTGGGCTGTITTCACCAAGTGCCGGAAGCCATGCAGTGTGACCAGCTA
CCAGCTCTCGGCTGGTTACTCACGATGGCCCTCGGTGACATCCCAGGAATGGGTCTT
CGAGATGCTATCGCGACAGAACAACTACACCATCAACAACAAGAGARAATGGAGTGGC
CAAAGTCAACATCTTCTTCAAGGAGCTGAACTACABAACCAATTCTGAGTCTCCCTC
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TGTCACGATGGTCACCCTCCTGTCCAACCTGGGCAGCCAGTGGAGCCTETGGTTCGE
CTCCTCAGTGCIGTCTGTGGTGGAGATGGCTGAGCTCATCT TTGACCTGCTGGTCAT
CACATTCCTCCTGCTGCTCCGAAGGTTCCGAAGCCGATACTGGTCTCCAGGCCGAGG
GGACAGGGGTGCTCAGGAGGTGGCCTCCACCCAGGCATCCTCCCCGCCTTCCCACTT
CTGCCCCCACCCCACATCTCTGTACTTGTCCCAACTAGGCCCTGCTCCCTCCCCAGE
CTTGACAGCCCCTCCCCCTGCCTATGCCACCCTGGGCCCCTGCCCATCTCCAGEGRE
CTCCGCAGGGGCCAGCTCCACTGCCTATCCTCTGGGGGGGCCCTGAGAGAGGAGAGE
TTCCTTGCACCARGGCAGATGCTCCCCTGGTGEGAGGGTGCTGCCCTTCGCAAGATT
GAAGGATGTGCAGGGCTTCCTCTCAGAGCCGCCCARACTGCCCTTGATGTGTGGAGE
GGAAGCGAGATGGGTAAGGGGCTCAGGAAGT TGTTCCAAGAACAGTGGCCAATGAAG
CTGCCCAGAAGTGCCTTGGCTCTGGCTCTGTACCCCTTGETACTGCCTCTGAACACT
CIGGTITTCCCCACCCAACTGCAGCTAAGTCTCCTTTTCCCTTGGATCAGCCAAGCCA
AACTTGGAGCTTTGACAAGGAACTTTCCTAAGAAATGGCTGATGACCAGGACARAAC
ACARCCAAGGGTACACACAGGCATGCACGCGTTTCCTGCCTGECGACAGETGARGCC
AGCCCCTGACTGACCTGGCCACACTGCTCTCCAGTAACACAGATGTCTGCCCCTCAT
CTTGAACTTGGGTGGGAAACCCCACCCAAAAGCCCCCTTTATTACTTAGGCAATTCC
CCTTCCCTGACTCCCGAGAGCCAGGGCCAGAGCAGACCCGTATAAGTARAGGCAGCT
CCAGGGCTCCTCTAGGCTCATACCCGTGCCCTCACAGAGCCATGCTCCAGCGCTTCT
GTCCTGTGTCITTCGICCCTCTACATGTCTGCTCARGACAT TTTCTCAGCCTCARAG
CTTCCCCAGCCATCTIGCCGGAGAACTCCTATGCATCCCTCAGAACCCTGCTCAGACA
CCATTACTTTTGTGAAGGCT TCTGCCACATCTTGTCGTCCCARAAATTGATCACTCE
CCTTTCTGGTGGGCTCCCGTAGCACACTATAACATCTGCTGGAGTGTTGCTGTTGCA
CCATACTTTCTTGTACGTTTGIGTCTGCCTCCCCAACTGGACTGTGAGGGCCTTGTG
GCCAGGGACTGAGTCTTGCCCGTTTATGTATGCTCCGTGTCTAGCCCATCATCCTEC
TTGAAGCAAGTAGGCAGATGCTCAAARGGGCGARTTCTGCAGATATC

Translation:

SEQ.I.D.NQ:1681

MEGNKLEEQDASPPQPTPGLMKGDKREEQGLGPEPAAPQQPTAREEALTEFH
RSYRELFEFFCNNTTIHGAIRLVCSQHNRMKTAFWAY LWLCT FGMMYWQFGLLFGEY
FSYPVSLNINLNSDXKLVFPAVTICTLNPYRYPEIKEELEELDRITQQTLFDLYKYDS
SPTLVAGSRGRRDLRGTLPHELLQRLRVPS PLHGARQARSVASSVRDNNPQVDWKDWK
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IGFELCNONKSDCEYQTYSSGVDAVREWYRFHY INILSRLPETLPSLEEDTLGNF I &
ACRFNQVSCNQANY SHFEHPMYGNCYTFNDKNNSNLWMS SMPGVNNGLSLMLRTEQN
DFIPLLSTVTIGARVMVHGQDEPAFMDDGGENLRPGVETS I SMRKEALDRLGGDYGDC
TENGSDVPVRNLYPSKYTQQVCIHSCEFQENMIKECGCAY IFYPRPQNMEYCDYRKHS
SWGYCYYKLOADFSSDHLGCFTKCRKPCSVTSYQLSAGY SRWPSVTSQERVFEMLSR
ONNYTINNKRNGVAKVNIFFKELNYKTNSESPSVIMVTLLSNLGSQWSLWFGSSVLS
VVEMAELIFDLLVITFLLLLRRFRSRYWSPGRGDRGAQEVASTQASSPPSHFCPHPT
SLYLSQLGPAPSPALTAPPPAYATLGPCPSPGGSAGASSTAYPLGGP
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Figure 3:
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