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PatentIn version 3.5
1

1140

DNA

Homo sapiens

1

atgccccact ccagecctgea tccatccatc ccgtgtccca ggggtcacgg ggcccagaag

gcagecttgg ttctgctgag tgcctgectg gtgacccttt gggggctagg agagccacca

gagcacactc tccggtacct ggtgctccac ctagecctccc tgecagetggg actgetgtta

aacgggetct gcagcctgge tgaggagetg cgeccacatcc actccaggta ccggeggcagce

Page 1

60

120

180

240



tactggagga
ctgtccatct
cttgccctcc
ccagctgaga
tggtcatatt
acttacaatc
ctcctcccat
ttcctggata
agcaacagca
tacgccaccc
cgggaggata
gatgcccctg
agcagcttct
gttactgtgg
cctgagctcec
210> 2

<211>

<212>
<213>

DNA
<400> 2

atgccccact
gcagecttgg
gagcacactc
aacggggtct
tactggagga

ctgtccatct

1140

ctgtgegggc
atttctacta
tgggcctctc
tctctgcagt
acatcggata
agcattacaa
tggactgtgg
aactgcccca
tctatgagct
ccttgcagac
ggcttgagca
agtctcagaa
cgctgtccca
gcagcttgaa

tcatcagtgg

Homo sapiens

ccagcctgcea
ttctgctgag
tccggtacct
gcagcctggc
ctgtgegggc

atttctacta

MATS Sequence 371.txt
ctgectggge tgecccctee geegtggggc

ctccctcecca
gcaggcactg
gtgtgaaaaa
tctgeggcetg
caacctgcta
ggtgcctgat
gcagaccggt
tctggagaac
tttgtttgcc
ggccaaactc
caactgccgc
ggaggttctc
gacctcagcg

aatggaaaag

tccatccatce
tgcctgectg
ggtgctccac
tgaggagctg
ctgectgggce

ctcccteccca

aatgcggtcg
aacatcctcc
gggaatttca
atcctgccag
cggggtgeag
aacctgagta
gaccgggcetg

gggcageggs

atgtcacaat
ttctgeccgga
ctcattgcct
cggcacctgce
gtgcccagta

cccctecectce

ccgtgtcecca
gtgacccttt
ctagcctccc
cgccacatcc
tgecccectcec

aatgcggtcg
Page

gccegeectt
tgggcctcaa
acgtggccca
agctccaggc
tgagccagcg
tggctgaccc
gcatcaagga
cgggcacctg
acagtcaagc
cacttgagga
accaggaacc
ggcaggagga
cctccacgat

tccgcacgga

ggggtcacgg
ggggsgctagg
tgcagctggg
actccaggta
gecegtggggc

gceccgeectt
2

cctgttgetg
cacttggatg
gggecctggec

tgggetggea

ccggattcga
gctgtatatt
caacattcgc
tcgggtttac
tgtcctggag
tggctttagce
catcctggca
tgcagatgac
aaaggaagag
gtcccaagag

tttctcttga

ggcccagaag

agagccacca
actgctgtta
ccggggeagc
cctgttgetg

cacttggatg

300

360

420

480

540

600

660

720

780

840

960

960

1020

1080

1140

60

120

180

240

300

360



cttgccctcc
ccagctgaga
tggtcatatt
acttacaatc
ctcctcccat
ttcectggata
agcaacagca
tacgccaccc
cgggaggata
gatgcccectg
agcagcttct
gttactgtgg
cctgagctcc
<210> 3

<211>

<212>
<213>

DNA
<400> 3

atgccccact
gcagccttgg
gagcacactc
aacggggtct
tactggagga
ctgtccatct

cttgccctcec

1140

tgggcectctce
tctetgeagt
acatcggata
agcattacaa
tggactgtgg
aactgcccca
tctatgagct
ccttgcagac
ggcttgagca
agtctcagaa
cgctgtcecca
gcagcttgaa

tcatcagtgg

Homo sapiens

ccagcctgca
ttctgctgag
tceggtacct
gcagcctggce
ctgtgcgggc
atttctacta

tgggectctce
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gcaggcactg
gtgtgaaaaa
tctgeggetg
caacctgcta
ggtgcctgat
gcagaccggt
tctggagaac
tttgtttgcc
ggccaaactc
caactgccgc
ggaggttctc
gacctcagcg

aatggaaaag

tccatccatc
tgecectgectg
ggtgctccac
tgaggagctg
ctgectggec

ctccctcecca

gcaggcactg

aacatcctcc
gggaatttca
atcctgcecag
cggggtgeag
aacctgagta
gaccatgctg
ggegcageess
atgtcacaat
ttctgecgga
ctcattgcect
cggecacctgce
gtgcccagta

ccccteectc

ccgtgtcceca
gtgacccttt
ctagcctcecc
cgccacatcc
tgcececctcec
aatgcggtcg

aacatcctcc

Page

tgggectcaa
acgtggccca
agctccaggce
tgagccagceg
tggctgaccc
gcatcaagga
cgggcacctg
acagtcaagc
cacttgagga
accaggaacc
ggcaggagga
cctccacgat

tccgeacgga

ggggtcacgg
gggggctagg
tgcagetggg
actccaggta
gcegtggggc
gcecegecectt

tgggcctcaa

ggegcctggec

tgggctggca

ccggattcga
gctgtatatt
caacattcgc
tecgggtttac
tgtcctggag
tggctttage
catcctggca
tgcagatgac
aaaggaagag
gtcccaagag

tttctcttga

ggcccagaag

agagccacca
actgctgtta
ccgggecage
cctgttgctg
cacttggatg

gggectggec

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

60

120

180

240

300

360

420



ccagctgaga
tggtcatatt
acttacaatc
ctcctcccat
ttcctggata
agcaacagca
tacgccaccce
cgggaggata
gatgcccctg
agcagcttct
gttactgtgg
cctgagctcc
<210> 4
<211> 187
<212> PRT
<213> Homo
<400> 4
Val Ala His

1

Ile Leu Pro

Asn Asn Leu
35

Pro Leu Asp
50

tctctgeagt
acatcggata
agcattacaa
tggactgtgg
aactgcccca
tctatgagct
ccttgcagac
ggcttgagcea
agtctcagaa
cgctgtccca
gcagcttgaa

tcatcagtgg

sapiens

MATS Sequence 371.txt

gtgtgaaaaa
tctgeggetg
caacctgcta
ggtgcctgat
gcagaccgct
tctggagaac
tttgtttgcec
ggccaaactc
caactgccgc
ggaggttctc
gacctcagcg

aatggaaaag

gggaatttca
atcctgccag
cggggtgeag
aacctgagta
gaccgagctg
gegcagegee
atgtcacaat
ttctgccaga
ctcattgect
cggcacctgce
gtgcccagta

ccccteccecte

Gly Leu Ala Trp Ser Tyr Tyr Ile

5

10

Glu Leu Gln Ala Arg Ile Arg Thr

20

25

Leu Arg Gly Ala Val Ser Gln Arg

40

Cys Gly val Pro Asp Asn Leu Ser

55

Page

acgtggccca
agctccaggce
tgagccageg
tggctgaccc
gcatcaagga
cgggcacctg
acagtcaagc
cacttgagga
accaggaacc
ggcaggagega
cctccacgat

tccgcacgga

tgggctggcea

ccggattcga
gctgtatatt
caacattcgc
tcgggtttac
tgtcctggag
tggctttagce
catcctggca
tgcagatgac
aaaggaagag
gtcccaagag

tttctcttga

Gly Tyr Leu Arg lLeu

15

Tyr Asn Gln His Tyr

30

Leu Tyr Ile Leu Leu

45

Met Ala Asp Pro Asn

60

4

480

540

600

660

720

780

840

900

960

1020

1080

1140



MATS Sequence 371.txt
Ile Arg Phe Leu Asp Lys Leu Pro Gln Gln Thr Gly Asp Arg Ala Gly
65 70 75 80

Ile Lys Asp Arg Val Tyr Ser Asn Ser Ile Tyr Glu Leu Leu Glu Asn
85 90 95

Gly Gln Arg Ala Gly Thr Cys Val Leu Glu Tyr Ala Thr Pro Leu Gln
100 105 11e

Thr Leu Phe Ala Met Ser Gln Tyr Ser Gln Ala Gly Phe Ser Arg Glu
115 120 125

Asp Arg Leu Glu Gln Ala Lys Leu Phe Cys Arg Thr Leu Glu Asp Ile
130 135 140

Leu Ala Asp Ala Pro Glu Ser Gln Asn Asn Cys Arg Leu Ile Ala Tyr
145 150 155 160

Gln Glu Pro Ala Asp Asp Ser Ser Phe Ser Leu Ser Gln Glu Val Leu
165 170 175

Arg His Leu Arg Gln Glu Glu Lys Glu Glu Val
180 185

<210> 5

<211> 311

<212> PRT

<213> Artificial Sequence

<220>
<223> His-TEV-Sumo-WT STING construct

<400> 5
Met His His His His His His Ser Ser Gly Val Asp Leu Gly Thr Glu
1 5 10 15

Asn Leu Tyr Phe Gln Ser Asn Ala Met Ser Asp Ser Glu Val Asn Gln
20 25 30
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Glu

Asn

Lys

65

Gly

Gln

Ile

Leu

Leu

145

Arg

Gly

Asp

Val

Ala

Leu

50

Thr

Lys

Ala

Glu

Ala

130

Gln

Gly

Val

Lys

Tyr
210

Lys

35

Lys

Thr

Glu

Asp

Ala
115

Trp

Ala

Ala

Pro

Leu

195

Ser

Pro

Val

Pro

Met

Gln

100

His

Ser

Arg

Val

Asp

180

Pro

Asn

Glu

Ser

Leu

Asp

85

Thr

Arg

Tyr

Ile

Ser

165

Asn

Gln

Ser

Val

Asp

Arg

70

Ser

Pro

Glu

Tyr

Arg

156

Gln

Leu

Gln

Ile

Lys

Gly

55

Arg

Leu

Glu

Gln

Ile

135

Thr

Arg

Ser

Thr

Tyr
215

MATS Sequence 371.txt

Pro Glu Val Lys Pro

40

Ser

Leu

Arg

Asp

Ile

120

Gly

Tyr

Leu

Met

Gly

200

Glu

Ser

Met

Phe

Leu

105

Gly

Tyr

Asn

Tyr

Ala

185

Asp

Leu

Glu

Glu

Leu

90

Asp

Gly

Leu

Gln

Ile

170

Asp

Arg

Leu

Ile

Ala

75

Tyr

Met

Gly

Arg

His

155

Leu

Pro

Ala

Glu

Page

Phe

60

Phe

Asp

Glu

Ser

Leu

140

Tyr

Leu

Asn

Gly

Asn
220

6

Glu

45

Phe

Ala

Gly

Asp

Val

125

Ile

Asn

Pro

Ile

Ile

205

Gly

Thr

Lys

Lys

Ile

Asn

110

Ala

Leu

Asn

Leu

Arg

190

Lys

Gln

His

Ile

Arg

Arg

95

Asp

His

Pro

Leu

Asp

175

Phe

Asp

Arg

Ile

Lys

Gln

80

Ile

Ile

Gly

Glu

Leu

160

Cys

Leu

Arg

Ala



Gly

225

Met

Gln

Pro

Asp

Gln
305

Thr

Ser

Ala

Glu

Asp

290

Glu

<210>
<211>
<212>
<213>

<400>

Cys Val

Gln Tyr

Lys Leu
260

Ser Gln
275

Ser Ser

Glu Lys

6
187
PRT

Leu

Ser

245

Phe

Asn

Phe

Glu

Homo sapiens

6

Val Ala His Gly

1

Leu

Ile Leu Pro Glu Leu

Asn Asn Leu

20

35

Pro Leu Asp Cys

50

Gly

Glu

230

Gln

Cys

Asn

Ser

Glu
310

Ala

Gln

Leu Arg Gly

Val

Tyr

Ala

Arg

Cys

Leu

295

Val

Trp

Ala

Ala

Pro
55
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Ala Thr Pro Leu Gln Thr Leu

Gly

Thr

Arg

280

Ser

Ser

Arg

Val

40

Asp

Phe

Leu

265

Leu

Gln

Tyr

Ile

25

Ser

Asn

Ser

250

Glu

Ile

Glu

Tyr

10

Arg

Gln

Leu

235

Arg

Asp

Ala

Val

Ile

Thr

Arg

Ser

Page

Glu

Ile

Tyr

Leu
300

Gly

Tyr

Leu

Met
60

7

Asp

Leu

Gln

285

Arg

Tyr

Asn

Tyr

45

Ala

Arg

Ala

270

Glu

His

Leu

GIn

30

Ile

Asp

Phe

Leu

255

Asp

Pro

Leu

Arg

15

His

Leu

Pro

Ala

240

Glu

Ala

Ala

Arg

Leu

Tyr

Leu

Asn



Ile

65

Ile

Gly

Thr

Asp

Leu

145

Gln

Arg

Arg

Lys

Gln

Leu

Arg

130

Ala

Glu

His

<210>
<211>
<212>
<213>

<220>
<223>

<400>

7
3
p

Phe

Asp

Arg

Phe

115

Leu

Asp

Pro

Leu

11
RT

Leu

Arg

Ala

100

Ala

Glu

Ala

Ala

Arg
180

Asp

Val

85

Gly

Met

Gln

Pro

Asp

165

Gln

Lys

70

Tyr

Thr

Ser

Ala

Glu
150

Asp

Glu

Leu

Ser

Cys

Gln

Lys

135

Ser

Ser

Glu

Artificial Sequence

MATS Sequence 371.txt

Pro Gln Gln Thr Gly Asp His

Asn

Val

Tyr

120

Leu

Gln

Ser

Lys

Ser

Leu

105

Ser

Phe

Asn

Phe

Glu
185

Ile

90

Glu

Gln

Cys

Asn

Ser

170

Glu

75

Tyr

Tyr

Ala

Arg

Cys

155

Leu

Val

Glu

Ala

Gly

Thr

140

Arg

Ser

His-TEV-Sumo-REF STING 155-341 construct

7

Leu

Thr

Phe

125

Leu

Leu

Gln

Leu

Pro

110

Ser

Glu

Ile

Glu

Ala

Glu

95

Leu

Arg

Asp

Ala

Val
175

Gly

80

Asn

Gln

Glu

Ile

Tyr

160

Leu

Met His His His His His His Ser Ser Gly Val Asp Leu Gly Thr Glu

1

5

10

15

Asn Leu Tyr Phe Gln Ser Asn Ala Met Ser Asp Ser Glu Val Asn Gln

Page 8



Glu

Asn

Lys

65

Gly

Gln

Ile

Leu

Leu

145

Arg

Gly

Asp

Val

Ala

Leu

50

Thr

Lys

Ala

Glu

Ala

130

Gln

Gly

Val

Lys

Tyr

Lys

35

Lys

Thr

Glu

Asp

Ala

115

Trp

Ala

Ala

Pro

Leu

1595

Ser

20

Pro

Val

Pro

Met

Gln

100

His

Ser

Arg

Val

Asp

180

Pro

Asn

Glu

Ser

Leu

Asp

85

Thr

Arg

Tyr

Ile

Ser

165

Asn

Gln

Ser

Val

Asp

Arg

70

Ser

Pro

Glu

Tyr

Arg

150

Gln

Leu

Gln

Ile

Lys

Gly

55

Arg

Leu

Glu

Gln

Ile

135

Thr

Arg

Ser

Thr

Tyr

Pro

49

Ser

Leu

Arg

Asp

Ile

120

Gly

Tyr

Leu

Met

Gly

200

Glu

MATS Sequence 371.txt

25

Glu

Ser

Met

Phe

Leu

165

Gly

Tyr

Asn

Tyr

Ala

185

Asp

Leu

Val

Glu

Glu

Leu

90

Asp

Gly

Leu

Gln

Ile

170

Asp

His

Leu

Lys

Ile

Ala

75

Tyr

Met

Gly

Arg

His

155

Leu

Pro

Ala

Glu
Page

Pro

Phe

60

Phe

Asp

Glu

Ser

Leu

140

Tyr

Leu

Asn

Gly

Asn
9

Glu

45

Phe

Ala

Gly

Asp

Val

125

Ile

Asn

Pro

Ile

Ile

205

Gly

30

Thr

Lys

Lys

Ile

Asn

110

Ala

Leu

Asn

Leu

Arg

190

Lys

Gln

His

Ile

Arg

Arg

95

Asp

His

Pro

Leu

Asp

175

Phe

Asp

Arg

Ile

Lys

Gln

80

Ile

Ile

Gly

Glu

Leu

160

Cys

Leu

Arg

Ala



Gly

225

Met

Gln

Pro

Asp

Gln
305

210

Thr

Ser

Ala

Glu

Asp

290

Glu

Cys

Gln

Lys

Ser

275

Ser

Glu

Val

Tyr

Leu

260

Gln

Ser

Lys

Leu

Ser

245

Phe

Asn

Phe

Glu

Glu

230

Gln

Cys

Asn

Ser

Glu
310

215

Tyr Ala

MATS Sequence 371.txt

Thr

220

Pro Leu Gln
235

Ala Gly Phe Ser Arg Glu

Arg Thr

Cys Arg
280

Leu Ser
295

Val

Leu
265

Leu

Gln

250

Glu Asp Ile

Ile Ala Tyr

Glu Vval Leu
300

Page 10

Thr

Asp

Leu

Gln

285

Arg

Leu

Arg

Ala

270

Glu

His

Phe

Leu

255

Asp

Pro

Leu

Ala

240

Glu

Ala

Ala

Arg



