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Figure 1A
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E I K (SEQ ID No. 1)
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Figure 1B
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GCCTACATGGAGCTGAGTAGCCTGAGATCTGAGGACACCEGCAGTCTATTACTGTGCRAGTTTTCTGEGACGAGGGGCT

M DY W 6 Q6 T T V TV § S (SEQ ID No. 2)
ATGGACTACTGGGGTCAAGGAACCACCGTCACCGTCTCCTCA

Figure 1C
DIQMTOSPSSLSASVGDRVTITCRASQODISNYLAWYQOKPGKAPKLLIYYTSKIHSGVPS
RFSGSGSGTDYTFTISSLQPEDIATYYCQOGNTFPYTFGOGTKVEIKRTVAAPSVFIFDPD
SDEQLKSGTASVVCLLNNFYPREAKVOWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLT
LSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID No. 3)

Figure 1D

OVOLOOSGGELAKPGASVEVSCKASGYTFSSFWMEWVROAPGOGLEWIGYINP
REGYTEYNEIFRDKATMTTDTSTSTAYMELSSLRSEDTAVYYCASFLGRGAMDY
WGOGTTVTIVSSASTRKGPSVEPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSG
ALTSGVHTFPAVLQSSGLYSLSSVVIVPSSNEFGTQTYTCNVDHKPSNTRVDKTV
EPKSSDKTHTCPPCPAPPVAGPSVFLEFPPKPKDTLMISRTPEVICVVVDVSHEDPE
VOFNWYVDGVEVHNAKTKPREEQAQSTFRVVSVLTVVHODWLNGKEYKCKVS
NKGLPAPIEKTISKTKGQPREPOQVYTLPPSREEMTKNOQVSLTCLVKGEFYPSDIAVE
WESNGQPENNYKTTPPMLDSDGSFFLYSKLTVDKSRWOOGNVESCSVMHEALR
NHYTQKSLSLSPGK (SEQ ID No. 4)
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Figure 7:
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Figure 16
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Figure 17A

ATGGAGTTGCCTGETTAGGCTGTTGETGCTGATGTITCTGGATTCCTGgtgaggagagagggaagty
agggaggagaatggaCagggagcaggagcactgaatcccattgctcattccatgtattctggcat
gggtgagaagatgggtcttatcctccageatggggectetggggtgaatacttgttagagggagg
ttccagatgggaacatgtgctataatgaagattatgaaatggatgectgggatggtectaagtaat
gcctagaagtgactagacacttgeaattcactttitttggtaagaagagatttttaggetataaa
aaaatgttatgtaaaaataaacatcacagttgaaataaaaaaaaatataaggatgttcatgaatt
ttgtgtataactatgtatttctctctcattgtttcagCTTCCTTAAGCGACATCCAGATGACCCA
GAGCCCAAGCAGCCTGAGCGCCAGCGTGGGTGACAGAGTGACCATCACCTGTAGGGCAAGTCAGG
ACATTAGGAATIATTTAGCCTGGIACCAGCAGAAGCCAGGTAAGGCTCCAAAGCTGCTGATCTAC
TACACATCAAAAATCCACTCAGGTGTGCCAAGCAGATTCAGCGGIAGCGGTAGCGGTACCGACTA
CACCTTCACCATCAGCAGCCTCCAGCCAGAGGACATCGCCACCTACTACTGCCAACAGGGTAATA
CGTTTCCGTACACGTTCGGCCAAGGGACCAAGGTGGAAATCAAACgtaagtggatcccgcaattc
taaactctgagggggtcggatgacgtggccattctttgcctaaagcattgagtttactgcaaggt
cagaaaagcatgcaaagecctcagaatggotgcaaagagetecaacaaaacaattitagaacttta
ttaaggaatagggggaagctaggaagaaactcaaaacatcaagattttaaatacgecttetiggte
teccttgetataattatctgggataagecatgetgttttectgtetgtcoctaacatgoecctgtgatt
atccgcaaacaacacacccaagggcagaactttgttacttaaacaccatcctgtttgcttctttc
ctcagGAACTGTGGCTGCACCATCTGTCTTCATCTTCCCGCCATCTGATGAGCAGTTGAAATCTG
GAACTGCCTCTGTTGTGTGCCTGCTGAATAACTTCTATCCCAGAGAGGCCAAAGTACAGTGGAAG
GTGGATAACGCCCTCCAATCGGGTAACTCCCAGGAGAGTGTCACAGAGCAGGACAGCAAGGACAG
CACCTACAGCCTCAGCAGCACCCTGACGCTGAGCAAAGCAGACTACGAGAAACACAAAGTCTACG
CCTGCGAAGTCACCCATCAGGGCCTGAGCTCGCCCGTCACAAAGAGCTTCAACAGGGGAGAGTGT

TAG SEQID No. 27

Figure 178

GACATCCAGATGACCCAGAGCCCAAGCAGCCTGAGCGCCAGCGTGGGTGACAGAGTGACCATCAC
CTGTAGGGCAAGTCAGGACATTAGCAATTATTTAGCCTGGTACCAGCAGAAGCCAGGTAAGGCTC
CARAGCTGCTGATCTACTACACATCARAAATCCACTCAGGTGTGCCARGCAGATTCAGCGGTAGC
GGTAGCGGTACCGACTACACCTTCACCATCAGCAGCCTCCAGCCAGAGGACATCGCCACCTACTA
CTGCCAACAGGGTRAATACGTTTCCGTACACGTTCGGCCAAGGGACCAAGGTGGARATCAAR
SEQ ID No. 29

Figure 17C

CGARACTGTGGCTGCACCATCTGTCTTCATCTTCCCGCCATCT GATGAGCAGTTGAAATCTGGAAC
TGCCTCTGTTGTETGCCTGCTGRATARCT TCTATCCCAGAGAGGCCARAGTACAGT GEGARGGTGE
ATAACGCCCTCCAATCGGGTAACT CCCAGGAGAGTGTCACAGAGCAGGACAGCAAGGACAGCACC
TACAGCCTCAGCAGCACCCTGACGCTGAGCARAGCAGACTACGAGAAACACAAAGTCTACGUCTS
CGAAGTCACCCATCAGGGCCTGAGCTCGCCCGTCACAARGAGCTTCAACAGGGGAGAGTGT

SEQ ID No. 31
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Figure 18A

ATGGAGTTGCCTGTTAGGCTGTTGGTGCTGATGTTCTGGATTCCTGgtgaggagagagggaagtg
agggaggagaatggacagggagcaggagcactgaatccecattgetcattccatgtattctggeat
gggtgagaagatgggtcttatcctccageatggggectctggggtgaatacttgttagagggagg
ttccagatgggaacatgtgctataatgaagattatgadatggatgcctgggatggtctaagtaat
gcctagaagtgactagacacttgcaattcactttttttggtaagaagagatttttaggctataaa
aaaatgttatgtaaaaataaacatcacagttgaaataaaaaaaaatataaggatgttcatgaatt
ttgtgtataactatgtatttctctctcattgtttcagCTTCCTTAAGCCAGGTCCAGCTTCAGCA
GTCTGGGGECGAACTGGCCAAGCCTGGGGCCTCAGTGAAGGTGTCCTGCAAGGC T TC TGGCTACA
CCTTTAGTAGTTTCTGGATGCACTGGGTAAGACAGGCCCCTGCGACAGGGTCTGGAATGGATIGGA
TACATTAATCCTAGATCTGGTTATACTGAGTAIAATGAGATATTCAGGGACAAGGCCACAATGAC
TACCGACACCTCCACCAGCACAGCCTACATGGAGCTGAGTAGCCTGAGATCTGAGGACACCGCAG
TCIATTACTGTGCAAGTTTTCTGGGACGAGGGGCTATGGACTACTGGGGTCAAGGAACCACCGTC
ACCGTCTCCTCAGgtgagtaagetttctggggegagecgggectgactttggetttggggeagygy
agtgggctaaggtgaggcaggtggcgeccagecaggtgecacacccaatgececgtgagececagacac
tggaccctgcctggaccctcgtggatagacaagaaccgaggggcctctgcgcctgggcccagctc
tgtcccacaccgcggtcacatggcaccacctctcttgcagCCTCCACCAAGGGCCCATCGGTCTT
CCLCCLGGCGCCCTGCTCCAGGAGCACCTCCGAGAGCACAGCGGCCCTGGGCTGCCTGGTCAAGG
ACTACTTCCCCGAACCGGTGACGGTGTCGTGGAACTCAGGCGCTCTGACCAGCGGCGTGCACACC
TTCCGCAGCTGTCCTACAGTCCTCAGGACTCTACTCCETCAGCAGCGTGGTGACCGTECCCTCCAG
CAACTTCGGC@CCCAGACCTACACCTGCAACGTAGATCACAAGCCCAGCAACACCAAGGTGGACA
AGACAGTTGgtgagaggccagctcagggagggagggtgtctgotggaagecaggetecageectee
tgcctggacgecacceeggetgtgecageccecageccagggcagcaaggcaggeeccatetgtetee
tcacccggaggcctetgeccgececcactecatgectcagggagagggtettetggetttttcecaecca
ggctccaggcaggeacaggctygggtgcecctacececaggcecttcacacacaggggecaggtgett
ggctcagacctgccaaaagccatatecgggaggacectgeeccctgacctaagocgaccecaaagy
ccaaactgtccactcecctcageteggacacetictetecteccagatecegagtaacteccaatet
tctctctgcagAGCCCAAATCTTCTGACAAAAC?CACACATGCCCACCGTGCCCAGgtaagccag
cccaggcctcgccctccagctcaaggcgggacaggtgccctagagtagcctgcatccagggacag
gccccagctgggtgctgacacgtccacctccatctcttcctcagCACCACCTGTGGCAGGACCGT
CAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCCCGGACCCCTGAGGTCACG
TGCGTGGTGGTGGACGTGAGCCACGAAGACCCCGAGGTCCAGTTCAACTGGTACGTGGACGGCGT
GGAGGTGCATAATGCCAAGACAAAGCCACGGGAGGAGCAGGCCCAGAGCACGTTCCGTGTGGTCA
GCGTCCTCACCGTTGTGCACCAGGACTGGCTGAACGGCAAGGAGTACAAGTGCAAGGTCTCCAAC
AAAGGCCTCCCAGCCCCCATCGAGAAAACCATCTCCAAAACCAAAthgggacccgcggggtatg
agggccacatggacagaggccggeteggceccaccetetgecectgagagtgacegetgtaccaace
tctgtccctacagGGCAGCCCCGAGAACCACAGGTGTACACCCTGCCCCCATCACGGGAGGAGAT
GACCAAGAACCAGGTCAGCCTGACCTGCCTGGTCAAAGGCTTCTACCCCAGCGACATCGCCGTGG
AGTGGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACACCTCCCATGCTGGACTCCGAC
GGCTCCTTCTTCCTCTACAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACGTCTT
CTCATGCTCCGTGATGCATGAGGCTCTGCACAACCACTACACACAGAAGAGCCTCTCCCTGTCCC
CGGGTAABRTGA
SEQ ID No. 33
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Figure 18B

CAGGTCCAGCTTCAGCAGTCTGGGGECGARCTGGCCRAGCCTGGGGCCTCAGTGRAGGTGTCCTG
CAAGGCTTCTGGCTACACCTTTAGTAGTTTCTGGATGCACTGGGTAAGACAGGCCCCTGGACAGG
GTCTGGAATGGATTGGATACATTARTCCTAGATCTGGTTATACTGAGTATAATGAGATATTCAGS
GACAAGGCCACAARTGACTACCGACACCTCCACCAGCACAGCCTACATGGAGCTGAGTAGCCTGAG
ATCTGAGGACACCGCAGTCTATTACTGTGCAAGTTTTCTGGGACGAGGGGCTATGGACTACTGGEG

GTCAAGGABCCACCGTCACCGTCTCCTCA SEQ ID No. 35

Figure 18C

GCCTCCACCAAGGGCCCATCGGTCTTCCCCCTGGCGCCCTGCTCCAGGAGCACCTCCGAGAGCAL
AGCGGCCCTGGGCTGCCTGGTCARGCGACTACTTCCCCGAACCGGTGACGGTGTCGTGGAACTCAG
GCGCTCTGACCAGCGGCGTGCACACCTTCCCAGCTGTCCTACAGTCCTCAGGACTCTACTCCCTC
AGCAGCGTGGTGACCGTGCCCTCCAGCAACTTCGGCACCCAGACCTACACCTGCARCGTAGATCA
CAAGCCCAGCAACARCCAAGGTGGACAAGACAGTTGAGCCCARAATCICTCACARARCTCACACAT
GCCCRCCGTECCCAGCACCACCTGTIGGCAGGACCGTCAGTCTTCCTCTTCCCCCCARARACCCARG
GACACCCTCATGATCTCCCGGACCCCTGAGGTCACGTGCGTGGTGGTGGACGTGAGCCACGARGA
CCCCGAGGTCCAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCATAAT GCCARGACARAGCCAC
GGGAGGAGCAGGCCCAGAGCACGTTCCGTGTGGTCAGCGTCCTCACCGTPGTGCACCAGGACTGE
CTGAACGGCARGGAGTACAAGTGCAAGGTCTCCAACAAAGGCCTCCCAGCCCCCATCGAGARRAC
CATCTCCAAAACCARAGGGCAGCCCCGAGARCCACAGGTGTACACCCTGCCCCCATCACGGGAGG
AGATGACCAAGAACCAGGTCAGCCTGACCTGCCTGGTCAAAGGCTTCTACCCCAGCGACATCGCC
GTGGAGTGGGAGAGCAATGGGCAGCCGGAGAACAACTACARGACCACACCTCCCATGCTGGACTC
CGACGGCTCCTTCTTCCTCTACAGCAAGCTCACCGTGGACARGAGCAGGTGGCAGCAGGGGAACG
TCTTCTCATGCTCCGTGATGCATGAGGCTCTGCACAACCACTACACACAGRARGAGCCTCYCCCTG

TCCCCGGGTARA SEQ ID No. 37

Figure 18D

GAGCCCAAATCTTCTGACRAAACTCACACATGCCCACCGTGCCCA  SEQ (D No. 39
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Figure 19A

CAGGTCCAGCTTCAGCAGTCTGGGGGCGAACTGGCCARGCCTGGGGCCTCAGTGARGGTGTCCTG
CARGGCTTCTGGCTACACCTTTAGTAGTTTCTGGATGCACTGGGTARGACAGGCCCCTGGACAGE
GTCTGGAATGGATTGGATACATTAATCCTAGATCTGGTTATACTGAGTATAATGAGATATTCAGG
GACRAAGGCCACAATGACTACCGACACCTCCACCAGCACAGCCTACATGGAGCTGAGTAGCCTGAG
ATCTGAGGACACCGCAGTCTATTACTGTGCAAGTT TTCTGGGACGAGGGGCTATGGACTACTGEEEG
GTCAAGGABRCCACCGTCACCGTCTCCTCAGCCTCCACCAAGGGCCCATCGGTCTTCCCCCTGELG
CCCTGCTCCAGGAGCACCTCCGAGAGCACAGCGECCCTGGGCTGCCTGGTCAAGGACTACTTCCC
CGAACCGGTGACGGTGTCGTGGAACT CAGGCGCTCTGACCAGCGGCGTGCACACCTTCCCAGCTG
TCCTACAGTCCTCAGGACTCTACTCCCTCAGCAGCGTGGTGACCGTGCCCTCCAGCARCTTCGEC
ACCCAGACCTACACCTGCAACGTAGATCACAAGCCCAGCAACACCAAGGTGGACARGACAGTTGA
GCCCARATCTTCTGACARRACTCACACATGCCCACCGTGCCCAGCACCACCTGTGGCAGGACCGT
CAGTCTTCCTCTTCCCCCCARAACCCARGGACACCCTCATGATCTCCCGGRCCCCTGAGGTCACG
TECATCETGEETGCACCTGAGCCACGAAGACCCCGAGGTCCAGTTCARCTGGTACGTGGACGGCGT
GGAGGTGCATAATGCCARGACABAGCCACGGGAGGRGCAGGCCCAGAGCACGTTCCGTGTGGTCA
GEGTCOTCACCGTTGTGCACCAGGACTGGCTGANC GGCAAGGAGTACAAGTGCAAGGTCTCCAAC
ARAGGCCTCCCAGCCCCCATCGAGARARRCCATCTCCARRACCARAGGGCAGCCCCGAGRACCRCA
GGTGTACACCCTGCCCCCATCACGGGAGGAGATGACCAAGRACCAGGTCAGCCTGACCTGCCTGE
TCAAAGGCTTCTACCCCAGCGACATCGCCGTGGAGTGGGAGRGCAATGGGCAGCCGGAGRACRAL
TACAAGACCACACCTCCCATGCTGGACTCCGACGGCTCCTTCTTCCTCTACAGCARGCTCACCGT
GGACAMGRAGCAGCGTGGCAGCAGGGGEARCGTCTTCTCATGCTCCGTGATGCATGAGGCTCTGCACA
ACCACTACACACAGAAGCAGCCTCTCCCTGTCCCCGGGTARAA SEQ ID No. 41

Figure 19B
GACATCCAGATGACCCAGAGCCCARAGCAGCCTGAGCGCCAGCGTGGGTGACAGAGTGRCCATCAC
CTGTAGGGCAAGTCAGGACATTAGCAATTATTTAGCCTGGTACCAGCAGAAGCCAGGTAAGGCTC
CAAAGCTGCTGATCTACTACACATCARRARTCCACTCAGGTGTGCCARGCAGATTCAGCGGTAGC
GETAGCGGTACCGACTACACCTTCACCATCAGCAGCCTCCAGCCAGRGGACATCGCCACCTACTA
CTGCCAACAGGGTAATACGTTTCCGTACACGTTCGGCCARGGGACCARGGTGGAAATCAAACGAR
CTGTGECTGCACCATCTGTCTTCATCTFCCCGCCATCTGATGAGCAGTTGAAATCTGGAACTGCC
FCTGTTETGTGCCTGCTGAATAACT TCTATCCCAGAGAGGCCARAGTACAGTGGAAGGTGGATAR
CGCCCTCCARTCGGGTAACTCCCAGGAGAGTGTCACAGAGCAGGACAGCAAGGACAGCACCTACA
GCCTCAGCAGCACCCTGACGCTGAGCARAGCAGACTACGAGAAACACARAGTCTACGCCTGCGARA
GTCACCCATCAGGGCCTGAGCTCGCCCGTCACAAAGAGCTTCAACAGGGGAGAGTGT

SEQ ID No. 43

Figure 20A

DIOMTQTTSSLSASLGDRVIISCRASQDISNYLSWYQOKPDGTVKLLI FYTSKLH
SGVPSRFSGSGSGTDYSLTISNLDQEDIATYFCQOGNTFRPYTFGGGTKVEMR

(SEQ ID No. 25):

Figure 208

QVOLQOSGAELAEPGASVKMSCKASGYTFSSFRMHWVKQORPGQGLEWIGYINFRS
GYTECNEIFRDKATMTADTSSSTAYMQLSGLT SEDSAVYYCASFLGRGAMDYWGO

GTSVTVSS  (SEQID No. 26):
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Integrin Binding ELISA (8-26-03)
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Figure 21B
Integrin Binding ELISA (hu-«VB3) {2-14-2005)
20
18 e T
2| W
16 N T
14 /}
- L1 ,//-(
E 12
S qPe
2 0 //:(('r
g S
o 08 '(.:"/“
0 44 [ |~ oriresgamanesoy i
- ////V —ame D1 TEB-02AN-Q)(VLED, 2COR-wH2SVLFRIFRAVHIZNCSTY)
04 ,/'/ - -DH7ESZ (L QYVLED 2FRAG-D) VHEZ(CS0Y) 4
oz éﬂ;«-‘ —a— MU TEB-2h{N-Q)
ol =il U0 T T T TTTIIT
0 100 1000 10000
ngfmt




