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Mouse Models of NAFLD & NASH

&\\&\X . . \ . L

WD+
Frz:ctosg

W

Figure 2
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Figure 3(a) (continued)
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Figure 3(b)-(c) (end)
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Validation by RT PCR
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Validation by RT PCR, haman serom
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RNAsg mice Validation by BY PCR, buman senim
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NASH sxosome expression signature
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Vadssdation by RT POR Vahidation by BT PUR.
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RNAseq mice Validation by BT POR. huean sermm
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RNAseq mice Valtdation by RY PCR, honan senam
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