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Figure 8a

1/01 SEQ ID NO:30
TGGGACTTTCCATCGAAACACGTGAATCGAAACACGTGAATCGATGGGACTTTCCATCGATGGGGCGGGE
ATCGATTTTGCGCAATTTCGATTTGACGTCATTTCGATTCACGTGTTTCGAAATTGCGCAAAATCGATGG
GACTTTCCATCGATGGGACTTTCCATCGAAACACGTGAATCGATCCCCGCCCCATCGATGGGACTTTCCA
1/02 SEQ ID NO:31
TTCACGTGTTTCGATTGTGACGTAACTTTCGAAAGTTACGTCACAATCGAAATTGCGCAAAATCGAAACA
CGTGAATCGATCCCCGCCCCATCGATGGAAAGTCCCATCGATTCACGTGTTTCGATTTTGCGCAATTTCG
ATGGGACTTTCCATCGATGGAAAGTCCCATCGATGGGACTTTCCATCGATGGAAAGTCCCATCGATGGGG
CGGGGATCGATGGGACTTTCCA

1/03 SEQ ID NO:32
AACACGTGAATCGAAACACGTGAATCGATCCCCGCCCCATCGATTTGACGTCATTTCGATGGARAAGTCCC
ATCGATCCCCGCCCCATCGATGGGGCGGGGATCGATCCCCGCCCCATCGAAATGACGTCAAATCGAAACA
CGTGAATCGATGGGACTTTCCATCGATGGAAAGTCCCATCGAAATTGCGCAAAATCGATTCACGTGTTTC
GATTTTGCGCAATTTCGATTCACGTGTT

1/04 SEQ ID NO:33
AATTGCGCAAAATCGAAATGACGTCAAATCGATTCACGTGTTTCGATGGGGCGGGGATCGATTTGACGTCATTTCGA
AATTGCGCAAAATCGATGGGACTTTCCATCGATGCGAAAGTCCCATCGATGCGAAAGTCCCATCGCATGGGGCGGGGATC
GAAAGTTACGTCACAATCGATTTTGCGCAATTTCGATGGAAAGTCCCA

1/05 SEQ ID NO:34
TGGGGCGGGGATCGATTGTGACGTAACTTTCGATGGGACTTTCCATCGATGGGGCGGGGATCGATGGGAC
TTTCCATCGAAATTGCGCAAAATCGATGGAAAGTCCCATCGATTTTGCGCAATTTCGATTTGACGTCATT
TCGATTCACGTGTTTCGATGGAAAGTCCCA

1/06 SEQ ID NO:35
TTTGACGTCATTTCGAAACACGTGAATCGATTCACGTGTTTCGATCCCCGCCCCATCGAAACACGTGAAT
CGATGGGACTTTCCATCGAAACACGTGAATCGATTTGACGTCATTTCGAAATTGCGCAAAATCGATCCCC
GCCCCATCGAAATGACGTCAAATCGATGGAAAGTCCCATCGATCCCCGCCCCA

1/07 SEQ ID NO:36
AATTGCGCAAAATCGAAACACGTGAATCGAAATTGCGCAAAATCGATCCCCGCCCCATCGATGGGACTTT
CCATCGATTTTGCGCAATTTCGATTTTGCGCAATTTCGAAACACGTGAATCGAAATGACGTCAAATCGAT
GGGACTTTCCATCGATGGGACTTTCCA

1/08 SEQ ID NO:37
AACACGTGAATCGATTCACGTGTTTCGATGGAAAGTCCCATCGATTTGACGTCATTTCGAAATTGCGCAA
AATCGATTCACGTGTTTCGAAACACGTGAATCGATGGGGCGGGGATCGATTTTGCGCAATTTCGAAACAC

GTGAATCGATGGGACTTTCCA
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Figure 8b

1/09 SEQ ID NO:38
TTTTGCGCAATTTCGATCCCCGCCCCATCGATGGGACTTTCCATCGAAATTGCGCAAAATCGAAATGACG
TCAAATCGATGGAAAGTCCCATCGAAACACGTGAATCGATTCACGTGTTTCGAAATGACGTCAAATCGAT
GGGGCGGGGATCGATTCACGTGTT

1/10 SEQ ID NO:39
AATTGCGCAAAATCGAAACACGTGAATCGATGGAAAGTCCCATCGAAACACGTGAATCGATTCACGTGTT
TCGATTTTGCGCAATTTCGAAATGACGTCAAATCGATGGGGCGGEGEGATCGATGGGGCGGGGATCGATGGG
ACTTTCCA

1/11 SEQ ID NO:40
AATGACGTCAAATCGATTCACGTGTTTCGATGGGACTTTCCATCGAAATTGCGCAAAATCGAAACACGTG
AATCGATCCCCGCCCCATCGAAAGTTACGTCACAA

1/12 SEQ ID NO:41
AATTGCGCAAAATCGATGGGACTTTCCATCGATGGGACTTTCCATCGAAACACGTGAATCGAAACACGTG
AATCGATCCCCGCCCCATCGATTTGACGTCATTTCGAAACACGTGAATCGATGGAAAGTCCCATCGAAAT
TGCGCAAAATCGATTTTGCGCAATT

1/13 SEQ ID NO:42
TGGGGCGGGGATCGATTTTGCGCAATTTCGATTCACGTGTTTCGATGGAAAGT CCCATCGATGGGGCGGEG
GATCGAAACACGTGAATCGATGGGACTTTCCATCGAAATGACGTCAAATCGAAATTGCGCAAAATCGATG
GGACTTTCCATCGATTCACGTGTTTCGATTCACGTGTTTCGATTTGACGTCATTTCGATTCACGTGTT
1/14 SEQ ID NO:43
TTTGACGTCATTTCGATGGGGCGGGGATCGATGGGGCGGGGATCGATGGGACTTTCCATCGATTTGACGT
CATTTCGATTTTGCGCAATTTCGAAATTGCGCAAAATCGATGGAAAGTCCCATCGATGGGACTTTCCATC
GAAATGACGTCAAATCGATTGTGACGTAACTTTCGATTCACGTGTTTCGATGGGACTTTCCA

1/15 SEQ ID NO:44
TGGAAAGTCCCATCGATTTTGCGCAATTTCGAAAGTTACGTCACAATCGAAATGACGTCAAATCGATGGA
AAGTCCCATCGATTTTGCGCAATTTCGATTCACGTGTTTCGATGGGACTTTCCATCGAAATGACGTCAAA
TCGATGGAAAGTCCCA

1/16 SEQ ID NO:45
TTTGACGTCATTTCGAAAGTTACGTCACAATCGATGGGACTTTCCATCGATGGGACTTTCCATCGAAATT
GCGCAAAATCGAAATGACGTCAAATCGAAACACGTGAATCGATTCACGTGTTTCGAAAGTTACGTCACAA
1/17 SEQ ID NO:46

TCCCCGCCCCATCGATGGGGCGEGGGEGAT CGATGGGEGECEGGGATCGAAATTGCGCAAAATCGAAACACGTGA
ATCGATGGGACTTTCCATCGATTTTGCGCAATTTCGATGGAAAGTCCCATCGAAATTGCGCAAAATCGAT

TTGACGTCATTTCGAAATTGCGCAAAATCGAAACACGTGAATCGATCCCCGCCCCATCGATGGGGCGGEGEE
A
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Figure 8c

1/18 SEQ ID NO:47
TGGGACTTTCCATCGATGGAAAGTCCCATCGAAACACGTGAATCGAAATTGCGCAAAATCGATTTGACGT
CATTTCGATCCCCGCCCCATCGAAACACGTGAATCGAAATTGCGCAAAATCGAAATGACGTCAAA

1/19 SEQ ID NO:48
AACACGTGAATCGAAACACGTGAATCGATTTGACGTCATTTCGAAACACGTGAATCGATTTGACGTCATT
TCGATGGGACTTTCCATCGATGGAAAGTCCCATCGATTGTGACGTAACTTTCGATTTGACGTCATTTCGA
TGGGACTTTCCATCGATTTTGCGCAATTTCGATGGAAAGTCCCATCGATTCACGTGTT

1/20 SEQ ID NO:49
AAGTTACGTCACAATCGATGGGGCGGGGATCGAAACACGTGAATCGAAACACGTGAATCGATTCACGTGT
TTCGATGGAAAGTCCCATCGATTGTGACGTAACTTTCGAAACACGTGAATCGATTTTGCGCAATTTCGAT
CCCCGCCCCATCGATTCACGTGTTTCGAAACACGTGAA

1/21 SEQ ID NO:50
TGGGACTTTCCATCGAAACACGTGAATCGATGGAAAGTCCCATCGATTCACGTGTTTCGATGGGACTTTC
CATCGATGGGACTTTCCATCGATGGAAAGTCCCA

1/22 SEQ ID NO:51
TTGTGACGTAACTTTCGATCCCCGCCCCATCGAAATTGCGCAAAATCGAAACACGTGAATCGATGGARAAG
TCCCATCGATTCACGTGTTTCGAAATTGCGCAAAATCGATTCACGTGTTTCGATGGGGCGGGGATCGATG
GGGCGGGGATCGATTTTGCGCAATT

1/23 SEQ ID NO:52
AATGACGTCAAATCGATGGGACTTTCCATCGATTCACGTGTTTCGATTTTGCGCAATTTCGATTTGACGT
CATTTCGATTTTGCGCAATTTCGATGGGACTTTCCATCGATCCCCGCCCCATCGAAACACGTGAA

1/24 SEQ ID NO:53
TTTGACGTCATTTCGATGGAAAGTCCCATCGATTTTGCGCAATTTCGATTTTGCGCAATTTCGATTCACG
TGTTTCGATTGTGACGTAACTTTCGATGGGACTTTCCATCGATTCACGTGTTTCGATGGGGCGGGGATCG
ATGGAAAGTCCCATCGATTTGACGTCATT

1/25 SEQ ID NO:54
TGGGGCGGGGATCGATCCCCGCCCCATCGAAATTGCGCAAAATCGATCCCCGCCCCATCGAAATTGCGCA
AAATCGATGGAAAGTCCCATCGATTTGACGTCATTTCGATGGGACTTTCCATCGATGGGACTTTCCATCG
AAATTGCGCAAAATCGATTCACGTGTTTCGATTTGACGTCATTTCGATTTGACGTCATTTCGATTCACGT
GTTTCGAAATTGCGCAAAA

1/26 SEQ ID NO:55
TGGGACTTTCCATCGATCCCCGCCCCATCGAAATTGCGCAAAATCGATGGGACTTTCCATCGAAACACGT
GAATCGAAACACGTGAATCGATTCACGTGTTTCGAAAGTTACGTCACAATCGATGGGACTTTCCATCGAA
ATTGCGCAAAATCGATGGAAAGTCCCATCGATTTTGCGCAATT
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Figure 8d

1/27 SEQ ID NO:56
AATTGCGCAAAATCGATTTGACGTCATTTCGAAACACGTGAATCGAAAGTTACGTCACAATCGARAATTGC
GCAAAATCGAAACACGTGAATCGAAAGTTACGTCACAATCGATGGGACTTTCCATCGATGGGGCGGGGAT
CGATGGGACTTTCCATCGATGGGACTTTCCA

1/28 SEQ ID NO:57
TTCACGTGTTTCGATTGTGACGTAACTTTCGATGGAAAGTCCCATCGATGGGACTTTCCATCGAAACACG
TGAATCGAAACACGTGAATCGATTTGACGTCATTTCGATGGGACTTTCCATCGATTCACGTGTTTCGAAA
GTTACGTCACAATCGATGGGACTTTCCATCGATCCCCGCCCCATCGATGGGACTTTCCATCGATGGGGCG
GGGATCGATTCACGTGTTTCGATTGTGACGTAACTTTCGATGGGACTTTCCATCGATCCCCGCCCCATCG
ATGGGACTTTCCATCGATTCACGTGTTTCGAAAGTTACGTCACAA

1/29 SEQ ID NO:58

TGGGACTTTCCATCGATGGGACTTTCCATCGATGGGACTTTCCATCGATGGGACTTTCCATCGATGGGAC
TTTCCATCGATGGGACTTTCCATCGA

1/30 SEQ ID NO:59

TTTGACGTCATTTCGAAATTGCGCAAAATCGATGGGACTTTCCATCGATTCACGTGTTTCGATTCACGTG
TTTCGATGGGGCGGGGATCGATGGAAAGTCCCA

1/31 SEQ ID NO:60
AATTGCGCAAAATCGATGGGGCGGGGATCGATTTTGCGCAATTTCGATTCACGTGTTTCGAAAGTTACGT
CACAATCGATGGAAAGTCCCATCGATTTGACGTCATTTCGATTTTGCGCAATTTCGATGGAAAGTCCCAT
CGATTCACGTGTTTCGATTTTGCGCAATTTCGATGGGGCGGGGA

1/32 SEQ ID NO:61
TTCACGTGTTTCGATTGTGACGTAACTTTCGATCCCCGCCCCATCGATGGGACTTTCCATCGATGGGGCG
GGGATCGAAACACGTGAATCGAAACACGTGAATCGATGGGACTTTCCATCGATTGTGACGTAACTTTCGA
TGGGACTTTCCATCGATTTGACGTCATTTCGATGGGGCGGGGATCGAAATTGCGCAAAATCGATGGGGCG
GGGATCGATGGGGCGGGGATCGAAATTGCGCAARAA

1/33 SEQ ID NO:62
TTTGACGTCATTTCGATGGAAAGTCCCATCGATTGTGACGTAACTTTCGATGGGACTTTCCATCGATCCC
CGCCCCATCGATCCCCGCCCCATCGATCCCCGCCCCATCGATGGAAAGTCCCATCGATTGTGACGTAACT
TTCGATTGTGACGTAACTTTCGAAATGACGTCAAATCGATGGGACTTTCCATCGATTCACGTGTTTCGAT
GGAAAGTCCCA

1/34 SEQ ID NO:63
TGGGGCGGGGATCGATCCCCGCCCCATCGATGGAAAGTCCCATCGAAACACGTGAATCGAAACACGTGAA
TCGATTGTGACGTAACTTTCGATTTGACGTCATTTCGAAACACGTGAATCGAAATTGCGCAAAATCGATT
CACGTGTTTCGAAATGACGTCAAATCGATGGAAAGTCCCATCGATTGTGACGTAACTTTCGATCCCCGCC
CcCa
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Figure 8e

1/3 SEQ ID NO:64
TTTGACGTCATTTCGATTTTGCGCAATTTCGAAATGACGTCAAATCGAAACACGTGAATCGATTTTGCGC
AATTTCGATCCCCGCCCCATCGATGGAAAGTCCCATCGAAATTGCGCAAAATCGATTCACGTGTTTCGAT
GGGGCGGGGATCGATGGAAAGTCCCAT CGATGGGGCGGGGATCGATGGGGCGEGEGA

1/36 SEQ ID NO:65
AACACGTGAATCGAAATGACGTCAAATCGATGGGACTTTCCATCGATGGGGCGGGGATCGAAAGTTACGT
CACAATCGATTGTGACGTAACTTTCGATGGGGCGGGGATCGATTGTGACGTAACTTTCGATCCCCGCCCC
ATCGATGGGACTTTCCATCGAAACACGTGAATCGATTTTGCGCAATTTCGAAATGACGTCARAA

1/37 SEQ ID NO:66
TGGGACTTTCCATCGAAAGTTACGTCACAATCGAAACACGTGAATCGAAACACGTGAATCGATTGTGACG
TAACTTTCGAAAGTTACGTCACAATCGATTTTGCGCAATTTCGATGGGACTTTCCATCGATTTTGCGCAA
TTTCGATGGGACTTTCCATCGATTGTGACGTAACTTTCGATGGGGCGGGGATCGAAAGTTACGTCACAAT
CGATTTGACGTCATTTCGAAATGACGT CAAATCGATGGGGCGGGGATCGATGGAAAGTCCCATCGAAACA
CGTGAATCGATTTGACGTCATTTCGATGGAAAGTCCCA

1/38 SEQ ID NO:67
TGGAAAGTCCCATCGATTTGACGTCATTTCGATGGGACTTTCCATCGATTTGACGTCATTTCGATTTGAC
GTCATTTCGATTCACGTIGTTTCGATGGGGCGGGGATCGATTTGACGTCATTTCGAAATTGCGCAARAATCG
ATGGGACTTTCCATCGATGGGACTTTCCA

1/39 SEQ ID NO:68
AATGACGTCAAATCGATTCACGTGTTTCGAAATGACGTCAAATCGATTCACGTGTTTCGATTGTGACGTA
ACTTTCGATTTTGCGCAATTTCGATCCCCGCCCCATCGATCCCCGCCCCATCGATGGAAAGTCCCATCGA
TGGGGCGGGGATCGATTCACGTGTTTCGATTCACGTGTTTCGATTTGACGTCATTTCGATTTGACGTCAT
T

1/40 SEQ ID NO:69
TTCACGTGTTTCGATTGTGACGTAACTTTCGATGGGGCGGGGATCGATTTGACGTCATTTCGAAACACGT
GAATCGATTGTGACGTAACTTTCGAAAGTTACGTCACAATCGATCCCCGCCCCATCGATGGGGCGGGGAT
CGAAAGTTACGTCACAATCGATGGGGCGGGGATCGATTGTGACGTAACTTTCGATGGGGCGGGGATCGAA
ACACGTGAATCGATGGGGCGGGGATCGAAATTGCGCAAAATCGATGGGACTTTCCATCGAAATTGCGCAA
AATCGAAACACGTGAATCGATGGGACTTTCCATCGATTGTGACGTAACTTITCGATTTTGCGCAATTTCGA
TCCCCGCCCCA

1/41 SEQ ID NO:70
AATTGCGCAAAATCGAAATTGCGCAAAATCGAAACACGTGAATCGATCCCCGCCCCATCGAAAGTTACGT
CACAATCGATCCCCGCCCCATCGAAATTGCGCAAAATCGAAAGTTACGTCACAATCGAAACACGTGAATC
GATGGAAAGTCCCATCGATTTTGCGCAATTTCGATTTGACGTCATT
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Figure 8f

1/42 SEQ ID NO:71
AAGTTACGTCACAATCGAAATTGCGCAAAATCGATCCCCGCCCCATCGATGGGACTTTCCATCGATTTTG
CGCAATTTCGATTTTGCGCAATTTCGAAAGTTACGTCACAATCGATTCACGTGTTTCGAAACACGTGAAT
CGATTTTGCGCAATTTCGAAATGACGTCAAATCGATGGGACTTTCCATCGATTTTGCGCAATTTCGATTC
ACGTGTTTCGATGGGACTTTCCATCGATCCCCGCCCCATCGAAATTGCGCAAAATCGATTTGACGTCATT
TCGATGGAAAGTCCCATCGATGGGGCGGGGA

1/43 SEQ ID NO:72
TGGGGCGGGGATCGATTCACGTGTTTCGATTGTGACGTAACTTTCGATGGGACTTTCCATCGATTTGACG
TCATTTCGATTTTGCGCAATTTCGAAATGACGTCAAATCGAAACACGTGAATCGAAACACGETGAA

1/44 SEQ ID NO:73
TCCCCGCCCCATCGAAACACGTGAATCGAAACACGTGAATCGATTGTGACGTAACTTTCGAAATGACGTC
AAATCGAAATGACGTCAAATCGAAATTGCGCAAAATCGATGGGACTTTCCATCGATTCACGTGTT

1/45 SEQ ID NO:74
AAGTTACGTCACAATCGATTTTGCGCAATTTCGATGGAAAGTCCCATCGAAATGACGTCAAATCGATTTT
GCGCAATTTCGAAATGACGTCAAATCGATGGGGCGGGGATCGATGGAAAGTCCCATCGATTCACGTGTTT
CGATGGGGCGGGGATCGAAACACGTGAATCGATTTGACGTCATT

1/46 SEQ ID NO:75
TGGGACTTTCCATCGATGGGGCGGGGATCGATTCACGTGTTTCGAAATGACGTCAAATCGATCCCCGCCC
CATCGAAACACGTGAATCGATTTTGCGCAATTTCGATTCACGTGTTTCGAAACACGTGAATCGATTTGAC
GTCATTTCGATTGTGACGTAACTTTCGAAATGACGTCAAATCGATTCACGTGTTTCGAAACACGTGAATC
GATTGTGACGTAACTTTCGAAACACGTGAATCGATGGGGCGGGGATCGATTTGACGTCATT

1/47 SEQ ID NO:76
AACACGTGAATCGAAACACGTGAATCGAAACACGTGAATCGAAACACGTGAATCGAAACACGTGAATCGA
AACACGTGAATCGAAACACGTGAATCGA

1/48 SEQ ID NO:77
TTCACGTGTTTCGATCCCCGCCCCATCGATTGTGACGTAACTTTCGATCCCCGCCCCATCGATTCACGTG
TTTCGATTTGACGTCATTTCGATTGTGACGTAACTTTCGATCCCCGCCCCATCGATTCACGTGTTTCGAT
GGGGCGGGGATCGAAATTGCGCAAAATCGATTCACGTGTTTCGATTTTGCGCAATTTCGATTTTGCGCAA
TTTCGATTTGACGTCATT

1/49 SEQ ID NO:78
AATTGCGCAAAATCGATTCACGTGTTTCGATTGTGACGTAACTTTCGATCCCCGCCCCATCGATGGGACT
TTCCATCGATTGTGACGTAACTTTCGATTTGACGTCATTTCGATGGGGCGGGGATCGATCCCCGCCCCAT
CGAAATTGCGCAAAATCGATGGAAAGTCCCATCGAAATTGCGCAAAATCGAAACACGTGAATCGATTTGA
CGTCATT
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Figure 8g

1/50 SEQ ID NO:79
TTGTGACGTAACTTTCGATCCCCGCCCCATCGATTCACGTGTTTCGATTCACGTGTTTCGAAATGACGTC
AAATCGAAATTGCGCAARAA

1/51 SEQ ID NO:80
TTGTGACGTAACTTTCGAAATGACGTCAAATCGATCCCCGCCCCATCGATGGGACTTTCCATCGAAAGTT
ACGTCACAATCGATTTGACGTCATTTCGATGGGGCGGGGATCGATGGGACTTTCCATCGATGGGGCGGGE
ATCGAAATGACGTCAAATCGATTTTGCGCAATTTCGAAACACGTGAATCGATCCCCGCCCCA

1/52 SEQ ID NO:81
TTTGACGTCATTTCGATGGAAAGTCCCATCGAAATGACGTCAAATCGATGGGACTTTCCATCGAAATGAC
GTCAAATCGATCCCCGCCCCATCGATGGAAAGTCCCATCGATTCACGTGTTTCGATGGAAAGTCCCATCG
ATTGTGACGTAACTTTCGATTTGACGTCATTTCGATTTGACGTCATTTCGATGGAAAGTCCCATCGAAAT
TGCGCAAAATCGAAATGACGTCAAATCGATTTGACGTCATTTCGATGGGACTTTCCATCGAAATGACGTC
AAATCGATGGAAAGTCCCATCGATTGTGACGTAACTTTCGATGGGGCGGGGATCGA

1/53 SEQ ID NO:82
TGGGGCGGGGATCGATCCCCGCCCCATCGAAAGTTACGTCACAATCGATGGGACTTTCCATCGAAATTGC
GCAAAATCGATGGAAAGTCCCATCGAAAGTTACGTCACAATCGATTCACGTGTTTCGAAATTGCGCAARAA
TCGATGGGACTTTCCA

1/54 SEQ ID NO:83
TTTGACGTCATTTCGATTTGACGTCATTTCGATTTGACGTCATTTCGATTTGACGTCATTTCGATTTGAC
GTCATTTCGATTTGACGTCATTTCGATTTGACGTCATTTCGA

1/55 SEQ ID NO:84
TCCCCGCCCCATCGATTTGACGTCATTTCGAAATGACGTCAAATCGATTTGACGTCATTTCGATGGARAAG
TCCCATCGAAACACGTGAATCGATGGGACTTTCCA

1/56 SEQ ID NO:85
TCCCCGCCCCATCGAAATTGCGCAAAATCGAAATGACGTCAAATCGATGGGACTTTCCATCGATTCACGT
GTTTCGATGGGGCGGGGATCGAAACACGTGAATCGAAAGTTACGTCACAATCGATTGTGACGTAACTT
1/57 SEQ ID NO:86
TGGAAAGTCCCATCGAAATTGCGCAAAATCGATTTTGCGCAATTTCGATCCCCGCCCCATCGATTGTGAC
GTAACTTTCGATCCCCGCCCCATCGATTGTGACGTAACTTTCGATGGGACTTTCCATCGAAACACGTGAA
1/58 SEQ ID NO:87
TGGGACTTTCCATCGATGGGGCGGGGATCGAAATGACGTCAAATCGATTTGACGTCATT

1/59 SEQ ID NO:88
AATGACGTCAAATCGATCCCCGCCCCATCGATGGGGCGGGGATCGATTCACGTGTTTCGATTCACGTGTT
TCGATCCCCGCCCCATCGATTTTGCGCAATTTCGATGGGACTTTCCATCGATTTTGCGCAATTTCGATGG
GACTTTCCATCGAAAGTTACGTCACAATCGATTGTGACGTAACTTTCGAAACACGTGAATCGAAAGTTAC
GTCACAA
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Figure 8h

1/60 SEQ ID NO:89

TGGGGCGGGGATCGATGGGGCEGEGAT CGATGGGGCEGGGATCGATGGGGCGGGGAT CGATGGGGCEGEGEE
ATCGATGGGGCGGGGATCGATGGGGCGGGGA

1/61 SEQ ID NO:90
TCCCCGCCCCATCGAAATTGCGCAAAATCGATTTGACGTCATTTCGATTTGACGTCATTTCGATGGARAAG
TCCCATCGAAATTGCGCAAAATCGAAACACGTGAATCGAAACACGTGAATCGAAATTGCGCAARAA

1/62 SEQ ID NO:91
TTGTGACGTAACTTTCGATTGTGACGTAACTTTCGATTGTGACGTAACTTTCGATTGTGACGTAACTTTC
GATTGTGACGTAACTTTCGATTGTGACGTAACTTTCGA

1/63 SEQ ID NO:92
TTCACGTGTTTCGAAACACGTGAATCGATGGGGCGGGGATCGATGGGGCGGGGATCGAAATGACGTCAAA
TCGATGGAAAGTCCCATCGATGGGGCGGGGATCGAAATTGCGCAAAATCGATTTGACGTCATTTCGATGG
GGCGGGGATCGAAAGTTACGTCACAATCGAAAGTTACGTCACAATCGATTTTGCGCAATTTCGAAACACG
TGAATCGAAACACGTGAATCGATTTTGCGCAATTTCGAAAGTTACGTCACAA

1/64 SEQ ID NO:93
AACACGTGAATCGATTTTGCGCAATTTCGATTTTGCGCAATTTCGAAATGACGTCAAATCGAAAGTTACGT
CACAATCGATTTGACGTCATTTCGATTTTGCGCAATTTCGATTCACGTGTTTCGATCCCCGCCCCA
1/65 SEQ ID NO:94
AAGTTACGTCACAATCGATTTTGCGCAATTTCGATCCCCGCCCCATCGAAATTGCGCAAAATCGATTTGA
CGTCATTTCGAAACACGTGAATCGATTCACGTGTTTCGAAAGTTACGTCACAATCGATTTTGCGCAATT
1/66 SEQ ID NO:95
TTCACGTGTTTCGAAACACGTGAATCGATTTGACGTCATTTCGATGGGGCGGGGATCGATGGGACTTTCC
ATCGAAATGACGTCAAATCGAAAGTTACGTCACAATCGAAACACGTGAATCGATTTGACGTCATTTCGAT
CCCCGCCCCATCGAAACACGTGAATCGAAAGTTACGTCACAATCGATGGGACTTTCCATCGATTTGACGT
CATT

1/67 SEQ ID NO:96
TTCACGTGTTTCGATCCCCGCCCCATCGATCCCCGCCCCATCGATGGGACTTTCCATCGATTGTGACGTA
ACTTTCGATTCACGTGTTTCGAAAGTTACGTCACAATCGATGGGACTTTCCATCGATGGAAAGTCCCATC
GATGGGGCGGGGATCGATTGTGACGTAACTTTCGAAAGTTACGTCACAA
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Figure 8i

1/68 SEQ ID NO:97
TCCCCGCCCCATCGATCCCCGCCCCATCGATGGAAAGTCCCATCGAAAGTTACGTCACAATCGATGGAAA
GTCCCATCGATTTGACGTCATTTCGAAATTGCGCAAAATCGATTCACGTGTTTCGAAATGACGTCAAATC
GAAACACGTGAATCGATTTTGCGCAATTTCGATTGTGACGTAACTTTCGATTCACGTGTTTCGATTGTGA
CGTAACTTTCGATGGAAAGTCCCATCGATGGGGCGGGGATCGAAATGACGTCAAATCGATGGGGCGGGGA
TCGAAATGACGTCAAATCGATGGGACTTTCCATCGATCCCCGCCCCATCGATTTGACGTCATTTCGATTT
TGCGCAATTTCGATTTGACGTCATTTCGATTGTGACGTAACTTTCGATGGAAAGTCCCATCGATTTTGCG
CAATTTCGAAACACGTGAATCGATTGTGACGTAACTTTCGAAATTGCGCAAAATCGATGGGGCGGGGA
1/69 SEQ ID NO:98
AACACGTGAATCGATGGGGCGGGGATCGATTTTGCGCAATTTCGATTTGACGTCATTTCGAAAGTTACGT
CACAATCGATTTTGCGCAATTTCGATTTTGCGCAATTTCGATGGGGCGGGGATCGATGGGACTTTCCATC
GATTTGACGTCATT

1/70 SEQ ID NO:99
TTCACGTGTTTCGATGGAAAGTCCCATCGATGGGGCGGGGATCGATTGTGACGTAACTTTCGATGGGACT
TTCCATCGATTCACGTGTTTCGATCCCCGCCCCATCGATTTGACGTCATTTCGATTGTGACGTAACTTTC
GATTCACGTGTTTCGAAATGACGTCAAATCGATGGGGCGGGGATCGATGGGGCGGGGATCGATTTGACGT
CATTTCGAAATTGCGCAAAA

1/71 SEQ ID NO:100
TTCACGTGTTTCGATGGAAAGTCCCATCGATTGTGACGTAACTTTCGATCCCCGCCCCATCGATTTGACG
TCATTTCGATTGTGACGTAACTTTCGAAACACGTGAATCGATTTTGCGCAATTTCGAAATGACGTCAAAT
CGATTTGACGTCATTTCGATGGGACTTTCCA

1/72 SEQ ID NO:101
TTGTGACGTAACTTTCGAAAGTTACGTCACAATCGATTTGACGTCATTTCGATCCCCGCCCCATCGAAAT
GACGTCAAATCGAAATTGCGCAAAATCGAAATGACGTCAAATCGATGGAAAGTCCCATCGATTTGACGTC
ATTTCGATGGGGCGGGGATCGATTTTGCGCAATTTCGATTTTGCGCAATTTCGAAAGTTACGTCACAATC
GATTTGACGTCATTTCGATGGAAAGTCCCATCGATTGTGACGTAACTTTCGATTCACGTGTTTCGAAACA
CGTGAATCGAAATTGCGCAAAATCGAAAGTTACGTCACAATCGATCCCCGCCCCATCGATGGGGCGGGGA
TCGAAATTGCGCAAAA

1/73 SEQ ID NO:102
TTTTGCGCAATTTCGATTTTGCGCAATTTCGATTTTGCGCAATTTCGATTTTGCGCAATTTCGATTTTGC
GCAATTTCGATTTTGCGCAATTTCGATTTTGCGCAATT

1/74 SEQ ID NO:103
AATGACGTCAAATCGATCCCCGCCCCATCGAAATGACGTCAAATCGAAATTGCGCAAAATCGATTTTGCG
CAATTTCGAAACACGTGAATCGAAATTGCGCAAAATCGAAATGACGTCAAATCGATTTTGCGCAATTTCG
ATTTTGCGCAATTTCGATTTTGCGCAATT
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Figure 8j
1/75 SEQ ID NO:104
TGGGGCGGGGATCGATGGGGCGGGGAT CGATGGARAGTCCCATCGATGGAAAGTCCCATCGATTGTGACG
TAACTTTCGATGGGGCGGGGATCGATT GTGACGTAACTTTCGAAATGACGT CARATCGATTTTGCGCAAT
TTCGATCCCCGCCCCA
1/76 SEQ ID NO:105
TTTTGCGCAATTTCGATTGTGACGTAACTTTCGATGGGGCGGGGATCGATGGGGCGGGGATCGATGGGGC
GGGGATCGATGGGGCGGGGATCGATTGTGACGTAACTTTCGATTTTGCGCAATTTCGARAATGACGTCAAR
TCGAAACACGTGAATCGATTGTGACGTAACTT
1/77 SEQ ID NO:106
AACACGTGAATCGATTGTGACGTAACTTTCGATTCACGTGTTTCGATGGGACTTTCCATCGATTGTGACG
TAACTTTCGATCCCCGCCCCATCGATGGGACTTTCCATCGATTGTGACGTAACTTTCGATGGGACTTTCC
ATCGATCCCCGCCCCATCGATTGTGACGTAACTTTCGAAATGACGTCAAATCGATTGTGACGTAACTTTC
GATCCCCGCCCCATCGATGGGGCGGGGA
1/78 SEQ ID NO:107
AAGTTACGTCACAATCGATGGGGCGGGGATCGATGGGGCGGGGATCGARATGACGTCAAAT CGATGGGGC
GGGGATCGATCCCCGCCCCATCGATTGTGACGTAACTTTCGATGGAAAGTCCCATCGAAATTGCGCARAA
1/79 SEQ ID NO:108
TTGTGACGTAACTTTCGATTGTGACGTAACTTTCGAAAGTTACGTCACAATCGATTCACGTGTTTCGAAR
GTTACGTCACAATCGAAATGACGTCAAATCGATTGTGACGTAACT TTCGATTTTGCGCAATTTCGAAATG
ACGTCAAATCGATGGGACTTTCCATCGATTTTGCGCAATTTCGAAACACGTGAATCGAAATTGCGCAARA
1/80 SEQ ID NO:109
TTCACGTGTTTCGATGGGGCGGGGATCGATTTGACGT CATTTCGARACACGTGAATCGARAGTTACGTCA
CAATCGAAAGTTACGTCACAATCGAAATTGCGCAARATCGATGGGGCGGGGATCGATTCACGTGTTTCGA
TGGGGCGGGGA
1/81 SEQ ID NO:110
AATTGCGCAARATCGATGGGGCGGGGATCGATTTGACGTCATTTCGAAATTGCGCARAATCGATGGGGCG
GGGATCGATTGTGACGTAACTTTCGATGGGGCGGGGATCGAAAGTTACGTCACAA
1/82 SEQ ID NO:111
AATTGCGCAAARATCGATTCACGTGTTTCGAAATTGCGCAAAATCGATTTTGCGCAATTTCGATCCCCGCC
CCATCGATTTTGCGCAATTTCGAAAGT TACGTCACAATCGAAATGACGTCARAATCGARATTGCGCAARAT
CGATGGGACTTTCCATCGAAATGACGTCAAATCGAAATGACGTCARATCGATCCCCGCCCCA
1/83 SEQ ID NO:112

AAGTTACGTCACAATCGAAATGACGTCAAATCGAAAGTTACGTCACAATCGATGGGACTTTCCATCGATT
TTGCGCAATTTCGATCCCCGCCCCATCGATGGGACTTTCCATCGATCCCCGCCCCA
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Figure 8k

1/84 SEQ ID NO:113
AATTGCGCAAAATCGAAATGACGTCAAATCGAAATTGCGCAAAATCGAAAGTTACGTCACAATCGATCCC
CGCCCCATCGATGGGGCGGGGATCGATTCACGTGTTTCGATTTTGCGCAATTTCGATTTGACGTCATTTC
GATGGGGCGGGGATCGATTTGACGTCATT

1/85 SEQ ID NO:114
AATGACGTCAAATCGAAACACGTGAATCGATTCACGTGTTTCGAAACACGTGAATCGATTTTGCGCAATT
TCGATGGGGCGGGGATCGATTGTGACGTAACTTTCGATGGGGCGGGGATCGAAAGTTACGTCACAATCGA
TTGTGACGTAACTTTCGAAAGTTACGTCACAATCGAAACACGTGAATCGATGGGGCGGGGA

1/86 SEQ ID NO:115
TCCCCGCCCCATCGATTCACGTGTTTCGATGGGACTTTCCATCGATTGTGACGTAACTTTCGAAACACGT
GAATCGAAATTGCGCAAAATCGATTGTGACGTAACTTTCGAAATGACGTCAAATCGATTCACGTGTTTCG
AAAGTTACGTCACAATCGATTTGACGTCATTTCGAAATGACGTCAAA

1/87 SEQ ID NO:116
AAGTTACGTCACAATCGATTTGACGTCATTTCGAAATTGCGCAAAATCGATGGGGCGGGGATCGATTGTG
ACGTAACTTTCGATGGGGCGGGGATCGATGGGGCGGGGATCGAAACACGTGAATCGAAAGTTACGTCACA
ATCGAAATGACGTCAAATCGAAACACGTGAA

1/88 SEQ ID NO:117
AATGACGTCAAATCGATGGAAAGTCCCATCGATGGGGCGGGGATCGATTCACGTGTTTCGAAATGACGTC
AAATCGATGGGGCGGGGATCGATTTGACGTCATTTCGATGGAAAGTCCCATCGATCCCCGCCCCATCGAT
TGTGACGTAACTTTCGATTGTGACGTAACTT

1/89 SEQ ID NO:118
AATGACGTCAAATCGATGGGGCGGGGATCGATGGGGCGGGGATCGAAATTGCGCAAAATCGATTTGACGT
CATTTCGATTTGACGTCATTTCGAAATTGCGCAAAA

1/90 SEQ ID NO:119
TTGTGACGTAACTTTCGAAATGACGTCAAATCGATCCCCGCCCCATCGAAATTGCGCAAAATCGATTGTG
ACGTAACTTTCGATTCACGTGTTTCGAAAGTTACGTCACAATCGATCCCCGCCCCATCGATTGTGACGTA
ACTTTCGATGGGGCGGGGATCGATTTGACGTCATT

1/91 SEQ ID NO:120
TTCACGTGTTTCGAAATTGCGCAAAATCGATTTGACGTCATTTCGAAACACGTGAATCGAAAGTTACGTC
ACAATCGAAAGTTACGTCACAATCGATTGTGACGTAACTTTCGATTTTGCGCAATTTCGATTTTGCGCAA
TTTCGATCCCCGCCCCATCGAAATTGCGCAAAATCGATTTGACGTCATTTCGATTTGACGTCATTTCGAT
TTTGCGCAATTTCGAAATGACGTCAAATCGATGGGGCGGGGA

1/92 SEQ ID NO:121
AATGACGTCAAATCGATTCACGTGTTTCGATTGTGACGTAACTTTCGATTTGACGTCATTTCGAAAGTTA
CGTCACAATCGAAAGTTACGTCACAATCGAAACACGTGAATCGAAAGTTACGTCACAATCGAAACACGTG
AATCGATTTTGCGCAATT
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1/93 SEQ ID NO:122
TTTTGCGCAATTTCGAAAGTTACGTCACAATCGATGGGGCGGGGATCGAAACACGTGAATCGATCCCCGC
CCCATCGATGGGGCGGGGATCGATGGGACTTTCCATCGATTGTGACGTAACTTTCGATTTGACGTCATTT
CGATTGTGACGTAACTT

1/94 SEQ ID NO:123
AATTGCGCAAAATCGAAACACGTGAATCGATGGGGCGGGGATCGATGGAAAGTCCCATCGATGGGACTTT
CCATCGATTGTGACGTAACTTTCGATTTGACGTCATTTCGATGGGGCGGGGATCGATTGTGACGTAACTT
TCGATGGGACTTTCCATCGATTGTGACGTAACTTTCGAAATGACGTCAAATCGATTGTGACGTAACTT
1/95 SEQ ID NO:124
TCCCCGCCCCATCGATCCCCGCCCCATCGATGGAAAGTCCCATCGAAAGTTACGTCACAATCGAAAGTTA
CGTCACAATCGATTCACGTGTTTCGAAATGACGTCAAATCGAAATTGCGCAAAATCGATTTGACGTCATT
TCGAAATGACGTCAAA

1/96 SEQ ID NO:125
AACACGTGAATCGATTTTGCGCAATTTCGATTCACGTGTTTCGAAATTGCGCAAAATCGAAACACGTGAA
TCGAAACACGTGAATCGAAATTGCGCAAAATCGATTGTGACGTAACTTTCGATGGGGCGGGGATCGAAAT
GACGTCAAATCGATTGTGACGTAACTTTCGATTGTGACGTAACTTTCGATTTTGCGCAATT

2/01 SEQ ID NO:126
TGGGACTTTCCATCGATGGGGCGGGGATCGAAACACGTGAATCGATTCACGTGTTTCGATGGGACTTTCC
ATCGATTCACGTGTTTCGATTCACGTGTTTCGATGGGACTTTCCATCGATGGGACTTTCCATCGATGGGA
CTTTCCATCGATTCACGTIGTTTCGAAACACGTGAATCGATGGGACTTTCCATCGATTCACGTGTT

2/02 SEQ ID NO:127
AACACGTGAATCGATGGAAAGTCCCATCGATGGAAAGTCCCATCGATGGAAAGTCCCATCGAAACACGTG
AATCGAAACACGTGAATCGATTCACGTGTTTCGATGGAAAGTCCCATCGATTCACGTGTTTCGAAATTGC
GCAAAATCGATGGAAAGTCCCATCGATTCACGTGTTTCGATGGGACTTTCCATCGATGGGACTTTCCATC
GATTCACGTGTTTCGA

2/03 SEQ ID NO:128
AACACGTGAATCGAAACACGTGAATCGATGGAAAGTCCCATCGATCCCCGCCCCATCGAAACACGTGAAT
CGATGGAAAGTCCCATCGATTCACGTGTTTCGATGGAAAGTCCCATCGATGGAAAGTCCCATCGATTCAC
GTGTTTCGATGGAAAGTCCCATCGATGGAAAGTCCCATCGATGGGACTTTCCATCGATTTTGCGCAATT
2/04 SEQ ID NO:129
TGGGACTTTCCATCGAAACACGTGAATCGATGGGACTTTCCATCGAAACACGTGAATCGATGGGACTTTC
CATCGATGGAAAGTCCCATCGATGGAAAGTCCCATCGAAACACGTGAATCGATGGGACTTTCCA
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Figure 8m

2/05 SEQ ID NO:130
TGGAAAGTCCCATCGATGGGACTTTCCATCGATGGGGCGGGGATCGATGGGACTTTCCATCGAAATTGCG
CAAAATCGATTCACGTGTTTCGATTCACGTGTTTCGATGGGACTTTCCATCGATTTTGCGCAATTTCGAT
GGGACTTTCCATCGATTCACGTGTTTCGATGGGACTTTCCATCGATGGAAAGTCCCA

2/06 SEQ ID NO:131
TGGAAAGTCCCATCGATGGAAAGTCCCATCGATGGGACTTTCCATCGATGGGACTTTCCATCGATTCACG
TGTTTCGATGGGACTTTCCATCGATCCCCGCCCCATCGATTCACGTGTTTCGATGGAAAGTCCCATCGAA
ACACGTGAATCGAAATTGCGCAAAA

2/07 SEQ ID NO:132
TGGAAAGTCCCATCGATGGAAAGTCCCATCGATTCACGTGTTTCGATGGGACTTTCCATCGATCCCCGCC
CCATCGATGGAAAGTCCCATCGATGGAAAGTCCCATCGATGGAAAGTCCCATCGATTTTGCGCAATTTCG
ATGGGACTTTCCA

2/08 SEQ ID NO:133
TTCACGTGTTTCGATTCACGTGTTTCGATGGAAAGTCCCATCGAAATTGCGCAAAATCGATGGAAAGTCC
CATCGATGGAAAGTCCCATCGATCCCCGCCCCATCGATGGGACTTTCCATCGATGGGACTTTCCATCGAT
GGAAAGTCCCATCGAAACACGTGAA

2/09 SEQ ID NO:134
TGGAAAGTCCCATCGATGGAAAGTCCCATCGAAACACGTGAATCGATGGGACTTTCCATCGATTTTGCGC

AATTTCGATGGGACTTTCCATCGATGGAAAGTCCCATCGATTCACGTGTTTCGATGGGACTTTCCATCGA
TGGGGCGGGGATCGATTCACGTGTTTCGAAACACGTGAA

2/10 SEQ ID NO:135
TTCACGTGTTTCGATGGGACTTTCCATCGAAATTGCGCARAAATCGATGGAAAGTCCCATCGATGGGACTT
TCCATCGATTCACGTGTTTCGATGGGACTTTCCATCGATTTTGCGCAATTTCGATGGGACTTTCCATCGA
TGGGACTTTCCATCGATGGAAAGTCCCATCGATCCCCGCCCCATCGATGGGACTTTCCATCGATGGGACT
TTCCATCGATGGAAAGTCCCA

2/11 SEQ ID NO:136
AACACGTGAATCGATGGAAAGTCCCATCGAAACACGTGAATCGATGGGACTTTCCATCGATGGAAAGTCC
CATCGATGGAAAGTCCCATCGATGGAAAGTCCCATCGATGGGACTTTCCATCGATTCACGTGTTTCGATG
GAAAGTCCCATCGATGGAAAGTCCCATCGATGGAAAGTCCCATCGATGGAAAGTCCCATCGATTTTGCGC
AATTTCGATGGAAAGTCCCATCGATTCACGTGTTTCGATGGGACTTTCCATCGATTCACGTGTTTCGATG
GGACTTTCCATCGATTCACGTGTT

2/12 SEQ ID NO:137
TGGAAAGTCCCATCGATTCACGTGTITTCGATGGGACTTTCCATCGATGGGACTTTCCATCGAAATTGCGC
AAAATCGATGGAAAGTCCCATCGATGGGACTTTCCATCGATGGGACTTTCCATCGATTCACGTGTTTCGA
TTTTGCGCAATTTCGAAACACGTGAA
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2/13 SEQ ID NO:138
AACACGTGAATCGATTTTGCGCAATTTCGAAATTGCGCAARATCGAAACACGTGAATCGAAATTGCGCAA
AATCGATGGGACTTTCCATCGATGGGACTTTCCATCGATTCACGTGTTTCGATGGGACTTTCCATCGATG
GAAAGTCCCATCGAAACACGTGAATCGAAACACGTGAATCGATCCCCGCCCCATCGATGGGACTTTCCAT
CGATGGGGCGGGGATCGATGGGACTTTCCATCGAAACACGTGAATCGATTTTGCGCAATTTCGATGGGAC
TTTCCA

2/14 SEQ ID NO:139
AACACGTGAATCGATGGAAAGTCCCATCGATGGAAAGTCCCATCGATGGGACTTTCCATCGATGGGGCGG
GGATCGATGGGACTTTCCATCGATGGAAAGTCCCATCGATCCCCGCCCCATCGATTTTGCGCAATTTCGA
TGGAAAGTCCCATCGATGGGGCGGGGATCGATGGGACTTTCCA

2/15 SEQ ID NO:140
TGGGACTTTCCATCGATCCCCGCCCCATCGATTCACGTGTTTCGATGGAAAGTCCCATCGATGGAAAGT
CCCATCGATGGGACTTTCCATCGATGGAAAGTCCCATCGATTCACGTGTTTCGATGGGACTTTCCA
2/16 SEQ ID NO:141
TGGGACTTTCCATCGATCCCCGCCCCATCGAAACACGTGAATCGATGGGACTTTCCATCGATGGAAAGT
CCCATCGAAATTGCGCAAAATCGATGGGACTTTCCATCGATGGGACTTTCCATCGATCCCCGCCCCATC
GATGGGGCGGGGA

2/17 SEQ ID NO:142
TTCACGTGTTTCGATGGGACTTTCCATCGATCCCCGCCCCATCGATCCCCGCCCCATCGATTCACGTGT
TTCGAAACACGTGAATCGATGGGACTTTCCATCGATGGGACTTTCCATCGATGGGACTTTCCATCGATT
CACGTGTTTCGATGGGACTTTCCATCGATGGAAAGTCCCATCGATCCCCGCCCCATCGATGGAAAGTCC
CATCGAAATTGCGCAAAATCGATGGGACTTTCCATCGAAACACGTGAATCGATTCACGTGTTTCGATGG
GACTTTCCATCGATGGGACTTTCCATCGATGGGACTTTCCA

2/18 SEQ ID NO:143
TGGAAAGTCCCATCGATGGAAAGTCCCATCGATGGGACTTTCCATCGATGGAAAGTCCCATCGATCCCCG
CCCCATCGATGGAAAGTCCCATCGATGGGACTTTCCATCGATCCCCGCCCCATCGATTCACGTGTTTCGA
TGGGACTTTCCATCGATTTTGCGCAATTTCGAAACACGTGAA

2/19 SEQ ID NO:144
TTCACGTGTTTCGATGGAAAGTCCCATCGATGGGACTTTCCATCGAAATTGCGCAAAATCGATGGGACTT
TCCATCGATGGGACTTTCCATCGATTCACGTGTTTCGATGGGGCGGGGATCGATGGGACTTTCCATCGAT
GGGACTTTCCATCGAAACACGTGAATCGAAATTGCGCAAAATCGATGGGACTTTCCATCGAAACACGTGA
A
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Figure 8o

2/20 SEQ ID NO:145
AACACGTGAATCGAAACACGTGAATCGATGGAAAGTCCCATCGATTCACGTGTTTCGATTCACGTGTTTC
GAAACACGTGAATCGATGGAAAGTCCCATCGATCCCCGCCCCATCGATTCACGTGTTTCGATGGGACTTT
CCATCGATTCACGTGTTTCGATGGGACTTTCCATCGATCCCCGCCCCA

2/21 SEQ ID NO:146
TGGGACTTTCCATCGATGGGACTTTCCATCGATTCACGTGTTTCGAAACACGTGAATCGATGGAAAGTCC
CATCGATGGGACTTTCCATCGATGGGGCGGGGATCGATTCACGTGTTTCGATGGAAAGTCCCATCGATTC
ACGTGTTTCGA

2/22 SEQ ID NO:147
TGGGACTTTCCATCGATTCACGTGTTTCGATCCCCGCCCCATCGAAACACGTGAATCGATGGAAAGTCCC
ATCGATTTTGCGCAATTTCGATTCACGTGTTTCGATGGAAAGTCCCATCGAAACACGTGAATCGATGGGA
CTTTCCA

2/23 SEQ ID NO:148
TGGAAAGTCCCATCGATTCACGTGTTTCGATGGAAAGTCCCATCGATGGGACTTTCCATCGATGGGGCGG
GGATCGATGGAAAGTCCCATCGATGGGACTTTCCATCGATGGGACTTTCCATCGATGGGGCGGEGGATCGA
TTCACGTGTT

2/24 SEQ ID NO:149
AATTGCGCAAAATCGAAACACGTGAATCGATGGAAAGTCCCATCGATGGAAAGTCCCATCGAAACACGTG
AATCGATGGAAAGTCCCATCGATCCCCGCCCCATCGATGGGACTTTCCATCGATTCACGTGTTTCGATGG
GGCGGGGATCGATGGGACTTTCCATCGAAATTGCGCAAAATCGATGGGACTTTCCA

2/25 SEQ ID NO:150
TGGGACTTTCCATCGATCCCCGCCCCATCGATGGGACTTTCCATCGATGGGACTTTCCATCGATGGGACT
TTCCATCGATGGAAAGTCCCATCGATGGAAAGTCCCATCGATTTTGCGCAATTTCGATGGAAAGTCCCAT
CGATGGGACTTTCCA

2/26 SEQ ID NO:151
TTTTGCGCAATTTCGATTCACGTGTTTCGATCCCCGCCCCATCGATGGGACTTTCCATCGATCCCCGCCC
CATCGATGGAAAGTCCCATCGAAACACGTGAATCGATGGGGCGGGEGATCGATTCACGTGTTTCGATGGAA
AGTCCCATCGATCCCCGCCCCA

2/27 SEQ ID NO:152
TGGAAAGTCCCATCGATGGGACTTTCCATCGATTCACGTGTTTCGATGGAAAGTCCCATCGATGGAAAGT
CCCATCGAAACACGTGAATCGAAACACGTGAATCGAAATTGCGCAAAATCGAAACACGTGAATCGATCCC
CGCCCCATCGATTCACGTGTTTCGA

2/28 SEQ ID NO:153
AACACGTGAATCGATGGAAAGTCCCATCGATGGAAAGTCCCATCGATGGGACTTTCCATCGATGGAAAGT
CCCATCGATGGGACTTTCCATCGATGGAAAGTCCCATCGATTTTGCGCAATT
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Figure 8p

2/29 SEQ ID NO:154
AATTGCGCAAAATCGATGGAAAGTCCCATCGATCCCCGCCCCATCGATCCCCGCCCCATCGATTCACGTG
TTTCGATGGAAAGTCCCATCGATTCACGTGTTTCGATGGGACTTTCCATCGAAACACGTGAATCGATGGA
AAGTCCCATCGATTTTGCGCAATTTCGATGGGACTTTCCATCGA

2/30 SEQ ID NO:155
AACACGTGAATCGATGGGACTTTCCATCGATGGAAAGTCCCATCGATGGGACTTTCCATCGAAACACGTG
AATCGATGGGACTTTCCATCGATTTTGCGCAATTTCGATGGAAAGTCCCATCGATGGAAAGTCCCA
2/31 SEQ ID NO:156
TTCACGTGTTTCGATCCCCGCCCCATCGATCCCCGCCCCATCGATGGAAAGTCCCATCGATCCCCGLCCCC
ATCGAAACACGTGAATCGATTTTGCGCAATTTCGATGGAAAGTCCCATCGAAACACGTGAATCGATGGAA
AGTCCCATCGATGGGACTTTCCA

2/32 SEQ ID NO:157
TGGGACTTTCCATCGATGGGACTTTCCATCGATCCCCGCCCCATCGAAACACGTGAATCGATTCACGTGT
TTCGATGGGACTTTCCATCGATGGAAAGTCCCATCGATCCCCGCCCCATCGAAACACGTGAATCGAAACA
CGTGAA

2/33 SEQ ID NO:158
TGGAAAGTCCCATCGAAACACGTGAATCGATGGGGCGGGGATCGATGGGACTTTCCATCGATGGARAGTC
CCATCGAAACACGTGAATCGATTCACGTGTTTCGAAATTGCGCAAAATCGATGGAAAGTCCCATCGA
2/34 SEQ ID NO:159
TTTTGCGCAATTTCGAAACACGTGAATCGATCCCCGCCCCATCGATGGAAAGTCCCATCGATGGGACTTT
CCATCGATGGGACTTTCCATCGATGGGGCGGGGATCGAAACACGTGAA

2/35 SEQ ID NO:160
TGGAAAGTCCCATCGATGGAAAGTCCCATCGATGGGGCGGGGATCGATTTTGCGCAATTTCGATCCCCGC
CCCATCGAAATTGCGCAAAATCGATGGGACTTTCCATCGATGGAAAGTCCCATCGATGGGACTTTCCATC
GATGGAAAGTCCCATCGAAATTGCGCAAAA

2/36 SEQ ID NO:161
TGGAAAGTCCCATCGAAACACGTGAATCGATGGAAAGTCCCATCGATGGGGCGGGGATCGATGGGACTTT
CCATCGATGGGACTTTCCATCGAAATTGCGCAAAATCGAAACACGTGAATCGATGGGGCGGGGA

2/37 SEQ ID NO:162
TCCCCGCCCCATCGATGGGACTTTCCATCGATGGGACTTTCCATCGATGGAAAGTCCCATCGATGGGACT
TTCCATCGAAACACGTGAATCGAAACACGTGAATCGATCCCCGCCCCATCGATCCCCGCCCCA

2/38 SEQ ID NO:163
TGGGGCGGGGATCGAAACACGTGAATCGATTTTGCGCAATTTCGATGGGACTTTCCATCGATGGGACTTT
CCATCGATTCACGTGTITTCGATTCACGTGTTTCGATGGAAAGTCCCA
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Figure 8q

2/39 SEQ ID NO:164
TGGGACTTTCCATCGATGGGACTTTCCATCGATGGGGCGGGGATCGATTCACGTGTTTCGATTTTGCGCA
ATTTCGATTCACGTGTTTCGATGGGACTTTCCA

2/40 SEQ ID NO:165
TCCCCGCCCCATCGATGGAAAGTCCCATCGATGGGACTTTCCATCGATTCACGTGTTTCGATGGGGCGGE
GATCGATGGAAAGTCCCATCGATGGAAAGTCCCATCGATTTTGCGCAATTTCGATGGGGCGGGGA

2/41 SEQ ID NO:166
AACACGTGAATCGAAATTGCGCAAAATCGATTCACGTGTTTCGAAACACGTGAATCGAAATTGCGCAARAA
TCGATGGAAAGTCCCATCGATGGAAAGTCCCATCGATTCACGTGTTTCGAAATTGCGCAAAA

2/42 SEQ ID NO:167
TGGAAAGTCCCATCGATGGGGCGGGGATCGATGGAAAGTCCCATCGATGGGACTTTCCATCGAAACACGT
GAATCGATGGGGCGGGGATCGAAATTGCGCAAAATCGAAATTGCGCAAAA

2/43 SEQ ID NO:168
TGGGGCGGGGATCGATTCACGTGTTTCGAAATTGCGCAAAATCGATGGGACTTTCCATCGATCCCCGCCC
CATCGATGGGACTTTCCATCGATGGGGCGGGGATCGAAATTGCGCAAAATCGATGGGACTTTCCA

2/44 SEQ ID NO:169
TTTTGCGCAATTTCGAAACACGTGAATCGATTCACGTGTTTCGAAACACGTGAATCGATTTTGCGCAATT
TCGATTCACGTGTTTCGAAATTGCGCAAAATCGATTTTGCGCAATTTCGATTCACGTGTTTCGATGGGAC
TTTCCA



