
PAT054783A_Seq_List 

SEQUENCE LISTING 

<110> Boettcher, Brian 
Daniels, Doug 
Caplan, Shari 
Hamamatsu, Norio 
Weldon, Stephen 
Licht, Stuart 

<120> FUSION PROTEINS FOR TREATING METABOLIC 
DISORDERS 

<130> PAT054783 

<150> 61/539280 
<151> 2011-09-26 

<160> 13 

<170> FastSEQ for windows version 4.0 

<210> 1 
<211> 209 
<212> PRT 
<213> Homo sapiens 

<400> 1 
Met Asp Ser Asp Glu Thr 
1 	 5 
Val Leu Ala Gly Leu Leu 

20 
Asp ser ser Pro Leu Leu 

35 
Thr Asp Asp Ala 

Phe Glu His Ser 
10 

Gly Ala Cys Gln 
25 
Gly Gly Gln 

Thr Glu Ala 

Ala Asp Gln 
75 

Gly Val Ile 
90 

Arg Pro Asp 
105 
Cys Ser Phe 

Ser Glu Ala 

Leu Tyr 
50 

Glu Asp Gly 
65 
Leu Gln Leu 

Lys Thr Ser 

Ser Leu His 
115 

Glu Asp Gly 
130 

His Leu Pro 
145 
Pro Ala Arg 

Pro Pro Gly 

Pro Leu Ser 
195 

Ser  

Gly 

Leu 

Gln Phe 
40 

Gln Gln 
55 
Gly Ala 

Lys Pro 

Cys Gln 

Glu Ala 
120 

Tyr Gln 
135 
Ser Pro 

200  

His Arg Asp 
155 

Gly Leu Pro 
170 

Pro Pro Asp 
185 
Gln Gly Arg  

Gly Leu Trp 

Ala His Pro 
30 

Val Arg Gln 
45 

His Leu Glu 
60 
Ser Pro Glu 

Gln Ile Leu 

Gly Ala Leu 
110 

Arg Glu Leu 
125 

His Gly Leu 
140 
Pro Ala Pro 

Pro Ala Leu 

Val Gly Ser 
190 

Ser Pro Ser 
205 

Val Ser 
15 
Ile Pro 

Arg Tyr 

Ile Arg 

Ser Leu 
80 

Gly Val 
95 
Tyr Gly 

Leu Leu 

Pro Leu 

Arg Gly 
160 

Pro Glu 
175 
Ser Asp 

Tyr Ala 

Thr val Gly 
70 

Lys Ala Leu 
85 

Arg Phe Leu 
100 
Phe Asp Pro 

Tyr Asn Val 

Gly Asn Lys 
150 

Phe Leu Pro Leu Pro 
165 

Ile Leu Ala Pro Gln 
180 
Met Val Gly Pro Ser 

<210> 2 
<211> 940 
<212> DNA 
<213> Homo sapiens 

<400> 2 
ctgtcagctg 
acctggacaa 
ccggagatca 
tcaggactgt  

aggatccagc 
ctggaatctg 
cctgaggacc 
gggtttctgt  

cgaaagagga 
gcaccaattc 
cgagccattg 
gctggctggt  

gccaggcact 
taaaccactc 
atggactcgg 
cttctgctgg 

caggccacct 
agcttctccg 
acgagaccgg 
gagcctgcca  

gagtctactc 60 
agctcacacc 120 
gttcgagcac 180 
ggcacacccc 240 
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atccctgact 
acagatgatg 
ggcgctgctg 
attcaaatct 
tatggatcgc 
ggatacaatg 
tccccacacc 
ccccccgcac 
tcggaccctc 
agccagaggc 
tttttttatt 
aaaaaaaaaa 

<210> 3 
<211> 181 
<212> PRT 
<213> Homo 

ccagtcctct 
cccagcagac 
accagagccc 
tgggagtcaa 
tccactttga 
tttaccagtc 
gggaccctgc 
tcccggagcc 
tgagcatggt 
tgtttactat 
tttcttactt 
aaaaaaaaaa 

sapiens 

PAT054783A_Seg_List 
cctgcaattc gggggccaag tccggcagcg 
agaagcccac ctggagatca gggaggatgg 
cgaaagtctc ctgcagctga aagccttgaa 
gacatccagg ttcctgtgcc agcggccaga 
ccctgaggcc tgcagcttcc gggagctgct 
cgaagcccac ggcctcccgc tgcacctgcc 
accccgagga ccagctcgct tcctgccact 
acccggaatc ctggcccccc agccccccga 
gggaccttcc cagggccgaa gccccagcta 
gacatctcct ctttatttat taggttattt 
gagataataa agagttccag aggagaaaaa 
aaaaaaaaaa aaaaaaaaaa 

gtacctctac 300 
gacggtgggg 360 
gccgggagtt 420 
tggggccctg 480 
tcttgaggac 540 
agggaacaag 600 
accaggcctg 660 
tgtgggctcc 720 
cgcttcctga 780 
atcttattta 840 
aaaaaaaaaa 900 

940 

<400> 3 
His Pro Ile Pro 
1 
Arg Gln Arg Tyr 

20 
Leu Glu Ile Arg 

35 
Pro Glu Ser Leu 

50 
Ile Leu Gly Val 
65 
Ala Leu Tyr Gly 

Glu Leu Leu Leu 
100 

Gly Leu Pro Leu 
115 

Ala Pro Arg Gly 
130 

Ala Leu Pro Glu 
145 
Gly ser ser Asp 

Pro Ser Tyr Ala 
180  

Asp Ser 
5 

Leu Tyr 

Glu Asp 

Leu Gin 

Lys Thr 
70 

Ser Leu 
85 
Glu Asp 

His Leu 

Pro Ala 

Pro Pro 
150 

Pro Leu 
165 
Ser  

Ser Pro Leu Leu Gln Phe Gly Gly Gln Val 
10 	 15 

Thr Asp Asp Ala Gln Gln Thr Glu Ala His 
25 	 30 

Gly Thr Val Gly Gly Ala Ala Asp Gln Ser 
40 	 45 

Leu Lys Ala Leu Lys Pro Gly val Ile Gln 
55 	 60 
Ser Arg Phe Leu Cys Gln Arg Pro Asp Gly 

75 	 80 
His Phe Asp Pro Glu Ala Cys 	Arg 

90 
Gly Tyr Asn Val 	 His 

105 
Pro Gly Asn 

120 
Phe 

Ile 

Ser Met 

Arg 
135 
Gly 

Leu 

Leu 

val 

Tyr 

Lys Ser 

Pro Leu 

Ala Pro 
155 

Gly Pro 
170 

Ser Phe 
95 

Gln Ser Glu Ala 
110 

Pro His Arg Asp Pro 
125 

Pro Gly Leu Pro Pro 
140 
Gln Pro Pro Asp Val 

160 
Ser Gln Gly Arg Ser 

175 

<210> 4 
<211> 546 
<212> DNA 
<213> Homo sapiens 

<400> 4 
caccccatcc 
ctctacacag 
gtggggggcg 
ggagttattc 
gccctgtatg 
gaggacggat 
aacaagtccc 
ggcctgcccc 
ggctcctcgg 
tcctga 

<210> 5 
<211> 28 
<212> PRT 
<213> Homo 

<400> 5  

ctgactccag 
atgatgccca 
ctgctgacca 
aaatcttggg 
gatcgctcca 
acaatgttta 
cacaccggga 
ccgcactccc 
accctctgag 

sapiens  

tcctctcctg 
gcagacagaa 
gagccccgaa 
agtcaagaca 
ctttgaccct 
ccagtccgaa 
ccctgcaccc 
ggagccaccc 
catggtggga  

caattcgggg 
gcccacctgg 
agtctcctgc 
tccaggttcc 
gaggcctgca 
gcccacggcc 
cgaggaccag 
ggaatcctgg 
ccttcccagg  

gccaagtccg 
agatcaggga 
agctgaaagc 
tgtgccagcg 
gcttccggga 
tcccgctgca 
ctcgcttcct 
ccccccagcc 
gccgaagccc  

gcagcggtac 60 
ggatgggacg 120 
cttgaagccg 180 
gccagatggg 240 
gctgcttctt 300 
cctgccaggg 360 
gccactacca 420 
ccccgatgtg 480 
cagctacgct 540 

546 
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PAT054783A_Seq_List 
Met Asp Ser Asp Glu Thr Gly Phe Glu His ser Gly Leu Trp Val Ser 
1 	 5 	 10 	 15 

Val Leu Ala Gly Leu Leu Leu Gly Ala Cys Gln Ala 
20 	 25 

<210> 6 
<211> 15 
<212> DNA 
<213> Homo sapiens 

<400> 6 
ggggsggggs ggggs 	 15 

<210> 7 
<211> 406 
<212> PRT 
<213> Homo sapiens 

<400> 7 
Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly 
1 	 5 	 10 	 15 

Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met 
20 	 25 	 30 

Ile Ser Arg Thr Pro Glu Val Thr Cys Val val val Asp val Ser His 
35 	 40 	 45 

Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val 
50 	 55 	 60 

His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr 
65 	 70 	 75 	 80 
Arg Val Val ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly 

85 	 90 	 95 
Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile 

100 	 105 	 110 
Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val 

115 	 120 	 125 
Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser 

130 	 135 	 140 
Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu 
145 	 150 	 155 	 160 
Trp Glu ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro 

165 	 170 	 175 
Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr val 

180 	 185 	 190 
Asp Lys ser Arg Trp Gln Gln Gly Asn Val Phe ser Cys Ser val Met 

195 	 200 	 205 
His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser 

210 	 215 	 220 
Pro Gly Lys Gly ser Asp ser ser Pro Leu Leu Gln Phe Gly Gly Gln 
225 	 230 	 235 	 240 
Val Arg Gln Arg Tyr Leu Tyr Thr Asp Asp Ala Gln Gln Thr Glu Ala 

245 	 250 	 255 
His Leu Glu Ile Arg Glu Asp Gly Thr Val Gly Gly Ala Ala Asp Gln 

260 	 265 	 270 
Ser Pro Glu Ser Leu Leu Gln Leu Lys Ala Leu Lys Pro Gly Val Ile 

275 	 280 	 285 
Gln Ile Leu Gly Val Lys Thr Ser Arg Phe Leu Cys Gln Arg Pro Asp 

290 	 295 	 300 
Gly Ala Leu Tyr Gly Ser Leu His Phe Asp Pro Glu Ala Cys Ser Phe 
305 	 310 	 315 	 320 
Arg Glu Leu Leu Leu Glu Asp Gly Tyr Asn Val Tyr Gln ser Glu Ala 

325 	 330 	 335 
His Gly Leu Pro Leu His Leu Pro Gly Asn Lys Ser Pro His Arg Asp 

340 	 345 	 350 
Pro Ala Pro Arg Gly Pro Ala Arg Phe Leu Pro Leu Pro Gly Leu Pro 

355 	 360 	 365 
Pro Ala Leu Pro Glu Pro Pro Gly Ile Leu Ala Pro Gln Pro Pro Asp 

370 	 375 	 380 
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PAT054783A_Seq_List 
Val Gly Ser Ser Asp Pro Leu ser Met Val Gly Pro Ser Gln Gly Arg 
385 	 390 	 395 	 400 
Ser Pro Ser Tyr Ala Ser 

405 

<210> 8 
<211> 419 
<212> PRT 
<213> Homo sapiens 

<400> 8 
Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly 
1 	 5 	 10 	 15 

Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met 
20 	 25 	 30 

Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His 
35 	 40 	 45 

Glu Asp Pro Glu Val Lys 
S
he Asn Trp Tyr val Asp

60 
 Gly Val Glu val 

5  
His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr 
65 	 70 	 75 	 80 
Arg val val Ser val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly 

85 	 90 	 95 
Lys Glu Tyr Lys Cys Lys Val ser Asn Lys Ala Leu Pro Ala Pro Ile 

100 	 105 	 110 
Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val 

115 	 120 	 125 
Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln val ser 

130 	 135 	 140 
Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu 
145 	 150 	 155 	 160 
Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro 

165 	 170 	 175 
val Leu Asp ser Asp Gly ser Phe Phe Leu Tyr ser Lys Leu Thr val 

180 	 185 	 190 
Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser val Met 

195 	 200 	 205 
His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu ser Leu ser 

210 	 215 	 220 
Pro Gly Lys Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly 
225 	 230 	 235 	 240 
Gly Ser Asp Ser Ser Pro Leu Leu Gln Phe Gly Gly Gln val Arg Gln 

245 	 250 	 255 
Arg Tyr Leu Tyr Thr Asp Asp Ala Gln Gln Thr Glu Ala His Leu Glu 

260 	 265 	 270 
Ile Arg Glu Asp Gly Thr val Gly Gly Ala Ala Asp Gln ser Pro Glu 

275 	 280 	 285 
Ser Leu Leu Gln Leu Lys Ala Leu Lys Pro Gly Val Ile Gln Ile Leu 

290 	 295 	 300 
Gly Val Lys Thr Ser Arg Phe Leu Cys Gln Arg Pro Asp Gly Ala Leu 
305 	 310 	 315 	 320 
Tyr Gly Ser Leu His Phe Asp Pro Glu Ala Cys Ser Phe Arg Glu Leu 

325 	 330 	 335 
Leu Leu Glu Asp Gly Tyr Asn val Tyr Gln Ser Glu Ala His Gly Leu 

340 	 345 	 350 
Pro Leu His Leu Pro Gly Asn Lys Ser Pro His Arg Asp Pro Ala Pro 

355 	 360 	 365 
Arg Gly Pro Ala Arg Phe Leu Pro Leu Pro Gly Leu Pro Pro Ala Leu 

370 	 375 	 380 
Pro Glu Pro Pro Gly Ile Leu Ala Pro Gln Pro Pro Asp Val Gly Ser 
385 	 390 	 395 	 400 
Ser Asp Pro Leu Ser Met Val Gly Pro Ser Gln Gly Arg ser Pro ser 

405 	 410 	 415 
Tyr Ala Ser 
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<210> 9 
<211> 177 
<212> PRT 
<213> Homo sapiens 

PAT054783A_Seq_List 

<400> 9 
Asp Ser Ser Pro Leu Leu Gln Phe Gly Gly Gln Val Arg Gln Arg Tyr 
1 	 5 	 10 	 15 

Leu Tyr Thr Asp Asp Ala Gln Glu Thr Glu Ala His Leu Glu Ile Arg 
20 	 25 	 30 

Glu Asp Gly Thr Val Gly Gly Ala Ala His Gln ser Pro Glu ser Leu 
35 	 40 	 45 

Leu Glu Leu Lys Ala Leu Lys Pro Gly Val Ile Gln Ile Leu Gly Val 
50 	 55 	 60 

Lys Thr Ser Arg Phe Leu Cys Gln Lys Pro Asp Gly Ala Leu Tyr Gly 
65 	 70 	 75 	 80 
Ser Leu His Phe Asp Pro Glu Ala Cys Ser Phe Arg Glu Leu Leu Leu 

85 	 90 	 95 
Glu Asp Gly Tyr Asn Val Tyr Gin Ser Glu Ala His Gly Leu Pro Leu 

100 	 105 	 110 
His Leu Pro Gly Asn Arg Ser Pro His Cys Asp Pro Ala Pro Gln Gly 

115 	 120 	 125 
Pro Ala Arg Phe Leu Pro Leu Pro Gly Leu Pro Pro Ala Leu Pro Glu 

130 	 135 	 140 
Pro Pro Gly Ile Leu Ala Pro Gln Pro Pro Asp val Gly Ser Ser Asp 
145 	 150 	 155 	 160 
Pro Leu Ala Met val Gly Pro ser Gln Gly Arg Ser Pro ser Tyr Ala 

165 	 170 	 175 
Ser 

<210> 10 
<211> 406 
<212> PRT 
<213> Homo sapiens 

<400> 10 
Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly 

1 	 5 	 10 	 15 
Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met 

20 	 25 	 30 
Ile Ser Arg Thr Pro Glu Val Thr Cys Val val Val Asp Val Ser His 

35 	 40 	 45 
Glu 	

0 
Asp Pro Glu Val Lys 

S
he Asn Trp Tyr val 

6
Asp Gly val Glu val 

5 	 55  
His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr 
65 	 70 	 75 	 80 
Arg val Val Ser Val Leu Thr Val Leu His Gin Asp Trp Leu Asn Gly 

85 	 90 	 95 
Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile 

100 	 105 	 110 
Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln val 

115 	 120 	 125 
Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser 

130 	 135 	 140 
Leu Thr Cys Leu val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu 
145 	 150 	 155 	 160 
Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro 

165 	 170 	 175 
val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr ser Lys Leu Thr val 

180 	 185 	 190 
Asp Lys ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met 

195 	 200 	 205 
His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser 

210 	 215 	 220 
Pro Gly Lys Gly Ser Asp Ser Ser Pro Leu Leu Gln Phe Gly Gly Gln 
225 	 230 	 235 	 240 
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PAT054783A_Seq_List 
Val Arg Gln Arg Tyr Leu Tyr Thr Asp Asp Ala Cys Gln Thr Glu Ala 

245 	 250 	 255 
His Leu Glu Ile Arg Glu Asp Gly Thr val Gly Gly Ala Ala Asp Gln 

260 	 265 	 270 
Ser Pro Glu ser Leu Leu Gln Leu Lys Ala Leu Lys Pro Gly Val Ile 

275 	 280 	 285 
Gln Ile Leu Gly Val Lys Thr Ser Arg Phe Leu Cys Gln Arg Pro Asp 

290 	 295 	 300 
Gly Thr Leu Tyr Gly Ser Leu His Phe Asp Pro Glu Ala Cys Ser Phe 
305 	 310 	 315 	 320 
Arg Glu Leu Leu Leu Glu Asp Gly Tyr Asn Val Tyr Gln Ser Glu Ala 

325 	 330 	 335 
His Gly Leu Pro Leu His Leu Pro Cys Asn Arg Ser Pro His Arg Asp 

340 	 345 	 350 
Pro Ala Ser Arg Gly Pro Ala Arg Phe Leu Pro Leu Pro Gly Leu Pro 

355 	 360 	 365 
Pro Ala Leu Pro Glu Pro Pro Gly Ile Leu Ala Pro Gln Pro Pro Asp 

370 	 375 	 380 
Val Gly Ser Ser Asp Pro Leu Ala Met val Gly Gly Ser Gln Ala Arg 
385 	 390 	 395 	 400 
Ser Pro Ser Tyr Ala ser 

405 

<210> 11 
<211> 406 
<212> PRT 
<213> Homo sapiens 

<400> 11 
Asp Lys Thr His Thr Cys Pro Pro cys Pro Ala Pro Glu Ala Ala Gly 
1 	 5 	 10 	 15 

Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met 
20 	 25 	 30 

Ile Ser Arg Thr Pro Glu val Thr cys Val Val Val Asp Val Ser His 
35 	 40 	 45 

Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr val Asp Gly val Glu val 
50 	 55 	 60 

His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr 
65 	 70 	 75 	 80 
Arg val val ser val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly 

85 	 90 	 95 
Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile 

100 	 105 	 110 
Glu Lys Thr Ile ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val 

115 	 120 	 125 
Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser 

130 	 135 	 140 
Leu Thr Cys Leu val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu 
145 	 150 	 155 	 160 
Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro 

165 	 170 	 175 
val Leu Asp ser Asp Gly Ser Phe Phe Leu Tyr ser Lys Leu Thr val 

180 	 185 	 190 
Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met 

195 	 200 	 205 
His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser 

210 	 215 	 220 
Pro Gly Lys Gly Ser Asp Ser Ser Pro Leu Leu Gln Phe Gly Gly Gln 
225 	 230 	 235 	 240 
val Arg Gln Arg Tyr Leu Tyr Thr Asp Asp Ala Cys Gln Thr Glu Ala 

245 	 250 	 255 
His Leu Glu Ile Arg Glu Asp Gly Thr val Gly Gly Ala Ala Asp Gln 

260 	 265 	 270 
Ser Pro Glu Ser Leu Leu Gln Leu Lys Ala Leu Lys Pro Gly Val Ile 

275 	 280 	 285 
Gln Ile Leu Gly Val Lys Thr Ser Arg Phe Leu Cys Gln Lys Pro Asp 

290 	 295 	 300 
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PAT054783A_Seq_List 
Gly Ala Leu Tyr Gly ser Leu His Phe Asp Pro Glu Ala Cys ser Phe 
305 	 310 	 315 	 320 
Arg Glu Leu Leu Leu Glu Asp Gly Tyr Asn Val Tyr Gln Ser Glu Ala 

325 	 330 	 335 
His Gly Leu Pro Leu His Leu Pro Cys Asn Arg ser Pro His Arg Asp 

340 	 345 	 350 
Pro Ala Ser Arg Gly Pro Ala Arg Phe Leu Pro Leu Pro Gly Leu Pro 

355 	 360 	 365 
Pro Ala Leu Pro Glu Pro Pro Gly Ile Leu Ala Pro Gln Pro Pro Asp 

370 	 375 	 380 
Val Gly Ser Ser Asp Pro Leu Ala Met Val Gly Gly Ser Gln Ala Arg 
385 	 390 	 395 	 400 
ser Pro Ser Tyr Ala Ser 

405 

<210> 12 
<211> 419 
<212> PRT 
<213> Homo sapiens 

<400> 12 
Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly 
1 	 5 	 10 	 15 

Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met 
20 	 25 	 30 

Ile ser Arg Thr Pro Glu Val Thr Cys val Val Val Asp Val Ser His 
35 	 40 	 45 

Glu 	
0 

Asp Pro Glu Val Lys 
S
he Asn Trp Tyr Val 

6
Asp Gly val Glu val 

5 	 55  
His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr 
65 	 70 	 75 	 80 
Arg val Val Ser Val Leu Thr val Leu His Gln Asp Trp Leu Asn Gly 

85 	 90 	 95 
Lys Glu Tyr Lys Cys Lys val Ser Asn Lys Ala Leu Pro Ala Pro Ile 

100 	 105 	 110 
Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val 

115 	 120 	 125 
Tyr Thr Leu Pro Pro ser Arg Glu Glu Met Thr Lys Asn Gln val ser 

130 	 135 	 140 
Leu Thr Cys Leu val Lys Gly Phe Tyr Pro ser Asp Ile Ala Val Glu 
145 	 150 	 155 	 160 
Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro 

165 	 170 	 175 
Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr ser Lys Leu Thr Val 

180 	 185 	 190 
Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met 

195 	 200 	 205 
His Glu Ala Leu His Asn His Tyr Thr Gln Lys ser Leu Ser Leu Ser 

210 	 215 	 220 
Pro Gly Lys Gly Gly Gly Gly ser Gly Gly Gly Gly Ser Gly Gly Gly 
225 	 230 	 235 	 240 
Gly Ser Asp ser Ser Pro Leu Leu Gln Phe Gly Gly Gln Val Arg Gln 

245 	 250 	 255 
Arg Tyr Leu Tyr Thr Asp Asp Ala Cys Gln Thr Glu Ala His Leu Glu 

260 	 265 	 270 
Ile Arg Glu Asp Gly Thr Val Gly Gly Ala Ala Asp Gln Ser Pro Glu 

275 	 280 	 285 
ser Leu Leu Gln Leu Lys Ala Leu Lys Pro Gly Val Ile Gln Ile Leu 

290 	 295 	 300 
Gly Val Lys Thr ser Arg Phe Leu Cys Gln Lys Pro Asp Gly Ala Leu 
305 	 310 	 315 	 320 
Tyr Gly Ser Leu His Phe Asp Pro Glu Ala Cys Ser Phe Arg Glu Leu 

325 	 330 	 335 
Leu Leu Glu Asp Gly Tyr Asn val Tyr Gln Ser Glu Ala His Gly Leu 

340 	 345 	 350 
Pro Leu His Leu Pro Cys Asn Arg ser Pro His Arg Asp Pro Ala Ser 

355 	 360 	 365 
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Arg Gly Pro Ala Arg Phe Leu Pro Leu Pro Gly Leu Pro Pro Ala Leu 

370 	 375 	 380 
Pro Glu Pro Pro Gly Ile Leu Ala Pro Gln Pro Pro Asp val Gly ser 
385 	 390 	 395 	 400 
Ser Asp Pro Leu Ala met val Gly Gly Ser Gln Ala Arg Ser Pro Ser 

405 	 410 	 415 
Tyr Ala ser 

<210> 13 
<211> 419 
<212> PRT 
<213> Homo sapiens 

<400> 13 
Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly 
1 	 5 	 10 	 15 

Gly Pro Ser val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met 
20 	 25 	 30 

Ile Ser Arg Thr Pro Glu val Thr cys val val Val Asp Val Ser His 
35 	 40 	 45 

Glu Asp
0 	 55 

Pro Glu val Lys 
S
he Asn Trp Tyr Val Asp

60 
 Gly val Glu val 

5  
His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr 
65 	 70 	 75 	 80 
Arg Val Val Ser Val Leu Thr val Leu His Gln Asp Trp Leu Asn Gly 

85 	 90 	 95 
Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile 

100 	 105 	 110 
Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val 

115 	 120 	 125 
Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln val Ser 

130 	 135 	 140 
Leu Thr cys Lou val Lys Gly Phe Tyr Pro ser Asp Ile Ala Val Glu 
145 	 150 	 155 	 160 
Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro 

165 	 170 	 175 
val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr ser Lys Leu Thr val 

180 	 185 	 190 
Asp Lys Ser Arg Trp Gln Gln Gly Asn val Phe Ser Cys Ser Val Met 

195 	 200 	 205 
His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu ser 

210 	 215 	 220 
Pro Gly Lys Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly 
225 	 230 	 235 	 240 
Gly Ser Asp Ser Ser Pro Leu Leu Gln Phe Gly Gly Gln Val Arg Gln 

245 	 250 	 255 
Arg Tyr Leu Tyr Thr Asp Asp Ala Cys Gln Thr Glu Ala His Leu Glu 

260 	 265 	 270 
Ile Arg Glu Asp Gly Thr Val Gly Gly Ala Ala Asp Gln Ser Pro Glu 

275 	 280 	 285 
Ser Leu Leu Gln Leu Lys Ala Leu Lys Pro Gly Val Ile Gln Ile Leu 

290 	 295 	 300 
Gly val Lys Thr Ser Arg Phe Leu Cys Gln Arg Pro Asp Gly Thr Leu 
305 	 310 	 315 	 320 
Tyr Gly Ser Leu His Phe Asp Pro Glu Ala Cys Ser Phe Arg Glu Leu 

325 	 330 	 335 
Leu Leu Glu Asp Gly Tyr Asn Val Tyr Gln Ser Glu Ala His Gly Leu 

340 	 345 	 350 
Pro Leu His Leu Pro Cys Asn Arg Ser Pro His Arg Asp Pro Ala Ser 

355 	 360 	 365 
Arg Gly Pro Ala Arg Phe Leu Pro Leu Pro Gly Leu Pro Pro Ala Leu 

370 	 375 	 380 
Pro Glu Pro Pro Gly Ile Leu Ala Pro Gln Pro Pro Asp Val Gly Ser 
385 	 390 	 395 	 400 
Ser Asp Pro Leu Ala Met val Gly Gly Ser Gln Ala Arg Ser Pro Ser 

405 	 410 	 415 
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PAT054783A_Seg_List 
Tyr Ala Ser 
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