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FIGURE 3 continued
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FIGURE 4

Inhibitor Specificity Inhibition
AEBSF serine ++
ALLN cysteine ++
Antipain serine ++
Aprotinin serine -
Bestatin exopeptidas +
Chymostatin chymotrypsin ++
E-64 cysteine ++
EDTA Metalloprotease -
Leupeptin serine/cysteine ++
Pepstatin Aspartic protease -
Phosphoramidon Metalloendoproteinase ++
PMSF serine/cysteine ++
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FIGURE 5
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FIGURE 7A
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FIGURE 7B
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FIGURE 8B
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13/26



PCT/EP2022/060766

WO 2022/223818

©
Q
<

230

160

110

80

60

50

40

30

20

15

10

n

120 m

60 min

30 min

FIGURE 9

14/26



PCT/EP2022/060766

WO 2022/223818

FIGURE 10

©
(=]
3

230

160

110

80

60

50

40

30

20

15

15/26



PCT/EP2022/060766

WO 2022/223818

FIGURE 11

16/26



WO 2022/223818 PCT/EP2022/060766

FIGURE 12
(A)
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(s paoo3  sp2009  Sp2014 iz it fap1s  SP2002 S orglis

Most similar species

Similarity (%)

Streplococous danielige. 9199
Streptococeus porcorum ; 95.72
Streptococcus porcorum . 9571
Streptococcus porcorum 91.61
Sweptococeusporcorum . 8940
; Staphylococcus rostri 96.54
Sp2009 2 Swphylococcusargentens | 9408
sp2014 Staphylococens epidermidis 96.01

Bacterial strains B13; B2003, 2015, B10, B12, SP2002, SB2009 and SP2014 compared to known bacterial species
using EZbiocloud. The most similar species is shown in the second column and the similarity in percentages is
shown in the third column.
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FIGURE 12 continued
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FIGURE 13A

CLUSTAL ©(1.2.4) multiple sequence alignment

IdeSorkl.0 ————————-] MSKRKLLKKI EKKDT-SSVLTOKKQTKTLWADGVQVDDKDFKPS TENFGTN 50
IdeSork2.0 ————————-] MSKRKLLKKI EKKDT-SSVLTOKKQTKTLWADGVQVDDKDFKPS TENEGTN 50
Ides MASMT GGQOMGRDPLADSEFSANQE IRYSEVTPYHVT SVWTKGV TPPAN-—————— FTQGED 54
Ide?Z mmmmmmmm——m o MDDYQRNAAEVY]—\KEVPHQITSVWTKGVTPLTPEQ———FRYNNED 42
. B3 * * *
IdeSorkl.O YLAAEYGIGKGYYDINKKFDGTDDDLCSGVVAANQLHWALDRNKDY I EKYRQQSKDN-GV 109
IdeSork2.0 YLAAREYGIGKGYYDINKKEFDGTDDDLCSGVVAANQLHWALDRNKDY IEKYRQOSKDN-GV 109
IdeS VEFHAPYVANQGWYDI TKTFNGKDDLLCGAATAGNMLHWWEDONKDQI KRYLEEHPEKQKT 114
IdeZ VIHAPYLAHQGWYDITKVEDGKDNLLCGAATAGNMLHWWEDONKTEI EAYLSKHPEKQKT 102
Lo Skkkk %k ak ke ks ok ok kkkk gk adkk ke % . a. .
IdeSorkl.O TIGNTDIFELNKLHDED--—--QSNFFDFIK-KSFG NKFLOPERLLNMYINGYGYL 159
IdeSork2.0 TIGNTDIFELNKLHDED---—-QSNFFDFIK-KSFG NKFLOQPERLLNMYINGYGYL 159
IdeS NENGEQMFDVKEAI DTKNHQLDSKLFEYFKEKAFPYLSTKHLGVFPDHVI DMEINGYRLS 174
IdeZ IFNNQELFDLKAAIDTKDSQTNSQLFNYFRDKAFPNLSARQLGVMPDLVLDMFINGYYLN 162
L saikss: sk sksaas Kk sk ssakakEks
IdeSorkl.O TSQDKAKT----SQPSPSKLNFFOKVEFKNN--—-LLTDKTPI--NDIDEFSSQTKNALQON 209
IdeSork2.0 TSODKAKT———-SOPSPSKLNFFOKVEFKNN-—-—-LLTDKTPI--NDIDEFSSQTKNALON 209
IdeS LTNHGPTPVK--EGSKDPRGGI FDAVFTRGDQSKLLTSRHDFKEKNLKEI SDLIKKELTE 232
IdeZ VFKTQSTDVNRPYQDKDKRGGIFDAVFTRGDQTTLLTARHDLKNKGLNDISTIIKQELTE 222
. : _9«- ** .. ,ok ke : : _':___* *-* T
IdeSorkl.O HKVLAVSFASTKNRGLGHVVITVWGADFDENGKVVALYVTDSDDRSKNI GNAKLGMKKLRI 269
IdeSork2.0 HKVLAVSFASIKNRGLGHVVTVWGADFDENGKVVALYVTDSDDRSKNI GNAKLGMKKLRI 269
IdeS GKALGLSH-TYANVRINHVINLWGADFDSNGNLKAIYVTDSDS—————— NASTIGMKKYFEFV 285
IdeZ GRALALSH-TYANVSISHVINLWGADFNAEGNLEAIYVTDSDA-————- NASIGMKKYFEV 275
:.*.:*. s * :.**:.:‘k****: :*:: *:****** **.:****
IdeSorkl.O EVSAQDSSTIKLTGFEDKNSGGSLRHLYSLSTGEQIWKKYFEETEKERIRLEEEADKAKL 329
IdeSork2.0 EVSAQODSSTIKLTGFEDKNSGGSLRHLYSLSTGEQIWKKYFEE THHHHHH-————————— 319
IdeS GVNSAGKVAI SAKEIKEDNIGAQVLGLEFTLSTGODSWNQTNSLEHHHHHH-————————— 335
IdeZ GINAHGHVAISAKKIEGENIGAQVLGLFTLSSGKDIWQKLSHHHHHH ————————————— 322
T . -~k . .. 9«* 3 *--**:*-: *-- N
IdeSorkl.O EQDRIQKEAEEKLALEKAEKERIRLEEEADKAKLEQDRIQKEAEEKLALEKAEKERIRLE 389
IdeSork2.0 - 319
Ides -——= 335
IdeZ -——= 322
IdeSorkl.O EEADKAKLEQDRIQKEAEEKLALEKAEKERIRLEEEADKAKLEQDRIQKEAEEKLALEKA 449
IdeSork2.0 319
Ides 335
IdeZ 322
IdeSorkl.O EKERIRLEEEAAKAKLEQEKQIATAPQPDKKQENTTSEQEKPAPTELPPLVNKADETETP 509
IdeSork2.0 ———= 319
Ides —-——= 335
IdeZz -——= 322
IdeSorkl.O RETAPDQOTPSATNTFRKILPKMNAVSQFFSQIMGTIQIVFAFI LKI FKGSGHHHHHH 566
IdeSork2.0 - 319
Ides —-———= 335
IdeZ —-——= 322
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FIGURE 13B
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FIGURE 14
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Xork 100 26,3 26 7.4 251 31,3
IdeE 43,6 100 98,7 54 61,7 21,7
IdeZ 43,3 29,1 100 5,4 62 22
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IdeS 42,4 73,7 73,7 14,9 100 23,5
ideZ2 47 36,8 37,1 15,7 39 100
similarity

21/26



WO 2022/223818

FIGURE 14 continued
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Yo
S5
F& & & &
Qefqg,b A
kDa
250
150
100
75

37

20

15

10

25/26



WO 2022/223818 PCT/EP2022/060766

FIGURE 18
(A)
18 -+
1.5
1.2 -
2 .
B09 -
7
L0
< 08
03 -
0 il S s
05 ugfml Tugiml 2ugiml
0.3
WideS mideZ @ Mok
(B)
© AV ¥ o) AV ¥ ] AV ¥
5 ) $ 5 ) 3 5 ) $
e & F 0¥ FE Y FFT ¥
37
25

0.1ug 0.5ug 2.5ug

26/26



