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<210> 1

<211> 65

<212> DNA

<213> Ccorynebacterium glutamicum
<400> 1

aattattcga ctaatatcct cccccaaaca cacattgata actgttgtgt ggaagaatgt
accga

<210> 2

<211> 65

<212> DNA

<213> Artificial Sequence

<220>

<223> hisEG promoter

<400> 2

aattattcga ctaatatcct cccccaaaca cacattgata actgttgtgt ggtataatgt
accga

<210> 3

<211> 65

<212> DNA

<213> Artificial Sequence

<220>

<223> hisEG promoter

<400> 3

aattattcga ctaatatcct cccccaaaca cacattgata actgttgtgt ggtataatgg
accga

<210> 4

<211> 75

<212> DNA

<213> Artificial Sequence

<220>

<223> oligonucleotide

<400> 4

tcgtacagcg agtcaaatgt cttcactcgg tacattatac cacacaacag ttatcaatgt

gtgtttgggg gagga
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<210> 5

<211> 75

<212> DNA

<213> Artificial Sequence
<220>

<223> oligonucleotide
<400> 5

tcgtacagcg agtcaaatgt cttcactcgg tccattatac cacacaacag ttatcaatgt

gtgtttgggg gagga

<210> 6

<211> 33

<212> DNA

<213> Artificial Sequence
<220>

<223> hisE-pro-2mt-AF

<400> 6
gatcctctag agtcgacttc gacgaatccc tcg

<210> 7

<211> 32

<212> DNA

<213> Artificial Sequence
<220>

<223> hisE-pro-2mt-AR

<400> 7
cggtacatta taccacacaa cagttatcaa tg

<210> 8

<211> 32

<212> DNA

<213> Artificial Sequence
<220>

<223> hisE-pro-2mt-BF

<400> 8
gtggtataat gtaccgagtg aagacatttg ac

<210> 9

<211> 32

<212> DNA

<213> Artificial Sequence
<220>

<223> hisE-pro-2mt-BR

<400> 9
atgcctgcag gtcgactgat acccaaatcg ag
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<210>
<211>
<212>
<213>

<220>
<223>

<400>
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10

32

DNA

Artificial Sequence

hisE-pro-3mt-AR

10

cggtccatta taccacacaa cagttatcaa tg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

11

32

DNA

Artificial Sequence

hisE-pro-3mt-BF

11

gtggtataat ggaccgagtg aagacatttg ac

<210>
<211>
<212>
<213>

<220>
<223>

<400>

12

34

DNA

Artificial Sequence

hisG(G233H/T235Q) -AF

12

gatcctctag agtcgacccc aaacaagggc tcgc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

13

28

DNA

Artificial Sequence

hisG(G233H/T235Q)-AR

13

cgtgccagtg gggatacctg tgggtggg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

14

30

DNA

Artificial Sequence

hisG(G233H/T235Q) -BF

14

aaccccaggc ctatcccacc cacaggtatc

<210>
<211>

15
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<212>
<213>

<220>
<223>

<400>
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DNA
Artificial Sequence

hisG(G233H/T235Q)-BR

15

atgcctgcag gtcgacgcaa ggttggcaac aac

<210>

<211>

<212>

<213>

<400>

Met Leu
1

Met Glu

Ser Leu

Arg Pro
50

Gly 11e
65

Glu val

Pro Ala

Ala Thr

Leu Ser
130

Lys Leu
145

Thr Leu
Ser Glu
Gln Gln
Phe Leu

210

Thr Ala
225

Arg Asp

Asn Ala

16

281

PRT

corynebacterium glutamicum

16
Lys Ile Ala val Pro Asn Lys
5

Ile Leu Ala Glu Ala Gly Tyr
20 25

Asn val Phe Asp Glu Ala Asn
35 40

Lys Asp Ile Ala ITe Tyr val
55

Thr Gly Arg Asp Leu Ala Arg
70

Leu Ser Leu Gly Phe Gly Ser
85

Asp Glu Glu Trp Ser Ile Glu
100 105

Ser Tyr Pro Asn Leu val Arg
115 120

Ala Glu val Leu Arg Leu Asp
135

Gly val Ala Asp Ala Ile Ala
150

Arg Gln Gln Gly Leu Ala Pro
165

Ala val ITe val Gly Arg Lys
180 185

ITe Leu Leu Arg Arg Ile Gln
195 200

Met Leu Asp Tyr Asn val Asp
215

val Thr Pro Gly Leu Ser Gly
230

Asn Trp val Ala val Arg Ala
245

Ile Met Asp Lys Leu Ala Gly
260 265

Gly

10
Ala
Asn
Ala
Asp
Ser

90
Lys
Asp
Gly
Asp
Phe
170
Asp
Gly
Arg
Pro
Met

250

Leu

Ser
Gly
val
Gly
Ser

75
Thr
Leu
Asp
Ala
val
155
Gly
Glu
Ile
Asp
Thr
235

val

Gly
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Leu
Arg
Glu
Gly

60
Gln
Phe
Asp
Leu
val
140
val
Glu
Lys
Leu
Asn
220
val

Pro

Ala

Ser
Gly
Phe

45
Gln
Ala
Arg
Gly
Ala
125
Glu
Ser
val
val
His
205
Leu
Ser

Arg

Glu

Glu
Asp

30
Phe
Leu
Asp
Tyr
Lys
110
Ala
val
Thr
Leu
Thr
190
Ala
Asp
Pro

Arg

Ala
270

Arg

15
Ser
Phe
Asp
val
Ala

95
Arg
Arg
Ser
Gly
Cys
175
Pro
Gln
Ala
Leu
Ser

255

Ile

Lys
Leu
Leu
His

80

Ala

Arg
160

Thr

Asn
Ala
Ala
240

Ala

Leu

33
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Ala Ser Glu Ile Arg Ile Ala Arg Ile
275 280

Page 5





