WO 2016/139297 PCT/EP2016/054524

1/12

0.6
o Total TL-18 (inM3
® F'ree [1-18 (nM)
05’5 &y 3
0.4+
— {91
=
= 0.3+
fr 2
tant
o O
.
0.2} 7
&
0.1+ I o
o ° o
®el o o
PR L PY) l . L & &
0 1 2 K] 4

Total 1L-18BP (nM)

Figure 1



WO 2016/139297 PCT/EP2016/054524
2/12

D044-3 125-2H Anti IL18 Capture
D045-3 159-12B Anti IL18 Conjugate
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131B4-2

VH Amino Acid Sequence: (SEQ ID NO: 387)

EVOQLQQSGAELVKPGASVKLSCTASGFKIKDTYIHWLKQRPEQGLEWIGRIDPANG
NTIYGSKFQGKATITADTSSNTAYIQLSSLTSGDTAVYFCAGYVWFAYWGQGTLVTV
SA

VK Amino Acid Sequence: (SEQ ID NO: 19)

DAVLTQTPLSLPVSLGDQASISCTSSQSLVHSNGNTYLHWYLQKPGQSPKLLIYKVS
DRFSGVPDRFSGSGSGTDFTLMITRVEAEDLGVYFCSQSSLVPWTFGGGTKLEVK

Figure 11
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Human interleukin-18 binding protein isoforms (Kim SH et al 2000)

Isoform a

TPVSQTTTAA TASVRSTKDP CPSQPPVFPA AKQCPALEVT WPEVEVPLNG
TLSLSCVACS RFPNFSILYW LGNGSFIEHL PGRLWEGSTS RERGSTGTQL

CKALVLEQLT PALHSTNFSC VLVDPEQVVQ RHVVLAQLWA GLRATLPPTQ
EALPSSHSSP QQQG (SEQIDNO7)

MW = 17630

pl=6.37

Isoform b

TPVSQTTTAA TASVRSTKDP CPSQPPVFPA AKQCPALEVT WPEVEVPL
SWAEGNLAPH PRSPALQPQQ STAAGLRLST GPAAAQP (SEQ ID NO 388)

MW = 8751
pl = 6.44

{soform c

TPVSQTTTAA TASVRSTKDP CPSQPPVFPA AKQCPALEVT WPEVEVPLNG
TLSLSCVACS RFPNFSILYW LGNGSFIEHL PGRLWEGSTS RERGSTGTQL
CKALVLEQLT PALHSTNFSC VLVDPEQVVQ RHVVLAQLWVYV RSPRRGLQEQ
EELCFHMWGK GGLCQSSL (SEQ ID NO 389)

MW: 18404

pl: 6.82

Isoformd

TPVSQTTTAA TASVRSTKDP CPSQPPVFPA AKQCPALEVT WPEVEVPLNG
TLSLSCVACS RFPNFSILYW LGNGSFIEHL PGRLWEGSTS RERGSTGWAE
GNLAPHPRSP ALQPQQSTAA GRLSTGPAAA QP (SEQ ID NO 390)

MW: 13896

pl: 7.64

Figure 12



