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Precursor Human Alpha-Galactosidase-A Protein and cDNA (SEQ ID NOs: 1 and 2)
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Mature Human Alpha-Galactosidase-A (SEQ ID NO: 3)
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ASN108 Glycoforms (Normalized Glycopeptide Area)
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ASN108 Glycoforms (Peak Area Rel. to Mean * 10)
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