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<160> 143

<170> PatentIn version 3.5
210> 1

<211> 6

<212> PRT
<213> Artificial Sequence

<220>
<223> Homo sapiens

<400> 1

Gln Ser Ile Ser Ser Tyr
1 5

<210> 2

<211> 9

<212> PRT

<213> Homo sapiens

<400> 2
Gln Gln Ser Tyr Ser Thr Pro Leu Thr
1 5

<210> 3
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<211> 8
<212> PRT
<213> Homo

<400> 3

Gly Phe Thr
1

<210> 4
<211> 8
<212> PRT
<213> Homo

<400> 4
Ile Lys Gln
1

<210> 5
<211> 9
<212> PRT
<213> Homo

<400> 5
Ala Arg Gly
1

<210> 6
<211> 110
<212> PRT
<213> Homo
<400> 6
Asp Ile Gln
1

Asp Arg Val

Leu Asn Trp

HO616615

sapiens

Ser Ser Ser Tyr Trp
5

sapiens

Asp Gly Ser Glu Lys
5

sapiens

Gly Trp Ser Tyr Asp Met
5

sapiens

Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
5 10 15

Thr Ile Thr Cys Arg Ala Ser Gln Ser Ile Ser Ser Tyr
20 25 30

Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
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35 40

Tyr Ala Ala Ser Ser Leu Gln Ser Gly
50 55

Ser Gly Ser Gly Thr Asp Phe Thr Leu
65 70

Glu Asp Phe Ala Thr Tyr Tyr Cys Gln
85

Thr Phe Gly Gly Gly Thr Lys Val Glu
100 105

<210> 7

<211> 324

<212> DNA

<213> Homo sapiens

<400> 7

HO616615
45

Val Pro Ser Arg Phe Ser Gly
60

Thr Ile Ser Ser Leu Gln Pro
75 80

Gln Ser Tyr Ser Thr Pro Leu
90 95

Ile Lys Arg Ser Arg
110

gacatccaga tgacccagtc tccatcctcc ctgtctgecat ctgtaggaga cagagtcacc

atcacttgcc gggcaagtca gagcattagc agctatttaa attggtatca gcagaaacca

gggaaagccc ctaagctcct gatctatgct gcatccagtt tgcaaagtgg ggtcccatca

aggttcagtg gcagtggatc tgggacagat ttcactctca ccatcagcag tctgcaacct

gaagattttg caacttacta ctgtcaacag agttacagta ccccgctcac tttcggcgga

gggaccaagg tggagatcaa acgt

<210> 8

<211> 116

<212> PRT

<213> Homo sapiens

<400> 8

Glu Val Gln Leu Val Glu Ser Gly Gly
1 5

Gly Leu Val Gln Pro Gly Gly
10 15
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Ser Leu Arg

Met Ser

35

Trp

Ala Asn Ile

50

Lys
65

Gly Arg

Leu Gln Met

Ala Arg Gly

Thr Val Ser

115

<210> 9
<211> 348
<212> DNA
<213> Homo

<400> 9
gaggtgcagc

tcctgtgcag
ccagggagag
gtggactctg
ctgcaaatga

tggtcttacg

Leu Ser

20

Trp Val

Gln

Lys

Phe Thr

Ser
85

Asn

Gly
100

Trp

Ser

sapiens

tggtggagtc
cctctggatt
ggctggagtg
tgaagggccg
acagcctgag

atatgtgggg

Cys

Arg

Asp

Ile

70

Leu

Ser

Ala Ala

Gln Ala

40

Gly Ser

55

Ser Arg

Arg Ala

Tyr Asp

tgggggagsc

cacctctagt

ggtggccaac
attcaccatc
agccgaggac

tcaaggtact

HO616615

Ser
25

Gly Phe

Pro Gly Arg

Glu Lys Tyr

Ala
75

Asp Asn

Glu Asp Thr

90

Met
105

Trp Gly

ttggtccagc
agctattgga
ataaagcaag
tccagagaca
actgccgtgt

ctggtgaccg

Thr Ser

30

Ser

Leu Glu

45

Gly

Tyr Val

60

Asp

Lys Asn Ser

Ala val Tyr

Gln Thr

110

Gly

ctgggggsgtc
tgagctgggt
atggaagtga
acgccaagaa
attactgtgc

tctcctca
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Ser Tyr

Trp Val

Ser Val

Leu Tyr

80

Tyr
95

Cys

Leu Val

cctgagactc
ccgccaggcet
gaagtactat

ctcactgtat

gcgeggtggt
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<210>
<211>
<212>
<213>

<400>

10
259
PRT
Homo

10

Asp Ile Gln

1

Asp

Leu

Tyr

Ser

65

Glu

Thr

Gly

Leu

Leu

145

Trp

Arg

Asn

Ala

50

Gly

Asp

Phe

Gly

Val

130

Ser

Val

Val

Trp

35

Ala

Ser

Phe

Gly

Ser

115

Glu

Cys

Arg

sapiens

Met

Thr

20

Tyr

Ser

Gly

Ala

Gly

100

Gly

Ser

Ala

Gln

Thr

Ile

Gln

Ser

Thr

Thr

85

Gly

Gly

Gly

Ala

Ala

Gln

Thr

Gln

Leu

Asp

70

Tyr

Thr

Gly

Gly

Ser

150

Pro

Ser

Cys

Lys

Gln

55

Phe

Tyr

Lys

Gly

Gly

135

Gly

Gly

Pro

Arg

Pro

40

Ser

Thr

Cys

Val

Ser

120

Leu

Phe

Arg

Ser

Ala

25

Gly

Gly

Leu

Gln

Glu

105

Val

Thr

Gly

HO616615

Ser

10

Ser

Lys

Val

Thr

Gln

90

Ile

Gly

Gln

Ser

Leu

Gln

Ala

Pro

Ile

75

Ser

Lys

Gly

Pro

Ser
155

Ser

Ser

Pro

Ser

60

Ser

Tyr

Arg

Gly

Gly

140

Ser

Leu Glu Trp
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Ala

Ile

Lys

45

Arg

Ser

Ser

Ser

Ser

125

Gly

Tyr

Val

Ser

Ser

30

Leu

Phe

Leu

Thr

Arg

110

Glu

Ser

Trp

Ala

Val

15

Ser

Leu

Ser

Gln

Pro

95

Gly

Val

Leu

Met

Asn

Gly

Ile

Gly

Pro

80

Leu

Gly

Gln

Arg

Ser

160

Ile



Lys Gln Asp

Phe Thr Ile

195

Ser Leu

210

Asn

Gly
225

Trp Ser

Ser His His

Tyr Ala Ser

<210>
<211>
<212>
<213>

11
717
DNA
Homo

<400> 11
gacatccaga

atcacttgcc
gggaaagccc
aggttcagtg
gaagattttg
gggaccaagg

ggtggatccg

ctgagactct

165

Gly Ser

180

Ser
Ala

Arg

Tyr Asp

Glu

Arg Asp

Glu

Met

Lys Tyr

Ala
200

Asn

Asp Thr

215

Trp Gly

230

His
245

His

sapiens

tgacccagtc
gggcaagtca
ctaagctcct
gcagtggatc
caacttacta
tggagatcaa
aggtgcagct

cctgtgcagc

His

His Gly

tccatcctcc
gagcattagc
gatctatgct
tgggacagat
ctgtcaacag
acgtggtggt
ggtggagtct

ctctggattc

HO616615

170

Tyr
185

Val Asp

Lys Asn Ser

Ala val Tyr

Gln Thr

235

Gly

Ala Tyr Pro

250

ctgtctgcat
agctatttaa
gcatccagtt
ttcactctca
agttacagta
ggtggtageg
gggggaggct

acctctagta

175

Ser Val Lys

190

Gly Arg

Leu Tyr Leu Gln Met

205

Tyr Ala

220

Cys Arg Gly

Val Thr Vval Ser

240

Leu

Val Pro

255

Tyr Asp Asp

ctgtaggaga cagagtcacc
attggtatca gcagaaacca
tgcaaagtgg ggtcccatca
ccatcagcag tctgcaacct
ccccgctcac tttcggcecgga
gcggeggegg ctctggtggt
tggtccagcc tggggggtcc

gctattggat gagctgggtc

Page 6

60

120

180

240

300

360

420

480



HO616615

cgccaggctc cagggagagg gctggagtgg gtggccaaca taaagcaaga tggaagtgag

aagtactatg tggactctgt gaagggccga ttcaccatct ccagagacaa cgccaagaac

tcactgtatc tgcaaatgaa cagcctgaga gccgaggaca ctgccgtgta ttactgtgeg

cgcggtggtt ggtcttacga tatgtggggt caaggtactc tggtgaccgt ctcctca

<210>
<211>
<212>
<213>

<400>

12

PRT
Homo

12

Ser Ser Asn

1

<210>
<211>
<212>
<213>

<400>

13
11
PRT
Homo

13

Gln Ser Tyr

1

<210>
<211>
<212>
<213>

<400>

14

PRT
Homo

14

Gly Tyr Thr

1

<210>
<211>
<212>
<213>

15

PRT
Homo

sapiens

Ile Gly Ala Gly Tyr Ala
5

sapiens

Asp Ser Ser Leu Ser Gly Val Ile
5 10

sapiens

Leu Thr Glu Leu Ser
5

sapiens
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600
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<400> 15
Phe Asp Pro
1

<210> 16
<211> 9
<212> PRT
<213> Homo

<400> 16
Ala Arg Ala
1

<216> 17
<211> 112
<212> PRT
<213> Homo
<400> 17
Gln Ser Val
1

Arg Val Thr

Tyr Ala Val
35

Leu Ile Ser
50

Ser Gly Ser
65

Gln Ala Glu

Glu Asp Gly Glu Thr

5

sapiens

Tyr Tyr Gly Phe Asp Gln

5

sapiens

Leu

Ile

20

Asn

Thr

Gln

Asp

Thr

Ser

Trp

Asn

Phe

Glu
85

Gln

Cys

Tyr

Asn

Gly

70

Ala

Pro

Thr

Gln

Asn

55

Ala

Asp

Pro

Gly

Leu

40

Arg

Ser

Tyr

Ser

Ser

25

Leu

Pro

Ala

Tyr

HO616615

Val Ser Gly
10

Ser Ser Asn

Pro Gly Thr

Ser Gly Val
60

Ser Leu Ala
75

Cys Gln Ser
90

Page 8

Ala

Ile

Ala

45

Pro

Ile

Tyr

Pro

Gly

30

Pro

Asp

Thr

Asp

Gly

15

Ala

Lys

Arg

Gly

Ser
95

Gln

Gly

Leu

Phe

Leu

80

Ser



<210>
<211>
<212>
<213>

18
336
DNA
Homo

<400> 18
cagtctgtgt

tcctgcactg
cttccaggaa
cctgaccgat
caggctgagg
atattcggcg
<210>
<211>

<212>
<213>

19

116
PRT
Homo
<400> 19

Glu
1

Val Gln
Ser

Val Lys

Met His
35

Ser

Gly Gly Phe

50

Gln
65

Gly Arg

100

sapiens

tgacgcagcc
ggagcagctc
cagcccccaa
tctctggctc
atgaggctga

gagggaccaa

sapiens

Leu Val
5

Val Ser
20

Gln

Cys

gccctcagtg
caacatcggg
actcctcatc
ccagtttggc
ttattactgc

gctgaccgtc

Ser Gly

Val

Lys

Gln Ala

HO616615
Leu Ser Gly Val Ile Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly

105

tctggggccc
gcaggttatg
tctactaaca
gcctctgect
cagtcctatg

ctaggt

Ala Glu Val

10

Ser
25

Gly Tyr

Pro

110

cagggcagag ggtcaccatc
ctgtaaattg gtaccagctt
acaatcggcc ctcaggggtc
ccctggccat cactggactc

acagtagtct gagtggtgtg

Lys Lys Pro Gly Ala

15

Thr Thr

30

Leu Glu Leu

Leu Glu Met

Trp Val

Asp Pro

Val Thr

Arg

Glu

Met
70

Asp
55

Thr

40

Gly

Glu

Glu

Asp

Gly Lys Gly

Thr Ile Tyr

60

Thr Ser Thr
75
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45

Ala

Asp

Gln

Thr

Trp

Lys

Ala

Phe

Tyr
80

60

120

180

240

300

336



HO616615

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ala Tyr Tyr Gly Phe Asp Gln Trp Gly Gln Gly Thr Leu Val
100 105 110

Thr Val Ser Ser
115

<210> 20

<211> 348
<212> DNA
<213>

<400> 20
gaagtgcagc

tcctgcaagg
cctggaaaag
gcacagaagt
atggagctga
tacggtttcg
<210> 21

<211> 257
<212> PRT

<213>

<400> 21

Homo sapiens

tggtgcagtc
tttccggata
ggcttgagtg
tccagggcag
gcagcctgag

atcagtgggg

Homo sapiens

tggggctgag
caccctcact
gatgggaggt
agtcaccatg
gtctgaggac

tcaaggtact

gtgaagaagc
gaattatcca
tttgatcctg
accgaggaca
actgccgtgt

ctggtgaccg

ctggggectc
tgcactgggt
aagatggtga
catctacaga
attactgtgc

tctcctca

agtgaaggtc
gcgacaggct
aacaatctac
cacagcctac

gcgecgcttac

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1

5

10

15

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Ser Ile Ser Ser Tyr

20

25

30
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Leu

Tyr

Ser

65

Glu

Thr

Ser

Gln

Cys

145

Arg

Glu

Met

Leu

Asn

Ala

50

Gly

Asp

Phe

Gly

Ser

130

Lys

Gln

Asp

Thr

Arg
210

Trp

35

Ala

Ser

Phe

Gly

Gly

115

Gly

Val

Ala

Gly

Glu

195

Ser

Tyr

Ser

Gly

Ala

Gly

100

Gly

Ala

Ser

Pro

Glu

180

Asp

Glu

Gln

Ser

Thr

Thr

85

Gly

Gly

Glu

Gly

Gly

165

Thr

Thr

Asp

Gln

Leu

Asp

70

Tyr

Thr

Ser

Val

Tyr

150

Lys

Ile

Ser

Thr

Lys

Gln

55

Phe

Tyr

Lys

Gly

Lys

135

Thr

Gly

Tyr

Thr

Ala
215

Pro

40

Ser

Thr

Cys

Val

Gly

120

Lys

Leu

Leu

Ala

Asp

200

Val

Gly

Gly

Leu

Gln

Glu

105

Gly

Pro

Thr

Glu

Gln

185

Thr

Tyr

HO616615
Lys Ala Pro

Val

Thr

Gln

90

Ile

Gly

Gly

Glu

Trp

170

Lys

Ala

Tyr

Pro

Ile

75

Ser

Lys

Ser

Ala

Leu

155

Met

Phe

Tyr

Cys

Ser

60

Ser

Tyr

Arg

Glu

Ser

140

Ser

Gly

Gln

Met

Ala
220

Page 11

Lys

45

Arg

Ser

Ser

Gly

Val

125

Val

Met

Gly

Gly

Glu

205

Arg

Leu

Phe

Leu

Thr

Gly

110

Gln

Lys

His

Phe

Arg

190

Leu

Ala

Leu

Ser

Gln

Pro

95

Gly

Leu

Val

Trp

Asp

175

Val

Ser

Tyr

Ile

Gly

Pro

80

Leu

Gly

Val

Ser

Val

160

Pro

Thr

Ser

Tyr



225

230

HO616615
Gly Phe Asp Gln Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser His

235

240

His His His His His Gly Ala Tyr Pro Tyr Asp Val Pro Asp Tyr Ala

Ser

<210>
<211>
<212>
<213>

<400>

22
729
PRT
Homo

22

Cys Ala Gly

1

Ala

Thr

Ala

Gly

65

Cys

Thr

Ala

Gly

Gly

Gly

50

Cys

Ala

Ala

Cys

Gly

35

Gly

Ala

Ala

Thr

Cys

245

sapiens

Thr

Cys

20

Gly

Gly

Cys

Cys

Gly

100

Ala

Cys

Gly

Gly

Thr

Thr

Ala

85

Cys

Gly

Thr

Cys

Cys

Cys

Gly

70

Thr

Thr

Cys

Gly

Cys

Cys

Ala

55

Gly

Cys

Gly

Thr

Thr

Cys

Cys

40

Cys

Gly

Gly

Thr

Thr

Gly

Thr

25

Cys

Cys

Ala

Gly

Ala

105

Cys

250

Thr Thr
10

Cys Ala

Ala Gly

Ala Thr

Gly Cys

75

Gly Gly
90

Ala Ala

Thr Thr

Gly

Gly

Gly

Cys

60

Ala

Cys

Thr

Cys

Page 12

Ala

Thr

Gly

45

Thr

Gly

Ala

Thr

Cys

Cys

Gly

30

Cys

Cys

Cys

Gly

Gly

110

Ala

255

Gly

15

Thr

Ala

Cys

Thr

Gly

95

Gly

Gly

Cys

Cys

Gly

Thr

Cys

80

Thr

Thr

Gly



Ala

Cys

145

Ala

Gly

Thr

Gly

Gly

225

Cys

Cys

Gly

Cys

Thr

Ala

130

Thr

Cys

Gly

Cys

Cys

210

Gly

Ala

Thr

Thr

Thr

290

Cys

115

Cys

Cys

Ala

Thr

Thr

195

Gly

Cys

Gly

Gly

Cys

275

Gly

Gly

Ala

Ala

Ala

Cys

180

Gly

Cys

Cys

Gly

Ala

260

Cys

Ala

Gly

Gly

Thr

Thr

165

Cys

Gly

Cys

Ala

Cys

245

Thr

Thr

Gly

Cys

Cys

Cys

150

Cys

Cys

Cys

Thr

Thr

230

Thr

Thr

Ala

Thr

Gly

Cys

135

Thr

Gly

Thr

Thr

Cys

215

Cys

Gly

Ala

Thr

Gly

295

Gly

120

Cys

Cys

Gly

Gly

Cys

200

Thr

Ala

Ala

Thr

Gly

280

Gly

Ala

Cys

Thr

Cys

Ala

185

Cys

Gly

Cys

Gly

Thr

265

Ala

Thr

Gly

HO616615

Cys

Ala

Cys

170

Cys

Cys

Cys

Thr

Gly

250

Ala

Cys

Gly

Ala

Cys

155

Cys

Cys

Ala

Cys

Gly

235

Ala

Cys

Ala

Thr

Ala

140

Thr

Thr

Gly

Gly

Thr

220

Gly

Thr

Thr

Gly

Gly
300

Gly Gly Ala

Page 13

125

Ala

Ala

Cys

Ala

Thr

205

Cys

Ala

Gly

Gly

Thr

285

Ala

Cys

Cys

Ala

Ala

Thr

190

Thr

Cys

Cys

Ala

Cys

270

Ala

Thr

Cys

Thr

Cys

Gly

175

Thr

Thr

Cys

Thr

Gly

255

Cys

Gly

Ala

Ala

Cys

Ala

160

Gly

Cys

Gly

Thr

Cys

240

Gly

Ala

Thr

Thr

Ala



305

Gly

Gly

Gly

Thr

Gly

385

Cys

Gly

Gly

Ala

Cys

465

Ala

Ala

Cys

Gly

Cys

Gly

370

Thr

Thr

Ala

Thr

Gly

450

Cys

Thr

Gly

Thr

Thr

Gly

355

Gly

Gly

Gly

Ala

Gly

435

Gly

Thr

Gly

Gly

Gly

Gly

340

Gly

Thr

Cys

Gly

Gly

420

Ala

Thr

Cys

Cys

Cys

Ala

325

Gly

Cys

Gly

Ala

Gly

405

Cys

Ala

Thr

Ala

Ala

485

Thr

310

Cys

Thr

Gly

Gly

Gly

390

Gly

Cys

Gly

Thr

Cys

470

Cys

Cys

Cys

Gly

Gly

Thr

375

Cys

Thr

Gly

Cys

455

Thr

Thr

Cys

Gly

Gly

Cys

360

Gly

Thr

Thr

Gly

Thr

440

Cys

Gly

Gly

Thr

Thr

Thr

345

Gly

Gly

Gly

Gly

Gly

425

Cys

Gly

Ala

Gly

Gly

HO616615

Cys

330

Gly

Gly

Ala

Gly

Ala

410

Gly

Thr

Gly

Ala

Gly
490

315

Cys

Gly

Cys

Thr

Thr

395

Gly

Gly

Cys

Ala

Thr

475

Thr

Thr

Thr

Thr

Cys

380

Gly

Gly

Cys

Cys

Thr

460

Thr

Gly

Gly Ala Ala

Page 14

Ala

Ala

Cys

365

Cys

Cys

Thr

Cys

Thr

445

Ala

Ala

Cys

Ala

Gly

Gly

350

Thr

Gly

Ala

Gly

Thr

430

Gly

Cys

Thr

Gly

Ala

Gly

335

Cys

Gly

Ala

Gly

Ala

415

Cys

Cys

Ala

Cys

Ala

495

Gly

320

Thr

Gly

Gly

Ala

Thr

400

Ala

Ala

Ala

Cys

Cys

480

Cys

Gly



Gly

Gly

Ala

545

Cys

Gly

Cys

Ala

Gly

625

Gly

Cys

Cys

Thr

Cys

Gly

530

Thr

Gly

Gly

Cys

Gly

610

Ala

Gly

Gly

Gly

Cys

Thr

515

Thr

Gly

Cys

Cys

Gly

595

Ala

Gly

Thr

Thr

Cys

675

Gly

500

Thr

Thr

Gly

Ala

Ala

580

Ala

Cys

Cys

Cys

Gly

660

Gly

Ala

Gly

Thr

Thr

Cys

565

Gly

Gly

Ala

Thr

Thr

645

Thr

Cys

Thr

Ala

Thr

Gly

550

Ala

Ala

Gly

Cys

Gly

630

Gly

Ala

Thr

Cys

Gly

Gly

535

Ala

Gly

Gly

Ala

Ala

615

Ala

Ala

Thr

Thr

Ala

Thr

520

Ala

Ala

Ala

Thr

Cys

600

Gly

Gly

Gly

Thr

Ala

680

Gly

505

Gly

Thr

Ala

Ala

Cys

585

Ala

Cys

Cys

Gly

Ala

665

Cys

Thr

HO616615

Gly

Cys

Cys

Gly

570

Ala

Cys

Cys

Ala

Ala

650

Cys

Thr

Ala

Cys

Ala

555

Thr

Cys

Ala

Thr

Gly

635

Cys

Thr

Ala

Thr

Thr

540

Ala

Thr

Cys

Thr

Ala

620

Cys

Ala

Gly

Cys

Gly Gly Gly

Page 15

Gly

525

Gly

Thr

Cys

Ala

Cys

605

Cys

Cys

Cys

Thr

Gly

685

Gly

510

Gly

Ala

Cys

Cys

Thr

590

Thr

Ala

Thr

Thr

Gly

670

Gly

Thr

Gly

Ala

Thr

Ala

575

Gly

Ala

Thr

Gly

Gly

655

Cys

Thr

Cys

Ala

Gly

Ala

560

Gly

Ala

Cys

Gly

Ala

640

Cys

Gly

Thr

Ala



HO616615
690 695 700

Ala Gly Gly Thr Ala Cys Thr Cys Thr Gly Gly Thr Gly Ala Cys Cys
705 710 715 720

Gly Thr Cys Thr Cys Cys Thr Cys Ala
725

<21e> 23

<211> 8

<212> PRT

<213> Homo sapiens

<400> 23

Ser Ser Asn Ile Gly Asn Asn Ala
1 5

<210> 24

<211> 11

<212> PRT

<213> Homo sapiens

<400> 24

Ala Ala Trp Asp Asp Ser Val Asn Gly Tyr Val
1 5 10

<210> 25

<211> 8

<212> PRT

<213> Homo sapiens

<400> 25

Gly Tyr Thr Phe Thr Arg Phe Gly
1 5

<210> 26

<211> 8

<212> PRT

<213> Homo sapiens

Page 16



<400> 26

Ile Ser Val
1

<210> 27
<211> 10
<212> PRT
<213> Homo

<400> 27
Ala Arg Tyr
1

<210> 28
<211> 111
<212> PRT
<213> Homo
<400> 28
Gln Ala Vval
1

Arg Val Thr

Ala Val Asn
35

Ile Tyr Tyr
50

Gly Ser Lys
65

Ser Glu Asp

Asn Asn Gly Asn Thr

5

sapiens

HO616615

Met Tyr Gly Arg Arg Asp Ser

5

sapiens

Leu

Ile

20

Trp

Asn

Ser

Glu

Thr

Ser

Tyr

Asp

Gly

Ala
85

Gln

Cys

Gln

Leu

Thr

70

Asp

Pro

Ser

Gln

Leu

55

Ser

Tyr

Pro

Gly

Leu

40

Ser

Ala

Tyr

Ser

Ser

25

Pro

Ser

Ser

Cys

10

Met

10

Ser

Gly

Gly

Leu

Ala
90

Ser

Ser

Lys

Val

Ala

75

Ala

Glu

Asn

Ala

Ser

60

Ile

Trp

Page 17

Ala

Ile

Pro

45

Asp

Ser

Asp

Pro

Gly

30

Lys

Arg

Gly

Asp

Arg

15

Asn

Leu

Phe

Leu

Ser
95

Gln

Asn

Leu

Ser

Gln

80

Val



HO616615

Asn Gly Tyr Val Phe Gly Thr Gly Thr Lys Val Thr Val Leu Gly

<210>
<211>
<212>
<213>

29
333
DNA
Homo

<400> 29
caggctgtgc

tcctgttctg
ccaggaaagg
gaccgattct
tctgaggatg
ttcggaactg
<210>
<211>

<212>
<213>

30
117
PRT
Homo

<400> 30
Glu Val Gln
1

Ser Val Lys

Gly Phe Ser
35

Gly Trp Ile
50

Gln Gly Arg

100

sapiens

tgactcagcc
gaagcagctc
ctcccaaact
ctggctccaa

aggctgatta

ggaccaaggt

sapiens

Leu Val
5

Val Ser

20

Trp Val

Ser Val

Val Thr

Gln

Cys

Arg

Asn

Met

accctcgatg
caacatcgga
cctcatctat
gtctggcacc
ttactgtgca

caccgtccta

Ser Gly

Lys Ala

Gln Ala

40

Asn
55

Gly

Thr Thr

105

tctgaagccc
aataatgctg
tataatgatc

tcagcctccc

gcatgggatg

ggt

Ala Glu Vval

10

Ser
25

Gly Tyr
Pro Gly Gln
Asn

Thr Lys

Asp Thr Ser

110

ccaggcagag ggtcaccatc
taaactggta ccagcagctc
tgctgtcctc aggggtctct
tggccatcag tgggctccag

acagtgtgaa tggttatgtc

Lys Lys Pro Gly Asp

Thr Phe Thr

30

Arg Phe

Leu Glu

45

Gly Trp Met

Tyr Ala Gln

60

Lys Tyr

Thr Ser Thr Ala Tyr

Page 18

60

120

180

240

300

333



HO616615
65 70 75 80

Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Tyr Met Tyr Gly Arg Arg Asp Ser Trp Gly Gln Gly Thr Leu
100 105 110

Val Thr Val Ser Ser
115

<210> 31

<211> 351
<212> DNA
<213>

<400> 31
gaggtccagc

tcctgcaagg
cctggacaag
gcacagaagt
atggagctga
tacggtcgtc
<210> 32

<211> 266
<212> PRT

<213>

<400> 32

Homo sapiens

tggtgcagtc
cttctggtta
ggcttgagtg
accagggcag
ggagcctgag

gtgattcttg

Homo sapiens

tggagctgag
cacctttacc
gatgggatgg
agtcaccatg
gtctgacgac

gegtcaaggt

gtgaagaagc
agatttggtt
atcagcgtta
accacagaca
actgccgtgt

actctggtga

ctggggactc
tcagctgggt
ataatggtaa
catccacgag
attactgtgc

ccgtctcctc

agtgaaggtc
gcgacaggcc
cacaaagtat
cacagcctac
gcgctacatg

a

Gln Ala Val Leu Thr Gln Pro Pro Ser Met Ser Glu Ala Pro Arg Gln

1

5

10

15

Arg Val Thr Ile Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Asn Asn

20

25

30

Page 19

60

120

180

240

300

351



Ala

Ile

Gly

65

Ser

Asn

Ser

Ser

Asp

145

Phe

Met

Tyr

Tyr

Val

Tyr

50

Ser

Glu

Gly

Arg

Glu

130

Ser

Gly

Gly

Gln

Met
210

Asn

35

Tyr

Lys

Asp

Tyr

Gly

115

Val

Val

Phe

Trp

Gly

195

Glu

Trp

Asn

Ser

Glu

Val

100

Gly

Gln

Lys

Ser

Ile

180

Arg

Leu

Tyr

Asp

Gly

Ala

85

Phe

Gly

Leu

Val

Trp

165

Ser

Val

Arg

Gln

Leu

Thr

70

Asp

Gly

Gly

Val

Ser

150

Val

Val

Thr

Ser

Gln

Leu

55

Ser

Tyr

Thr

Ser

Gln

135

Cys

Arg

Asn

Met

Leu
215

Leu
40

Ser

Ala

Tyr

Gly

Gly

120

Ser

Lys

Gln

Asn

Thr

200

Arg

Pro

Ser

Ser

Cys

Thr

105

Gly

Gly

Ala

Ala

Gly

185

Thr

Ser

HO616615

Gly Lys Ala

Gly

Leu

Ala

90

Lys

Gly

Ala

Ser

Pro

170

Asn

Asp

Asp

Val

Ala

75

Ala

Val

Gly

Glu

Gly

155

Gly

Thr

Thr

Asp

Ser

60

Ile

Trp

Thr

Ser

Val

140

Tyr

Gln

Lys

Ser

Thr
220

Page 20

Pro

45

Asp

Ser

Asp

Val

Gly

125

Lys

Thr

Gly

Tyr

Thr

205

Ala

Lys

Arg

Gly

Asp

Leu

110

Gly

Lys

Phe

Leu

Ala

190

Ser

Val

Leu

Phe

Leu

Ser

95

Gly

Gly

Pro

Thr

Glu

175

Gln

Thr

Tyr

Leu

Ser

Gln

80

Val

Gly

Gly

Gly

Arg

160

Trp

Lys

Ala

Tyr



Cys Ala Arg Tyr Met

225

Leu Val Thr Val Ser

Tyr Pro Tyr Asp Val

<210>
<211>
<212>
<213>

33
804
DNA

<400> 33
caggctgtgc
tcctgttctg
ccaggaaagg
gaccgattct
tctgaggatg
ttcggaactg
ggcggeggct
aagaagcctg
tttggtttca
agcgttaata
acagacacat
gccgtgtatt
ctggtgaccg

gacgttccgg

230

245

260

Homo sapiens

tgactcagcc
gaagcagctc
ctcccaaact
ctggctccaa

aggctgatta

ggaccaaggt
ctggtggtesg
gggactcagt
gctgggtgeg
atggtaacac
ccacgagcac
actgtgcgcg
tctcctcagce

actacgcttc

accctcgatg
caacatcgga
cctcatctat
gtctggcacc
ttactgtgca
caccgtccta
tggatccgag
gaaggtctcc
acaggcccct
aaagtatgca
agcctacatg
ctacatgtac
cggccagcac

ttag

HO616615

235

250

Pro Asp Tyr Ala Ser

265

tctgaagccc
aataatgctg
tataatgatc
tcagcctccc
gcatgggatg
ggtggttcta
gtccagctgg
tgcaaggctt
ggacaagggc
cagaagtacc
gagctgagga
ggtcgtcgtg

catcaccatc

ccaggcagag
taaactggta
tgctgtcctc
tggccatcag
acagtgtgaa
gaggtggteg
tgcagtctgg
ctggttacac
ttgagtggat
agggcagagt
gcctgaggtc
attcttgggg

accatggcgc

Page 21

Tyr Gly Arg Arg Asp Ser Trp Gly Gln Gly Thr

240

Ser Gly Gln His His His His His His Gly Ala

255

ggtcaccatc
ccagcagctc
aggggtctct
tgggctccag
tggttatgtc
tggtagcggc
agctgaggtg
ctttaccaga
gggatggatc
caccatgacc
tgacgacact
tcaaggtact

atacccgtac

60

120

180

240

300

360

420

480

540

600

660

720

780

804



<210>
<211>
<212>
<213>

<400>

34

PRT
Homo

34

Asn Ile Gly

1

<210>
<211>
<212>
<213>

<400>

35
10
PRT
Homo

35

Gln Val Trp

1

<210>
<211>
<212>
<213>

<400>

36

PRT
Homo

36

Arg Asn Lys

1

<210>
<211>
<212>
<213>

<400>

37

PRT
Homo

37

Ile Ser Gly

1

<210>
<211>
<212>
<213>

38
10
PRT
Homo

HO616615

sapiens

Ser Lys Ser

sapiens

Asp Asn His Ser Asp Val Val
5 10

sapiens

Phe Ser Ser Tyr Ala
5

sapiens

Ser Gly Gly Thr Thr
5

sapiens

Page 22



<400>
Ala Arg
1

<210>
<211>
<212>
<213>
<400>
Gln Ser
1

Thr Ala

His Trp

Tyr Asp
50

Asn Ser
65

Asp Glu

Val Phe

<210>
<211>
<212>
<213>

<400>

38

Trp

39
108
PRT
Homo
39

Val

Arg

Tyr

35

Ser

Gly

Ala

Gly

40
324
DNA
Homo

40

HO616615

Tyr Ser Ser Tyr Tyr Asp Val

5

sapiens

Leu Thr

Ile Thr

20

Gln Gln

Asp Arg

Asn Thr

Asp Tyr

85

Gly Gly
100

sapiens

Gln

Cys

Lys

Pro

Ala

70

Tyr

Thr

Pro

Gly

Pro

Ser

55

Thr

Cys

Lys

Pro

Gly

Gly

40

Gly

Leu

Gln

Leu

Ser

Asn

25

Gln

Ile

Thr

Val

Thr
105

10

Val

10

Asn

Ala

Pro

Ile

Trp
90

Val

Ser

Ile

Pro

Glu

Ser

75

Asp

Leu

Val

Gly

Val

Arg

60

Arg

Asn

Gly

Page 23

Ala

Ser

Leu

45

Phe

Val

His

Pro

Lys

30

Val

Ser

Glu

Ser

Gly

15

Ser

Ile

Gly

Ala

Asp
95

Lys

Val

Tyr

Ser

Gly

80

Val



cagtctgtgc
acctgtgggg
caggcccctg
ttctctggcect
gatgaggcceg

gggaccaagc

<210>
<211>
<212>
<213>

41
120
PRT
Homo

<400> 41

Gln Val Gln
1

Ser Leu Arg

Ser Ser Tyr

35

Glu Trp Val

50

Asp Ser Val

65

Thr Gln Tyr

Tyr Tyr Cys

tgactcagcc
gaaacaacat
tgctggtcat
ccaactctgg
actattactg

tgaccgtcct

sapiens

Leu Val

Leu Ser

20

Ala Met

Ser Gly
Lys

Gly

Gln
85

Leu

Ala
100

Arg

Glu

Cys

Ser

Ile

Arg

70

Leu

Trp

accctcagtg
tggaagtaaa
ctattatgat
gaacacggcc

tcaggtctgg

aggt

Ser Gly

Ala

Ala

Val
40

Trp

Ser
55

Gly
Phe Thr
Ser

Asp

Tyr Ser

HO616615

tcagtggccc
agtgtgcact
agcgaccggc
accctgacca

gataatcata

Gly Gly Leu

10

Ser
25

Gly Tyr

Arg Gln Ala

Ser Gly Gly

Ile Ser Arg

75

Leu Arg Ala

90

Ser
105

Tyr Tyr

caggaaagac
ggtaccagca
cctcagggat

tcagcagggt

gtgatgtggt

Val Gln Pro

Thr Asn

30

Arg

Pro Gly

45

Lys

Thr
60

Thr Tyr

Asp Asn Ser

Glu Asp Thr

Asp Val Trp

110

Page 24

ggccaggatt
gaagccaggc
ccctgagcga
cgaagccgesg

attcggcgga

Gly
15

Gly
Lys Phe
Gly Leu
Ala

Tyr

Asn
80

Lys

Ala
95

Val

Gly Gln

60

120

180

240

300

324



Gly Thr Leu Val Thr Val Ser Ser

115

<210>
<211>
<212>
<213>

42
360
DNA
Homo

<400> 42
caggtgcagc

tcctgtgcag
cgccaggctc
acatactatg
acgcagtatc
cgctggtact
<210>
<211>

<212>
<213>

43
261
PRT
Homo

<400> 43
Gln Ser Val
1

Thr Ala Arg

His Trp Tyr
35

Tyr Asp Ser
50

Asn Ser Gly
65

sapiens

tggtggagtc
cctctggata
cagggaagssg
cagactccgt
tgcaattgga

cttcttacta

sapiens

Leu Thr

Ile
20

Thr

Gln Gln

Gln

Cys

120

tgggggagsc

cacccgtaac
cctggaatgg
gaagggccgs
cagcctgaga

cgatgtttgg

Pro Pro

Gly

Gly

Pro

HO616615

ttggtacagc
aaatttagca
gtctcaggta
ttcaccatct
gccgaggaca

ggtcaaggta

Val Ser
10

Ser

Asn Asn Ile

25

Gln Ala Pro

ctgggggstc

gctatgccat
ttagtggtag
ccagagacaa
cggccgtata

ctctggtgac

Val Ala Pro

Gly Ser Lys

30

Val Leu Val

Asp

Asn

Arg

Thr

Lys

Pro

Ala
70

Ser
55

Thr

Gly
40

Gly

Leu

Ile

Thr

Pro Glu Arg

60

Ile Ser Arg
75

Page 25

45

Phe

Val

Ser

Glu

cctgagactc
gagctgggtc
tggtggtact
ttccaagaac
ttactgtgcg

cgtctcctca

Gly
15

Ser Val

Ile Tyr

Gly Ser

Ala Gly

80

60

120

180

240

300

360



Asp

Val

Ser

Glu

Cys

145

Ser

Ile

Arg

Leu

Trp

225

Val

Pro

Glu

Phe

Gly

Ser

130

Ala

Trp

Ser

Phe

Asp

210

Tyr

Ser

Asp

Ala

Gly

Gly

115

Gly

Ala

Val

Gly

Thr

195

Ser

Ser

Ser

Tyr

Asp

Gly

100

Gly

Gly

Ser

Arg

Ser

180

Ile

Leu

Ser

His

Ala
260

Tyr

85

Gly

Gly

Gly

Gly

Gln

165

Gly

Ser

Arg

Tyr

His

245

Ser

Tyr

Thr

Ser

Leu

Tyr

150

Ala

Gly

Arg

Ala

Tyr

230

His

Cys

Lys

Gly

Val

135

Thr

Pro

Thr

Asp

Glu

215

Asp

His

Gln

Leu

Gly

120

Gln

Arg

Gly

Thr

Asn

200

Asp

Val

His

Val

Thr

105

Gly

Pro

Asn

Lys

Tyr

185

Ser

Thr

Trp

His

HO616615

Trp Asp Asn

90

Val

Gly

Gly

Lys

Gly

170

Tyr

Lys

Ala

Gly

Gly
250

Leu

Ser

Gly

Phe

155

Leu

Ala

Asn

Val

Gln

235

Ala

Gly

Gln

Ser

140

Ser

Glu

Asp

Thr

Tyr

220

Gly

Tyr

Page 26

His

Gly

Val

125

Leu

Ser

Trp

Ser

Gln

205

Tyr

Thr

Pro

Ser

Gly

110

Gln

Arg

Tyr

Val

Val

190

Tyr

Cys

Leu

Tyr

Asp

95

Gly

Leu

Leu

Ala

Ser

175

Lys

Leu

Ala

Val

Asp
255

Val

Gly

Val

Ser

Met

160

Gly

Gly

Gln

Arg

Thr

240

Val



<210>
<211>
<212>
<213>

44
786
DNA

<400> 44
cagtctgtgc
acctgtgggg
caggcccctg
ttctctggcect
gatgaggcceg
gggaccaagc
ggtggatccc
ctgagactct
agctgggtcc
ggtggtacta
tccaagaaca
tactgtgcgc
gtctcctcac
tcttag
<210> 45
<211> 10
<212> PRT

<213>

<400> 45

Homo sapiens

tgactcagcc
gaaacaacat
tgctggtcat
ccaactctgg
actattactg
tgaccgtcct
aggtgcagct
cctgtgcagc
gccaggctcc
catactatgc
cgcagtatct
gctggtactc

accatcacca

Homo sapiens

accctcagtg
tggaagtaaa
ctattatgat
gaacacggcc
tcaggtctgg
aggtggtggt
ggtggagtct
ctctggatac
agggaagesc
agactccgtg
gcaattggac
ttcttactac

tcaccatggc

HO616615

tcagtggccc
agtgtgcact
agcgaccggc
accctgacca
gataatcata
ggtggtageg
gggggaggct
acccgtaaca
ctggaatggg
aagggccggt
agcctgagag
gatgtttggg

gcatacccgt

Gln Val Trp Asp Ser Ser Ser Asp Tyr Val

1

5

10

caggaaagac
ggtaccagca
cctcagggat
tcagcagggt
gtgatgtggt
gcggeegsees
tggtacagcc
aatttagcag
tctcaggtat
tcaccatctc
ccgaggacac
gtcaaggtac

acgacgttcc

Page 27

ggccaggatt
gaagccaggc
ccctgagcga
cgaagccggg
attcggcgga
ctctggtggt
tggggggtcc
ctatgccatg
tagtggtagt
cagagacaat
ggccgtatat
tctggtgacc

ggactacgct

60

120

180

240

300

360

420

480

540

600

660

720

780

786



<210> 46
<211> 8
<212> PRT
<213> Homo

<400> 46

Gly Phe Thr
1

<210> 47
<211> 8
<212> PRT
<213> Homo

<400> 47

Ile Ser Gly
1

<210> 48
<211> 10
<212> PRT
<213> Homo

<400> 48
Ala Arg Asn
1

<210> 49
<211> 108
<212> PRT
<213> Homo

<400> 49
Gln Ser Val

1

Thr Ala Arg

HO616615

sapiens

Phe Ser Ser Tyr Ala
5

sapiens

Ser Gly Gly Ser Thr
5

sapiens

Tyr Ile Ser Met Phe Asp Ser
5 10

sapiens

Leu Thr Gln Pro Pro Ser Val Ser Val Ala Pro Gly Lys
5 10 15

Ile Thr Cys Gly Gly Asn Asn Ile Gly Ser Lys Ser Val
20 25 30

Page 28



His Trp Tyr Gln Gln

35

Tyr Asp Ser

50

Asp Arg

Asn Ser Gly Asn Thr

Asp Glu Ala Asp Tyr

85

Val Phe Ile

100

Gly Gly

<210> 50
<211> 324
<212> DNA

<213> Homo sapiens

<400> 50
cagtctgtgc tgactcagcc

acctgtgggg gaaacaacat
caggcccctg tgctggtcat
ttctctggect ccaactctgg
gatgaggccg actattactg
gggaccaagg tcaccgtcct
<210> 51

211> 117

<212> PRT

<213> Homo sapiens

<400> 51

Arg

Pro

Ala

65 70

Tyr

Thr

Pro Gly

40

Ser
55

Gly

Thr Leu

Cys Gln

Lys Val

accctcagtg
tggaagtaaa
ctattatgat
gaacacggcc
tcaggtgtgg

aggt

HO616615

Gln

Ile Pro Glu

Thr Ile Ser

75

Val Trp Asp

90

Thr
105

Val Leu

tcagtggccc
agtgtgcact
agcgaccggc
accctgacca

gatagtagta

45

Ala Pro Val Leu Val Ile Tyr

Arg Phe Ser Gly Ser

60

Arg Val Glu Ala Gly

80

Ser Ser Ser Asp Tyr

Gly

caggaaagac
ggtaccagca
cctcagggat
tcagcagggt

gtgattatgt

95

ggccaggatt
gaggccaggc
ccctgagcga
cgaagccggg

cttcggaatt

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Ile Gln Pro Gly Gly

1 5

10

Page 29

15

60

120

180

240

300

324



Ser Leu Arg

Ala Met Ser

35

Ala
50

Ser Ile

Lys
65

Gly Arg

Leu Gln Met

Ala Arg Asn

Val Thr Val

115

<210>
<211>
<212>
<213>

52
351
DNA
Homo

<400> 52
gaggtgcagc

tcctgtgcag
ccagggaagg
gcagactccg
ctgcaaatga

atctctatgt

Leu Ser

20

Trp Val

Ser Gly
Phe

Thr

Ser
85

Asn

Tyr Ile

100

Ser Ser

sapiens

tggtggagtc
cctctggatt
ggctggagtg
tgaagggccg
acagcctgag

tcgattcttg

Cys

Arg

Ser

Ile

70

Leu

Ser

Ala Ala

Gln Ala

40

Gly
55

Gly

Ser Arg

Arg Ala

Met Phe

tggaggagsc
cacctttagc
ggtctcagct
gttcaccatc
agccgaggac

gggtcaaggt

HO616615

Ser
25

Gly Phe

Pro Gly Lys

Ser Thr Tyr

Ser
75

Asp Asn

Glu Asp Thr

90

Asp Ser

105

Trp

ttgatccagc
agctatgcca
attagtggta
tccagagaca

acggccgtat

Thr Phe Ser

30

Leu Glu

45

Gly

Tyr Ala

60

Asp

Lys Asn Thr

Ala Val Tyr

Gly Gln Gly

110

ctggggsgstc
tgagctgggt
gtggtggtag
attccaagaa

attactgtgc

Ser Tyr

Trp Val

Ser Val

Leu Tyr

80

Tyr
95

Cys

Thr Leu

cctgagactc
ccgccaggcet
cacatactac
cacgctgtat

gcgcaactac

actctggtga ccgtctcctc a
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<210>
<211>
<212>
<213>

<400>

53
258
PRT
Homo

53

Gln Ser Val

1

Thr

His

Tyr

Asn

65

Asp

Val

Ser

Glu

Cys
145

Ala

Trp

Asp

50

Ser

Glu

Phe

Gly

Ser

130

Ala

Arg

Tyr

35

Ser

Gly

Ala

Gly

Gly

115

Gly

Ala

sapiens

Leu

Ile

20

Gln

Asp

Asn

Asp

Ile

100

Gly

Gly

Ser

Thr

Thr

Gln

Arg

Thr

Tyr

85

Gly

Gly

Gly

Gly

Gln

Cys

Arg

Pro

Ala

70

Tyr

Thr

Ser

Leu

Phe
150

Pro

Gly

Pro

Ser

55

Thr

Cys

Lys

Gly

Ile

135

Thr

Pro

Gly

Gly

40

Gly

Leu

Gln

Val

Gly

120

Gln

Phe

Ser

Asn

25

Gln

Ile

Thr

Val

Thr

105

Gly

Pro

Ser

HO616615

Val

10

Asn

Ala

Pro

Ile

Trp

90

Val

Gly

Gly

Ser

Ser

Ile

Pro

Glu

Ser

75

Asp

Leu

Ser

Gly

Tyr
155

Val

Gly

Val

Arg

60

Arg

Ser

Gly

Glu

Ser

140

Ala

Page 31

Ala

Ser

Leu

45

Phe

Val

Ser

Gly

Val

125

Leu

Met

Pro

Lys

30

Val

Ser

Glu

Ser

Gly

110

Gln

Arg

Ser

Gly

15

Ser

Ile

Gly

Ala

Asp

95

Gly

Leu

Leu

Trp

Lys

Val

Tyr

Ser

Gly

80

Tyr

Gly

Val

Ser

Val
160



Arg Gln Ala

Ser Gly Gly

Ile Ser Arg

195

Leu Arg Ala

210

Ser Met Phe

225

His His His

Ala Ser

<210>
<211>
<212>
<213>

54
777
DNA
Homo

<400> 54
cagtctgtgc

acctgtgges
caggcccctg
ttctctggct
gatgaggcceg
gggaccaagg

ggtggatccg

Pro Gly

165

Ser Thr

180

Asp Asn

Glu

Asp

Asp Ser

Lys

Tyr

Ser

Thr

Trp

Gly Leu

Ala

Tyr

Asn
200

Lys

Ala
215

Val

Gly Gln

230

His
245

His

sapiens

tgactcagcc
gaaacaacat
tgctggtcat
ccaactctgg
actattactg
tcaccgtcct

aggtgcagct

His

Gly Ala

accctcagtg
tggaagtaaa
ctattatgat
gaacacggcc
tcaggtgtgg
aggtggtggt

ggtggagtct

HO616615

Glu Trp Val

170

Asp Ser Val

185

Thr Leu Tyr

Tyr Tyr Cys

Thr Leu

235

Gly

Pro
250

Tyr Tyr

tcagtggccc
agtgtgcact
agcgaccggc
accctgacca
gatagtagta
ggtggtageg

ggaggaggct

Ala Ile Ser

175

Ser Gly

Lys Gly Arg Phe Thr

190

Gln
205

Leu Met Asn Ser

Ala
220

Arg Asn Tyr Ile

Val Thr Val Ser

240

Ser

Asp Val Pro Asp

255

Tyr

caggaaagac ggccaggatt

ggtaccagca gaggccaggc

cctcagggat ccctgagcga

tcagcagggt cgaagccggg
gtgattatgt cttcggaatt
gcggegeegg ctetggtggt

tgatccagcc tggggggtcc
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ctgagactct
cgccaggctc
acatactacg
acgctgtatc
cgcaactaca
caccatcacc
<210> 55
<211> 10
<212> PRT
<213> Homo
<400> 55
Gln Val Trp

1

<210> 56
<211> 10
<212> PRT
<213> Homo

<400> 56
Ala Arg Gly
1

<210> 57
<211> 108
<212> PRT
<213> Homo

<400> 57
Gln Ala Vval
1

Thr Ala Arg

cctgtgcagc
cagggaagssg
cagactccgt
tgcaaatgaa
tctctatgtt

atcaccatgg

sapiens

ctctggattc
gctggagtgg
gaagggccgs
cagcctgaga
cgattcttgg

cgcatacccg

HO616615
acctttagca gctatgccat gagctgggtc

gtctcagcta ttagtggtag tggtggtagc

ttcaccatct
gccgaggaca
ggtcaaggta

tacgacgttc

Asp Ser Ser Ser Asp His Val

5

sapiens

10

Tyr Ser Ser Tyr Tyr Asp Ala

5

sapiens

10

ccagagacaa ttccaagaac
cggccgtata ttactgtgceg
ctctggtgac cgtctcctca

cggactacgc ttcttag

Leu Thr Gln Pro Pro Ser Val Ser Val Ala Pro Gly Lys

5

10

15

Ile Thr Cys Gly Gly Asn Asn Ile Gly Ser Lys Ser Val

20

25

30

Page 33
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His Trp Tyr Gln Gln Lys Pro Gly
35 40

Tyr Asp Ser Asp Arg Pro Ser Gly
50 55

Asn Ser Gly Asn Thr Ala Thr Leu
65 70

Asp Glu Ala Asp Tyr Tyr Cys Gln
85

Val Phe Gly Thr Gly Thr Lys Val
100

<210> 58

<211> 324

<212> DNA

<213> Homo sapiens

<400> 58
caggctgtgc tgactcagcc accctcagtg

acctgtgggg gaaacaacat tggaagtaaa
caggcccctg tgctggtcat ctattatgat
ttctctggct ccaactctgg gaacacggcc
gatgaggccg actattactg tcaggtgtgg
gggaccaagg tcaccgtcct aggt

<210> 59

<211> 117

<212> PRT

<213> Homo sapiens

<400> 59

HO616615

Gln Ala Pro Val Leu Val Ile Tyr
45

Ile Pro Glu Arg Phe Ser Gly Ser
60

Thr Ile Ser Arg Val Glu Ala Gly
75 80

Val Trp Asp Ser Ser Ser Asp His
90 95

Thr Val Leu Gly
105

tcagtggccc caggaaagac ggccaggatt
agtgtgcact ggtaccagca gaagccaggc
agcgaccggc cctcagggat ccctgagcga
accctgacca tcagcagggt cgaagccggg

gatagtagta gtgatcatgt cttcggaact
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Gln Val Gln Leu Val Glu Ser Gly

Ser Leu Arg Leu Ser Cys Ala Ala
20

Ala Met Ser Trp Val Arg Gln Ala
35 40

Ser Ala Ile Ser Gly Ser Gly Gly
50 55

Lys Gly Arg Phe Thr Ile Ser Arg
65 70

Leu Gln Met Asn Ser Leu Arg Ala
85

Ala Arg Gly Tyr Ser Ser Tyr Tyr
100

Val Thr Val Ser Ser
115

<210> 60

<211> 351

<212> DNA

<213> Homo sapiens

<400> 60
caggtgcagc tggtggagtc tgggggagsc

tcctgtgcag cctctggatt cacctttagc
ccagggaagg ggctggagtg ggtctcagcet
gcagactccg tgaagggccg gttcaccatc

ctgcaaatga acagcctgag agccgaggac

Gly

Ser

25

Pro

Ser

Asp

Glu

Asp
105

HO616615
Gly Leu Val

10

Gly

Gly

Thr

Asn

Asp

90

Ala

Phe

Lys

Tyr

Ser

75

Thr

Trp

ttggtacagc

agctatgcca

attagtggta

tccagagaca

Thr

Gly

Tyr

60

Lys

Ala

Gly

Gln

Phe

Leu

45

Ala

Asn

Val

Gln

Pro

Ser

30

Glu

Asp

Thr

Tyr

Gly
110

ctggggsgstc

tgagctgggt

gtggtggtag

attccaagaa

acggccgtat attactgtgc

Page 35

Gly Gly
15

Ser Tyr

Trp Val

Ser Val

Leu Tyr
80

Tyr Cys
95

Thr Leu

cctgagactc
ccgccaggcet
cacatactac
cacgctgtat

gcgeggttac
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HO616615
tcttcttact acgatgcttg gggtcaaggt actctggtga ccgtctcctc a 351

<210> 61
<211> 258
<212> PRT
<213> Homo sapiens

<400> 61

Gln Ala Val Leu Thr Gln Pro Pro Ser Val Ser Val Ala Pro Gly Lys
1 5 10 15

Thr Ala Arg Ile Thr Cys Gly Gly Asn Asn Ile Gly Ser Lys Ser Val
20 25 30

His Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr
35 40 45

Tyr Asp Ser Asp Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser
50 55 60

Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Arg Val Glu Ala Gly
65 70 75 80

Asp Glu Ala Asp Tyr Tyr Cys Gln Val Trp Asp Ser Ser Ser Asp His
85 90 95

Val Phe Gly Thr Gly Thr Lys Val Thr Val Leu Gly Gly Gly Gly Gly
100 105 110

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Val Gln Leu Val
115 120 125

Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Arg Leu Ser
130 135 140

Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr Ala Met Ser Trp Val
145 150 155 160

Page 36



Arg Gln Ala Pro Gly

165

Ser Thr

180

Ser Gly Gly

Ile Ser Arg Asn

195

Asp

Leu Arg Ala Glu

210

Asp

Ser Ala

225

Tyr Tyr Asp

His
245

His His His His

Ala Ser

<210>
<211>
<212>
<213>

62

777

DNA

Homo sapiens

<400> 62
caggctgtgc tgactcagcc

acctgtgggg gaaacaacat
caggcccctg tgctggtcat
ttctctggect ccaactctgg
gatgaggccg actattactg

gggaccaagg tcaccgtcct

Lys

Tyr

Ser

Thr

Trp

230

His

Gly Leu

Ala

Tyr

Asn
200

Lys

Ala
215

Val

Gly Gln

Gly Ala

accctcagtg
tggaagtaaa
ctattatgat
gaacacggcc
tcaggtgtgg

aggtggtggt

HO616615

Glu Trp Val

170

Asp Ser Val

185

Thr Leu Tyr

Tyr Tyr Cys

Thr Leu

235

Gly

Pro
250

Tyr Tyr

tcagtggccc
agtgtgcact
agcgaccggc
accctgacca
gatagtagta

ggtggtageg

Ser Ala Ile

Lys Gly Arg

190

Gln
205

Leu Met

Ala
220

Arg Gly

Val Thr Val

Asp Val Pro

caggaaagac
ggtaccagca
cctcagggat
tcagcagggt
gtgatcatgt

gcgeeeecss

Page 37

Ser
175

Gly
Phe Thr
Asn Ser
Ser

Tyr

Ser
240

Ser

Asp
255

Tyr

ggccaggatt
gaagccaggc
ccctgagcga
cgaagccggs
cttcggaact

ctctggtggt
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ggtggatccc
ctgagactct
cgccaggctc
acatactacg
acgctgtatc
cgcggttact
caccatcacc
<210> 63

<211> 8

<212> PRT

<213> Homo

<400> 63

Arg Ser Asn
1

<210>
<211>
<212>
<213>

64
11
PRT
Homo
<400> 64

Ala Ala Trp
1

<210> 65
<211> 8
<212> PRT
<213> Homo
<400> 65

Gly Tyr Thr
1

aggtgcagct
cctgtgcagc
cagggaagssg
cagactccgt
tgcaaatgaa
cttcttacta

atcaccatgg

sapiens

ggtggagtct
ctctggattc
gctggagtgg
gaagggccgs
cagcctgaga
cgatgcttgg

cgcatacccg

Ile Gly Glu Asn Thr

5

sapiens

HO616615

gggggaggct

acctttagca
gtctcagcta
ttcaccatct
gccgaggaca
ggtcaaggta

tacgacgttc

Asp Asp Arg Leu Asn Gly Tyr Val

5

sapiens

Phe Thr Asn Tyr Gly

5

10

tggtacagcc
gctatgccat
ttagtggtag
ccagagacaa
cggccgtata
ctctggtgac

cggactacgc

Page 38

tggggggtcc
gagctgggtc
tggtggtagce
ttccaagaac
ttactgtgcg
cgtctcctca

ttcttag
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<210> 66
<211> 8
<212> PRT
<213> Homo

<400> 66

Ile Gly Ala
1

<210> 67
<211> 10
<212> PRT
<213> Homo

<400> 67
Ala Arg Ser
1

<210> 68
<211> 111
<212> PRT
<213> Homo

<400> 68
Gln Ser Val

1

Arg Val Thr

Thr Val Asn
35

Ile Tyr Ser
50

Gly Ser Lys
65

sapiens

Gln Lys Gly Asp Thr

5

sapiens

HO616615

Gln Gly Val Pro Phe Asp Ser

5

sapiens

Leu

Ile

20

Trp

Asn

Ser

Thr

Ser

Tyr

Asn

Gly

Gln

Cys

Gln

Gln

Thr
70

Pro

Ser

Gln

Arg

55

Ser

Pro

Gly

Leu

40

Pro

Ala

Ser

Ser

25

Pro

Ser

Ser

10

Ala Ser Gly
10

Arg Ser Asn

Gly Thr Ala

Gly val Pro
60

Leu Ala Ile
75

Page 39

Thr

Ile

Pro

45

Asp

Ser

Pro

Gly

30

Lys

Arg

Gly

Gly

15

Glu

Leu

Phe

Leu

Gln

Asn

Leu

Ser

His
80



HO616615

Ser Asp Asp Glu Ala Asp Tyr Phe Cys Ala Ala Trp Asp Asp Arg Leu

85

90

95

Asn Gly Tyr Val Phe Gly Thr Gly Thr Lys Val Thr Val Leu Gly

<210> 69

<211> 333
<212> DNA
<213>

<400> 69
cagtctgtgt

tcttgttctg
ccaggaacgg
gaccgattct
tctgacgatg
ttcggaactg
<210> 70
<211> 117
<212> PRT

<213>

<400> 70

100

Homo sapiens

tgactcagcc
gaagcaggtc
cccccaaact
ctggctccaa

aggctgacta

ggaccaaggt

Homo sapiens

accctcagcg
caacatcgga
cctcatctac
gtctggcacc
tttttgtgca

caccgtccta

105

tctgggaccc
gaaaatactg
agtaataatc

tcagcctccc

gcatgggatg

gst

110

ccgggcagag agtcaccatc
tcaactggta ccagcagctc
agcggccctc aggggtccct
tggccatcag tgggcttcac

accgcctcaa tggttatgtc

Gln Val Gln Leu Val Gln Ser Gly Pro Glu Val Lys Lys Pro Gly Ala

1

5

10

15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asn Tyr

20

25

30

Gly Phe Thr Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met

35

40

45
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Gly Trp Ile

50

Gln
65

Gly Arg

Leu Glu Leu

Ala Arg Ser

Val Thr Val

115

<210> 71

<211> 351
<212> DNA
<213> Homo

<400> 71
caggtgcagc

tcctgcaagg
cctggacaag
gcacaaaaat
ttggagttga
ggtgttccgt
<210> 72

<211> 261
<212> PRT

<213> Homo

<400> 72

Gly

Val

Arg

Gln
100

HO616615
Ala Gln Lys Gly Asp Thr Glu Tyr Ala Gln Lys Phe
55 60

Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Val Tyr
70 75 80

Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Gly Val Pro Phe Asp Ser Trp Gly Gln Gly Thr Leu
105 110

Ser Ser

sapiens

tggtgcaatc
cttctggtta
gtcttgagtg
tccagggcag
ggagcctgag

tcgattcttg

sapiens

tggacctgag
cacctttacc
gatgggatgg
agtcaccatg
gtctgacgac

gggtcaaggt

gtgaagaagc
aactatggtt
atcggcgctc
acgacagaca
acggccgtgt

actctggtga

ctggggcctc ggtgaaggtc

tcacctgggt gcgacaggcc
aaaagggtga cacagagtat
catccacgag cacagtctac
attactgtgc gcgctctcag

ccgtctectce a

Gln Ser Val Leu Thr Gln Pro Pro Ser Ala Ser Gly Thr Pro Gly Gln

1

5

10

15
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Arg

Thr

Ile

Gly

65

Ser

Asn

Gly

Gln

Lys

145

Thr

Ile

Arg

Val

Val

Tyr

50

Ser

Asp

Gly

Gly

Leu

130

Val

Trp

Gly

Val

Thr

Asn

35

Ser

Lys

Asp

Tyr

Gly

115

Val

Ser

Val

Ala

Thr
195

Ile

20

Trp

Asn

Ser

Glu

Val

100

Ser

Gln

Cys

Arg

Gln

180

Met

Ser

Tyr

Asn

Gly

Ala

85

Phe

Gly

Ser

Lys

Gln

165

Lys

Thr

Cys

Gln

Gln

Thr

70

Asp

Gly

Gly

Gly

Ala

150

Ala

Gly

Thr

Ser

Gln

Arg

55

Ser

Tyr

Thr

Gly

Pro

135

Ser

Pro

Asp

Asp

Gly

Leu

40

Pro

Ala

Phe

Gly

Gly

120

Glu

Gly

Gly

Thr

Thr
200

Ser

25

Pro

Ser

Ser

Cys

Thr

105

Ser

Val

Tyr

Gln

Glu

185

Ser

HO616615

Arg Ser Asn

Gly

Gly

Leu

Ala

90

Lys

Gly

Lys

Thr

Gly

170

Tyr

Thr

Val

Ala

75

Ala

Val

Gly

Lys

Phe

155

Leu

Ala

Ala

Pro

60

Ile

Trp

Thr

Gly

Pro

140

Thr

Glu

Gln

Thr Ser Thr

Page 42

Ile

Pro

45

Asp

Ser

Asp

Val

Gly

125

Gly

Asn

Trp

Lys

Val
205

Gly

30

Lys

Arg

Gly

Asp

Leu

110

Ser

Ala

Tyr

Met

Phe

190

Tyr

Glu

Leu

Phe

Leu

Arg

95

Gly

Gln

Ser

Gly

Gly

175

Gln

Leu

Asn

Leu

Ser

His

80

Leu

Gly

Val

Val

Phe

160

Trp

Gly

Glu



Leu Arg Ser

210

Ser
225

Gln Gly

Val Ser Ser

Pro Asp Tyr

<210>
<211>
<212>
<213>

73
786
DNA
Homo

<400> 73
cagtctgtgt

tcttgttctg
ccaggaacgg
gaccgattct
tctgacgatg
ttcggaactg
tctggtggty
ggggecetegg
acctgggtgc
aagggtgaca
tccacgagca

tactgtgcgc

Leu

Val Pro

215

230

His
245

His

Ala
260

Ser

sapiens

tgactcagcc
gaagcaggtc
cccccaaact
ctggctccaa
aggctgacta
ggaccaaggt
gtggatccca
tgaaggtctc
gacaggcccc
cagagtatgc
cagtctactt

gctctcaggg

accctcagcg
caacatcgga
cctcatctac
gtctggcacc
tttttgtgca
caccgtccta
ggtgcagctg
ctgcaaggct
tggacaaggt
acaaaaattc
ggagttgagg

tgttccgttc

HO616615

235

250

tctgggaccc
gaaaatactg
agtaataatc

tcagcctccc

gcatgggatg
ggtggtggtyg
gtgcaatctg
tctggttaca
cttgagtgga
cagggcagag
agcctgaggt

gattcttggg

220

ccgggeagag
tcaactggta
agcggccctc
tggccatcag
accgcctcaa
gtggtagcegg
gacctgaggt
cctttaccaa
tgggatggat
tcaccatgac
ctgacgacac

gtcaaggtac

Page 43

Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys Ala Arg

Phe Asp Ser Trp Gly Gln Gly Thr Leu Val Thr

240

His His His His Gly Ala Tyr Pro Tyr Asp Val

255

agtcaccatc
ccagcagctc
aggggtccct
tgggcttcac
tggttatgtc
cggeggeesc
gaagaagcct
ctatggtttc
cggcgctcaa
gacagacaca
ggccgtgtat

tctggtgacc
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HO616615

gtctcctcac accatcacca tcaccatggc gcatacccgt acgacgttcc ggactacgct 780
tcttag 786
<210> 74

<211> 8

<212> PRT

<213> Homo sapiens
<400> 74

Arg Ser Asn Ile Gly Ser Asn Thr
1 5

<210> 75

<211> 11

<212> PRT

<213> Homo sapiens

<400> 75

Ala Thr Trp Asp Asp Ser Leu Asn Glu Tyr Val
1 5 10

<210> 76

<211> 8

<212> PRT

<213> Homo sapiens

<400> 76
Gly Tyr Thr Phe Thr Arg Tyr Gly
1 5

210> 77

<211> 8

<212> PRT

<213> Homo sapiens

<400> 77

Ile Ser Gly Tyr Asn Gly Asn Thr
1 5

Page 44



<210>
<211>
<212>
<213>

<400>

78
10
PRT
Homo

78

Ala Arg His

1

<210>
<211>
<212>
<213>

<400>

79
111
PRT
Homo

79

Gln Ser Val

1

Arg

Thr

Ile

Gly

65

Ser

Asn

Gly

Val

Tyr

50

Ser

Glu

Glu

<210>

Thr

Asn

35

Asn

Lys

Asp

Tyr

80

sapiens

HO616615

Gly Tyr Gly Tyr His Gly Asp

5

sapiens

Leu

Ile

20

Trp

Asn

Ser

Glu

Val
100

Thr

Ser

Tyr

Asn

Gly

Ala

85

Phe

Gln

Cys

Gln

Leu

Thr

70

Asp

Gly

Pro

Ser

Gln

Arg

55

Ser

Tyr

Thr

Pro

Gly

Leu

40

Pro

Ala

Tyr

Gly

Ser

Gly

25

Pro

Ser

Ser

Cys

Thr
105

10

Ala
10

Arg

Gly

Gly

Leu

Ala

90

Lys

Ser

Ser

Thr

Val

Ala

75

Thr

Val

Ala

Asn

Ala

Pro

60

Ile

Trp

Thr

Page 45

Thr

Ile

Pro

45

Asp

Arg

Asp

Val

Pro

Gly

30

Lys

Arg

Gly

Asp

Leu
110

Gly

15

Ser

Leu

Phe

Leu

Ser

95

Gly

Gln

Asn

Leu

Ser

Gln

80

Leu



<211>
<212>
<213>

333
DNA
Homo

<400> 80
cagtctgtgt

tcgtgttctg
ccaggaacgg
gaccgattct
tctgaggatg
ttcggaactg
<210>
<211>

<212>
<213>

81
117
PRT
Homo

<400> 81
Gln Val Gln
1

Ser Val Lys

Gly Ile Ser
35

Gly Trp Ile
50

Gln Gly Arg
65

Met Glu Leu

sapiens

tgactcagcc
gaggcaggtc
cccccaaact
ctggctccaa

aggctgatta

ggaccaaggt

sapiens

Leu Val

Val
20

Ser
Trp Val
Ser Gly
Val

Thr

Ser
85

Arg

Gln

Cys

Arg

Tyr

Met

70

Leu

accctcagcg
caacatcgga
cctcatctat
gtctggcacc
ttactgtgca

caccgtccta

Ser Gly

Lys Ala

Gln Ala

40

Asn
55

Gly
Thr

Thr

Arg Ser

HO616615

tctgcgaccc
agtaacactg
aataataatc
tcagcctccc

acatgggatg

ggt

Ala Glu

10

Val

Ser
25

Gly Tyr

Pro Gly Gln

Asn Thr Asn

Thr Ser

75

Asp

Asp Asp Thr

90

ccgggcagag gggcaccatt

ttaactggta ccagcagctc
tgcggccctc aggggtccct
tggccatcag ggggctccag

acagcctgaa tgaatatgtc

Lys Lys Pro Gly Ala

15

Thr Phe Thr

30

Arg

Leu Glu Met

45

Gly Trp

Tyr Ala Gln Leu

60

Lys

Thr Ser Thr Ala Tyr

80

Ala val Tyr Tyr

95

Cys

Page 46

60

120

180

240

300

333



HO616615

Ala Arg His Gly Tyr Gly Tyr His Gly Asp Trp Gly Gln Gly Thr Leu

Val Thr Val
115

<210>
<211>
<212>
<213>

82
351
DNA
Homo

<400> 82
caggtgcagc

tcctgcaagg
cctggacaag
gcacagaagc
atggagctga
tacggttacc
<210>
<211>

<212>
<213>

83
261
PRT
Homo

<400> 83
Gln Ser Val
1

Arg Gly Thr

Thr Val Asn
35

Ile Tyr Asn

100

Ser Ser

sapiens

tggtgcaatc
cttctggtta
ggcttgagtg
tccagggcag
ggagcctgag

atggtgattg

sapiens

Leu Thr Gln

5

Ile Ser Cys

20

Trp Tyr Gln

Asn Asn Leu

tggagctgag
cacctttacc
gatgggatgg
agtcaccatg
gtctgacgac

gggtcaaggt

40

105

gtgaagaagc
agatatggta
atcagcggtt
accacagaca
acggccgtgt

actctggtga

10

25

110

ctggggectc
tcagctgggt
acaacggtaa
catccacgag
attactgtgc

ccgtctcctc

30

45

Page 47

agtgaaggtc
gcgacaggcc
cacaaactat
cacagcctac
gcgccatggt

a

Pro Pro Ser Ala Ser Ala Thr Pro Gly Gln

15

Ser Gly Gly Arg Ser Asn Ile Gly Ser Asn

Gln Leu Pro Gly Thr Ala Pro Lys Leu Leu

Arg Pro Ser Gly Val Pro Asp Arg Phe Ser

60

120

180

240

300

351



Gly

65

Ser

Asn

Gly

Gln

Lys

145

Ser

Ile

Arg

Leu

His

225

Val

50

Ser

Glu

Glu

Gly

Leu

130

Val

Trp

Ser

Val

Arg

210

Gly

Ser

Lys

Asp

Tyr

Gly

115

Val

Ser

Val

Gly

Thr

195

Ser

Tyr

Ser

Ser

Glu

Val

100

Ser

Gln

Cys

Arg

Tyr

180

Met

Leu

Gly

His

Gly

Ala

85

Phe

Gly

Ser

Lys

Gln

165

Asn

Thr

Arg

Tyr

His

Thr

70

Asp

Gly

Gly

Gly

Ala

150

Ala

Gly

Thr

Ser

His

230

His

55

Ser

Tyr

Thr

Gly

Ala

135

Ser

Pro

Asn

Asp

Asp

215

Gly

His

Ala

Tyr

Gly

Gly

120

Glu

Gly

Gly

Thr

Thr

200

Asp

Asp

His

Ser

Cys

Thr

105

Ser

Val

Tyr

Gln

Asn

185

Ser

Thr

Trp

His

HO616615

Leu

Ala

90

Lys

Gly

Lys

Thr

Gly

170

Tyr

Thr

Ala

Gly

Ala

75

Thr

Val

Gly

Lys

Phe

155

Leu

Ala

Ser

Val

Gln
235

60

Ile

Trp

Thr

Gly

Pro

140

Thr

Glu

Gln

Thr

Tyr

220

Gly

Gly Ala Tyr

Page 48

Arg

Asp

Val

Gly

125

Gly

Arg

Trp

Lys

Ala

205

Tyr

Thr

Pro

Gly

Asp

Leu

110

Ser

Ala

Tyr

Met

Leu

190

Tyr

Cys

Leu

Tyr

Leu

Ser

95

Gly

Gln

Ser

Gly

Gly

175

Gln

Met

Ala

Val

Asp

Gln

80

Leu

Gly

Val

Val

Ile

160

Trp

Gly

Glu

Arg

Thr

240

Val



245

Pro Asp Tyr Ala Ser

<210> 84
<211> 786
<212> DNA
<213>

<400> 84
cagtctgtgt

tcgtgttctg
ccaggaacgg
gaccgattct
tctgaggatg
ttcggaactg
tctggtggtg
ggggcctceag
agctgggtgce
aacggtaaca
tccacgagca
tactgtgcgc
gtctcctcac
tcttag
<210> 85
<211> 9
<212> PRT

<213>

<400> 85

260

Homo sapiens

tgactcagcc
gaggcaggtc
cccccaaact
ctggctccaa
aggctgatta
ggaccaaggt
gtggatccca
tgaaggtctc
gacaggcccc
caaactatgc
cagcctacat
gccatggtta

accatcacca

Homo sapiens

accctcagcg
caacatcgga
cctcatctat
gtctggcacc
ttactgtgca
caccgtccta
ggtgcagctg
ctgcaaggct
tggacaaggg
acagaagctc
ggagctgagg
cggttaccat

tcaccatggc

HO616615

250

tctgcgaccc
agtaacactg
aataataatc
tcagcctccc
acatgggatg
ggtggtggtse
gtgcaatctg
tctggttaca
cttgagtgga
cagggcagag
agcctgaggt
ggtgattggg

gcatacccgt

ccgggeagag
ttaactggta
tgcggccctc
tggccatcag
acagcctgaa
gtggtagcgg
gagctgaggt
cctttaccag
tgggatggat
tcaccatgac
ctgacgacac
gtcaaggtac

acgacgttcc

Page 49

255

gggcaccatt

ccagcagctc

aggggtccct
ggggctccag
tgaatatgtc
cggeggeesc
gaagaagcct
atatggtatc
cagcggttac
cacagacaca
ggccgtgtat
tctggtgacc

ggactacgct

60

120

180

240

300

360

420

480

540

600

660

720

780

786



Ser Ser Asn
1

<210> 86
<211> 11
<212> PRT
<213> Homo

<400> 86

Gln Ser Tyr
1

<210> 87
<211> 8
<212> PRT
<213> Homo

<400> 87

Gly Phe Thr
1

<210> 88
<211> 8
<212> PRT
<213> Homo

<400> 88

Ile Ser Thr
1

<210> 89
<211> 11
<212> PRT
<213> Homo

<400> 89

Ala Arg Ser
1

HO616615

Ile Gly Ala Gly Tyr Val
5

sapiens

Asp Ser Ser Leu Ser Gly Trp Val
5 10

sapiens

Phe Lys Asp Tyr Tyr
5

sapiens

Ser Gly Asn Ser Val
5

sapiens

Pro Gly His Ser Asp Tyr Asp Ser
5 10

Page 50



HO616615

<210> 90
<211> 112
<212> PRT
<213> Homo sapiens

<400> 90

Gln Ser Val Leu Thr Gln Pro Pro Ser Val Ser Gly Ala Pro Gly Gln
1 5 10 15

Arg Val Thr Ile Ser Cys Thr Gly Ser Ser Ser Asn Ile Gly Ala Gly
20 25 30

Tyr Val val Gln Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu
35 40 45

Leu Ile Tyr His Asn Asn Asp Arg Pro Ser Gly Val Pro Tyr Arg Phe
50 55 60

Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Thr Gly Leu
65 70 75 80

Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Gln Ser Tyr Asp Ser Ser
85 90 95

Leu Ser Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
100 105 110

<210> 91

<211> 336

<212> DNA

<213> Homo sapiens

<400> 91

cagtctgtgc tgacgcagcc gccctcagtg tctggggccc cagggcagag ggtcaccatc 60
tcctgtactg ggagcagctc caacatcggg gcaggttatg ttgtacagtg gtatcagcag 120
cttccaggaa cagcccccaa actcctcatc tatcataaca acgatcggcc ctcaggggtc 180

Page 51



ccttaccgat tctctggctc caagtctggec acctcagecct ccctggeccat cactgggcetc

caggctgagg atgaggctga ttattactgc cagtcctatg acagcagcct gagtggttgg

HO616615

gtgttcggcg gagggaccaa gctgaccgtc ctaggt

<210>
<211>
<212>
<213>

<400>

92
118
PRT
Homo

92

Glu Val Gln

1

Ser

Tyr

Ser

Lys

65

Leu

Ala

Leu

Leu

Met

His

50

Gly

Gln

Arg

Val

<210>
<211>

Arg

Asn

35

Ile

Arg

Met

Ser

Thr

115

93
354

sapiens

Leu Val

Leu Ser
20

Trp Ile

Ser Thr

Phe Thr

Asn Ser
85

Pro Gly
100

Val Ser

Glu

Cys

Arg

Ser

Ile

70

Leu

His

Ser

Ser

Ala

Gln

Gly

55

Ser

Arg

Ser

Gly

Ala

Ala

40

Asn

Arg

Ala

Asp

Gly

Ser

25

Pro

Ser

Asp

Glu

Tyr
105

Gly

10

Gly

Gly

Val

Asn

Asp

90

Asp

Leu

Phe

Lys

Asp

Ala

75

Thr

Ser

Val

Thr

Gly

Tyr

60

Lys

Ala

Trp

Page 52

Lys

Phe

Leu

45

Ala

Asn

Val

Gly

Pro

Lys

30

Glu

Asp

Ser

Tyr

Gln
110

Gly

15

Asp

Trp

Ser

Leu

Tyr

95

Gly

Gly

Tyr

Ile

Val

Tyr

80

Cys

Thr

240

300

336



<212>
<213>

DNA
Homo

<400> 93
gaggtgcagc

tcctgtgcag
ccagggaagg
gcagactctg
ctgcaaatga
ggtcattctg
<210>
<211>

<212>
<213>

94

263
PRT
Homo
<400> 94

Gln Ser Val
1

Arg Val Thr

Val Vval

35

Tyr

Ile
50

Leu Tyr

Ser Ser

65

Gly

Gln Ala Glu

sapiens

tggtggagtc
cctctggatt
gcctggagtg
tcaagggccg
acagcctgag

actacgattc

sapiens

Thr

Leu

Ile
20

Ser

Gln Trp

His Asn
Ser

Lys

Glu
85

Asp

Gln

Cys

Tyr

Asn

Gly

70

Ala

tgggggagsc

cacctttaaa
gatttcacac
gttcaccatc
agccgaggac

ttggggtcaa

Pro Pro

Thr Gly

Gln Gln

40

Asp
55

Arg
Thr

Ser

Asp Tyr

HO616615

ctagtcaagc
gactactaca
attagtacca
tccagggaca
acggccgtat

ggtactctgg

Val
10

Ser Ser

Ser Ser Ser

25

Leu Pro Gly

Pro Ser Gly

Ala Leu

75

Ser

Tyr Cys Gln

90

ctggagggtc

tgaactggat
gcggtaatag
acgccaagaa
attactgtgc

tgaccgtctc

Gly Ala Pro

Asn Ile Gly

30

Thr Ala

45

Pro

Val
60

Pro Tyr

Ala Ile Thr

Ser Tyr Asp

Page 53

cctgagactc
ccgccaggcet
tgtagattat
ttcactgtac
gcgctctccg

ctca

Gly Gln

15

Ala Gly

Lys Leu
Phe

Arg

Leu
80

Gly

Ser Ser

95

60

120

180

240

300

354



Leu

Gly

Val

Leu

145

Met

His

Gly

Gln

Arg

225

Val

Asp

Ser

Gly

Gln

130

Arg

Asn

Ile

Arg

Met

210

Ser

Thr

Val

<210>
<211>
<212>
<213>

Gly

Gly

115

Leu

Leu

Trp

Ser

Phe

195

Asn

Pro

Val

Pro

95
792
DNA
Homo

Trp

100

Gly

Val

Ser

Ile

Thr

180

Thr

Ser

Gly

Ser

Asp
260

Val

Ser

Glu

Cys

Arg

165

Ser

Ile

Leu

His

Ser

245

Tyr

sapiens

Phe

Gly

Ser

Ala

150

Gln

Gly

Ser

Arg

Ser

230

His

Ala

Gly

Gly

Gly

135

Ala

Ala

Asn

Arg

Ala

215

Asp

His

Ser

Gly

Gly

120

Gly

Ser

Pro

Ser

Asp

200

Glu

Tyr

His

Gly

105

Gly

Gly

Gly

Gly

Val

185

Asn

Asp

Asp

His

HO616615
Thr Lys Leu

Ser

Leu

Phe

Lys

170

Asp

Ala

Thr

Ser

His
250

Gly

Val

Thr

155

Gly

Tyr

Lys

Ala

Trp

235

His

Gly

Lys

140

Phe

Leu

Ala

Asn

Val

220

Gly

Gly

Page 54

Thr

Gly

125

Pro

Lys

Glu

Asp

Ser

205

Tyr

Gln

Ala

Val

110

Gly

Gly

Asp

Trp

Ser

190

Leu

Tyr

Gly

Tyr

Leu

Ser

Gly

Tyr

Ile

175

Val

Tyr

Cys

Thr

Pro
255

Gly

Glu

Ser

Tyr

160

Ser

Lys

Leu

Ala

Leu

240

Tyr



<400> 95
cagtctgtgc

tcctgtactg
cttccaggaa
ccttaccgat
caggctgagg
gtgttcggeg
ggctctggtg

cctggagggt
atgaactgga
agcggtaata
aacgccaaga
tattactgtg
gtgaccgtct
tacgcttctt
<210> 96

<211> 6

<212> PRT

<213>

<400> 96

tgacgcagcc
ggagcagctc
cagcccccaa
tctctggctc
atgaggctga
gagggaccaa
gtggtggatc
ccctgagact
tccgccaggce
gtgtagatta
attcactgta
cgcgctctcc

cctcacacca

ag

Homo sapiens

gccctcagtg
caacatcggg
actcctcatc
caagtctggc
ttattactgc
gctgaccgtc
cgaggtgcag
ctcctgtgca
tccagggaag
tgcagactct
cctgcaaatg
gggtcattct

tcaccatcac

Asn Ile Gly Asp Lys Ser

1

<210> 97
<211> 13
<212> PRT
<213>

<400> 97

5

Homo sapiens

HO616615

tctggggccc
gcaggttatg
tatcataaca
acctcagcct
cagtcctatg
ctaggtggtg
ctggtggagt
gcctctggat
ggcctggagt
gtcaagggcc
aacagcctga
gactacgatt

catggcgcat

cagggcagag
ttgtacagtg
acgatcggcc
ccctggeccat
acagcagcct
gtggtggtag
ctgggggagg
tcacctttaa
ggatttcaca
ggttcaccat
gagccgagga
cttggggtca

acccgtacga

Page 55

ggtcaccatc
gtatcagcag
ctcaggggtc
cactgggctc
gagtggttgg
cggeggeesc
cctagtcaag
agactactac
cattagtacc
ctccagggac
cacggccgta
aggtactctg

cgttccggac

60

120

180

240

300

360

420

480

540

600

660

720

780

792



Gln Val Trp

1

<210>
<211>
<212>
<213>

<400>

98
10
PRT
Homo

98

Ala Arg Met

1

<210>
<211>
<212>
<213>

<400>

99
111
PRT
Homo

99

Ser Tyr Val

1

Thr

His

Tyr

Asn

65

Asp

Pro

Ala

Trp

Asp

50

Ser

Glu

Tyr

Arg

Tyr

35

Ser

Gly

Ala

Val

HO616615

Ala Ser Gly Thr Asp His Pro Tyr Val Ile

5

sapiens

10

Tyr Gly Ser Tyr Thr Asp Met

5

sapiens

Leu Thr

Ile Thr

20

Gln Gln

Asp Arg

Asn Thr

Asp Tyr

85

Ile Phe

Gln

Cys

Lys

Pro

Ala

70

Tyr

Gly

Pro

Gly

Pro

Ser

55

Thr

Cys

Gly

Pro

Gly

Gly

40

Leu

Gln

Gly

Ser

Asn

25

Gln

Ile

Thr

Val

Thr

10

Val Ser Vval
10

Asn Ile Gly

Ala Pro Val

Pro Glu Arg
60

Ile Ser Arg
75

Trp Ala Ser
90

Lys Val Thr

Page 56

Ala

Asp

Leu

45

Phe

Val

Gly

Val

Pro

Lys

30

Val

Ser

Glu

Thr

Leu

Gly

15

Ser

Ile

Gly

Ala

Asp

95

Gly

Lys

Val

Tyr

Ser

Gly

80

His



<210>
<211>
<212>
<213>

100
333
DNA
Homo

<400> 100

100

sapiens

tcctatgtge tgactcagcc

acctgtgggg gaaacaacat

caggcccctg tgctggtcat

ttctctggect ccaactctgg

gacgaggccg actattactg

ttcggcggag ggaccaaggt

<210>
<211>
<212>
<213>

101
117
PRT
Homo

<400> 101
Glu Val Gln
1

Ser Leu Arg

Ala Met Ser
35

Ser Ala Ile
50

Lys Gly Arg
65

sapiens

Leu Val

Leu Ser

20

Trp Val

Ser

Gly

Phe Thr

Gl

Cy

Ar

Se

Il
70

accctcagtg
tggagataaa
ctattatgat
gaacacggcc
tcaggtgtgg

caccgtccta

u Ser Gly

Ala

s Ala

Ala
40

g Gln

r Gly
55

Gly

e Ser Arg

HO616615

105

tcagtggccc
agtgtgcact
agcgaccggc
accctgacca
gctagtggta

ggt

Gly Gly Leu

10

Ser Phe

25

Gly

Pro Gly Lys

Ser Thr Tyr

Ser
75

Asp Asn

110

caggaaagac
ggtaccagca
cctcagggat
tcagcagggt

ctgatcatcc

Val Gln Pro

Thr Phe Ser

30

Leu Glu

45

Gly

Tyr Ala

60

Asp

Lys Asn Thr

Page 57

ggccaggatt
gaagccaggc
ccctgagcga
cgaagccggg

ctatgtgata

Gly
15

Ser Tyr

Trp Val

Ser Val

Leu Tyr

80

60

120

180

240

300

333



HO616615
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Met Tyr Gly Ser Tyr Thr Asp Met Trp Gly Gln Gly Thr Leu
100 105 110

Val Thr Val Ser Ser
115

<210> 102
<211> 351
<212> DNA
<213> Homo sapiens

<400> 102
gaggtgcagc tggtggagtc

tcctgtgcag cctctggatt
ccagggaagg ggctggagtg
gcagactccg tgaagggccg
ctgcaaatga acagcctgag
ggttcttaca ctgatatgtg
<210> 103
<211> 261
<212> PRT

<213> Homo sapiens

<400> 103

tgggggaggc

cacctttagc
ggtctcagct
gttcaccatc
agccgaggac

gggtcaaggt

ttggtacagc
agctatgcca
attagtggta
tccagagaca
acggccgtat

actctggtga

ctgggggsgtc
tgagctgggt
gtggtggtag
attccaagaa
attactgtgc

ccgtctcctc

cctgagactc
ccgccaggcet
cacatactac
cacgctgtat
gcgcatgtac

a

Ser Tyr Val Leu Thr Gln Pro Pro Ser Val Ser Val Ala Pro Gly Lys
1 5 10 15

Thr Ala Arg Ile Thr Cys Gly Gly Asn Asn Ile Gly Asp Lys Ser Val
20 25 30

His Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr

Page 58

60

120

180

240

300

351



Tyr

Asn

65

Asp

Pro

Gly

Gln

Arg

145

Ser

Ile

Arg

Met

Met

Asp

50

Ser

Glu

Tyr

Gly

Leu

130

Leu

Trp

Ser

Phe

Asn

210

Tyr

35

Ser

Gly

Ala

Val

Gly

115

Val

Ser

Val

Gly

Thr

195

Ser

Gly

Asp

Asn

Asp

Ile

100

Ser

Glu

Cys

Arg

Ser

180

Ile

Leu

Ser

Arg

Thr

Tyr

85

Phe

Gly

Ser

Ala

Gln

165

Gly

Ser

Arg

Tyr

Pro

Ala

70

Tyr

Gly

Gly

Gly

Ala

150

Ala

Gly

Arg

Ala

Thr

Ser

55

Thr

Cys

Gly

Gly

Gly

135

Ser

Pro

Ser

Asp

Glu

215

Asp

40

Gly

Leu

Gln

Gly

Gly

120

Gly

Gly

Gly

Thr

Asn

200

Asp

Met

Ile

Thr

Val

Thr

105

Ser

Leu

Phe

Lys

Tyr

185

Ser

Thr

Trp

HO616615

Pro

Ile

Trp

90

Lys

Gly

Val

Thr

Gly

170

Tyr

Lys

Ala

Glu

Ser

75

Ala

Val

Gly

Gln

Phe

155

Leu

Ala

Asn

Val

Arg

60

Arg

Ser

Thr

Gly

Pro

140

Ser

Glu

Asp

Thr

Tyr
220

Gly Gln Gly

Page 59

45

Phe

Val

Gly

Val

Gly

125

Gly

Ser

Trp

Ser

Leu

205

Tyr

Thr

Ser

Glu

Thr

Leu

110

Ser

Gly

Tyr

Val

Val

190

Tyr

Cys

Leu

Gly

Ala

Asp

95

Gly

Glu

Ser

Ala

Ser

175

Lys

Leu

Ala

Val

Ser

Gly

80

His

Gly

Val

Leu

Met

160

Ala

Gly

Gln

Arg

Thr



225

230

HO616615

235

240

Val Ser Ser His His His His His His Gly Ala Tyr Pro Tyr Asp Val

245

Pro Asp Tyr Ala Ser

<210>
<211>
<212>
<213>

104
786
DNA

<400> 104
tcctatgtgce

acctgtgggg
caggcccctg
ttctctggcet
gacgaggceceg
ttcggeggag
tctggtggtg
ggggggtccc
agctgggtcc
ggtggtagca
tccaagaaca
tactgtgcgc
gtctcctcac
tcttag

<210> 1605
<211> 8

260

Homo sapiens

tgactcagcc
gaaacaacat
tgctggtcat
ccaactctgg
actattactg
ggaccaaggt
gtggatccga
tgagactctc
gccaggctcc
catactacgc
cgctgtatct
gcatgtacgg

accatcacca

accctcagtg
tggagataaa
ctattatgat
gaacacggcc
tcaggtgtgg
caccgtccta
ggtgcagctg
ctgtgcagcc
agggaagess
agactccgtg
gcaaatgaac
ttcttacact

tcaccatggc

250

tcagtggccc
agtgtgcact
agcgaccggc
accctgacca
gctagtggta
ggtggtggte
gtggagtctg
tctggattca
ctggagtggg
aagggeeggt
agcctgagag
gatatgtggg

gcatacccgt

caggaaagac
ggtaccagca
cctcagggat
tcagcagggt
ctgatcatcc
gtggtagcgg
ggggaggctt
cctttagcag
tctcagctat
tcaccatctc
ccgaggacac
gtcaaggtac

acgacgttcc

Page 60

255

ggccaggatt
gaagccaggc
ccctgagcga
cgaagccggg
ctatgtgata
cggeggeesc
ggtacagcct
ctatgccatg
tagtggtagt
cagagacaat
ggccgtatat
tctggtgacc

ggactacgct

60

120

180

240

300

360

420

480

540

600

660

720

780

786



<212>
<213>

<400>

PRT
Homo

105

Ser Ser Asn

1

<210>
<211>
<212>
<213>

<400>

106
11
PRT
Homo

106

Thr Ser Trp

1

<210>
<211>
<212>
<213>

<400>

107
8
PRT
Homo

107

Gly Asn Ala

1

<210>
<211>
<212>
<213>

<400>

108
9
PRT
Homo

108

Ile Asn Pro

1

<210>
<211>
<212>
<213>

<400>

109
13
PRT
Homo

109

HO616615

sapiens

Ile Gly Tyr Asn Tyr
5

sapiens

Asp Asp Ser Leu Ser Gly Tyr Val
5 10

sapiens

Phe Thr Asn Phe Tyr
5

sapiens

Ser Gly Thr Asp Leu Thr
5

sapiens

Page 61



Ala Arg Gln

1

<210>
<211>
<212>
<213>

<400>

110
111
PRT
Homo

110

Gln Ser Val

1

Arg

Tyr

Ile

Gly

65

Ser

Ser

Val

Val

Ser

50

Ser

Glu

Gly

<210>
<211>
<212>
<213>

<400>

cagtctgtgc tgactcagcc accctcageg tctgggaccc ccgggcagag ggtcaccatc

Thr

Tyr
35

Arg

Lys

Asp

Tyr

111
333
DNA
Homo

111

HO616615

Tyr Ala Tyr Gly Tyr Ser Gly Phe Asp Met

5

sapiens

Leu Thr

Ile Ser

20

Trp Tyr

Asn Asn

Ser Gly

Glu Ala

85

Val Phe
100

sapiens

Gln

Cys

Gln

Gln

Thr

70

Asp

Gly

Pro

Ser

Gln

Arg

55

Ser

Tyr

Pro

Pro

Gly

Leu

40

Pro

Ala

Tyr

Gly

Ser

Ser

25

Pro

Ser

Ser

Cys

Thr
105

10

Ala
10

Ser

Gly

Gly

Leu

Thr

90

Lys

Ser

Ser

Thr

Val

Ala

75

Ser

Val

Gly

Asn

Ala

Pro

60

Ile

Trp

Thr

Page 62

Thr

Ile

Pro

45

Asp

Ser

Asp

Val

Pro

Gly

30

Lys

Arg

Gly

Asp

Leu
110

Gly

15

Tyr

Leu

Phe

Leu

Ser

95

Gly

Gln

Asn

Leu

Ser

Arg

80

Leu



tcttgttctg
ccaggaacgg
gaccgattct
tccgaggatg
ttcggacctg
<210>
<211>

<212>
<213>

112
121
PRT
Homo
<400> 112

Glu
1

Val Gln

Ser Val Lys

His
35

Tyr Ile

Gly Leu Ile

50

Phe
65

Gln Gly

Tyr Met Glu

Cys Ala Arg

Gln Thr

115

Gly

gaagcagctc
cccccaaact
ctggctccaa

aggctgacta

ggaccaaggt

sapiens

Leu Val

Val
20

Ser
Trp Val
Asn Pro
Val

Arg

Ser
85

Leu

Gln
100

Tyr

Leu Val

Gln

Cys

Arg

Ser

Thr

70

Ser

Ala

Thr

caacatcgga
cctcatctct
gtctggcacc
ttactgtaca

caccgtccta

Ser Gly

Lys Ala

Gln Ala

40

Gly Thr

55

Met Thr

Leu Arg

Tyr Gly

Val Ser

120

HO616615
tataattatg tatactggta ccagcagctc

agaaataatc agcggccctc aggggtccct
tcagcctccc tggccatcag tgggctccgg
tcgtgggatg acagcctgag tggttatgtc

gst

Ala Glu Val Lys Lys Pro Gly Ala

10 15

Ser Gly Asn Ala Phe Thr Asn Phe

25 30

Gln Leu Glu Met

45

Pro Gly Gly Trp

Asp Leu Thr Arg Ala Gln

60

Tyr Lys

Thr Pro Thr Ser Thr Val
75 80

Arg Asp

Ser Asp Asp Thr Ala Val Tyr

90 95

Tyr

Phe Met

110

Tyr Ser

105

Gly Asp Trp Gly

Ser

Page 63

120

180

240

300

333



<210>
<211>
<212>
<213>

113
363
DNA
Homo

<400> 113
gaagtgcagc

tcctgcaagg
cctggacaag
tacgcacaga
tacatggagc
tacgcttacg
tca

<210>
<211>

<212>
<213>

114
265
PRT
Homo

<400> 114
Gln Ser Val
1

Arg Val Thr

Tyr Val Tyr
35

Ile Ser Arg
50

Gly Ser Lys
65

sapiens

tggtgcagtc
catctggaaa
ggcttgagtg
agttccaggg
tgagcagcct

gttactctgg

sapiens

Leu Thr

Ile
20

Ser

Trp Tyr

Gln

Cys

Gln

tggggctgag
cgccttcacc
gatgggatta
cagagtcacc
gaggtctgac

tttcgatatg

Pro Pro

Ser Gly

Gln Leu

40

HO616615

gtgaagaagc
aacttctata

atcaacccta

atgaccaggg
gacacggctg

tggggtcaag

Ala Ser
10

Ser

Ser Ser Ser

25

Pro Gly Thr

ctggggcctc agtgaaggtt
tacactgggt gcgacaggcc
gtggtactga cctcacaagg
acacgcccac gagcacagtc
tgtattactg tgcgcgccag

gtactctggt gaccgtctcc

Thr Pro Gly Gln

15

Asn Ile Gly Asn

30

Tyr

Ala Pro Lys Leu Leu

45

Asn

Ser

Asn

Gly

Gln

Thr
70

Arg
55

Ser

Pro

Ala

Ser

Ser

Pro
60

Gly Vval

Leu Ala Ile
75

Page 64

Asp Arg

Ser Gly

Phe

Leu

Ser

Arg
80

60

120

180

240

300

360

363



Ser

Ser

Gly

Gln

Lys

145

His

Ile

Gly

Glu

Arg

225

Thr

Pro

Glu

Gly

Gly

Leu

130

Val

Trp

Asn

Arg

Leu

210

Gln

Leu

Tyr

Asp

Tyr

Gly

115

Val

Ser

Val

Pro

Val

195

Ser

Tyr

Val

Asp

Glu

Val

100

Ser

Gln

Cys

Arg

Ser

180

Thr

Ser

Ala

Thr

Val
260

Ala

85

Phe

Gly

Ser

Lys

Gln

165

Gly

Met

Leu

Tyr

Val

245

Pro

Asp

Gly

Gly

Gly

Ala

150

Ala

Thr

Thr

Arg

Gly

230

Ser

Asp

Tyr

Pro

Gly

Ala

135

Ser

Pro

Asp

Arg

Ser

215

Tyr

Ser

Tyr

Tyr

Gly

Gly

120

Glu

Gly

Gly

Leu

Asp

200

Asp

Ser

His

Ala

Cys

Thr

105

Ser

Val

Asn

Gln

Thr

185

Thr

Asp

Gly

His

Ser
265

HO616615

Thr Ser Trp

90

Lys

Gly

Lys

Ala

Gly

170

Arg

Pro

Thr

Phe

His
250

Val

Gly

Lys

Phe

155

Leu

Tyr

Thr

Ala

Asp

235

His

Thr

Gly

Pro

140

Thr

Glu

Ala

Ser

Val

220

Met

His

Page 65

Asp

Val

Gly

125

Gly

Asn

Trp

Gln

Thr

205

Tyr

Trp

His

Asp

Leu

110

Ser

Ala

Phe

Met

Lys

190

Val

Tyr

Gly

Gly

Ser

95

Gly

Glu

Ser

Tyr

Gly

175

Phe

Tyr

Cys

Gln

Ala
255

Leu

Gly

Val

Val

Ile

160

Leu

Gln

Met

Ala

Gly

240

Tyr



<210>
<211>
<212>
<213>

115
798
DNA

<400> 115
cagtctgtgc
tcttgttctg
ccaggaacgg
gaccgattct
tccgaggatg
ttcggacctg
tctggtggtg
ggggcctcag
cactgggtgc
ggtactgacc
acgcccacga
tattactgtg
actctggtga
ccggactacg
<210> 116
<211> 6

<212> PRT

<213>

<400> 116

Homo sapiens

tgactcagcc
gaagcagctc
cccccaaact
ctggctccaa
aggctgacta
ggaccaaggt
gtggatccga
tgaaggtttc
gacaggcccc
tcacaaggta
gcacagtcta
cgcgccagta
ccgtctectc

cttcttag

Homo sapiens

accctcagcg
caacatcgga
cctcatctct
gtctggcacc
ttactgtaca
caccgtccta
agtgcagctg
ctgcaaggca
tggacaaggg
cgcacagaag
catggagctg
cgcttacggt

acaccatcac

Gln Ser Val Ser Asn Trp

1

5

HO616615

tctgggaccc
tataattatg
agaaataatc
tcagcctccc
tcgtgggatg
ggtggtggtyg
gtgcagtctg
tctggaaacg
cttgagtgga
ttccagggca
agcagcctga
tactctggtt

catcaccatg

ccgggeagag
tatactggta
agcggccctc
tggccatcag
acagcctgag
gtggtagcegg
gggctgaggt
ccttcaccaa
tgggattaat
gagtcaccat
ggtctgacga
tcgatatgtg

gcgcataccc

Page 66

ggtcaccatc

ccagcagctc

aggggtccct
tgggctecgg
tggttatgtc
cggeggeesc
gaagaagcct
cttctatata
caaccctagt
gaccagggac
cacggctgtg

gggtcaaggt

gtacgacgtt

60

120

180

240

300

360

420

480

540

600

660

720

780

798



<210>
<211>
<212>
<213>

<400>

117
9
PRT
Homo

117

Gln Gln Ser

1

<210>
<211>
<212>
<213>

<400>

118
8
PRT
Homo

118

Gly Tyr Thr

1

<210>
<211>
<212>
<213>

<400>

119
8
PRT
Homo

119

Ile Asn Pro

1

<210>
<211>
<212>
<213>

<400>

120
9
PRT
Homo

120

Ala Arg Gly

1

<210>
<211>
<212>
<213>

121
108
PRT
Homo

sapiens

Tyr Ser Thr Pro Ile Thr
5

sapiens

Phe Thr Ser Tyr Tyr
5

sapiens

Asn Thr Gly Gly Ser
5

sapiens

Asp Val Thr Tyr Asp Glu
5

sapiens

HO616615

Page 67



<400>

121

Asp Ile Gln

1

Asp

Leu

Tyr

Ser

65

Glu

Thr

Arg

Ala

Ala

50

Gly

Asp

Phe

<210>
<211>
<212>
<213>

<400>
gacatccaga

Val

Trp

35

Ala

Ser

Phe

Gly

122
324
DNA

Met

Thr

20

Tyr

Ser

Gly

Ala

Gly
100

Thr

Ile

Gln

Ser

Thr

Thr

85

Gly

Homo sapiens

122

atcacttgtc

gggaaagccc

aggttcagtg

gaagattttg

gg8gaccaagsg

tgacccagtc
gggcgagtca
ctaagctcct
gcagtggatc
caacttacta

tggagatcaa

Gln

Thr

Leu

Leu

Asp

70

Thr

Ser

Cys

Lys

Gln

55

Phe

Tyr

Lys

acgt

Pro

Arg

Pro

40

Ser

Thr

Cys

Val

tccatcttcc
gagtgttagc
gatctatgct
tgggacagat

ctgtcaacag

Ser

Ala

25

Gly

Leu

Gln

Glu
105

gtgtctgcat
aactggttag
gcatccagtt
ttcactctca

agttacagta

HO616615

Ser

10

Ser

Lys

Val

Thr

Gln

90

Ile

Val Ser

Gln Ser

Ala Pro

Pro Ser

60

Ile Ser
75

Ser Tyr

Lys Arg

Page 68

Ala

Val

Lys

45

Arg

Ser

Ser

Ser

Ser

30

Leu

Phe

Leu

Thr

Val

15

Asn

Leu

Ser

Gln

Pro
95

Gly

Trp

Ile

Gly

Pro

80

Ile

ctgtaggaga cagagtcacc
cctggtatca actgaaacca
tgcaaagtgg ggtcccatca
ccatcagcag tctgcaacct

ccccgatcac cttcggcegga

60

120

180

240

300

324



HO616615

<210> 123
<211> 116
<212> PRT
<213> Homo sapiens

<400> 123

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Thr
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr
20 25 30

Tyr Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Trp Ile Asn Pro Asn Thr Gly Gly Ser Asn Phe Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Ile Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Asn Arg Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Gly Asp Val Thr Tyr Asp Glu Trp Gly Gln Gly Thr Leu Val
100 105 110

Thr Val Ser Ser
115

<21e> 124
<211> 348
<212> DNA
<213> Homo sapiens

<400> 124
caggtccagc tggtacagtc tggggctgag gtgaagaagc ctgggacctc agtgaaggtc 60

Page 69



tcctgcaagg
cctggacaag
gcacagaagt
atggagctga
gttacttacg
<210> 125
<211> 257
<212> PRT
<213> Homo
<400> 125
Asp Ile Gln

1

Asp Arg Val

Leu Ala Trp
35

Tyr Ala Ala
50

Ser Gly Ser

65

Glu Asp Phe

Thr Phe Gly

Ser Gly Gly

cttctggata caccttcacc
ggcttgagtg gatgggatgg
ttcagggcag ggtcaccatg
acaggctgag gtctgacgac

atgaatgggg tcaaggtact

sapiens

Met Thr Gln Ser Pro

Thr Ile Thr Cys Arg
20

Tyr Gln Leu Lys Pro
40

Ser Ser Leu Gln Ser
55

Gly Thr Asp Phe Thr
70

Ala Thr Tyr Tyr Cys
85

Gly Gly Thr Lys Val
100

Gly Gly Ser Gly Gly

HO616615

tcctactata tacactgggt gcgacaggcc

atcaacccta

accagggaca

acggccgtgt

ctggtgaccg

Ser

Ala

25

Gly

Gly

Leu

Gln

Glu

105

Gly

Ser

10

Ser

Lys

Val

Thr

Gln

90

Ile

Val

Gln

Ala

Pro

Ile

75

Ser

Lys

acactggtgg ctcaaacttt
cgtccatcag cacagcctac
attactgtgc gcgcggtgac

tctcctca

Ser Ala Ser Val Gly
15

Ser Val Ser Asn Trp
30

Pro Lys Leu Leu Ile
45

Ser Arg Phe Ser Gly
60

Ser Ser Leu Gln Pro
80

Tyr Ser Thr Pro Ile
95

Arg Gly Gly Gly Gly
110

Gly Ser Gln Val Gln Leu Val

Page 70

120

180

240

300

348



HO616615
115 120 125

Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Thr Ser Val Lys Val Ser
130 135 140

Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr Tyr Ile His Trp Val
145 150 155 160

Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met Gly Trp Ile Asn Pro
165 170 175

Asn Thr Gly Gly Ser Asn Phe Ala Gln Lys Phe Gln Gly Arg Val Thr
180 185 190

Met Thr Arg Asp Thr Ser Ile Ser Thr Ala Tyr Met Glu Leu Asn Arg
195 200 205

Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys Ala Arg Gly Asp Val
210 215 220

Thr Tyr Asp Glu Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser His
225 230 235 240

His His His His His Gly Ala Tyr Pro Tyr Asp Val Pro Asp Tyr Ala
245 250 255

Ser

<210> 126
211> 774
<212> DNA
<213> Homo sapiens

<400> 126
gacatccaga tgacccagtc tccatcttcc gtgtctgcat ctgtaggaga cagagtcacc 60
atcacttgtc gggcgagtca gagtgttagc aactggttag cctggtatca actgaaacca 120
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HO616615

gggaaagccc ctaagctcct gatctatgct gcatccagtt tgcaaagtgg ggtcccatca 180
aggttcagtg gcagtggatc tgggacagat ttcactctca ccatcagcag tctgcaacct 240
gaagattttg caacttacta ctgtcaacag agttacagta ccccgatcac cttcggcgga 300
gggaccaagg tggagatcaa acgtggtggt ggtggtagecg gcggecggegg ctctggtggt 360
ggtggatccc aggtccagect ggtacagtct ggggctgagg tgaagaagcc tgggacctca 420
gtgaaggtct cctgcaaggc ttctggatac accttcacct cctactatat acactgggtg 480
cgacaggccc ctggacaagg gcttgagtgg atgggatgga tcaaccctaa cactggtggce 540
tcaaactttg cacagaagtt tcagggcagg gtcaccatga ccagggacac gtccatcagc 600
acagcctaca tggagctgaa caggctgagg tctgacgaca cggccgtgta ttactgtgceg 660
cgcggtgacg ttacttacga tgaatggggt caaggtactc tggtgaccgt ctcctcacac 720
catcaccatc accatggcgc atacccgtac gacgttccgg actacgcttc ttag 774
<210> 127

<211> 10

<212> PRT

<213> Homo sapiens
<400> 127

Gln Val Trp Asp Ile Asn Asp His Tyr Val
1 5 10

<210> 128
<211> 10
<212> PRT
<213> Homo sapiens

<400> 128
Ala Arg Ser Gln Ala Ser Phe Met Asp Ile

1 5 10

<210> 129
<211> 108

Page 72



<212>
<213>

<400>

PRT
Homo

129

Ser Tyr Glu

1

Thr

His

Tyr

Ser

65

Asp

Val

Ala

Trp

Asp

50

Ser

Glu

Phe

<210>
<211>
<212>
<213>

<400>
tcctatgagec tgactcagcc accctcagtg tcagtggccc

Ser

Tyr
35

Asp

Gly

Ala

Ala

130
324
DNA
Homo

130

sapiens

Leu

Ile

20

Gln

Met

Asn

Asp

Ser
100

Thr

Thr

Gln

Arg

Thr

Tyr

85

Gly

sapiens

Gln

Cys

Lys

Pro

Ala

70

Tyr

Thr

Pro

Gly

Pro

Ser

55

Thr

Cys

Lys

Pro

Gly

Gly

40

Gly

Leu

Gln

Val

Ser

Asn

25

Gln

Ile

Thr

Val

Thr
105

HO616615

Val
10

Asn

Ala

Pro

Ile

Trp

90

Val

Ser

Ile

Pro

Glu

Ser

75

Asp

Leu

acctgtgggg gaaacaacat tggaagtaaa agtgtgcact

caggcccctg tgctggtcat ctattatgat gacatgcggc

ttctctggect ccagctctgg gaacacggcc accctgacca

Val

Gly

Val

Arg

60

Pro

Ile

Gly

Ala

Ser

Leu

45

Phe

Val

Asn

Pro

Lys

30

Val

Ser

Glu

Asp

caggaaagac

ggtaccagca

cctcaggtat

tcagcccggt

gatgaggccg actattactg tcaggtgtgg gatattaatg atcattatgt

Page 73

Gly Lys
15

Ser Val

Ile Tyr

Gly Ser

Ala Gly
80

His Tyr
95

ggccagcatt
gaagccaggc
ccctgagcga
cgaagccggg

cttcgcatcg

60

120

180

240

300



gggaccaagg tcaccgtcct aggt

<210>
<211>
<212>
<213>

<400>

131
117
PRT
Homo

131

Glu Val Gln

1

Ser

Ala

Ser

Lys

65

Leu

Ala

Val

Leu

Met

Ala

50

Gly

Gln

Arg

Thr

<210>
<211>
<212>
<213>

Arg

Ser
35

Ile

Arg

Met

Ser

Val
115

132
351
DNA
Homo

sapiens

Leu

Leu

20

Trp

Ser

Phe

Asn

Gln

100

Ser

Val

Ser

Val

Gly

Thr

Ser

85

Ala

Ser

sapiens

Glu

Cys

Arg

Ser

Ile

70

Leu

Ser

Ser

Ala

Gln

Gly

55

Ser

Arg

Phe

Gly

Ala

Ala

40

Gly

Arg

Ala

Met

Gly

Ser

25

Pro

Ser

Asp

Glu

Asp
105

HO616615

Gly

10

Gly

Gly

Thr

Asn

Asp

90

Ile

Leu

Phe

Lys

Tyr

Ser

75

Thr

Trp

Val

Thr

Gly

Tyr

60

Lys

Ala

Gly

Page 74

Gln

Phe

Leu

45

Ala

Asn

Val

Gln

Pro

Ser

30

Glu

Asp

Thr

Tyr

Gly
110

Gly

15

Ser

Trp

Ser

Leu

Tyr

95

Thr

Tyr

Val

Val

Tyr

80

Cys

Leu

324



<400> 132
gaggtgcagc

tcctgtgcag
ccagggaagsg
gcagactccg
ctgcaaatga
gcttctttca
<210>
<211>

<212>
<213>

133
258
PRT
Homo
<400> 133

Ser Tyr Glu
1

Thr Ala Ser

His Trp Tyr

35

Tyr Asp

50

Asp

Ser Ser

65

Gly

Asp Glu Ala

Val Phe Ala

tggtggagtc
cctctggatt
ggctggagtg
tgaagggccg
acagcctgag

tggatatctg

sapiens

Thr

Leu

Ile
20

Thr

Gln Gln

Met Arg

Asn Thr

Asp Tyr

85

Ser
100

Gly

Gln

Cys

Lys

Pro

Ala

70

Tyr

Thr

tgggggaggc

cacctttagc
ggtctcagct
gttcaccatc
agccgaggac

gegtcaaggt

Pro Pro

Gly Gly

Pro Gly

40

Ser
55

Gly

Thr Leu

Cys Gln

Lys Val

HO616615

ttggtacagc
agctatgcca
attagtggta
tccagagaca
acggccgtat

actctggtga

Val
10

Ser Ser

Asn Asn Ile

25

Gln Ala Pro

Ile Pro Glu

Thr Ile Ser

75

Val Trp

90

Asp

Thr
105

Val Leu

ctggggggtc
tgagctgggt
gtggtggtag
attccaagaa
attactgtgc

ccgtctcctc

Val Ala Pro

Gly Ser Lys

30

Val Leu Val

45

Arg Phe Ser

60

Pro Val Glu

Ile Asn Asp

Gly Gly Gly

110

Page 75

cctgagactc
ccgccaggcet
cacatactac
cacgctgtat
gcgctctcag

a

Gly
15

Lys

Ser Val

Ile Tyr

Gly Ser

Ala Gly

80

His
95

Tyr

Gly Gly

60

120

180

240

300

351



HO616615

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val
115 120 125

Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Arg Leu Ser
130 135 140

Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr Ala Met Ser Trp Val
145 150 155 160

Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ser Ala Ile Ser Gly
165 170 175

Ser Gly Gly Ser Thr Tyr Tyr Ala Asp Ser Val Lys Gly Arg Phe Thr
180 185 190

Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr Leu Gln Met Asn Ser
195 200 205

Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys Ala Arg Ser Gln Ala
210 215 220

Ser Phe Met Asp Ile Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser
225 230 235 240

His His His His His His Gly Ala Tyr Pro Tyr Asp Val Pro Asp Tyr
245 250 255

Ala Ser

<21e> 134
211> 777
<212> DNA
<213> Homo sapiens

<400> 134
tcctatgagc tgactcagcc accctcagtg tcagtggccc caggaaagac ggccagcatt 60

Page 76



acctgtgggsg

caggcccctg
ttctctggcet
gatgaggccg
gggaccaagg

ggtggatccg
ctgagactct
cgccaggctc
acatactacg
acgctgtatc
cgctctcagg
caccatcacc
<210> 135
<211> 11

<212> PRT

<213>

<400> 135

gaaacaacat
tgctggtcat
ccagctctgg
actattactg
tcaccgtcct
aggtgcagct
cctgtgcagc
cagggaagsgs
cagactccgt
tgcaaatgaa
cttctttcat

atcaccatgg

Homo sapiens

tggaagtaaa
ctattatgat
gaacacggcc
tcaggtgtgg
aggtggtggt
ggtggagtct
ctctggattc
gctggagtgg
gaagggcecees
cagcctgaga
ggatatctgg

cgcatacccg

HO616615

agtgtgcact
gacatgcggc
accctgacca
gatattaatg
ggtggtageg
gggggaggct
acctttagca
gtctcagcta
ttcaccatct
gccgaggaca
ggtcaaggta

tacgacgttc

Gln Val Trp Asp Ser Ser Ser Asp Gln Gly Val

1

<210> 136
<211> 7

<212> PRT
<213>

<400> 136

5

Homo sapiens

Ile Gly Thr Gly Gly Gly Thr

1

5

10

ggtaccagca
cctcaggtat
tcagcccggt
atcattatgt
gegeeescees
tggtacagcc
gctatgccat
ttagtggtag
ccagagacaa
cggccgtata
ctctggtgac

cggactacgc

Page 77

gaagccaggc
ccctgagcga
cgaagccggg
cttcgcatcg

ctctggtggt

tggggggtcc
gagctgggtc
tggtggtage
ttccaagaac
ttactgtgcg
cgtctcctca

ttcttag

120

180

240

300

360

420

480

540

600

660

720

777



<210>
<211>
<212>
<213>

<400>

137
10
PRT
Homo

137

Ala Arg Gly

1

<210>
<211>
<212>
<213>

<400>

138
109
PRT
Homo

138

Leu Pro Val

1

Thr

His

Asp

Asn

65

Asp

Gly

Ala

Trp

Asp

50

Ser

Glu

Val

<210>
<211>

Arg

Tyr

35

Ser

Gly

Ala

Phe

139
327

sapiens

HO616615

Thr Gly Tyr Asp Gly Asp Gln

5

sapiens

Leu

Ile

20

Gln

Asp

Asn

Asp

Gly
100

Thr

Thr

Gln

Arg

Thr

Tyr

85

Thr

Gln

Cys

Lys

Pro

Ala

70

Tyr

Gly

Pro

Gly

Pro

Ser

55

Thr

Cys

Thr

Pro

Gly

Gly

40

Gly

Leu

Gln

Lys

Ser

Asn

25

Gln

Ile

Thr

Val

Val
105

10

Val

10

Asn

Ala

Pro

Ile

Trp
90

Thr

Ser

Ile

Pro

Glu

Ser

75

Asp

Val

Val

Gly

Val

Arg

60

Arg

Ser

Leu

Page 78

Ala

Ser

Leu

45

Phe

Val

Ser

Gly

Pro

Lys

30

Val

Ser

Glu

Ser

Gly

15

Ser

Val

Gly

Ala

Asp
95

Gln

Val

Tyr

Ser

Gly

80

Gln



<212> DNA
<213> Homo sapiens

<400> 139
ctgcctgtge tgactcagcc

acctgtgggg gaaacaacat
caggcccctg tgctggtcegt
ttctctggect ccaattctgg
gatgaggccg actattactg
actgggacca aggtcaccgt
<210> 140
<211> 116
<212> PRT

<213> Homo sapiens

<400> 140

accctcggtg
tggaagtaaa
ctatgatgat
gaacacggcc
tcaggtgtgg

cctaggt

Glu Val Gln Leu Val Gln Ser Gly

1 5

Ser Leu Arg Leu Ser Cys Ala Gly

20

Ala Met His Trp Val Arg Gln Ala

35

40

Ser Ala Ile Gly Thr Gly Gly Gly

50

55

Gly Arg Phe Thr Ile Ser Arg Asp

65 70

Gln Met Asn Ser Leu Arg Ala Glu

85

HO616615

tcagtggccc

agtgtgcact

agcgaccggc

accctgacca

gatagtagta

Gly

Ser

25

Pro

Thr

Asn

Asp

Gly

10

Gly

Gly

Tyr

Ala

Thr
90

Leu

Phe

Lys

Tyr

Lys

75

Ala

caggacagac

ggtaccagca

cctcagggat

tcagcagggt

gtgatcaggg

Val

Thr

Gly

Ala

60

Asn

Met

Page 79

Gln

Phe

Leu

45

Asp

Ser

Tyr

Pro

Ser

30

Glu

Ser

Leu

Tyr

ggccaggatc
gaagccaggc

ccctgagcga

cgaagccggg

cgtcttcgga

Arg Gly
15

Ser Tyr

Trp Val

Val Lys

Tyr Leu

80

Cys Ala
95

60

120

180

240

300

327



100

Thr Val Ser Ser
115

<210>
<211>
<212>
<213>

141
348
DNA
Homo sapiens

<400> 141
gaagtgcagc tggtgcagtc

tcctgtgcag gctctggatt
ccaggaaaag gtctggagtg
gactccgtga agggccgatt
caaatgaaca gcctgagagc

tacgacggtg atcagtgggg

<210>
<211>
<212>
<213>

142
258
PRT
Homo sapiens

<400> 142

Leu Pro Val
1 5

Thr Ala Arg
20

His Trp Tyr
35

Asp Asp Ser
50

Leu Thr Gln

Ile Thr Cys

Gln Gln Lys

Asp Arg Pro

tgggggagsc

caccttcagt
ggtatcagct
caccatctcc
cgaggacacc

tcaaggtact

40

55

HO616615
Arg Gly Thr Gly Tyr Asp Gly Asp Gln Trp Gly Gln Gly Thr Leu Val

105

ttggtacagc
agctatgcta
attggtactg
agggacaatg
gccatgtatt

ctggtgaccg

10

25

110

ctagggggtc

tgcactgggt

gtggtggcac
ccaagaactc
actgtgcgcg

tctcctca

30

45

60

Page 80

cctgagactc
tcgccaggct
atactatgca
cttgtatctt

cggtactggt

Pro Pro Ser Val Ser Val Ala Pro Gly Gln

15

Gly Gly Asn Asn Ile Gly Ser Lys Ser Val

Pro Gly Gln Ala Pro Val Leu Val Val Tyr

Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser

60

120

180

240

300

348



Asn

65

Asp

Gly

Gly

Val

Ser

145

Val

Thr

Ile

Leu

Tyr

225

His

Ser

Glu

Val

Ser

Gln

130

Cys

Arg

Gly

Ser

Arg

210

Asp

His

Gly

Ala

Phe

Gly

115

Ser

Ala

Gln

Gly

Arg

195

Ala

Gly

His

Asn

Asp

Gly

100

Gly

Gly

Gly

Ala

Gly

180

Asp

Glu

Asp

His

Thr

Tyr

85

Thr

Gly

Gly

Ser

Pro

165

Thr

Asn

Asp

Gln

His
245

Ala

70

Tyr

Gly

Gly

Gly

Gly

150

Gly

Tyr

Ala

Thr

Trp

230

His

Thr

Cys

Thr

Ser

Leu

135

Phe

Lys

Tyr

Lys

Ala

215

Gly

Gly

Leu

Gln

Lys

Gly

120

Val

Thr

Gly

Ala

Asn

200

Met

Gln

Ala

Thr

Val

Val

105

Gly

Gln

Phe

Leu

Asp

185

Ser

Tyr

Gly

Tyr

HO616615

Ile

Trp

90

Thr

Gly

Pro

Ser

Glu

170

Ser

Leu

Tyr

Thr

Pro
250

Ser

75

Asp

Val

Gly

Arg

Ser

155

Trp

Val

Tyr

Cys

Leu

235

Tyr

Arg

Ser

Leu

Ser

Gly

140

Tyr

Val

Lys

Leu

Ala

220

Val

Asp

Page 81

Val

Ser

Gly

Glu

125

Ser

Ala

Ser

Gly

Gln

205

Arg

Thr

Val

Glu

Ser

Gly

110

Val

Leu

Met

Ala

Arg

190

Met

Gly

Val

Pro

Ala

Asp

95

Gly

Gln

Arg

His

Ile

175

Phe

Asn

Thr

Ser

Asp
255

Gly

80

Gln

Gly

Leu

Leu

Trp

160

Gly

Thr

Ser

Gly

Ser

240

Tyr



Ala Ser

<210>
<211>
<212>
<213>

143
777
DNA

<400> 143
ctgecctgtgc
acctgtgggg
caggcccctg
ttctctggct
gatgaggcceg
actgggacca
ggtggtggat
tccctgagac
gttcgccagg
acatactatg
tccttgtatc
cgcggtactg

caccatcacc

Homo sapiens

tgactcagcc
gaaacaacat
tgctggtcgt
ccaattctgg
actattactg
aggtcaccgt
ccgaagtgca
tctcctgtgce
ctccaggaaa
cagactccgt
ttcaaatgaa
gttacgacgg

atcaccatgg

accctcggtg
tggaagtaaa
ctatgatgat
gaacacggcc
tcaggtgtgg
cctaggtggt
gctggtgeag
aggctctgga
aggtctggag
gaagggcecega
cagcctgaga
tgatcagtgg

cgcatacccg

HO616615

tcagtggccc
agtgtgcact
agcgaccggc
accctgacca
gatagtagta
ggtggtggta
tctgggggag
ttcaccttca
tgggtatcag
ttcaccatct
gccgaggaca
ggtcaaggta

tacgacgttc

caggacagac
ggtaccagca
cctcagggat

tcagcagggt

gtgatcaggg
gcggeegsees
gcttggtaca
gtagctatgc
ctattggtac
ccagggacaa
ccgccatgta
ctctggtgac

cggactacgc

Page 82

ggccaggatc
gaagccaggc
ccctgagcga
cgaagccggg
cgtcttcgga
cggctctggt
gcctaggggs
tatgcactgg
tggtggtgsc
tgccaagaac
ttactgtgcg
cgtctcctca

ttcttag

60

120

180

240

300

360

420

480

540

600

660

720

777



