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VH-FcG1M (E333A) - DNA 10 /28
GCGGTGCAGCTGGTGGAGTCTGGGGGAGGCCTAGTGCAGCCTGGAGGGTC
CCTGAAACTCTCCTGTGCAGTCTCAGGATTCACTCTCAGTGACTATTACATGGC
CTGGGTCCGCCAGGCTCCAAAGAAGGGTCTGGAATGGGTCGCAACCATTAGT
GCCAGTGGGCTCAGAACTTACTATCCAGACTCCGTGAAGGGCCGCTTCACTAT
CTCCAGAGATGATGCAAAAAGGAGCCTCTTCCTGCAAATGACCAGTCTGAAGT
CTGAGGACACGGCCACTTATTACTGTGCAAGACCGATGTCTGCACACTATGGT
TTTAACTACTTTGATTACTGGGGCCAAGGAGTCATGGTCACAGTCTCCTCAgcta
gcaccaagggcccatcggtcttccecectggcaccctectccaagagcacctctgggggcacageggecctggge
tgcctggtcaaggactacttccccgaaccggtgacggtgtcgtggaactcaggegecctgaccageggcegtgeac
accttcccggctgtectacagtecctcaggactctactcecctcagcagcegtggtgaccgtgecctccagcagcettggg
cacccagacctacatctgcaacgtgaatcacaagcccagcaacaccaaggtggacaagaaagttgagcccaa
atcttgtgacaaaactcacacatgcccaccgtgcccagcacctgaactcctggggggaccgtcagtcttectcttce
ccccaaaacccaaggacaccctcatgatctcccggacccctgaggtcacatgegtggtggtggacgtgagecac
gaagaccctgaggtcaagttcaactggtacgtggacggcgtggaggtgcataatgccaagacaaagccgeggge
aggagcagtacaacagcacgtaccgtgtggtcagcgtcctcaccgtcctgcaccaggactggctgaatggcaag
gagtacaagtgcaaggtctccaacaaagccctcccageccccatcgcgaaaaccatctccaaagccaaaggg
cagccccgagaaccacaggtgtacaccctgcccccatcccgggaggagatgaccaagaaccaggtcagcectg
acctgcctggtcaaaggcttctatcccagcgacatcgecgtggagtgggagagcaatgggcagecggagaaca
actacaagaccacgcctcccgtgctggactccgacggctecttcttcctctacagcaagcetcaccgtggacaagac
caggtggcagcaggggaacgtcttctcatgctccgtgatgcatgaggctctgcacaaccactacacgcagaaga
gcctcteectgtctccgggtaaatga

VL-CLKAPPA - DNA
GACATCCAGATGACACAGTCTCCAGCTTCCCTGTCTGCATCTCTGGGAGAAAC
TGTCACCATCGAATGTCGAACAAGTGAGGACATTTACAATGGTTTAGCATGGTA
TCAGCAGAAGCCAGGGAAATCTCCTCAGCTCCTGGTCTATAGTGCAAATAGCT
TACATATTGGGGTCCCATCACGGTTCAGTGGCAGTGGATCTGGTACACAGTATT
CTCTCAAGATAAACAGCCTGCAATTTGAAGATGTCGCAAGTTATTTCTGTCAAC
AGTATTACGATTATCCGCTCGCGTTCGGTTCTGGGACCAAGCTGGAGATCAAA
CGGacggtggctgcaccatctgtcttcatcttccecgecatctgatgagcagttgaaatctggaactgectetgttgtg
gcctgctgaataacttctatcccagagaggccaaagtacagtggaaggtggataacgcecctccaatcgggtaact
cccaggagagtgtcacagagcaggacagcaaggacagcacctacagcctcagcagcaccctgacgctgage
aaagcagactacgagaaacacaaagtctacgcctgcgaagtcacccatcagggcctgagctcgeccgtcacas
agagcttcaacaggggagagtgttag

VH-FcG1M (E333A) - Protein
AVQLVESGGGLVYQPGGSLKLSCAVSGFTLSDYYMAWVRQAPKKGLEWVATISASGLRTYYPDSVKGRF
TISRDDAKRSLFLOMTSLKSEDTATYYCARPMSAHYGFNYFDYWGQGVMVTVSSastkgpsvfplapssks
sggtaalgclvkdyfpepvtvswnsgaltsgvhtfpavigssglyslssvvtvpssslgtgtyicnvnhkpsntkvdkkvepkscd
kthtcppcpapellggpsvflfppkpkdtimisrtpevtcvvvdvshedpevkfnwyvdgvevhnaktkpreeqynstyrvy
svltvihgdwlngkeykckvsnkalpapiaktiskakggprepgvytlppsreemtknqvsltclvkgfypsdiavewesngq
pennykttppvldsdgsfflyskitvdksrwgggnvfscsvmhealhnhytgkslslspgk*

VL-CLKAPPA - Protein
DIQMTQSPASLSASLGETVTIECRTSEDIYNGLAWYQQKPGKSPQLLVYSANSLHIGVPSRFSGSGSGTQ
YSLKINSLQFEDVASYFCQQYYDYPLAFGSGTKLEIKRtvaapsvfifppsdeqlksgtasvvclinnfypreakvgw
kvdnalgsgnsgesvteqdskdstyslsstltlskadyekhkvyacevthqglsspvtksfnrgec*

Figure 10
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VH-FCG4M (S228P) - DNA 11 /28
GCGGTGCAGCTGGTGGAGTCTGGGGGAGGCCTAGTGCAGCCTGGAGGGT
CCCTGAAACTCTCCTGTGCAGTCTCAGGATTCACTCTCAGTGACTATTACAT
GGCCTGGGTCCGCCAGGCTCCAAAGAAGGGTCTGGAATGGGTCGCAACC
ATTAGTGCCAGTGGGCTCAGAACTTACTATCCAGACTCCGTGAAGGGCCGC
TTCACTATCTCCAGAGATGATGCAAAAAGGAGCCTCTTCCTGCAAATGACCA
GTCTGAAGTCTGAGGACACGGCCACTTATTACTGTGCAAGACCGATGTCTG
CACACTATGGTTTTAACTACTTTGATTACTGGGGCCAAGGAGTCATGGTCAC
AGTCTCCTCAgctagcaccaagggcccatcggtcttcccectggegecctgetccaggagcaccteceg
agagcacagccgccctgggcetgectggtcaaggactacttccccgaaccggtgacggtgtcgtggaactcag
gcgccctgaccagcggcegtgcacaccttccecggcetgtecctacagtcctcaggactctactcecctcagcagegt
ggtgaccgtgccctccagcagcettgggcacgaagacctacacctgcaacgtagatcacaagcccagcaac
accaaggtggacaagagagttgagtccaaatatggtcccccatgcccaccatgcccagcacctgagttcctg
gggggaccatcagtcttcctgttccccccaaaacccaaggacactctcatgatctcccggacccctgaggtca
cgtgcgtggtggtggacgtgagccaggaagaccccgaggtccagttcaactggtacgtggatggegtggag
gtgcataatgccaagacaaagccgcgggaggagcagttcaacagcacgtaccgtgtggtcagcegtcectcac
cgtcctgcaccaggactggctgaacggcaaggagtacaagtgcaaggtctccaacaaaggcectcecgtect
ccatcgagaaaaccatctccaaagccaaagggcagccccgagagcecacaggtgtacaccctgeccccate
ccaggaggagatgaccaagaaccaggtcagcctgacctgcctggtcaaaggcttctaccccagcgacatcg
ccgtggagtgggagagcaatgggcagceccggagaacaactacaagaccacgcectceegtgetggactecg
acggctccttcttcctctacagcaggctaaccgtggacaagagcaggtggcaggaggggaatgtcttctcatg
ctccgtgatgcatgaggctctgcacaaccactacacacagaagagcctctccctgtctccgggtaaatga
VL-CLKAPPA - DNA
GACATCCAGATGACACAGTCTCCAGCTTCCCTGTCTGCATCTCTGGGAGAA
ACTGTCACCATCGAATGTCGAACAAGTGAGGACATTTACAATGGTTTAGCAT
GGTATCAGCAGAAGCCAGGGAAATCTCCTCAGCTCCTGGTCTATAGTGCAA
ATAGCTTACATATTGGGGTCCCATCACGGTTCAGTGGCAGTGGATCTGGTAC
ACAGTATTCTCTCAAGATAAACAGCCTGCAATTTGAAGATGTCGCAAGTTATT
TCTGTCAACAGTATTACGATTATCCGCTCGCGTTCGGTTCTGGGACCAAGCT
GGAGATCAAACGGacggtggctgcaccatctgtcttcatcttcccgecatctgatgagcagttgaaatct
ggaactgcctctgttgtgtgcctgctgaataacttctatcccagagaggccaaagtacagtggaaggtggataa
cgccctccaatcgggtaactcccaggagagtgtcacagagcaggacagcaaggacagcacctacagcectc
agcagcaccctgacgctgagcaaagcagactacgagaaacacaaagtctacgcctgcgaagtcacccatc
agggcctgagctcgceccgtcacaaagagctticaacaggggagagtgttag

VH-FCG4M (S228P) - Protein
AVQLVESGGGLVQPGGSLKLSCAVSGFTLSDYYMAWVRQAPKKGLEWVATISASGLRTYYPDSVKG
RFTISRDDAKRSLFLOMTSLKSEDTATYYCARPMSAHYGFENYFDYWGQGVMVTVSSastkgpsvfpla
pcsrstsestaalgclvkdyfpepvtvswnsgaltsgvhtfpavlgssglyslssvvtvpssslgtktytcnvdhkpsntkvdk
rveskygppcppcpapeflggpsvflfppkpkdtimisrtpevtcvvvdvsgedpevafnwyvdgvevhnaktkpree
gfnstyrvvsviltvihgdwlngkeykckvsnkglpssiektiskakggprepqvytlppsqeemtknqvsltclvkgfyps
diavewesnggpennykttppvldsdgsfflysrltvdksrwgegnvfscsvmhealhnhytgkslslspgk*
VL-CLKAPPA - Protein
DIQMTQSPASLSASLGETVTIECRTSEDIYNGLAWYQQKPGKSPQLLVYSANSL
HIGVPSRFSGSGSGTQYSLKINSLQFEDVASYFCQQYYDYPLAFGSGTKLEIKR
tvaapsvfifppsdeqglksgtasvvclinnfypreakvqwkvdnalgsgnsqgesvteqdskdstyslsstltiska
dyekhkvyacevthqglsspvtksfnrgec* Figure 11
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Fc sequences

Human IgG1 (Uniprot P01857):
ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFP
AVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTC
PPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYV
DGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPI
EKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQ
PENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQ
KSLSLSPGK

Human IgG2 (Uniprot P01859):
ASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPA
VLQSSGLYSLSSVVTVPSSNFGTQTYTCNVDHKPSNTKVDKTVERKCCVECPPC
PAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVQFNWYVDGVE
VHNAKTKPREEQFNSTFRVVSVLTVVHQDWLNGKEYKCKVSNKGLPAPIEKTIS
KTKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDISVEWESNGQPENN
YKTTPPMLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

Human IgG4 (Uniprot P01861):
ASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPA
VLQSSGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKYGPPCPSCP
APEFLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVE
VHNAKTKPREEQFNSTYRVVSVLTVLHODWLNGKEYKCKVSNKGLPSSIEKTIS
KAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHNHYTQKSLS
LSLGK

Rat IgG1 (Uniprot P20759) used in N13B2
AETTAPSVYPLAPGTALKSNSMVTLGCLVKGYFPEPVTVTWNSGALSSGVHTFP
AVLQSGLYTLTSSVTVPSSTWPSQTVTCNVAHPASSTKVDKKIVPRNCGGDCKP
CICTGSEVSSVFIFPPKPKDVLTITLTPKVTCVVVDISQDDPEVHFSWFVDDVEV
HTAQTRPPEEQFNSTFRSVSELPILHODWLNGRTFRCKVTSAAFPSPIEKTISKP
EGRTQVPHVYTMSPTKEEMTQNEVSITCMVKGFYPPDIYVEWQMNGQPQE
NYKNTPPTMDTDGSYFLYSKLNVKKEKWQQGNTFTCSVLHEGLHNHHTEKSL
SHSPGK

Figure 12
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