
What is Claimed is: 

A peptide, comprising: 

a) an N-terminal region comprising at least seven amino acid residues, 
the N-terminal region having a first amino acid position and a last amino acid 
position, wherein the N-terminal region comprises DSSPL (SEQ ID NO:121) 
or DASPH (SEQ ID NO:122); and 

b) a C-terminal region comprising a portion of SEQ ID NO:99 [FGF19], 
the C-terminal region having a first amino acid position and a last amino acid 
position, wherein the C-terminal region comprises 

i. a first C-terminal region sequence comprising 

WGDPIRLRHLYTSG (amino acids 16 to 29 of SEQ ID NO:99 

[FGF19]), wherein the W residue corresponds to the first amino 

acid position of the C-terminal region; and 

ii. a second C-terminal region sequence comprising 

PHGLSSCFLRIRADGVVDCARGQSAHSLLEIKAVALRTVAI 

KG VHS VRYLCMGADGKMQGLLQYSEEDCAFEEEIRPDGY 

NVYRSEKHRLPVSLSSAKQRQLYKNRGFLPLSHFLPMLPM 

VPEEPEDLRGHLESDMFSSPLETDSMDPFGLVTGLEAVRS 

PSFEK (amino acid residues 30 to 194 of SEQ ID NO:99 

[FGF19]); 

wherein the peptide 
(i) binds to fibroblast growth factor receptor 4 (FGFR4) with an 

affinity equal to or greater than FGF19 binding affinity for 

FGFR4; 

(ii) activates FGFR4 to an extent or amount equal to or greater than 

FGF19 activates FGFR4; 

(iii) has at least one of reduced hepatocellular carcinoma (HCC) 

formation; greater glucose lowering activity, less lipid increasing 

activity, less triglyceride activity, less cholesterol activity, less 

non-HDL activity or less HDL increasing activity, as compared 

to FGF19, or as compared to an FGF19 variant sequence having 
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any of GQV, GDI, WGPI, WGDPV, WGDI, GDPI, GPI, 

WGQPI, WGAPI, AGDPI, WADPI, WGDAI, WGDPA, WDPI, 

WGDI, WGDP or FGDPI substituted for the WGDPI sequence at 

amino acids 16-20 of FGF19 (SEQ ID NO:99); and/or 

(iv) 	has less lean mass reducing activity as compared to FGF21. 

2. The peptide of claim 1, wherein the second C-terminal region sequence of the 

peptide comprises from 1 to 5 amino acid substitutions, deletions or insertions. 

3. The peptide of claim 1, wherein the peptide is less than about 250 amino acids 

in length. 

4. The peptide of claim 1, wherein the N-terminal region comprises amino acid 

residues VHYG (SEQ ID NO:101), DASPHVHYG (SEQ ID NO:102), or 

DSSPLVHYG (SEQ ID NO:103). 

5. The peptide of claim 4, wherein the G corresponds to the last position of the 

N-terminal region. 

6. The peptide of claim 1, wherein the N-terminal region comprises amino acid 

residues DSSPLLQ (SEQ ID NO:104), and wherein the Q residue is the last 

amino acid position of the N-terminal region. 

7. The peptide of claim 5, wherein the N-terminal region further comprises. 

RHPIP (SEQ ID NO:106), wherein R is the first amino acid position of the N- 

terminal region; 

HPIP (SEQ ID NO:107), wherein H is the first amino acid position of the N- 

-terminal region; 

RPLAF (SEQ ID NO:108), wherein R is the first amino acid position of the 

N-terminal region; 

PLAF (SEQ ID NO:109), wherein P is the first amino acid position of the N- 

terminal region; or 

R, wherein R is the first amino acid position of he N-terminal region. 

70 



8.  The peptide of claim 6, wherein the N-terminal region further comprises. 

RHPIP (SEQ ID NO:106), wherein R is the first amino acid position of the N-

terminal region; 

HPIP (SEQ ID NO:107), wherein His the first amino acid position of the N-

terminal region; 

RPLAF (SEQ ID NO:108), wherein R is the first amino acid position of the 

N-terminal region; 

PLAF (SEQ ID NO:109), wherein P is the first amino acid position of the N-

terminal region; or 

R, wherein R is the first amino acid position of the N-terminal region. 

9.  The peptide of claim 1, wherein the N-terminal region comprises amino acid 

residues DSSPLLQFGGQV (SEQ ID NO:105), and wherein the V residue 

corresponds to the last position of the N-terminal region. 

10.  The peptide of claim 1, wherein amino acid residues HPIP (SEQ ID NO:107) 

are the first 4 amino acid residues of the N-terminal region. 

11.  The peptide of claim 1, wherein 

the first position of the N-terminal region is a R or M residue; 

the first and second positions of the N-terminal region is a MR, RM, RD, DS, 

MD or MS sequence; 

the first through third positions of the N-terminalregion is a MDS, RDS, 

MSD, MSS, or DSS sequence; 

the first through fourth positions of the N-terminal region is a RDSS (SEQ ID 

NO:115) or MDSS (SEQ ID NO:116) sequence; 

the first through fifth positions of the N-terminal region is an MRDSS (SEQ 

ID NO:117) sequence; 
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the first through sixth positions of the N-terminal region is an MDSSPL (SEQ 

ID NO:119) sequence; or 

the first through seventh positions of the N-terminal region is an MSDSSPL 

(SEQ ID NO:120) sequence. 

12. The peptide of claim 1, wherein the peptide comprises an N-terminus region 

and a first C-terminal region having an amino acid sequence comprising or 

consisting of any of: 

RPLAFSDASPHVHYGWGDPIRLRHLYTSG (amino acids 1-29 of SEQ ID 
NO:1); 

PLAFSDASPHVHYGWGDPIRLRHLYTSG (amino acids 2-29 of SEQ ID 
NO:1);  

RPLAFSDSSPLVHYGWGDPIR RHLYTSG (amino acids 1-29 of SEQ ID 
NO:2);  

PLAFSDSSPLVHYGWGDPIRLRHLYTSG (amino acids 2-29 of SEQ ID 
NO:2); 

RHPIPDSSPLLQWGDPIRLRHLYTSG (amino acids 1-26 of SEQ ID NO:8); 

RHPIPDSSPLLQFGWGDPIRLRHLYTSG (amino acids 1-28 of SEQ ID 
NO:9); 

RPLAFSDSSPLVHWGDPIRLRHLYTSG (amino acids 1-27 of SEQ ID 
NO:26); 

PLAFSDSSPLVHWGDPIRLRHLYTSG (amino acids 2-27 of SEQ ID 
NO:26); 

HPIPDSSPLLQWGDPIRLRHLYTSG (amino acids 1-25 of SEQ ID NO:47); 

RDSSPLLQWGDPIRLRHLYTSG (amino acids 1-22 of SEQ ID NO:52); 

DSSPLLQWGDPIRLRHLYTSG (amino acids 2-22 of SEQ ID NO:52); 

MDSSPLVHYGWGDPIRLRHLYTSG (amino acids 1-24 of SEQ ID NO:53); 

RDSSPLVHYGWGDPIRLRHLYTSG (amino acids 1-24 of SEQ ID NO:69); 

DSSPLVHYGWGDPIRLRHLYTSG (amino acids 2-24 of SEQ ID NO:69); 

MRDSSPLVHYGWGDPIRLRHLYTSG (amino acids 1-25 of SEQ ID 
NO:70); 

DSSPLVHYGWGDPIRLRHLYTSG (amino acids 1-23 of SEQ ID NO:141); 
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or 

HPIPDSSPLLQFGWGDPIRLRHLYTSG (amino acids 1-27 of SEQ ID 
NO:163). 

13.  The peptide of claim 1, wherein the N-terminal region first amino acid 

position is a methionine (M), arginine (R), serine (5), histidine (H), proline (P), 

leucine (L) or aspartic acid (D) residue. 

14.  The peptide of claim 1, wherein the N-terminal region does not have a 

methionine (M) or arginine (R) residue at the first amino acid position of the 

N-terminal region. 

15.  The peptide of claim 1, wherein the N-terminal region comprises any one of 

the following amino acid sequences: MDSSPL (SEQ ID NO:119), MSDSSPL 

(SEQ ID NO:120), or SDSSPL (SEQ ID NO:112). 

16.  The peptide of claim 1, wherein the peptide has an amino acid sequence 

comprising or consisting of SEQ ID NO:1, SEQ ID NO:2, SEQ ID NO:8, 

SEQ ID NO:9, SEQ ID NO:26, SEQ ID NO:47, SEQ ID NO:52, SEQ ID 

NO:53, SEQ ID NO:69, SEQ ID NO:70; SEQ ID NO:141 or SEQ ID NO:163. 

17.  The peptide of claim 16, wherein the peptide has an amino acid sequence 

comprising or consisting of SEQ ID NOs:1, 2, 8, 9, 26, 52 or 69, wherein the 

arginine (R) residue at the first amino acid position of the N-terminal region of 

the sequence is deleted. 

18.  The peptide of claim 16, wherein the peptide has an amino acid sequence 

comprising or consisting of SEQ ID NO:l. 

19.  The peptide of claim 16, wherein the peptide has an amino acid sequence 

comprising or consisting of SEQ ID NO:2. 

20.  The peptide of claim 16, wherein the peptide has an amino acid sequence 

comprising or consisting of SEQ ID NO:8. 

21.  The peptide of claim 16, wherein the peptide has an amino acid sequence 

comprising or consisting of SEQ ID NO:9. 

73 



22.  The peptide of claim 16, wherein the peptide has an amino acid sequence 

comprising or consisting of SEQ ID NO:26. 

23.  The peptide of claim 16, wherein the peptide has an amino acid sequence 

comprising or consisting of SEQ ID NO:47. 

24.  The peptide of claim 16, wherein the peptide has an amino acid sequence 

comprising or consisting of SEQ ID NO:52. 

25.  The peptide of claim 16, wherein the peptide has an amino acid sequence 

comprising or consisting of SEQ ID NO:53. 

26.  The peptide of claim 16, wherein the peptide has an amino acid sequence 

comprising or consisting of SEQ ID NO:141. 

27.  The peptide of claim 16, wherein the peptide has an amino acid sequence 

comprising or consisting of SEQ ID NO:163. 

28.  The peptide of claim 1 wherein said peptide is fused with an immunoglobulin 

Fc region. 

29.  The peptide of claim 1, wherein the peptide has at least one of reduced HCC 

formation; greater glucose lowering activity, or less lipid increasing activity as 

compared to FGF19, or as compared to an FGF19 variant having any of GQV, 

GDI, WGPI, WGDPV, WGDI, GDPI, GPI, WGQPI, WGAPI, AGDPI, 

WADPI, WGDAI, WGDPA, WDPI, WGDI, WGDP or FGDPI substituted for 

the WGDPI sequence at amino acids 16-20 of FGF19 (SEQ ID NO:99). 

30.  The peptide of claim 29, wherein the HCC formation, glucose lowering 

activity, or lipid increasing activity is ascertained in a db/db mouse. 

31.  The peptide of claim 29, wherein the peptide has less lean mass reducing 

activity as compared to the lean mass reducing activity of FGF21. 

32.  The peptide of claim 31, wherein the lean mass reducing activity is ascertained 

in a db/db mouse. 
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33.  A pharmaceutical composition, comprising the peptide of any one of claims 1 

to 32, and a pharmaceutically acceptable carrier. 

34.  A pharmaceutical composition, comprising the peptide of any one of claims 1 

to 32, a glucose lowering agent, and a pharmaceutically acceptable carrier. 

35.  A nucleic acid molecule encoding the peptide of any one of claims I to 32. 

36.  The nucleic acid molecule of claim 35, further comprising an expression 

control element in operable linkage that confers expression of the nucleic acid 

molecule encoding the peptide in vitro, in a cell or in vivo. 

37.  A vector comprising the nucleic acid molecule of claim 35. 

38.  The vector of claim 37, wherein the vector comprises a viral vector. 

39.  A transformed or host cell line that expresses the peptide of any one of claims 

1 to 32. 

40.  A peptide having an amino acid sequence comprising or consisting of 

MRDSSPLVHYGWGDPIRLRHLYTSGPHGLSSCFLRIRADGVVDCARG 

QSAHSLLEIKAVALRTVA1KGVHSVRYLCMGADGKMQGLLQYSEEDC 

AFEEEIRPDGYNVYRSEKHRLPVSLSSAKQRQLYKNRGFLPLSHFLPM 

LPMVPEEPEDLRGHLESDMESSPLETDSMDPFGLVTGLEAVRSPSFEK 

(SEQ ID NO:70). 

41.  The peptide of claim 40, wherein the peptide has an amino acid sequence 

comprising SEQ ID NO:70. 

42.  The peptide of claim 40, wherein the peptide has an amino acid sequence 

consisting of SEQ ID NO:70. 

43.  The peptide of claim 40, wherein said peptide is fused with an 

immunoglobulin Fc region. 

44.  A peptide having an amino acid sequence comprising or consisting of 

RDSSPLVHYGWGDPIRLRHLYTSGPHGLSSCFLRIRADGVVDCARGQS 

AHSLLEIKAVALRTVAIKGVHSVRYLCMGADGKIMQGLLQYSEEDCAF 
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EEE DGYNVYRSEKHRLPVSLSSAKQRQLYKNRGFLPLSHFLPMLP 

MVPEEPEDLRGHLESDMFSSPLETDSMDPFGLVTGLEAVRSPSFEK 

(SEQ ID NO:69). 

45.  The peptide of claim 44, wherein the peptide has an amino acid sequence 

comprising SEQ ID NO:69. 

46.  The peptide of claim 44, wherein he peptide has an amino acid sequence 

consisting of SEQ ID NO:69. 

47.  The peptide of claim 44, wherein said peptide is fused with an 

immunoglobulin Fc region. 

48.  A pharmaceutical composition, comprising the peptide of any one of claims 40 

to 47, and a pharmaceutically acceptable carrier. 

49.  A pharmaceutical composition, comprising the peptide of any one of claims 40 

to 47, a glucose lowering agent, and a pharmaceutically acceptable carrier. 

50.  Use of the peptide of any one of claims 1 to 32 and 40 to 47 in the 

manufacture of a medicament for reducing glucose levels in a subject. 

51.  The use of claim 50, wherein the medicament is prepared to be administered to 

said subject in combination with a supplementary therapy. 

52.  The use of claim 51, wherein said supplemental therapy is a weight loss 

surgery, gastric bypass, gastrectomy, gastric banding, gastric balloon, or 

53.  

Gastric sleeve. .:, 

The use of claim 51, wherein said supplemental therapy is a glucose lowering 

agent, insulin, GLP I analogue, biguanide, sulphonylurea, thiazolidinedione, a 

dipeptidyl peptidase-4 (DPP-4) inhibitor, a bromocriptine formulation, a bile 

acid sequestrant, metformin, a thiazolidinedione (TZD), a SGLT-2 inhibitor, 

or any combination thereof 

54.  The use of claim 53, wherein said biguanide or sulphonylurea is selected from 

the group consisting of tolbutamide, chlorpropamide, acetohexamide, 

tolazamide, glibenclamide, glipizide or any combination thereof 
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55. 	The use of claim 53, wherein said thiazolidinedione is rosiglitazone or 

p og i azone, or combination thereof 

56.  The use of claim 53, wherein said bile acid sequestrant is colesevelam. 

57.  The use of claim 51, wherein said supplemental therapy is administered prior 

to, contemporaneously with or following said method. 

58.  The use of claim 50, wherein the glucose levels are blood glucose levels. 

59.  The use of claim 50, wherein the subject has nonalcoholic fatty liver disease 

(NAFLD). 

60.  The use of claim 50, wherein the subject has nonalcoholic steatohepatitis 

(NASH). 

61.  The use of claim 50, wherein the subject has a fasting plasma glucose (FPG) 

level of greater than 100 mg/d1. 

62.  The use of claim 50, wherein the subject has an FPG level of 125 mg/dl or 

above. 

63.  The use of claim 50, wherein the subject has an FPG level of between about 

100 and 125 mg/dl. 

64.  The use of claim 50, wherein the glucose levels are reduced by at least 5%. 

65.  The use of claim 50, wherein the subject has a hemoglobin AI c (HbAl c) level 

above 6%. 

66.  Use of the peptide of any one of claims 1 to 32 and 40 to 47 in the 

manufacture of a medicament for the treatment of a hyperglycemic condition 

in a subject. 

67.  The use of claim 66, wherein the hyperglycemic condition s diabetes. 

68.  The use of claim 66, wherein the hyperglycemic condition is insulin-

dependent (type I) diabetes. 
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69.  The use of claim 66, wherein the hyperglycemic condition is type II diabetes. 

70.  The use of claim 66, wherein 

diabetes. 

the hyperglycemic condition is gestational 

71.  The use of claim 66, wherein the hyperglycemic condition is prediabetes. 

72.  Use of the peptide of any one of claims 1 to 32 and 40 to 47 in the 

manufacture of a medicament 

subject. 

for the treatment of insulin resistance in a 

73.  Use of the peptide of any one of claims 1 to 32 and 40 to 47 in the 

manufacture of a medicament 

subject. 

for the treatment of hyperinsulinemia in a 

74.  Use of the peptide of any one of claims 1 to 32 and 40 to 47 in the 

manufacture of a medicament 

subject. 

for the treatment of glucose intolerance in a 

75.  Use of the peptide of any one of claims 1 to 32 and 40 to 47 in the 

manufacture of a medicament 

subject. 

for the treatment of a metabolic syndrome in a 

76.  Use of the peptide of any one of claims 1 to 32 and 40 to 47 in the 

manufacture of a medicament for the treatment of obesity in a subject. 

77.  Use of the peptide of any one of claims 1 to 32 and 40 to 47 in the 

manufacture of a medicament for reducing glucagon in a subject. 

78.  Use of the peptide of any one of claims 1 to 32 and 40 to 47 in the 

manufacture of a medicament 

homeostasis in a subject. 

for increasing glucose metabolism or 

79.  Use of the peptide of any one of claims 1 to 32 and 40 to 47 in the 

manufacture of a medicament for improving pancreatic function in a subject. 

80.  Use of the peptide of any one of claims 1 to 32 and 40 to 47 in the 

manufacture of a medicament for reducing triglycerides in a. subject. 
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81. 	Use of the peptide of any one of claims 1 to 32 and 40 to 47 in the 

manufacture of a medicament for reducing cholesterol in a subject. 

82.  Use of the peptide of any one of claims 1 to 32 and 40 to 47 in the 

manufacture of a medicament for reducing IDL, LDL or VLDL levels in a 

subject. 

83.  Use of the peptide of any one of claims I to 32 and 40 to 47 in the 

manufacture of a medicament for decreasing blood pressure in a subject. 

84.  Use of the peptide of any one of claims 1 to 32 and 40 to 47 in the 

manufacture of a medicament for decreasing intimal thickening of the blood 

vessel in a subject. 

85.  Use of the peptide of any one of claims 1 to 32 and 40 to 47 in the 

manufacture of a medicament for decreasing body mass or weight gain in a 

subject. 

86.  The peptide of any one of claims 1 to 32 and 40 to 47 for use in treating a 

subject having, or at risk of having, a disease or disorder treatable by the 

peptide. 

87.  The peptide of any one of claims I to 32 and 40 to 47 for use in reducing 

glucose levels in a subject. 

88.  The peptide of claim 87, for use in combination with a supplementary therapy. 

89.  The peptide of claim 88, wherein said supplemental therapy is a weight loss 

surgery, gastric bypass, gastrectomy, gastric banding, gastric balloon, or 

gastric sleeve. 

90.  The peptide of claim 88, wherein said supplemental therapy is a glucose 

lowering agent, insulin, GLP1 analogue, biguanide, sulphonylurea, 

thiazolidinedione, a dipeptidyl peptidase-4 (DPP-4) inhibitor, a bromocriptine 

formulation, a bile acid sequestrant, metfmmin, a thiazolidinedione (TZD), a 

SGLT-2 inhibitor, or any combination thereof 
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91.  The peptide of claim 90, wherein said biguanide or sulphonylurea is selected 

from the group consisting of tolbutarnide, chlorpropamide, acetohexamide, 

tolazamide, glibenclamide, glipizide or any combination thereof 

92.  The peptide of claim 90, wherein said thiazolidinedione is rosiglitazone or 

pioglitazone, or combination thereof 

93.  The peptide of claim 90, wherein said bile acid sequestrant is colesevelam. 

94.  The peptide of claim 88, wherein said supplemental therapy is administered 

prior to, contemporaneously with or following said method. 

95.  The peptide of claim 87, wherein the glucose levels are blood glucose levels. 

96.  The peptide of claim 87, wherein the subject has nonalcoholic fatty liver 

disease (NAFLD). 

97.  The peptide of claim 87, wherein the subject has nonalcoholic steatohepatitis 

(NASH). 

98.  The peptide of claim 87, wherein the subject has a fasting plasma glucose 

(FPG) level of greater than 100 mg/dl. 

99.  The peptide of claim 87, wherein the subject has an FPG level of 125 mg/dl or 

above. 

100.  The peptide of claim 87, wherein the subject has an FPG level of between 

about 100 and 125 mg/dl. 

101.  The peptide of claim 87, wherein the glucose levels are reduced by at least 5%. 

102.  The peptide of claim 87, wherein the subject has a hemoglobin Al c (HbAlc) 

level above 6%. 

103.  The peptide of any one of claims 1 to 32 and 40 to 47 for use in the treatment 

of a hyperglycemic condition in a subject. 

104.  The peptide of claim 103, wherein the hyperglycemic condition is diabetes. 
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105.  The peptide of claim 103, wherein the hyperglycemic condition is insulin-

dependent (type I) diabetes. 

106.  The peptide of claim 103, wherein the hyperglycemic condition is type II 

diabetes. 

107.  The peptide of claim 103, wherein the hyperglycemic condition is gestational 

diabetes. 

108.  The peptide of claim 103, wherein the hyperglycemic condition is prediabetes. 

109.  The peptide of any one of claims 1 to 32 and 40 to 47 for use in the treatment 

of insulin resistance in a subject. 

110.  The peptide of any one of claims 1 to 32 and 40 to 47 in the manufacture of a 

medicament for the treatment of hyperinsulinemia in a subject. 

111.  The peptide of any one of claims 1 to 32 and 40 to 47 for use in the treatment 

of glucose intolerance in a subject. 

112.  The peptide of any one of claims 1 to 32 and 40 to 47 for use in the treatment 

of a metabolic syndrome in a subject. 

113.  The peptide of any one of claims 1 to 32 and 40 to 47 for use in the treatment 

of obesity in a subject. 

114.  The peptide of any one of claims 1 to 32 and 40 to 47 for use n reducing 

glucagon in a subject. 

115.  The peptide of any one of claims 1 to 32 and 40 to 47 for use in increasing 

glucose metabolism or homeostasis in a subject. 

116.  The peptide of any one of claims 1 to 32 and 40 to 47 for use in improving 

pancreatic function in a subject. 

117.  The peptide of any one of claims 1 to 32 and 40 to 47 for use in reducing 

triglycerides in a subject. 
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118. The peptide of any one of claims 1 to 32 and 40 to 47 for use in reducing 

cholesterol in a subject. 

119. The peptide of any one of claims 1 to 32 and 40 to 47 for use in reducing IDL, 

LDL or VLDL levels in a subject. 

120. The peptide of any 

blood pressure in a 

one of claims 1 to 

subject. 

32 and 40 to 47 for use in decreasing 

121. The peptide of any one of claims 1 to 32 and 40 to 47 for use in decreasing 

intimal thickening of the blood vessel in a subject. 

122. The peptide of any one of claims 1 to 32 and 40 to 47 for use in decreasing 

body mass or weight gain in a subject. 
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What is Claimed is: 

1 A chimeric peptide sequence, comprising: 

a) an N-terminal region comprising at least seven amino acid residues, the N-tenninal 

region having a first amino acid position and a last amino acid position, wherein the N-

terminal region comprises DSSPL or DASPH; and  

b) a C-terminal region comprising a portion of SEQ ID NO:99 [FGF19], the C-te,F> final  

region having a first amino acid position and a last amino acid position, 

wherein the C-terminal region comprises amino acid residues 16-29 of SE 	D NO:99 

[FGF19], WGDPIRLRHLYTSG, wherein the W residue corresponds t 	e first amino 

acid position of the C-terminal region. 

2. A chimeric peptide sequence, comprising: 

a) an N-terminal region comprising a portion of SEQ ID N R 	00 [FGF21], the N-terminal 

region having a first amino acid position and a last amin 	acid position, 

wherein the N-terminal region comprises amino acid , sidues GQV, and wherein the V 

residue corresponds to the last amino acid positio 	the N-terminal region; and 

b) a C-terminal region comprising a portion ot/EQ ID NO:99 [FGF19], the C-terminal 

region having a first amino acid position andla last amino acid position, wherein the C- 

terminal region comprises amino acid 	dues 21-29 of SEQ ID NO:99 [FGF19], 

RLRHINTSG, and wherein the R re., due corresponds to the first position of the C- 

terminal region. 

3. A chimeric peptide sequenc
/ 

comprising: 

a) an N-terminal region 	prising a portion of SEQ ID NO:100 [FGF21], the N-terminal 

region having a first ;Mum acid position and a last amino acid position, 

wherein the N-te 	
,,,
al region comprises at least 5 contiguous amino acids of SEQ ID 

NO:100 [FGF2 	ncluding the amino acid residues GQV, and wherein the V residue 

corresponds,~
:e the last amino acid position of the N-terminal region; and 

b) a C-te 	mal region comprising a portion of SEQ ID NO:99 [FGF19], the C-terminal 

regio 	aving a first amino acid position and a last amino acid position, wherein the C- 

te 	al region comprises amino acid residues 21-29 of SEQ ID NO:99 [FGF19], 

3RHLYTSG, and wherein the R residue corresponds to the first position of the C- 

terminal region. 
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4. The peptide sequence of claim 3, wherein the N-terminal region comprises at least 6 

contiguous amino acids of SEQ ID NO:100 [FGF21] including the amino acid residues 

GQV. 

5. The peptide sequence of claim 3, wherein the N-terminal region comprises at least 7 

contiguous amino acids of SEQ ID NO:100 [FGF21] including the amino acid residues 

GQV. 

6. A peptide sequence, comprising or consisting of any of: 

a) a fibroblast growth factor 19 (FGE19) sequence variant having one or more 	ino acid 

substitutions, insertions or deletions compared to a reference or wild type F5 	9 

b) a fibroblast growth factor 21 (FGF21) sequence variant having one o 	ore amino acid 

substitutions, insertions or deletions compared to a reference or wild: pe FGF21; 

c) a portion of an FGF19 sequence fused to a portion of an FGF2 	equence; or 

d) a portion of an FGF19 sequence rased to a portion of an F 	1 sequence, wherein the 

FGF19 and/or FGF21 sequence portion(s) have one or mor amino acid substitutions, 

insertions or deletions compared to a reference or wild ,ve FGF19 and/or FGF21. 

7. The peptide sequence of claim 6, wherein the peptyte sequence has amino-terminal amino 

acids 1-16 of SEQ ID NO:100 [FGF21] fused t ,carboxy-terminal amino acids 21-194 of 

SEQ ID NO:99 [FGF19], or wherein the pe • tde sequence has amino-terminal amino 

acids 1-147 of SEQ ID NO:99 [FGF19] 	e d to carboxy-terminal amino acids 147-181 

of SEQ ID NO:100 [FGF21] (M4I) 	herein the peptide sequence has amino-terminal 

amino acids 1-20 of SEQ ID NO:' e [FGF19] fused to carboxy-terminal amino acids 17- 

181 of SEQ ID NO:100 [FGF 	(M44), or wherein the peptide sequence has amino-

terminal amino acids 1-146, fSEQ ID NO:100 [FGF21] fused to carboxy-terminal amino 

acids 148-194 of SEQ I 	NO:99 [FGF19] (M45), or wherein the peptide sequence has 
il  

amino-terminal amilacids 1-20 of SEQ ID NO:99 [FGF19] fused to internal amino 

acids17-146 of S 	ID NO:100 [FGF21] fused to carboxy-terminal amino acids 148-194 

of SEQ ID N&'9[FGF19] (M46). 

8. The chi 
	
is peptide sequence or peptide sequence of claims I, 2 or 6, wherein the 

pepti. uw sequence has a WGDPI sequence motif corresponding to the WGDPI sequence of 

a 	o acids 16-20 of SEQ ID NO:99 [FGFI9]. 

9 he chimeric peptide sequence or peptide sequence of claim 8, wherein the peptide 

sequence maintains or increases an FGFR4 mediated activity. 
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10.  The chimeric peptide sequence or peptide sequence of claims 1, 2 or 6, wherein the 

peptide sequence has a substituted, mutated or absent WGDPI sequence motif 

corresponding to FGF19 WGDPI sequence of amino acids 16-20 of FGF19. 

11.  The chimeric peptide sequence or peptide sequence of claim 10, wherein the WGDPI 

sequence has one or more amino acids substituted, mutated or absent. 

12.  The chimeric peptide sequence or peptide sequence of claims 1, 2 or 6, wherein the 

peptide sequence is distinct from an FGF 19 variant sequence having any of GQV 	DI, 

WGPI, WGDPV, WGDI, GDPI, GPI, WGQPI, WGAPI, AGDPI, WADP1, W COAL 

WGDPA, WDPI, WGDI, WGDP or FGDPI substituted for the FGF19 W 	:I sequence 

at amino acids 16-20. 

13.  The chimeric peptide sequence or peptide sequence of any of clai E. 1 to 3 or 6, wherein 

the N-terminal or C-terminal region is from about 20 to about ,51 amino acid residues in 

length. 

14.  The chimeric peptide sequence of claim I, wherein thterminal region comprises 

amino acid residues VHYG, wherein the N-termin# egton comprises amino acid 

residues DASPHVHYG, or wherein the N-term : al region comprises amino acid residues 

DSSPLVITYG. 

15.  The chimeric peptide sequence of clai 	4, wherein the G corresponds to the last position 

of the N-terminal region. 

16.  The chimeric peptide sequence;i f claims 1 or 6, wherein the N-terminal region comprises 

amino acid residues DSSP 	and wherein the Q residue is the last amino acid position 

of the N-terminal regio 

17.  The chimeric pepti eisequence of claim 15 or 16, wherein the N-terminal region further 

comprises: 	pr wherein R is the first amino acid position of the N-terminal region; or 

HPIP, where i  H is the first amino acid position of the N-terminal region; or RPLAF, 

wherein 	s the first amino acid position of the N-terminal region; or PLAF, wherein P is 

the flamino acid position of the N-terminal region; or R, wherein R is the first amino 

acitr:osition of the N-terminal region. 
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18. The chimeric peptide sequence or peptide sequence of any of claims 1 to 3 or 6, wherein 

the peptide sequence comprises or consists of any of M1 -M98 variant peptide sequences, 

or a subsequence or fragment of any of the Ml-M98 variant peptide sequences. 

19. The chimeric peptide sequence or peptide sequence of any of claims 1 to 3 or 6, wherein 

the peptide sequence comprises or consists of any of: 

RDSSPINHYGWGDPIR-LRHLYTSGPHGLSSCFLRIRADGVVDCARGQSAHSL 

KAVALRTVAIKGVHSVRYLCMGADGK_MQGLLQYSEEDCAFEEEIRPDG 	R 

SEKHRLPVSLSSAKQRQLYKNRGFLPLSHFLPMLPMVPEEPEDLRGHLES 	SS 

PLETDSMDPFGLVTGLEAVRSPSFEK (M69); 

RDSSPLLQWGDPIRLRHLYTSGPHGLSSCFLRIRADGVVDCARGQ 	S LEIKAV 

ALRTVA1KGVHSVRYLCMGADGKMQGLLQYSEEDCAFEEE r '  GYNVYRSEK 

HRLPVSLS SAKQRQLYKNRGFLPL SHFLPMLPMVPEEPEDL 	FELE SDMES SPL E 

TDSMDPFGLVTGLEAVRSPSFEK (M52); 

HPIPDSSPLLQFGGQVALRHLYTSGPHGLSSCFLRIRA IV, 	DCARGQSAHSLLEI 

ICAVALRTVAIKGVHSVRYLCMGADGKMQGLLQY EDCAFEEEIRPDGYNVYR 

SEKHRLPVSLSSAKQRQLYKNRGFLPLSHFLP 	a MVPEEPEDLRGHLESDMFSS 

PLETDSMDPFGLVTGLEAVRSPSFEK (M5); 4,  
HPIPDSSPLLQFGGQVRQRYLYIDDAQQ 	LEIREDGTVGGAADQSPESLLQL 

KALKPGVIQIEGVKTSRFLCQRPDGAL 	SLHFDPEACSFRELLLEDGYNVYQSE 

AHSLPLHLPGNKSPHRDPAPRGPAR 'PLPGLPPALPEPPGILAPQPPDVGSSDPLS 

MVGPSQGRSPSYAS (M71); 	i 

HPIPDSSPLLQFGGQVRQRYLYIDDAQQTEAHLEIREDGTVGGAADQSPESLLQL 

KALKPGVIQILGVKTSRFLG 	'DGALYGSLHFDPEACSFRELLLEDGYNVYQSE 

AHGLPLHLPGNKSPHRD APRGPARFLPLPGLPPAPPEPPGILAPQPPDVGSSDPLS 

MVGPSQGRSPSYAS (, 2); 

HPIPDS SPLLQFGGQ/VRQRYLYTDDAQQTEAHLEIREDGTVGGAADQ SPESLLQL 
ic  

KALKPGVIQELGniTSRELCQRPDGALYGSLHFDPEACSFRELLLEDGYNVYQSE 

AHGLPLHLP fr1K SPHRDPAPRGPARFLPLPGLPPALPEPPGILAPQPPDVGS SDPL S 

MVVQDE 	GVGGEGCHMIIPENCKTLLTDIDRTHTEICPVWDGITGE (M73); 

RPLAF 	ASPHVI-IYGWGDPIRLKILYTSGPIIGLSSCFLRIRADGVVDCARGQSAH 

SLL 	VALRTVAIKGVHSVRYLCMGADGKMQGLLQYSEEDCAFEEEIRPDGY 

' SEKHRLPVSLSSAKQRQLYKNRGFLPLSHFLPMLPMVPEEPEDLRGHLESD 

FSSPLETDSMDPFGLVTGLEAVRSPSFEK (M1); 

RPLAFSDSSPLVITYGWGDPIRLRHLYTSGPHGLSSCFLRIRADGVVDCARGQSAH 
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SLLEIKAVALRTVAIKGVHSVRYLCMGADGKMQGLLQYSEEDCAFEEEWPDGY 

NVYRSEKHRLPVSLSSAKQRQLYKNRGFLPLSHFLPMLPMVPEEPEDLRGHLESD 

MFSSPLETDSMDPFGLVTGLEAVRSPSFEK (M2); 

RPLAFSDAGPHVHYGWGDP1RLRHLYTSGPHGLSSCFLRIRADGVVDCARGQSA 

HSLLEIKAVALRTVAIKGVHSVRYLCMGADGKMQGLLQYSEEDCAFEEEILEDG 

YNVYRSEKHRLPVSLSSAKQRQLYKNRGELPLSHFLPMLPMVPEEPEDIRGHLE 

DMFSSPLETDSMDPFGLVTGLEAVRSPSFEK (M3); 

RDSSPLLQFGGQVRLRHLYTSGPHGLSSCFLRIRADGVVDCARGQSAHS 	A 

VALRTVAIKGVHSVRYLCMGADGKMQGLLQYSEEDCAFEEELRPDG 	RSE 

KHRLPVSLSSAKQRQLYICNRGELPLSHFLPMLPMVPEEPEDLRGHL 	FSSPL 

ETDSMDPFGLVTGLEAVRSPSFEK (M48); 

RPLAFSDSSPLLQFGGQVRLRHLYTSGPHGLSSCFLRIRADGV 	CARGQSAHSL 

LEIKAVALRTVAIKGVHSVRYLCMGADGKMQGLLQYSEE 	AFEEEIRPDGYNV 

YRSEKHRLPVSLSSAKQRQLYKNRGFLPLSHFLPIV1LP 	EPEDIRGHLESDNE 

SSPLETDSMDPFGLVTGLEAVRSPSFEK (M49); 

RFIPIEDSSPLLQFGDQVRLRHLYTSGPHGLSSCFL' a' A DGVVDCARGQSAHSLLE 

IKAVALRTVALKGVHSVRYLCMGADGKMQG (1 YSEEDCAFEEEILEDGYNVYR 

SEKHRLPVSLSSAKQRQLYKNRGFLPLSHFLPMLPMVPEEPEDLRGHLESDMFSS 

PLETDSMDPFGLVTGLEAVRSPSFEK (M5 

RHF'IPDSSPLLQFGGNVRLRHLYTSGP GLSSCFLR1RADGVVDCARGQSAHSLLE 

IKAVALRTVAIKGVHSVRYLCMG' teGKMQGLLQYSEEDCAFEEEIRPDGYNVYR 

SEKHRLPVSLSSAKQRQLYKNRE LPLSHFLPMLPMVPEEPEDLRGHLESDMFSS 

PLETDSMDPFGLVTGLEAVR SFEK (M51); 

MDSSPLLQWGDPIRLRHL. SGPHGLSSCFLRIRADGVVDCARGQSAHSLIE1KA 

VALRTVAIKGVHSVRY 	MGADGKMQGLLQYSEEDCAFEEE1RPDGYNVYRSE 

KHRLPVSLSSAKQR 	YKNRGFLPLSHFLPMLPMVPEEPEDLRGHLESDMFSSPL 

E 1 DSMDPFGLVT€ EAVRSPSFEK (M53); and 

MRDSSPLVHY 	GDPIRLRBLYTSGPHGLSSCFLRIRADGVVDCARGQSAHSLLE 

IKAVALRTV 'IKGVHSVRYLCMGADGKMQGLLQYSEEDCAFEEETRPDGYNVYR 

SEKHRLP SLSSAKQRQLYKNRGFLPLSHFLPMLPMVPEEPEDLRGHLESDMFSS 

PLET
~
D̂d̀ r 6MDPFGLVTGLEAVRSPSFEK (M70), or a subsequence or fragment of any 

of 

	

	oregoing peptide sequences, or any of the foregoing peptide sequences wherein the 

'erminal residue is deleted. 
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20.  The chimeric peptide sequence of claims 1 or 2, wherein the N-terminal region comprises 

amino acid residues DSSPLLQFGGQV, and wherein the V residue corresponds to the 

last position of the N-terminal region. 

21.  The chimeric peptide sequence or peptide sequence of any of claims I to 3 or 6, wherein 

amino acid residues HPIP are the first 4 amino acid residues of the N-terminal region. 

22.  The chimeric peptide sequence or peptide sequence of any of claims 1 to 3, 6 or 19 

wherein the first position of the N-terminal region is an R residue, or wherein 	st  

position of the N-terminal region is an M residue, or wherein the first and sec., li 

positions of the N-terminal region is an MR sequence, or wherein the first 	second 

positions of the N-terminal region is an RM sequence, or wherein the fir`and second 

positions of the N-terminal region is an RD sequence, or wherein thirstand second 

positions of the N-terminal region is an DS sequence, or wherein .,`e first and second 

positions of the N-terminal region is an MD sequence, or wh 	n the first and second 

positions of the N-terminal region is an MS sequence, or 	in the first through third 

positions of the N-terminal region is an MDS sequence air wherein the first through third 

positions of the N-terminal region is an RDS sequenei, or wherein the first through third 

positions of the N-terminal region is an MSD se 	ante, or wherein the first through third 

positions of the N-terminal region is an MSS 	'quence, or wherein the first through third 

positions of the N-terminal region is an D 	sequence, or wherein the first through fourth 

positions of the N-terminal region is 	SS sequence, or wherein the first through 

fourth positions of the N-tenninal 	on is an MDSS sequence, or wherein the first 

through fifth positions of the N- 	nal region is an MRDSS sequence, or wherein the 

first through fifth positions o 	N-terminal region is an MSSPL sequence, or wherein 

the first through sixth posT, Ons of the N-terminal region is an MDSSPL sequence, or 
zit  wherein the first through seventh positions of the N-terminal region is an MSDSSPL 

sequence.  

23.  The chimeric .,- *tide sequence or peptide sequence of any one of claims 1 to 3 or 6, 

wherein 	st position of the C-terminal region corresponds to about residue 194 of 

SEQ ID x 0:99 [FGFI9]. 

24.  Th 	himeric peptide sequence or peptide sequence of any of claims 1 to 3 or 6, wherein 

e peptide sequence comprises or consists of.: 

HPIPDSSPLLQFGGQVRLRHLYTSGPHGLSSCFLRIRADGVVDCARGQSAHSLLEI 

ICAVALRTVAIKGVHSVRYLCMGADGKMQGLLQYSEEDCAFEEEIRPDGYNVYR 

74 



WO 2013/006486 
	

PCT/US2012/045087 

SEKHRLP VS LS SAKGRQLYKNRGFLPLSEIFLPMLPMVPEEPEDLRGEILESDMESS 

PLETDSMDPFGLVTGLEAVRSPSFEK, or a subsequence or fragment thereof; or 

DS SPLLQFGGQVRERHLYTSGPHGLS SCFERIRADGVVDCARGGSAHSLLEIKAV 

ALRTVAIKGVHSVRYLCMGADGKMQGLLQYSEEDCAFEEEIRPDGYNVYRSEK 

HRLPVSLSSAKQRGLYKNRGFLPLSIIFLPMLPMVPEEPEDLRGEILESDMFSSPLE 

TDSMDPFGLVTGLEAVRSPSFEK, or a subsequence or fragment thereof; 

RPLAFSDASPHVHYGWGDPIRLRELYTSGPHGLSSCFLRIRADGVVDCARGQ 

SLLEIKAVALRTVAIKGVHSVRYLCMGADGKMQGLLQYSEEDCAFEEEIR P GY 

NVYRSEKHRLPVSESSAKQRQLYKNRGELPLSHFLPMLPMVPEEPED 	ESE 

MFSSPLETDSMDPFGLVTGLEAVRSPSFEK, or a subsequence or fragtn 	hereof; 

RPLAFSDSSPLVHYGWGDPIRLRHLYTSGPIIGLSSCFLRIRADGV 	ARGQSAH 

SLLEIKAVALRTVAIKGVHSVRYLCMGADGKMGGLLGYSEE 	AFEEE1RPDGY 

NVYRSEKHR_LPVSLSSAKGRQLYKNRGFLPLSHFLPMLP 	EEPEDLRGHLESE 

MFSSPLETDSMDPFGLVTGLEAVRSPSFEK, or a subsequ 	e or fragment thereof; 

DSSPLVHYGWGDPIRLRHLYTSGPHGLSSCFLRIRAD 	DCARGQSAHSLLEIK 

AVALRTVAIKGVHSVRYLCMGADGKMQGLLQY EDCAFEEEIRPDGYNVYRS 
440 

EKHREPVSL S SAKQRQLYKNRGFLPLSHFLPM MVPEEPEDLRGHLESDMFS SP 

LETDSMDPFGLVTGLEAVRSPSFEK, or a subs =quence or fragment thereof 

25.  The chimeric peptide sequence or peptide syluence of claim 18, 19 or 24, wherein the 

subsequence or fragment thereof has 1, 2/3, 4, 5, 6,7, 8, 9, 10, 11, 12, 13, 14, 15, 16, 17, 

18, 19, 20 or more amino acid deletiolfrom the amino terminus, the carboxy-terminus 

or internally. 

26.  The chimeric peptide sequen , of claims 1, 2 or 6, wherein said N-terminal region, or 
/ 

said C-terminal region, uprises or consists of an amino acid sequence of about 5 to 10, 

10 to 20, 20 to 30, 30 1940, 40 to 50, 60 to 70, 70 to 80, 80 to 90, 90 to 100 or more 

amino acids. 

27.  The peptide se 	ence of claims 3 or 6, wherein said FGF19 sequence portion, or said 

FGF21 se• fence portion, comprises or consists of an amino acid sequence of about 5 to 

10, 10 	0, 20 to 30, 30 to 40, 40 to 50, 50 to 60, 60 to 70, 70 to 80, 80 to 90, 90 to 100 

or 	e amino acids of FGF19 or FGF21. 

28 e chimeric peptide sequence or peptide sequence of any of claims 1 to 3 or 6, wherein 

said N-terminal region, or said C-terminal region, or said FGF19 sequence portion, or 

said FGF21 sequence portion, are joined by a linker or spacer. 
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29. The chimeric peptide sequence or peptide sequence of any of claims Ito 3 or 6, wherein 

the N-terminus of the peptide sequence at comprises or consists of any of 

ITPIPDSSPLLQFGGQVRLAHLYTSG (M5); DSSPLLQFGGQVRLRFILYTSG (M6); 

RPLAFSDSSALLQFGGQVALRHLYTSG (M7); HPIPDSSPLLQWGDPIRLRHLYTSG 

(M8); HPIPDSSPLLQFGWGDPIRLRHLYTSG (M9); 

HPIPDSSPHVHYGWGDPIRLRELYISO (M10); 

RPLAFSDAGPLLQWGDP1RLRHLYTSG (M11); 

RPLAFSDAGPLLQFGWGDP1RLRHLYTSG (MI2); 

RPLAFSDAGPLLQFGGQVRLR_HLYTSG (M13); 

HPIPDSSPHVHYGGQVRLRHLYTSG (M14); 

RPLAFSDAGPHVHWGDPIRLRHLYTSG (M15); 

RPLAFSDAGPHVHWGDPIRLRHLYTSG (M16); 

RPLAFSDAGPHVGWGDPIRLRHLYTSG (M17); 

RPLAFSDAGPHYGWGDPIRLRHLYTSG (M18); 

RPLAFSDAGPVYGWGDPIRLRHLYTSG (M19); 

RPLAFSDAGPVIIGWGDPIRLRHLYTSG (M20); 

RPLAFSDAGPVHYWGDPIRLRHLYTSG (M21)1 

RPLAFSDAGPHVHGWGDPIRLRHLYTSG ( 	2); 

RPLAFSDAGPFILIGWGDPERLRHLYTSG 	3), 

RPLAFSDAGPIIIIYWGDPIRLRHLYT 	(M24); 

RPLAFSDAGPHVYWGDPIRLRHL TSG (M25); 

RPLAFSDSSPLVIIWGDPIRLRH 	TSG (M26); 

RPLAFSDSSPHVHWGDPIRL ',II 	YTSG (M22); 

RPLAFSDAGPHVWGD I .tRHLYTSG (M28); 

RPLAFSDAGPIDTHY C IP 	RHLYTSG (M29); 

RPLAFSDAGPHVH 	GDPIRLRHLYTSG (M30); 

RHPIPDSSPLLQF1AQVRLRHLYTSG (M31); 
id  

RHPIPDSSPLL FGDQVALRHLYTSG (M32); RHPIPDSSPLLQFGPQV 

RLRITLYTSc (M33); RIIPIPDSSPLLQFGGAVRLRHLYTSG (M34); 

RHPIPD 	• 	QFGGEVRLRHLYTSG (M35); 

RHPIPfO SSPLLQFGGNVRLRHLYTSG (M36); 

DSSPLLQFGGQARLRHLYTSG (M37); RFIPIPDSSPLLQFGGQIRLABLYTSG 

38); RHP1PDSSPLLQFGGQT RLRHLYTSG 

(M39);RHPIPDSSPLLQFGWGQPVRLAHLYTSG (M40); 

DAGPHVHYGWGDPIRLRHLYTSG (M74); VHYGWGDPIRLRHLYTSG (M75); 
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RLRHLYTSG (M77); or any of the foregoing peptide sequences wherein the amino 

terminal R residue is deleted. 

30.  The chimeric peptide sequence or peptide sequence of any of claims 1 to 3 or 6, wherein 

the N-terminus of the peptide sequence at comprises or consists of any of 

REIPIPDSSPLLQFGWGDPIRLRHLYTSG; RHPIPDSSPLLQWGDPIRLRHLYTSG; 

RPLAFSDAGPLLQFGWGDPIRLRHLYTSG; 

RHPIPDSSPHVHYGWGDP1RLRHLYTSG; 

RPLAFSDAGPLLQFGGQVRLRHLYTSG; RPIPIPDSSPEWHYGGQVRL ' 	TSG; 

RPLAFSDAGPHVHYGGDIRLRHLYTSG; RDSSPLLQFGGQVRLRHLY r G; 

RPLAFSDSSPLLQFGGQVRIREILYTSG; RHPIPDSSPLLQIIGAQ 	YTSG; 

REIPIPDSSPLLQFGDQVICRHLYTSG; RHP1PDSSPLLQFGPQVR 	YTSG; 

RHPIPDSSPLLQFGGAVRLRHLYTSG; RI-IPIPDSSPLLQFGGE '' RHLYTSG; 

RHPIPDSSPLLQFGGNVRLRHLYTSG; RHPIPDSSPLLQFG,  0ARLAHLYTSG; 

RHPIPDSSPLLQFGGQIRLRHLYTSG; RHIPIPDSSPLEQF 'GQTRLRHLYTSG; 

RHPIPDSSPLLQFGWGQPVRLRHLYTSG; or any of 	foregoing peptide sequences 

wherein the amino terminal R residue is deleted. 

31.  The chimeric peptide sequence or peptide segue 	of claims 29 or 30, wherein the 
t
. 

peptide sequence further comprises the additie 	of amino acid residues 30-194 of SEQ ID 

NO:99 [FGF19] at the C-terminus, resultir ' i 
ie 

n a chimeric polypeptide. 

32.  The chimeric peptide sequence or pe Ide sequence of any of claims 29 or 30, wherein the 

peptide sequence further comprise all or a portion of an FGF19 sequence set forth as: 

PHGLSSCFLR1RADGVVDC fi,  : GQSAHSLLELKAVALRTVAIKGVHSVRYLCMGA 

DGICMQGLLQYSEEDC' EEIRPDGYNVYRSEKHRLPVSLSSAKQRQLYKNRGF 

LPLSHFLPMLPMVPE EDLRGHLESDMESSPLETDSMDPFGLVTGLEAVRSPSFE 

K positioned at the Ct  erminus of the peptide, or wherein the amino terminal "R" residue 

is deleted from th7 eptide. 

33.  A subsequ 	e of a chimeric peptide sequence or peptide sequence of any of claims 1 to 3 

or 6, w 	ein the subsequence has at least one amino acid deletion. 

34 e subsequence of claim 33, wherein the subsequence has I, 2, 3, 4, 5, 6, 7, 8, 9, 10, 11, 

2, 13, 14, 15, 16, 17, 18, 19, 20 or more amino acid deletions from the amino terminus, 

the carboxy-terminus or internally. 
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35.  The peptide sequence of claim 6, wherein the reference or wild type FGF19 sequence is 

set forth as: 

RPLAFSDAGPHVHYGWGDPIRLRHLYTSGPHGLSSCFLRIRADGVVDCARGQSA 

HSLLEIICAVALRTVAIKGVHSVRYLCMGADGKMQOLLQYSEEDCAFEEEIRPDG 

YNVYRSEKHRLPVSLSSAKQRQLYICNRGELPLSHFLPMLPMVPEEPEDLRGHLES 

DMFSSPLETDSMDPFGLVTGLEAVRSPSFEK (SEQ ID NO:99). 

36.  The peptide sequence of claim 6, wherein the reference or wild type FGF21 sequ 	e is 

set forth as: 

RHPIPDSSPLLQFGGQVRQRYLYTDDAQQTEAHLEIREDGTVGGA ' • S ESLLQ 

LKALKPGVIQILGVKTSRFLCQRPDGALYGSLHFDPEACSFRELL 	DGYNVYQS 

EAHOLPLHLPONKSPHRDPAPRGPARFLPLPGLPPALPEPPG 	PQPPDVGSSDPL 

SMVGPSQGRSPSYAS (SEQ ID NO:100). 

37.  The chimeric peptide sequence or peptide sequence of any 	c aims 1 to 3 or 6, wherein 

the N-terminal region first amino acid position is a "M" 	due, an "R" residue, a "S" 

residue, a "H" residue, a "P" residue, a "L" residue ofin "D" residue, or wherein the 
4 

peptide sequence does not have a "M" residue or 	R" residue at the first amino acid 

position of the N-terminal region. 

38.  The chimeric peptide sequence or peptide equence of any of claims 1 to 3 or 6, wherein 

the N-terminal region comprises any o e of the following sequences: MDSSPL, 

MSDSSPL, SDSSPL, MSSPL or S 	L.  

39.  The chimeric peptide sequenc or peptide sequence of any of claims 1 to 3 or 6, wherein 

the peptide sequence has 	aced hepatocellular carcinoma (HCC) formation compared to 

FGF19, or an FGF 19 v iant sequence having any of GQV, GDI, WGPI, WGDPV, / 
WGDI, GDPI, GPISGQPI, WGAPI, AGDPI, WADPI, WODAT, WGDPA, WDPI, 

WGDI, WGDP gFGDPI substituted for the WGDPI sequence at amino acids 16-20 of 

FGF19. 	41/  

40.  The chi 	ic peptide sequence or peptide sequence of any of claims 1 to 3 or 6, wherein 

the p 	ide sequence has greater glucose lowering activity compared to FGF19, or an 

F 	19 variant sequence having any of GQV, GDI, WON, WGDPV, WGDI, GDP1, GPI, 

, * GQPI, WGAPI, AGDPI, WADPI, WGDAI, WGDPA, WDPI, WGDI, WGDP or 

FGDPI substituted for the WGDPI sequence at amino acids 16-20 of FGF19. 
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41.  The chimeric peptide sequence or peptide sequence of any of claims Ito 3 or 6, wherein 

the peptide sequence has less lipid increasing activity compared to FGF19, or an FGF 19 

variant sequence having any of GQV, GDI, WGPI, WGDPV, WGDI, GDPI, GPI, 

WGQPI, WGAPI, AGDPI, WADPI, WGDAI, WGDPA, WDPI, WGDI, WGDP or 

FGDPI substituted for the WGDPI sequence at amino acids 16-20 of FGF19. 

42.  The chimeric peptide sequence or peptide sequence of any of claims 1 to 3 or 6, where 1 

the peptide sequence has less triglyceride, cholesterol, non-HDL or IIDL increasing 

activity compared to FGF19, or an FGF 19 variant sequence having any of GQV 	DI, 

WGPI, WGDPV, WGDI, GDPI, GPI, WGQPI, WGAPI, AGDPI, WADPI, W `DA I, 

WGDPA, WDPI, WGDI, WGDP or FGDPI substituted for the WGDPI se. ence at 

amino acids 16-20 of FGF19. 

43.  The chimeric peptide sequence or peptide sequence of any of clai 	3 or 6, wherein 

the peptide sequence has less lean mass reducing activity co 	ed to FGF21. 

44.  The chimeric peptide sequence or peptide sequence of 	o claims 39 to 43, wherein the 

hepatocellular carcinoma (HCC) formation, glucose I 	mg activity, lipid increasing 

activity, or lean mass reducing activity is ascertain; dlin a db/db mouse. 

45.  The chimeric peptide sequence or peptide se 	nce of any of claims 1 to 3 or 6, wherein 

the peptide sequence binds to fibroblast gra, 	h factor receptor 4 (FGFR4) or activates 

FGFR4, or does not detectably bind toff roblast growth factor receptor 4 (FGFR4) or 

activate FGFR4. 

46.  The chimeric peptide sequenc e or peptide sequence of any of claims 1 to 3 or 6, wherein 

the peptide sequence binds/FGFR4 with an affinity less than, comparable to or greater 

than FGF19 binding a 	y for FGFR4. 

47.  The chimeric pepOe sequence or peptide sequence of any of claims 1 to 3 or 6, wherein 

the peptide seq 	nee activates FG1R4 to an extent or amount less than, comparable to or 

greater than 	GFI9 activates FGFR4. 

48.  The c s  eric peptide sequence or peptide sequence of any of claims 1 to 3 or 6, wherein 

the zW ptide sequence has 1, 2, 3, 4, 5, 6, 7, 8, 9 or 10 amino acid substitutions, deletions 

tti se ons. 
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49.  The chimeric peptide sequence or peptide sequence of claim 48, wherein the amino acid deletions 

are at the N- or C-tenninus, or internal. 

50.  The chimeric peptide sequence or peptide sequence of claim 48, wherein the amino acid 

substitution, or deletion is at any of amino acid positions 8-20 of FGF19 (AGPHVHYGW' 	PI). 

51.  The chimeric peptide sequence or peptide sequence of any of claims 1 to 3 or 6, when n the 

peptide sequence comprises one or more L-amino acids, D-amino acids, non-nat 	ly occurring 

amino acids, or amino acid mimetic, derivative or analogue. 

52.  A composition, comprising the chimeric peptide sequence or peptide se 	nce of any of claims 

to 51. 

53.  A pharmaceutical composition, comprising the chimeric peptide 	quence or peptide sequence of 

any of claims 1 to 51. 

54.  A pharmaceutical composition, comprising the chimer eptide sequence or peptide sequence of 

any of claims I to 51, and a glucose lowering agent 

55.  The chimeric peptide sequence or peptide sequ 	ce of any of claims 1 to 51, wherein he peptide 

sequence is isolated or purified. 

56.  A nucleic acid molecule encoding the g imeric peptide sequence or peptide sequence of any of 

claims 1 to 51. 

57.  The nucleic acid molecule of 	aim 56, further comprising an expression control element in 

operable linkage that con 	expression of the nucleic acid molecule encoding the peptide in 

vitro, in a cell or in vivit • 

58.  A vector compris 09  the nucleic acid molecule of claims 56 or 57. 

59.  The vector o 	aim 58, wherein the vector comprises a viral vector. 

60.  A trans 1 	ed or host cell that expresses the chimeric peptide sequence or peptide, sequence of 

any 	cldins 1 to 51. 

1 
61.  ,,,4 se of a chimeric peptide sequence or peptide sequence of any of claims 1 to 51 

80 

BD la 



in the manufacture of a medicament for treating a subject having, or at risk of having, a disease 
or disorder treatable by the chimeric peptide sequence or peptide sequence. 

62.  The use of claim 61, wherein the disease or disorder comprises a hyperglycemic condition, 
insulin resistance, hyperinsulinemia, glucose intolerance or metabolic syndrome. 

63.  The use of claim 62, wherein the hyperglycemic condition comprises diabetes. 

64.  The use of claim 62, wherein the hyperglycemic condition comprises insulin-depe k  ent (type I) 
diabetes, type II diabetes, or gestational diabetes. 

65.  The use of claim 61, wherein the disorder comprises obesity or an undesira 	body mass. 

66.  Use of a chimeric peptide sequence or peptide sequence of any of clai 	1 to 51 in the 
manufacture of a medicament for improving glucose metabolism in 	ubject in need thereof 

67.  The use of claim 63, wherein the subject has a fasting plasma g 	ose level greater than 100 
mg/d1 or has a hemoglobin Al c (HbAl c) level above 6%. 

68.  The use of claims 63 or 67, wherein the medicament resu, 	in reduced glucose levels, increased 
insulin sensitivity, reduced insulin resistance, reduced 	ucagon, an improvement in glucose 
tolerance, or glucose metabolism or homeostasis, 	oved pancreatic function, a reduced 
triglyceride, cholesterol, IDL, LDL or VLDL lever , a decrease in blood pressure, a decrease in 
intimal thickening of the blood vessel, or a dee; ftse in body mass or weight gain. 

69.  An in vitro method for identifying a peptide sequence having glucose lowering activity without 
substantial hepatocellular carcinoma (H t°'") activity, comprising: 
a) providing a candidate peptide sequoi e; 

b) measuring glucose levels in a 	ple obtained of an animal after administration of the 
candidate peptide sequence, o 	ermine if the candidate peptide sequence reduces glucose 
levels; and 
c) analyzing the candida,peptide sequence for induction of HCC in the animal, or expression of 
a marker correlating 	HCC activity, wherein a candidate peptide having glucose lowering 
activity and not subs, ntial HCC activity thereby identifies the 
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4.  

5.  

6.  

candidate peptide sequence as a peptide sequence having glucose lowering activity without 

substantial hepatocellular carcinoma (HCC) activity. 

The method of claim 69, wherein the test animal is a db/db mouse. 

The method of claim 69, further comprising assessing a hepatic tissue sample obtained • am the 

test animal to determine whether the candidate peptide sequence exhibits evidence o 	educing 

HCC. 

The method of claim 69, wherein the marker correlating with HCC activity • .mprises lipid 

profile, and wherein less lipid increasing activity compared to FGF19 in• 	ates the peptide does 

not have substantial HCC activity. 

The method of claim 69, wherein the marker correlating with H • 	activity comprises aldo-keto 

reductase gene expression, and wherein up-regulating or incr 	ing aldo-keto reductase gene 

expression compared to FGF19 indicates that the peptide , I ' 	not have substantial HCC activity. 

The method of claim 69, wherein the marker indicat 	of HCC activity comprises Slcl a2 gene 

expression, and wherein down-regulating or deer 	sing SIcla2 gene expression compared to 

FGF21 indicates that the peptide does not hav 	substantial HCC activity. 

70.  

71.  
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13370-003-055_Sequence Listing 
SEQUENCE LISTING 

<110> 	NGM Biopharmaceuticals, Inc. 
LING, 	LEI 
LINDHOUT, DARRIN A. 

<120> 	Compositions, 	Uses and Methods for Treatment of Metabolic 
Disorders and Diseases 

<130> 	MX/a/2013/013833 

<140> 	PCT/US2012/045087 
<141> 	2012-06-29 

<150> 	61/504,128 
<151> 	2011-07-01 

<150> 	61/515,126 
<151> 	2011-08-04 

<160> 	168 

<170> 	Patentin version 3.5 

<210> 	1 
<211> 	194 
<212> 	PRT 
<213> 	Homo sapiens / 

<400> 	1 

Arg Pro Leu Ala Phe Ser Asp Ala Ser Pro His Val His Tyr Gly Trp 
1 5 10 15 

Gly Asp Pro Ile Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly 
20 25 30 

Leu Ser ser Cys Phe Leu Arg Ile Arg Ala Asp Gly val val Asp Cys 
35 40 45 

Ala Arg Gly Gln Ser Ala His ser Leu Leu Glu Ile Lys Ala val Ala 
50 55 60 

Leu Arg Thr val Ala Ile Lys Gly val His ser Val Arg Tyr Leu Cys 
65 70 75 80 

Met Gly Ala Asp Gly Lys met Gln Gly Leu Leu Gln Tyr Ser Glu Glu 
85 90 95 

Asp Cys Ala Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn Val Tyr 
100 105 110 

Arg Ser Glu Lys His Arg Leu Pro Val Ser Leu Ser Ser Ala Lys Gln 
115 120 125 
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13370-003-055_Seguence Listing 
Arg Gln Leu Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu 

130 135 140 

Pro Met Leu Pro Met Val Pro Glu Glu Pro Glu Asp Leu Arg Gly His 
145 150 155 160 

Leu Glu Ser Asp Met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp 
165 170 175 

Pro Phe Gly Leu val Thr Gly Leu Glu Ala Val Arg Ser Pro Ser Phe 
180 185 190 

Glu Lys 

<210> 	2 
<211> 	194 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	2 

Arg Pro Leu Ala Phe Ser Asp Ser Ser Pro Leu Val His Tyr Gly Irp 
1 	 5 10 15 

Gly Asp Pro Ile Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly 
20 25 30 

Leu Ser S35er  Cys Phe Leu Arg Ile
40  

Arg Ala Asp Gly Val val Asp Cys 
45 

Ala Arg Gly Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala Val Ala 
50 55 60 

Leu Arg Thr Val Ala Ile Lys Gly Val His Ser val Arg Tyr Leu Cys 
65 70 75 80 

Met Gly Ala Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu 
85 90 95 

Asp Cys Ala Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn Val Tyr 
100 105 110 

Arg Ser Glu Lys His Arg Leu Pro Val Ser Leu Ser Ser Ala Lys Gln 
115 120 125 

Arg Gln Leu Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu 
130 135 140 
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13370-003-055_Sequence Listing 
Pro Met Leu Pro Met Val Pro Glu Glu Pro Glu Asp Leu Arg Gly His 
145 150 155 160 

Leu Glu Ser Asp Met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp 
165 170 175 

Pro Phe Gly Leu Val Thr Gly Leu Glu Ala val Arg Ser Pro Ser Phe 
180 185 190 

Glu Lys 

<210> 	3 
<211> 	194 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	3 

Arg Pro Leu Ala 
S
he Ser Asp Ala Gly P His val His Tyr Gly Trp 

1 	 5 10
ro 

15 

Gly Asp Pro Ile Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly 
20 25 30 

Leu Ser Ser Cys Phe Leu Arg Ile Arg Ala Asp Gly val Val Asp Cys 
35 40 45 

Ala Arg Gly Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala val Ala 
50 55 60 

Leu Arg Thr val Ala Ile Lys Gly val His Ser val Arg Tyr Leu Cys 
65 70 75 80 

Met Gly Ala Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu 
85 90 95 

Asp. Cys Ala Phe Glu Glu Glu ile Leu Glu Asp Gly Tyr Asn Val Tyr 
100 105 110 

Arg Ser Glu Lys His Arg Leu Pro Val Ser Leu Ser Ser Ala Lys Gln 
115 120 125 

Arg Gln Leu Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu 
130 135 140 

Pro Met Leu Pro met Val Pro Glu Glu Pro Glu Asp Leu Arg Gly His 
145 150 155 160 
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Leu Glu Ser Asp Met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp 

165 170 175 

Pro Phe Gly Leu val Thr Gly Leu Glu Ala val Arg Ser Pro Ser Phe 
180 185 190 

Glu Lys 

<210> 	4 
<211> 	194 
<212> 	PRT 
<213> 	HOMO sapiens 

<400> 	4 

Arg Pro Leu Ala Phe Ser Asp Ala Gly Pro His val HiS Tyr Ala Trp 
1 	 5 10 15 

Gly Asp Pro Ile Arg Leu Arg HiS Leu Tyr Thr Ser Gly Pro His Gly 
20 25 30 

Leu Ser Ser Cys Phe Leu Arg Ile Arg Ala Asp Gly val val Asp Cys 
35 40 45 

Ala Arg Gly Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala val Ala 
50 55 60 

Leu Arg Thr val Ala Ile Lys Gly val HiS ser val Arg Tyr Leu Cys 
65 70 75 80 

Met Gly Ala Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu 
85 90 95 

Asp Cys Ala Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn Val Tyr 
100 105 110 

Arg Ser Glu Lys His Arg Leu Pro Val Ser Leu Ser Ser Ala Lys Gln 
115 120 125 

Arg Gln Leu Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu 
130 135 140 

Pro Met Leu Pro Met Val Pro Glu Glu Pro Glu Asp Leu Arg Gly His 
145 150 155 160 

Leu Glu ser Asp met Phe ser Ser Pro Leu Glu Thr Asp Ser met Asp 
165 170 175 
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Pro Phe Gly Leu Val Thr Gly Leu Glu Ala Val Arg Ser Pro Ser Phe 

180 	 185 	 190 

Glu Lys 

<210> 5 
<211> 191 
<212> PRT 
<213> Homo sapiens 

<400> 5 

Arg His Pro Ile Pro Asp Ser Ser Pro Leu Leu Gln Phe Gly Gly Gln 
1 5 10 15 

Val Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu Ser Ser 
20 25 30 

Cys Phe Leu Arg Ile Arg Ala Asp Gly val val Asp Cys Ala Arg Gly 
35 40 45 

Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala Val Ala Leu Arg Thr 
50 55 60 

Val Ala ile Lys Gly Val His Ser val Arg Tyr Leu Cys Met Gly Ala 
65 70 75 80 

Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys Ala 
85 90 95 

Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn Val Tyr Arg Ser Glu 
100 105 110 

Lys His Arg Leu Pro Val Ser Leu Ser Ser Ala Lys Gln Arg Gln Leu 
115 120 125 

Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro Met Leu 
130 135 140 

Pro Met val Pro Glu Glu Pro Glu Asp Leu Arg Gly His Lela Glu Ser 
145 150 155 160 

Asp Met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp Pro Phe Gly 
165 170 175 

Leu Val Thr Gly Leu Glu Ala val Arg Ser Pro Ser Phe Glu Lys 
180 185 190 
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13370-003-055_Sequence Listing 
<210> 6 
<211> 187 
<212> PRT 
<213> Homo sapiens 

<400> 6 

Arg Asp Ser ser Pro Leu Leu Gln Phe Gly Gly Gln val Arg Arg 
1 5 10 

Leu 

His Leu Tyr Thr Ser Gly Pro His Gly Leu Ser Ser Cys Phe Leu Arg 
20 25 30 

Ile Arg Ala Asp Gly val Val Asp Cys Ala Arg Gly Gln Ser Ala His 
35 40 45 

Ser Leu Leu Glu Ile Lys Ala Val Ala Leu Arg Thr val Ala Ile Lys 
50 55 60 

Gly val His Ser val Arg Tyr Leu cys Met. Gly Ala Asp Gly Lys met 
65 70 75 80 

Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys Ala Phe Glu Glu Glu 
85 90 95 

Ile Arg Pro Asp Gly Tyr Asn val Tyr Arg Ser Glu Lys His Arg Leu 
100 105 110 

Pro Val Ser Leu Ser Ser Ala Lys Gln Arg Gln Leu Tyr Lys Asn Arg 
115 120 125 

Gly Phe Leu Pro Leu Ser His Phe Leu Pro Met Leu Pro Met val Pro 
130 135 140 

Glu Glu Pro Glu Asp Leu Arg Gly His Leu Glu Ser Asp Met Phe Ser 
145 150 155 160 

Ser Pro Leu Glu Thr Asp Ser Met Asp Pro Phe Gly Leu val Thr Gly 
165 170 175 

Leu Glu Ala Val Arg Ser Pro Ser Phe Glu Lys 
180 185 

<210> 7 
<211> 192 
<212> PRT 
<213> HOMO sapiens 

<400> 7 

Arg Pro Leu Ala Phe Ser Asp Ser Ser Pro Leu Leu Gln Phe Gly Gly 
Page 6 
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1 	 5 10 	 15 

Gln Val Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu Ser 
20 25 30 

Ser Cys Phe Leu Arg Ile Arg Ala Asp Gly Val Val Asp Cys Ala Arg 
35 40 45 

Gly Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala Val Ala Leu Arg 
50 55 60 

Thr Val Ala Ile Lys Gly val His Ser Val Arg Tyr Leu Cys Met Gly 
65 70 75 80 

Ala Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys 
85 90 95 

Ala Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn Val Tyr Arg Ser 
100 105 110 

Glu Lys His Arg Leu Pro Val Ser Leu Ser Ser Ala Lys Gln Arg dln 
115 120 125 

Leu Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro Met 
130 135 140 

Leu Pro Met Val 	Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu Glu 
145 150 155 160 

Ser Asp Met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp Pro Phe 
165 170 175 

Gly Leu Val Thr Gly Leu Glu Ala Val Arg Ser Pro Ser Phe Glu Lys 
180 185 190 

<210> 	8 
<211> 	191 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	8 

Arg His Pro Ile Pro Asp Ser Ser Pro Leu Leu Gln Trp Gly Asp Pro 
1 	 5 10 15 

Ile Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu Ser Ser 
20 25 30 

Cys Phe Leu Arg Ile Arg Ala Asp Gly Val val Asp Cys Ala Arg Gly 
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35 40 	 45 

Gln ser Ala His ser Leu Leu Glu Ile Lys Ala Val Ala Leu Arg Thr 
50 55 60 

val Ala Ile Lys Gly val His Ser val Arg Tyr Leu Cys Met Gly Ala 
65 70 75 80 

Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys Ala 
85 90 95 

Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn Val Tyr Arg Ser Glu 
100 105 110 

Lys His Arg Leu Pro val Ser Leu Ser Ser Ala Lys Gln Arg Gln Leu 
115 120 125 

Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro Met Leu 
130 135 140 

Pro Met Val 	Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu Glu seer 
145 150 155 160 

Asp Met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp Pro Phe Gly 
165 170 175 

Leu Val Thr Gly Leu Glu Ala Val Arg Ser Pro Ser Phe Glu Lys 
180 185 190 

<210> 	9 
<211> 	193 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	9 

Arg His Pro Ile Pro Asp Ser ser Pro Leu Leu Gln Phe Gly Trp Gly 
1 	 5 10 15 

Asp Pro Ile Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu 
20 25 30 

Ser Ser cys
5 	

Phe Leu Arg Ile Arg Ala Asp Gly Val Val Asp Cys Ala 
30 4 45 

Arg Gly Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala val Ala Leu 
50 55 60 

Arg Thr val Ala Ile Lys Gly Val His ser Val Arg Tyr Leu Cys Met 
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13370-003-055_Sequence Listing 
65 70 75 80 

Gly Ala Asp Gly Lys met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp 
85 90 95 

Cys Ala Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn Val Tyr Arg 
100 105 110 

Ser Glu Lys His Arg Leu Pro Val Ser Leu Ser Ser Ala Lys Gln Arg 
115 120 125 

Gln Leu Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro 
130 135 140  

Met Leu Pro met Val Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu 
145 150 155 160 

Glu Ser Asp Met Phe Ser Ser Pro Leu Glu Thr Asp Ser met Asp Pro 
165 170 175 

Phe Gly Leu val Thr Gly Leu Glu Ala Val Arg Ser Pro Ser Phe Glu 
180 185 190 

Lys 

<210> 	10 
<211> 	193 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	10 

Arg HisPoIePro Asp Ser Ser Pro His Val His Tyr Gly Trp Gly 
1 	 5 10 15 

Asp Pro Ile Arg. Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu 
20 25 30 

Ser Ser Cys Phe Leu Arg Ile Arg Ala Asp Gly Val Val Asp Cys Ala 
35 40 45 

Arg Gly Gin Ser Ala His Ser Leu Leu Glu Ile Lys Ala Val Ala Leu 
50 55 60 

Arg Thr Val Ala Ile Lys Gly Val His Ser Val Arg Tyr Leu Cys Met 
65 70 75 80 

Gly Ala Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp 
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85 90 	 95 

Cys Ala Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn Val Tyr Arg 
100 105 110 

Ser Glu Lys His Arg 
115 

Leu Pro Val 
120 

Ser Leu Ser Ser Ala 
125 

Lys,  Gln Arg 

Gln Leu Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro 
130 135 140 

Met Leu Pro Met Val Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu 
145 150 155 160 

Glu Ser Asp met Phe Ser Ser Pro Leu Glu Thr Asp Ser met Asp Pro 
165 170 175 

Phe Gly Leu Val Thr Gly Leta Glu Ala Val Arg Ser Pro Ser Phe Glu 
180 185 190 

Lys 

<210> 	11 
<211> 	192 
<212> 	PRT 
<213> 	HOMO sapiens 

<400> 	11 

Arg Pro Leu Ala Phe Ser Asp Ala Gly Pro Leu Leu Gln Trp Gly Asp 
1 	 5 10 15 

Pro Ile Arg Lein Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu Ser 
20 25 30 

Ser Cys Phe Leu Arg Ile Arg Ala Asp Gly Val val Asp Cys Ala Arg 
35 40 45 

Gly Gln Ser Ala His Ser Leu Leta Glu Ile Lys Ala Val Ala Leu Arg 
50 55 60 

Thr Val Ala Ile Lys Gly Val His Ser Val Arg Tyr Leu Cys Met Gly 
65 70 75 80 

Ala Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys 
85 90 95 

Ala Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn Val Tyr Arg Ser 
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100 105 	 110 

Glu Lys HiS Arg Leu Pro val Ser Leu Ser Ser Ala Lys Gln Arg Gln 
115 120 125 

Leu Tyr Lys'Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro Met 
130 135 140 

Leu Pro Met Val 	Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu Glu 
145 150 155 160 

Ser Asp Met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp Pro Phe 
165 170 175 

Gly Lett Val Thr Gly Leu Glu Ala val Arg Ser Pro. Ser Phe Glu Lys 
180 185 190 

<210> 	12 
<211> 	194 
<212> 	PRT 
<213> 	HOMO sapiens 

<400> 	12 

Arg Pro Leu Ala Phe Ser Asp Ala Gly Pro Leu Leu Gln Phe Gly Trp 
1 	 5 10 15 

Gly Asp Pro Ile Arg Leu Arg His Leu Tyr. Thr Ser Gly Pro Hi s Gly 
20 25 30 

Leu Ser Ser Cys Phe Leu Arg Ile Arg Ala Asp Gly val Val Asp Cys 
35 40 45 

Ala Arg Gly Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala val Ala 
50 55 60 

Leu Arg Thr Val Ala Ile Lys Gly Val His Ser val Arg Tyr Leu Cys 
65 70 75 80 

Met Gly Ala Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu 
85 90 95 

Asp Cys Ala Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn val Tyr 
100 105 110 

Arg Ser Glu Lys His Arg Leu Pro Val Ser Leu Ser Ser Ala Lys Gln 
115 120 125 

Arg Gln Leu Tyr Lys Asn Arg Gly Phe Leu Pro 	Leta ser His Phe Leu 
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13370-003-055_sequebce Listing 
130 135 	 140 

Pro Met Leu Pro Met Val Pro Glu Glu Pro Glu Asp Leu Arg Gly His 
145 150 155 160 

Leu Glu Ser Asp Met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp 
165 170 175 

Pro Phe Gly Leu Val Thr Gly Leu Glu Ala val Arg Ser Pro Ser Phe 
180 185 190 

Glu Lys 

<210> 	13 
<211> 	192 
<212> 	PRT 
<213> 	HOMO sapiens 

<400> 	13 

Arg Pro Leu Ala Phe Ser Asp Ala Gly Pro Leu Leu Gln Phe Gly Gly 
1 	 5 10 15 

Gln val Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu Ser 
20 25 30 

Ser Cys Phe Leu Arg Ile Arg Ala Asp Gly Val val Asp cys Ala Arg 
35 40 45 

Gly Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala Val Ala Leu. Arg 
50 55 60 

Thr val Ala Ile Lys Gly Val His Ser val Arg Tyr Leu Cys Met Gly 
65 70 75 80 

Ala Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys 
85 90 95 

Ala Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn val Tyr Arg Ser 
100 105 110 

Glu Lys His Arg Leu Pro val Ser Leu Ser Ser Ala Lys Gln Arg Gln 
115 120 125 

Leu Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro Met 
130 135 140 

Leu Pro Met val 	Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu Glu 
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145 150 155 160 

Ser Asp Met Phe Ser ser Pro Leu Glu Thr Asp Ser Met Asp Pro Phe 
165 170 175 

Gly Leu val Thr Gly Leu Glu Ala. Val Arg Ser Pro Ser Phe Glu Lys 
180 185 190 

<210> 	14 
<211> 	191 
<212> 	PRT 
<213> 	HOMO sapiens 

<400> 	14 

Arg His Pro Ile Pro Asp Ser Ser Pro His Val His Tyr Gly Gly Gln 
1 	 5 10 15 

Val Arg Leu. Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu ser Ser 
20 25 30 

Cys Phe Leu Arg Ile Arg Ala Asp Gly val val Asp Cys Ala Arg G,ly 
35 40 45 

Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala Val Ala Leu Arg Thr 
50 55 60 

Val Ala Ile Lys Gly val His Ser Val Arg Tyr Leu Cys Met Gly Ala 
65 70 75 80 

Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys Ala 
85 90 95 

Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn val Tyr Arg Ser Glu 
100 105 110 

Lys His Arg Leu Pro val Ser Leu Ser ser Ala Lys Gln Arg Gln Leu 
115 120 125 

Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro Met Leu 
130 135 140 

Pro Met Val 	Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu Glu Ser 
145 150 155 160 

Asp Met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp Pro Phe Gly 
165 170 175 

Leu val Thr Gly Leu Glu Ala Val Arg Ser Pro Ser Phe Glu Lys 
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180 185 	 190 

<210> 	15 
<211> 	192 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	15 

Arg Pro Leu Ala she Ser Asp Ala Gly 1P0ro  His Val His Trp Gly Asp 
15 

Pro Ile Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu Ser 
20 25 30 

Ser Cys Phe Leu Arg Ile Arg Ala Asp Gly Val val Asp Cys Ala Arg 
35 40 45 

Gly Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala val Ala Leu Arg 
50 55 60 

Thr val Ala Ile Lys Gly val 	His Ser val Arg Tyr Leu Cys Met Gly 
65 70 75 80 

Ala Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr ser Glu Glu Asp Cys 
85 90 95 

Ala Phe Glu Glu Glu Ile Arg Pro Asp Gly. Tyr Asn val Tyr Arg Ser 
100 105 110 

Glu Lys His Arg Leu Pro Val 	Ser Leu Ser Ser Ala Lys Gln Arg Gln 
115 120 125 

Leu Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro Met 
130 135 140 

Leu Pro Met val Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu Glu 
145 150 155 160 

Ser Asp Met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp Pro Phe 
165 170 175 

Gly Leu val Thr Gly Leu Glu Ala Val Arg Ser Pro Ser Phe Glu Lys 
180 185 190 

<210> 	16 
<211> 	192 
<212> 	PRT 
<213> 	Homo sapiens 
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<400> 16 

0 1 
Arg Pro Leu Ala She Ser Asp Ala Gly 

1
Pro His Val His Trp Gly Asp 

15 

Pro Ile Arg Leu Arg HiS Leu Tyr Thr Ser Gly Pro His Gly Leu Ser 
20 	 25 	 30 

Ser Cys Phe Leu Arg Ile Arg Ala Asp Gly val val Asp Cys Ala Arg 
35 	 40 	 45 

Gly Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala Val Ala Leu Arg 
50 	 55 	 60 

Thr val Ala Ile Lys Gly val HiS Ser val Arg Tyr Leu Cys Met Gly 
65 70 75 80 

Ala Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys 
85 90 95 

Ala Phe Glu Glu Glu ile Arg Pro Asp Gly Tyr Asn val Tyr Arg Ser 
100 105 110 

Glu Lys His Arg Leu Pro val ser Leu Ser Ser Ala Lys Gln Arg Gln 
115 120 125 

Leu Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro Met 
130 135 140 

Leu Pro Met Val Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu Glu 
145 150 155 160 

Ser Asp Met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp Pro Phe 
165 170 175 

Gly Leu val Thr Gly Leu Glu Ala val Arg Ser Pro Ser Phe Glu Lys 
180 185 190 

<210> 17 
<211> 192 
<212> PRT 
<213> HOMO sapiens 

<400> 17 

Arg Pro Leu Ala 
S
he Ser Asp Ala Gly His Val Gly Trp Gly Asp 

1 5 
Poo 

15 

Pro ile Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu Ser 
20 25 30 
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Ser Cys Phe Leu Arg Ile Arg Ala Asp Gly Val val Asp Cys Ala Arg 
35 40 45 

Gly Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala Val Ala Leu Arg 
50 55 60 

Thr Val Ala Ile Lys Gly val His ser val Arg Tyr Leu Cys Met Gly 
65 70 75 80 

Ala Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys 
85 90 95 

Ala Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn Val Tyr Arg Ser 
100 105 110 

Glu Lys His Arg Leu Pro val Ser Leu Ser Ser Ala Lys Gln Arg Gln 
115 120 125 

Leu Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro Met 
130 135 140 

Leu Pro Met Val 	Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu Glu 
145 150 155 160 

Ser Asp Met Phe Ser Ser Pro Leu Glu Thr. Asp Ser Met Asp Pro Phe 
165 170 175 

Gly Leu val. Thr Gly Leu Glu Ala val Arg Ser Pro Ser Phe Glu Lys 
180 185 190 

<210> 	18 
<211> 	192 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	18 

Arg Pro Leu Ala 
S
he ser Asp Ala Gly 1P0ro  His Tyr Gly Trp sly Asp 

5 15 

Pro Ile Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu Ser 
20 25 30 

Ser Cys Phe Leu Arg Ile Arg Ala Asp Gly val val Asp Cys Ala Arg 
35 40 45 

Gly Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala Val Ala Leu Arg 
50 55 60 
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Thr Val Ala Ile Lys Gly val His Ser val Arg Tyr Leu Cys Met Gly 
65 70 75 80 

Ala Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys 
85 90 95 

Ala Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn val Tyr Arg Ser 
100 105 110 

Glu Lys His Arg Leu Pro val Ser Leu Ser Ser Ala Lys Gln Arg Gln 
115 120 125 

Leu Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro Met 
130 135 140 

Leu Pro Met Val 	Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu Glu 
145 150 155 160 

Ser Asp met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp Pro phe 
165 170 175 ' 

Gly Leu Val Thr Gly Leu Glu Ala Val Arg Ser Pro Ser Phe Glu Lys 
180 185 190 

<210> 	19 
<211> 	192 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	19 

Arg Pro Leu Ala Phe Ser Asp Ala Gly Pro Val Tyr Gly Trp Gly Asp 
1 	 5 10 15 

Pro Ile Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu Ser 
20 25 30 

ser Cys Phe Leu Arg Ile Arg Ala Asp Gly Val Val Asp Cys Ala Arg 
35 40 45 

Gly Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala Val Ala Leu Arg 
50 55 60 

Thr val Ala Ile Lys Gly val His Ser Val Arg Tyr Leu Cys Met Gly 
65 70 75 80 

Ala Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys 
85 90 95 
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Ala Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn val Tyr Arg Ser 
100 105 110 

Glu Lys His Arg Leu Pro Val Ser Leu Ser Ser Ala Lys Gln Arg Gln 
115 120 125 

Leu Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro Met 
130 135 140 

Leu Pro Met Val 	Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu Glu 
145 150 155 160 

Ser Asp Met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp Pro Phe 
165 170 175 

Gly Leu Val Thr Gly Leu Glu Ala Val Arg Ser Pro Ser Phe Glu Lys 
180 185 190 

<210> 	20 
<211> 	192  

<212> 	PRT 
<213> 	Homo sapiens 

<400> 	20 

Arg Pro Leu Ala Phe Ser Asp Ala Gly Pro val 	His Gly Trp Gly Asp 
1 	 5 10 15 

Pro Ile Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu Ser 
20 25 30 

Ser Cys Phe Leu Arg Ile Arg Ala Asp Gly val Val Asp Cys Ala Arg 
35 40 45 

Gly Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala Val Ala Leu Arg 
50 55 60 

Thr Val Ala Ile Lys Gly Val His Ser Val Arg Tyr Leu Cys Met Gly 
65 70 75 80 

Ala Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys 
85 90 95 

Ala Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn Val Tyr Arg ser 
100 105 110 

Glu Lys His Arg Leu Pro val ser Leu Ser Ser Ala Lys Gln Arg Gln 
115 120 125 
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Leu Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro Met 
130 135 140 

Leu Pro Met Val Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu Glu 
145 150 155 160 

Ser Asp Met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp Pro Phe 
165 170 175 

Gly Leu val Thr Gly Leu Glu Ala Val Arg Ser Pro Ser Phe Glu Lys 
180 185 190 

<210> 	21 
<211> 	192 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	21 

Arg Pro Leu Ala 
S
he Ser Asp Ala Gly Val His Tyr T p Gly Asp 

1 	 5 
Pro 

1 5 
/ 

Pro Ile Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu Ser 
20 25 30 

Ser Cys Phe Leu Arg Ile Arg Ala Asp Gly Val Val Asp Cys Ala Arg 
35 40 45 

Gly Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala val Ala Leu Arg 
50 55 60 

Thr Val Ala Ile Lys Gly val His Ser val Arg Tyr Leu Cys Met Gly 
65 70 75 80 

Ala Asp Gly Lys met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys 
85 90 95 

Ala Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn Val Tyr Arg Ser 
100 105 110 

Glu Lys His Arg Leu Pro val Ser Leu Ser Ser Ala Lys Gln Arg Gln 
115 120 125 

Leu Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro Met 
130 135 140 

Leu Pro Met Val 	Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu Glu 
145 150 155 160 
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Ser Asp met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp Pro Phe 
165 170 175 

Gly Leu Val Thr Gly Leu Glu Ala Val Arg ser Pro Ser Phe Glu Lys 
180 185 190 

<210> 22 
<211> 193 
<212> PRT 
<213> Homo sapiens 

<400> 22 

Arg Pro Leu Ala Phe Ser Asp Ala Gly Pro His Val His Gly Trp Gly 
1 5 10 15 

Asp Pro Ile Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu 
20 25 30 

Ser Ser Cys Phe Leu Arg Ile Arg Ala Asp Gly Val Val Asp Cys Ala 
35 40 45 / 

Arg Gly Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala val Ala Leu 
50 55 60 

Arg Thr Val Ala Ile Lys Gly Val His ser Val Arg Tyr Leu Cys Met 
65 70 75 80 

Gly Ala Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp 
85 90 95 

Cys Ala Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn Val Tyr Arg 
100 105 110 

Ser Glu Lys His Arg Leu Pro Val ser Leu Ser Ser Ala Lys Gln Arg 
115 120 125 

Gln Leu Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro 
130 135 140 

Met Leu Pro Met Val Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu 
145 150 155 160 

Glu Ser Asp Met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp Pro 
165 170 175 

Phe Gly Leu Val Thr Gly Leu Glu Ala Val Arg ser Pro Ser Phe Glu 
180 185 190 
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Lys 

<210> 	23 
<211> 	192 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	23 

Arg Pro Leu Ala She Ser Asp Ala Gly His His Gly Trp Gly Asp 
1 

1P0ro  
15 

Pro Ile Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu Ser 
20 25 30 

Ser Cys Phe Leu Arg Ile Arg Ala Asp Gly Val val Asp Cys Ala Arg 
35 40 45 

Gly Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala Val Ala Leu Arg 
50 55 60 

Thr Val Ala Ile Lys Gly Val His Ser Val Arg Tyr Leu Cys Met Gly 
65 70 75 80 

Ala Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys 
85 90 95 

Ala Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn val Tyr Arg Ser 
100 105 110 

Glu Lys His Arg Leu Pro Val Ser Leu Ser Ser Ala Lys Gln Arg Gln 
115 120 125 

Leu Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro Met 
130 135 140 

Leu Pro Met Val Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu Glu 
145 150 155 160 

Ser Asp Met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp Pro Phe 
165 170 175 

Gly Leu val Thr Gly Leu Glu Ala Val Arg Ser Pro Ser Phe Glu Lys 
180 185 190 

<210> 	24 
<211> 	192 
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<212> PRT 
<213> Homo sapiens 

<400> 24 

Arg Pro Leu Ala Phe Ser Asp Ala Gly Pro His His Tyr Trp Gly Asp 
1 5 10 15 

Pro Ile Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu Ser 
20 25 30 

Ser Cys Phe Leu Arg Ile Arg Ala Asp Gly Val val Asp Cys Ala Arg 
35 40 45 

Gly Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala Val Ala Leu Arg 
50 55 60 

Thr Val Ala Ile Lys Gly Val His Ser Val Arg Tyr Leu Cys Met Gly 
65 70 75 80 

Ala Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys 
85 90 95 

Ala Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn Val Tyr Arg Ser 
100 105 110 

Glu Lys His Arg Leu Pro val Ser Leu Ser Ser Ala Lys Gln Arg Gln 
115 120 125 

Leu Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro Met 
130 135 140 

Leu Pro met val Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu Glu 
145 150 155 160 

Ser Asp Met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp Pro Phe 
165 170 175 

Gly Leu Val Thr Gly Leu Glu Ala Val Arg Ser Pro Ser Phe Glu Lys 
180 185 190 

<210> 25 
<211> 192 
<212> PRT 
<213> HOMO sapiens 

<400> 25 

Arg Pro Leu Ala Ser 
S
he Asp Ala Gly HiS val Tyr Trp Gly Asp 

1 5 
1P0ro 

15 
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Pro Ile Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu Ser 
20 25 30 

Ser Cys Phe Leu Arg Ile Arg Ala Asp Gly val Val Asp Cys Ala Arg 
35 40 45 

Gly Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala Val Ala Leu Arg 
50 55 60 

Thr val Ala Ile Lys Gly val His Ser Val Arg Tyr Leu Cys Met Gly 
65 70 75 80 

Ala Asp Gly Lys Met Gln Gly Leu Lea Gln Tyr Ser Glu Glu Asp Cys 
85 90 95 

Ala Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn Val Tyr Arg Ser 
100 105 110 

Glu Lys His Arg Leu Pro Val Ser Leu Ser Ser Ala Lys Gln Arg Gln 
115 120 125 

/ 

Leu Tyr Lys Asn Arg Gly Phe Leu Pro Lea Ser His Phe Lea Pro Met 
130 135 140 

Leu Pro Met Val Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu Glu 
145 150 155 160 

Ser Asp Met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp Pro Phe 
165 170 175 

Gly Leta Val Thr Gly Leu Glu Ala Val Arg Ser Pro Ser Phe Glu Lys 
180 185 190 

<210> 	26 
<211> 	192 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	26 

Arg Pro Leu Ala Phe Ser Asp Ser Ser Pro Leu Val His Trp Gly Asp 
1 	 5 10 15 

Pro Ile Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly Leta Ser 
20 25 30 

Ser Cys Phe Leu Arg Ile Arg Ala Asp Gly Val Val Asp Cys Ala Arg 
35 40 45 
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Gly Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala val Ala Leu Arg 
50 55 60 

Thr Val Ala Ile Lys Gly val His Ser Val Arg Tyr Leu Cys Met Gly 
65 70 75 80 

Ala Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys 
85 90 95 

Ala Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn Val Tyr Arg Ser 
100 105 110 

Glu Lys His Arg Leu Pro val Ser Leu Ser Ser Ala Lys Gln Arg Gln 
115 120 125 

Leu Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro Met 
130 135 140 

Leu Pro Met Val 	Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu Glu 
145 150 155 160 

Ser Asp Met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp Pro Phe 
165 170 175 

Gly Leu val Thr Gly Leu Glu Ala Val Arg Ser Pro Ser Phe Glu Lys 
180 185 190 

<210> 	27 
<211> 	192 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	27 

Arg Pro Leu Ala Phe Ser Asp Ser Ser Pro His Val His Trp Gly Asp 
1 	 5 10 15 

Pro Ile Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu Ser 
20 25 30 

Ser Cys Phe Leu .  Arg Ile Arg Ala Asp Gly Val val Asp Cys Ala Arg 
35 40 45 

Gly Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala Val Ala Leu Arg 
50 55 60 

Thr val Ala Ile Lys Gly Val His Ser Val Arg Tyr Leu Cys Met Gly 
65 70 75 80 
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Ala Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys 
85 90 95 

Ala Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn val Tyr Arg Ser 
100 105 110 

Glu Lys His Arg Leu Pro val Ser Leu Ser Ser Ala Lys Gln Arg Gln 
115 120 125 

Leu Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro met 
130 135 140 

Leu Pro Met Val Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu Glu 
145 150 155 160 

Ser Asp Met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp Pro Phe 
165 170 175 

Gly Leu Val Thr Gly Leu Glu Ala Val Arg Ser Pro Ser Phe Glu Lys 
180 185 190 

/ 

<210> 	28 
<211> 	191 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	28 

Arg Pro Leu Ala Phe Ser Asp Ala Gly Pro His Val Trp Gly Asp Pro 
1 	 5 10 15 

Ile Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu Ser Ser 
20 25 30 

Cys Phe Leu Arg Ile Arg Ala Asp Gly Val Val Asp Cys Ala Arg Gly 
35 40 45 

Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala Val Ala Leu Arg Thr 
50 55 60 

Val Ala Ile Lys Gly val His Ser Val Arg Tyr Leu Cys Met Gly Ala 
65 70 75 80 

Asp Gly Lys met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys Ala 
85 90 95 

Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn Val Tyr Arg Ser Glu 
100 105 110 
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Lys His Arg Leu Pro Val Ser Leu Ser Ser Ala Lys Gln Arg Gln Leu 
115 120 125 

Tyr Lys Asn Arg Gly Phe Leu Pro Leu ser His Phe Leu Pro Met Leu 
130 135 140 

Pro Met Val 	Pro Glu Glu Pro Glu Asp Leta Arg Gly His Leu Glu Ser 
145 150 155 160 

Asp Met Phe Ser Ser Pro Lea Glu Thr Asp Ser Met Asp Pro Phe Gly 
165 170 175 

Leu Val Thr Gly Leu Glu Ala val Arg Ser Pro Ser Phe Glu Lys 
180 185 190 

<210> 	29 
<211> 	193 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	29 
/ 

Arg Pro Leu Ala 
S
he Ser Asp Ala Gly Pro His Val His Tyr Trp Gly 

1 10 15 

Asp Pro Ile Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu 
20 25 30 

Ser Ser Cys Phe Leu 
35 

Arg Ile Arg 
4 0 

Ala Asp Gly val Val 
4 5 

Asp Cys Ala 

Arg Gly Gln Ser Ala His Ser Lea Leu Glu Ile Lys Ala val Ala Lea 
50 55 60 

Arg Thr val Ala Ile Lys Gly Val His Ser val Arg Tyr Leu Cys Met 
65 70 75 80 

Gly Ala Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp 
85 90 95 

Cys Ala Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn Val Tyr Arg 
100 105 110 

Ser Glu Lys His Arg Leu Pro val Ser Leu Ser ser Ala Lys Gln Arg 
115 120 125 

Gln Leu Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro 
130 135 140 
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Met Leu Pro Met Val Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu 
145 150 155 160 

Glu Ser Asp Met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp Pro 
165 170 175 

Phe Gly Leu Val Thr Gly Leu Glu Ala val Arg Ser Pro Ser Phe Glu 
180 185 190 

Lys 

<210> 	30 
<211> 	194 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	30 

Arg Pro Leu Ala Phe Ser Asp Ala Gly Pro His Val His Tyr Ala Trp 
1 	 5 10 15 

Gly Asp Pro Ile Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly 
20 25 30 

Leu Ser Ser Cys Phe Leu Arg Ile Arg Ala Asp Gly val Val Asp Cys 
35 40 45 

Ala Arg Gly Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala val Ala 
50 55 60 

Leu Arg Thr val Ala Ile Lys Gly Val His Ser Val Arg Tyr Leu Cys 
65 70 75 80 

Met Gly Ala Asp Gly Lys met Gln Gly Leu Leu Gln Tyr Ser Glu Glu 
85 90 95 

Asp Cys Ala Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn Val Tyr 
100 105 110 

Arg Ser Glu Lys His Arg Leu Pro Val Ser Leu Ser Ser Ala Lys Gln 
115 120 125 

Arg Gln Leu Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu 
130 135 140 

Pro met Leu Pro Met val Pro Glu Glu Pro Glu Asp Leu Arg Gly His 
145 150 155 160 
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Leu Glu ser Asp Met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp 
165 170 175 

Pro Phe Gly Leu val Thr Gly Leu Glu Ala Val Arg ser Pro Ser. Phe 
180 185 190 

Glu Lys 

<210> 	31 
<211> 	191 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	31 

Arg His Pro Ile Pro Asp Ser Ser Pro Leu Leu Gln Phe Gly Ala Gln 
1 	 5 10 15 

Val Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu Ser Ser 
20 25 30 

Cys Phe Leu Arg Ile Arg Ala Asp Gly Val Val Asp Cys Ala Arg Gly 
35 40 45 

Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala val Ala Leu Arg Thr 
50 55 60 

Val Ala Ile Lys Gly val His ser val Arg Tyr Leu Cys Met Gly Ala 
65 70 75 80 

Asp Gly Lys Met Gln Gly Lein Leu Gln Tyr Ser Glu Glu Asp Cys Ala 
85 90 95 

Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn Val Tyr Arg Ser Glu 
100 105 110 

Lys His Arg Leu Pro val ser Leu Ser Ser Ala Lys Gln Arg Gln Leu 
115 120 125 

Tyr Lys Asn Arg Gly Phe Leu Pro Leu ser His Phe Leu Pro Met Leu 
130 135 140 

Pro Met val 	Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu Glu Ser 
145 150 155 160 

Asp Met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp Pro Phe Gly 
165 170 175 
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Leu Val Thr Gly Leu Glu Ala Val Arg Ser Pro ser Phe Glu Lys 
180 185 190 

<210> 	32 
<211> 	191 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	32 

Arg His Pro Ile Pro Asp.  Ser Ser Pro Leu Leu Gln Phe Gly Asp Gln 
1 5 10 15 

Val Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu Ser Ser 
20 25 30 

cys Phe Leu Arg Ile Arg Ala Asp Gly Val Val Asp Cys Ala Arg Gly 
35 40 45 

Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala Val Ala Leu Arg Thr 
50 55 60 

Val Ala Ile Lys Gly val His Ser Val Arg Tyr Leu Cys Met Gly Ala 
65 70 75 80 

Asp Gly Lys met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys Ala 
85 90 95 

Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn Val Tyr Arg Ser Glu 
100 105 110 

Lys His Arg Leu Pro val Ser Leu Ser Ser Ala Lys Gln Arg Gln Leu 
115 120 125 

Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro Met Leu 
130 135 140 

Pro Met val Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu Glu Ser 
145 150 155 160 

Asp Met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp Pro Phe Gly 
165 170 175 

Leu Val.  Thr Gly Leu Glu Ala val Arg Ser Pro Ser Phe Glu Lys 
180 185 190 

<210> 	33 
<211> 	191 
<212> 	PRT 
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<213> Homo sapiens 

<400> 33 

Arg His Pro Ile Pro Asp Ser Ser Pro Leu Leu Gln Phe Gly Pro Gln 
1 5 10 15 

Val Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu Ser Ser 
20 25 30 

Cys Phe Leu Arg Ile Arg Ala Asp Gly Val Val Asp Cys Ala Arg Gly 
35 40 45 

Gln Ser Ala HiS Ser Leu Leu Glu Ile Lys Ala Val Ala Leu Arg Thr 
50 55 60 

Val Ala Ile Lys Gly Val His Ser Val Arg Tyr Leu Cys Met Gly Ala 
65 70 75 80 

Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys Ala 
85 90 95 

/ 

Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn Val Tyr Arg Ser Glu 
100 105 110 

Lys HiS Arg Leu Pro Val Ser Leu Ser Ser Ala Lys Gln Arg.  Gln Leu 
115 120 125 

Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro Met Leu 
130 135 140 

Pro Met Val Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu Glu Ser 
145 150 155 160 

Asp Met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp Pro Phe Gly 
165 170 175 

Leu Val Thr Gly Leu Glu Ala Val Arg Ser Pro Ser Phe Glu Lys 
180 185 190 

<210> 34 
<211> 191 
<212> PRT 
<213> Homo sapiens 

<400> 34 

Arg His Pro Ile Pro Asp Ser Ser Pro Leu Leu Gln Phe Gly Gly Ala 
1 5 10 15 
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Val Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu Ser Ser 

20 25 30 

Cys Phe Leu Arg Ile Arg Ala Asp Gly Val val Asp Cys Ala Arg Gly 
35 40 45 

Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala Val Ala Leu Arg Thr 
50 55 60 

Val Ala Ile Lys Gly Val His Ser Val Arg Tyr Leu Cys Met Gly Ala 
65 70 75 80 

Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys Ala 
85 90 95 

Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn Val Tyr Arg Ser Glu 
100 105 110 

Lys His Arg Leu Pro Val Ser Leu Ser Ser Ala Lys Gln Arg Gln Leu 
115 120 125 

Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro Met Leu 
130 135 140 

Pro Met Val Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu Glu Ser 
145 150 155 160 

Asp Met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp Pro Phe Gly 
165 170 175 

Leu val Thr Gly Leu Glu Ala val Arg Ser Pro Ser Phe Glu Lys 
180 185 190 

<210> 	35 
<211> 	191 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	35 

Arg His Pro Ile Pro Asp Ser Ser Pro Leu Leu Gln Phe Gly Gly Glu 
1 	 5 10 15 

Val Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu Ser Ser 
20 25 30 

Cys Phe 	Arg Ile 
3
Leu Arg Ala Gly val val Asp Cys Ala Arg Gly 
5 

ASp
40  45 
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Gin ser Ala His Ser Leu Leu Glu Ile Lys Ala Val Ala Leu Arg .  Thr 

50 55 60 

Val Ala Ile Lys Gly val His Ser val Arg Tyr Leu Cys Met Gly Ala 
65 70 75 80 

Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys Ala 
85 90 95 

Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn Val Tyr Arg Ser Glu 
100 105 110 

Lys His Arg Leu Pro Val Ser Leu Ser Ser Ala Lys Gln Arg Gln Leu 
115 120 125 

Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro Met Leu 
130 135 140 

Pro Met Val Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu Glu Ser 
145 150 155 160 

Asp Met Phe Ser Ser Pro Leu Glu Thr Asp ser Met Asp Pro Phe Gly 
165 170 175 

Leu Val Thr Gly Leu Glu Ala Val Arg Ser Pro Ser Phe Glu Lys 
180 185 190 

<210> 	36 
<211> 	191 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	36 

Arg His Pro Ile Pro Asp Ser Ser Pro Leu Leu Gln Phe Gly Gly Asn 
1 	 5 10 15 

Val Arg Leu Arg His Leu Tyr Thr Ser Gly Pro HiS Gly Leu ser Ser 
20 25 30 

Cys Phe Leu Arg Ile Arg Ala Asp Gly val Val Asp Cys Ala Arg Gly 
35 40 45 

Gln ser Ala His Ser Leu Leu Glu Ile Lys Ala val Ala Leu Arg Thr 
50 55 60 

Val Ala Ile Lys Gly val His Ser val Arg Tyr Leu Cys Met Gly Ala 
65 70 75 80 
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Asp Gly Lys Met Gln Gly Leu Leu Gin Tyr Ser Glu Glu Asp Cys Ala 

85 90 95 

Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn val Tyr Arg Ser Glu 
100 105 110 

Lys HiS Arg Leu Pro val Ser Leu Ser Ser Ala Lys Gln Arg Gln Leu 
115 120 125 

Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro Met Leu 
130 135 140 

Pro Met Val 	Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu Glu Ser 
145 150 155 160 

Asp Met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp Pro Phe Gly 
165 170 175 

Leu Val Thr Gly Leu Glu Ala val Arg Ser Pro Ser Phe Glu Lys 
180 185 190 

<210> 	37 
<211> 	191 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	37 

Arg His Pro Ile Pro Asp Ser Ser Pro Leu Leu Gln Phe Gly Gly Gln 
1 	 5 10 15 

Ala Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu Ser Ser 
20 25 30 

Cys Phe Leu Arg Ile Arg Ala Asp Gly val Val Asp Cys Ala Arg Gly 
35 40 45 

Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala val Ala Leu Arg Thr 
50 55 60 

Val Ala Ile Lys Gly Val His Ser val Arg Tyr Leu Cys Met Gly Ala 
65 70 75 80 

Asp Gly Lys met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys Ala 
85 90 95 

Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn Val Tyr Arg Ser Glu 
100 105 110 
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Lys His Arg Leu Pro Val Ser Leu Ser Ser Ala Lys Gln Arg Gln Leu 

115 120 125 

Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro Met Leu 
130 135 140 

Pro Met Val 	Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu Glu Ser 
145 150 155 160 

Asp Met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp Pro Phe Gly 
165 170 175 

Leu val Thr Gly Leu Glu Ala val Arg Ser Pro Ser Phe Glu Lys 
180 185 190 

<210> 	38 
<211> 	191 
<212> 	MT 
<213> 	Homo sapiens 

<400> 	38 

Arg His Pro Ile Pro Asp Ser Ser Pro Leu Leu Gln Phe Gly Gly Gin 
1 	 5 10 15 

Ile Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu Ser Ser 
20 25 30 

Cys Phe 	Arg Ile 
3
Leu Arg Ala Asp Gly val Val Asp Cys Ala Arg Gly 
5 4 0 45 

Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala Val Ala Leu Arg Thr 
50 55 60 

Val Ala Ile Lys Gly Val His Ser Val Arg Tyr Leu Cys Met Gly Ala 
65 70 75 80 

Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys Ala 
85 90 95 

Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn val Tyr Arg Ser Glu 
100 105 110 

Lys His Arg Leu Pro Val Ser Leu Ser Ser Ala Lys Gln Arg Gln Leu 
115 120 125 

Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro Met Leu 
130 135 140 
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Pro Met val 	Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu Glu Ser 
145 150 155 160 

Asp Met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp Pro Phe Gly 
165 170 175 

Leu Val Thr Gly Leu Glu Ala Val Arg Ser Pro Ser Phe Glu Lys 
180 185 190 

<210> 	39 
<211> 	191 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	39 

Arg His Pro Ile Pro Asp Ser ser Pro Leu Leu Gln Phe Gly Gly Gln 
1 	 5 10 15 

Thr Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu Ser Ser 
20 25 30 

cys Phe Leu Arg Ile Arg Ala Asp Gly val val Asp Cys Ala Arg Gly 
35 40 45 

Gln Ser Ala His Ser eu Leu Glu Ile Lys Ala val Ala Leu Arg Thr 
50 55 60 

val Ala Ile Lys Gly val His Ser Val Arg Tyr Leu Cys Met Gly Ala 
65 70 75 80 

Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys Ala 
85 90 95 

Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn Val Tyr Arg Ser Glu 
100 105 110 

Lys His Arg Leu Pro val Ser Leu Ser Ser Ala Lys Gln Arg Gln Leu 
115 120 125 

Tyr Lys Asn Arg Gly Phe Leu Pro Leu ser His Phe Leu Pro met Leu 
130 135 140 

Pro Met Val 	Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu Glu Ser 
145 150 155 160 

Asp Met Phe Ser Ser Pro Leu Glu Thr Asp ser Met Asp Pro Phe Gly 
165 170 175 
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Leu val Thr Gly Leu Glu Ala val Arg Ser Pro Ser Phe Glu Lys 

180 185 190 

<210> 40 
<211> 193 
<212> PRT 
<213> Homo sapiens 

<400> 40 

Arg His Pro Ile Pro Asp ser Ser Pro Leu Leu Gln Phe Gly Trp Gly 
1 5 10 15 

Gln Pro Val Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu 
20 25 30 

Ser Ser Cys Phe Leu Arg Ile Arg Ala Asp Gly val Val Asp Cys Ala 
35 40 45 

Arg Gly Gln Ser Ala His Ser Leu Leu Glu ile Lys Ala Val Ala Leu 
50 55 60 

Arg Thr val Ala Ile Lys Gly Val His Ser val Arg Tyr Leu Cys Met 
65 70 75 80 

Gly Ala Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp 
85 90 95 

Cys Ala Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn val Tyr Arg 
100 105 110 

Ser Glu Lys His Arg Leu Pro val Ser Leu Ser Ser Ala Lys Gln Arg 
115 120 125 

Gln Leu Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro 
130 135 140 

Met Leu Pro Met Val Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu 
145 150 155 160 

Glu Ser Asp Met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp Pro 
165 170 175 

Phe Gly Leu Val Thr Gly Leu Glu Ala val Arg Ser Pro Ser Phe Glu 
180 185 190 

Lys 
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<210> 41 
<211> 182 
<212> PRT 
<213> Homo sapiens 

<400> 41 

A
rg Pro Leu Ala 

S
he Ser Asp Ala Gly P 

1
ro
0 

His val His Tyr Gly 
15 

Trp 

Gly Asp Pro Ile Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly 
20 25 30 

Leu Ser Ser Cys Phe Leu Arg Ile Arg Ala Asp Gly val val Asp Cys 
35 40 45 

Ala Arg Gly Gln Ser Ala His Ser Leu Leu Giu Ile Lys Ala val Ala 
50 55 60 

Leu Arg Thr val Ala Ile Lys Gly Val His Ser Val Arg Tyr Leu Cys 
65 70 75 80 

Met Gly Ala Asp Gly Lys Met Gin Gly Leu Leu Gin Tyr Ser Glu Glu 
85 90 95 

Asp Cys Ala Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn Val Tyr 
100 105 110 

Arg Ser Glu Lys His Arg Leu Pro Val Ser Leu Ser Ser Ala Lys Gln 
115 120 125 

Arg Gin Leu Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu 
130 135 140 

Pro Met Leu Pro Glu. Pro Pro Gly Ile Leu Ala Pro Gln Pro Pro Asp 
145 150 155 160 

Val Gly Ser ser Asp Pro Leu Ser Met Val Gly Pro Ser Gln Gly Arg 
165 170 175 

Ser Pro Ser Tyr Ala Ser 
180 

<210> 42 
<211> 178 
<212> PRT 
<213> Homo sapiens 

<400> 42 

His Pro Ile Pro Asp Ser Ser Pro Leu Leu Gln Phe Gly Gly Gln val 

Page 37 



13370-003-055_sequence Listing 
1 	 5 10 	 15 

Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu Ser Ser Cys 
20 25 30 

Phe Leu Arg Ile Arg 
35 

Ala Asp G 
4
ly 
0 

Val val Asp Cys Ala 
4 5 

Arg Gly Gln 

Ser Ala His Ser Leu Leu Glu Ile Lys Ala val Ala Leu Arg Thr val 
50 55 60 

Ala Ile Lys Gly Val His Ser val Arg Tyr Leu Cys Met Gly Ala Asp 
65 70 75 80 

Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys Ala Phe 
85 90 95 

Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn val Tyr Arg Ser Glu Lys 
100 105 110 

His Arg Leu Pro val ser Leu ser Ser Ala Lys Gln Arg Gln Leu 1yr 
115 120 125 

Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro Met Leu Pro 
130 135 140 

Glu Pro Pro Gly Ile Leu Ala Pro Gln Pro Pro Asp Val Gly Ser Ser 
145 150 155 160 

Asp Pro Leu Ser Met Val Gly Pro Ser Gln Gly Arg ser Pro Ser Tyr 
165 170 175 

Ala Ser 

<210> 	43 
<211> 	192 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	43 

Arg Pro Leu Ala Phe Ser Asp Ala Gly Pro His Val His Tyr Gly Gly 
1 	 5 10 15 

Asp Ile Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu Ser 
20 25 30 

Ser Cys Phe Leu Arg Ile Arg Ala Asp Gly val Val Asp Cys Ala Arg 
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35 40 	 45 

Gly Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala Val Ala Leu Arg 
50 55 60 

Thr Val Ala ile Lys Gly Val His Ser Val Arg Tyr Leu Cys Met Gly 
65 70 75 80 

Ala Asp Gly Lys Met Gin Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys 
85 90 95 

Ala Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn Val Tyr Arg Ser 
100 105 110 

Glu Lys His Arg Leu Pro Val Ser Leu Ser Ser Ala Lys Gln Arg Gln 
115 120 125 

Leu Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro Met 
130 135 140 

Leu Pro Met val Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu dlu 
145 150 155 160 

Ser Asp Met Phe Ser Ser Pro Leu Giu Thr Asp Ser Met Asp Pro Phe 
165 170 175 

Gly Leu Val Thr Gly Leu Glu Ala val Arg Ser Pro Ser Phe Glu Lys 
180 185 190 

<210> 	44 
<211> 	185 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	44 

Arg Pro Leu Ala Phe Ser Asp Ala Gly Pro His Val His Tyr Gly Trp 
1 	 5 10 15 

Gly Asp Pro Ile Arg Gln Arg Tyr Leu Tyr Thr Asp Asp Ala Gln Gln 
20 25 30 

Thr Glu Ala His Leu Glu Ile Arg Glu Asp Gly Thr Val Gly Gly Ala 
35 40 45 

Ala Asp Gin Ser Pro Glu Ser Leu Leu Gln Leu Lys Ala Leu Lys Pro 
50 55 60 

Gly val Ile Gin Ile Leu Gly Val Lys Thr Ser Arg Phe Leu Cys Gin 
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65 	 70 	 75 	 80 

Arg Pro Asp Gly Ala Leu Tyr Gly Ser Leu His Phe Asp Pro Glu Ala 
85 	 90 	 95 

Cys Ser. Phe Arg Glu Leu Leu Leu Glu Asp Gly Tyr Asn Val Tyr Gln 
100 	 105 	 110 

Ser Glu Ala His Gly Leu Pro Leu His Leu Pro Gly Asn Lys Ser Pro 
115 	 120 	 125 

HiS Arg Asp Pro Ala Pro Arg Gly Pro Ala Arg Phe Leu Pro Leu Pro 
130 	 135 	 140 

Gly Leu Pro Pro Ala Leu Pro Glu Pro Pro Gly Ile Leu Ala Pro Gln 
145 150 155 160 

Pro Pro Asp Val Gly Ser Ser Asp Pro Leu Ser Met Val Gly Pro Ser 
165 170 175 

Gln Gly Arg Ser Pro Ser Tyr Ala Ser 
180 185 

<210> 45 
<211> 193 
<212> PRT 
<213> Homo sapiens 

<400> 45 

His Pro Ile Pro Asp Ser Ser Pro Leu Leu Gln Phe Gly Gly Gin Val 
1 5 10 15 

Arg Gln Arg Tyr Leu Tyr Thr Asp Asp Ala Gln Gln Thr Glu Ala His 
20 25 30 

Leu Glu Ile Arg Glu Asp Gly Thr Val Gly Gly Ala Ala Asp Gln Ser 
35 40 45 

Pro Glu Ser Leu Leu Gln Leu Lys Ala Leu Lys Pro Gly Val Ile Gln 
50 55 60 

Ile Leu Gly Val Lys Thr Ser Arg Phe Leu Cys Gln Arg Pro Asp Gly 
65 70 75 80 

Ala Leu Tyr Gly Ser Leu His Phe Asp Pro Glu Ala Cys Ser Phe Arg 
85 90 95 

Glu Leu Leu Leu Glu Asp Gly Tyr Asn Val Tyr Gln Ser Glu Ala His 
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100 105 110 

Gly Leu Pro Leu His Leu Pro Gly Asn Lys Ser Pro His Arg Asp Pro 
115 120 125 

Ala Pro Arg Gly Pro Ala Arg Phe Leu Pro Leu Pro Gly Leu Pro Pro 
130 135 140 

Ala Leu Pro Met Val Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu 
145 150 155 160 

Glu Ser Asp Met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp Pro 
165 170 175 

Phe Gly Leu Val Thr Gly Leu Glu Ala Val Arg Ser Pro Ser Phe Glu 
180 185 190 

Lys 

<210> 	46 
<211> 	232 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	46 

Arg Pro Leu Ala Phe Ser Asp Ala Gly Pro His Val His Tyr Gly Trp 
1 	 5 10 15 

Gly Asp Pro Ile Arg Gln Arg Tyr Leu Tyr Thr Asp Asp Ala Gln Gln 
20 25 30 

Thr Glu Ala His Leu Glu Ile Arg Glu Asp Gly Thr val Gly Gly Ala 
35 40 45 

Ala Asp Gln Ser Pro Glu Ser Leu Leu Gln Leu Lys Ala Leu Lys Pro 
50 55 60 

Gly Val 	Ile Gln Ile Leu Gly val Lys Thr Ser Arg Phe Leu Cys Gln 
65 70 75 80 

Arg Pro Asp Gly Ala Leu Tyr Gly Ser Leu His Phe Asp Pro Glu Ala 
85 90 95 

Cys Ser Phe Arg Glu Leu Leu Leu Glu Asp Gly Tyr Asn val Tyr Gln 
100 105 110 

Ser Glu Ala His Gly Leu Pro Leu His Leu Pro Gly Asn Lys Ser Pro 
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115 120 	 125 

His Arg Asp Pro Ala Pro Arg Gly Pro Ala Arg Phe Leu Pro Leu Pro 
130 135 140 

Gly Leu Pro Pro Ala Leu Pro Glu Pro Pro Gly Ile Leu Ala. Pro Gln 
145 150 155 160 

Pro Pro Asp val Gly Ser Ser Asp Pro Leu Ser met Val Gly Pro Ser 
165 170 175 

Gln Gly Arg Ser Pro Ser Tyr Ala Ser Pro Met Val Pro Glu Glu Pro 
180 185 190 

Glu Asp Leu Arg Gly His Leu Glu Ser Asp Met Phe Ser Ser Pro Leu 
195 200 205 

Glu Thr Asp Ser met Asp Pro Phe Gly Leu Val Thr Gly Leu Glu Ala 
210 215 220 

Val Arg ser Pro Ser Phe Glu Lys 
225 230 

<210> 	47 
<211> 	190 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	47 

His Pro Ile Pro Asp Ser Ser Pro Leu Leu Gln Trp Gly Asp Pro Ile 
1 	 5 10 15 

Arg Leu Arg His Leu Tyr Thr ser Gly Pro His Gly Leu Ser Ser Cys 
20 25 30 

Phe Leu Arg Ile Arg Ala Asp Gly val val Asp Cys Arg Gly Gln 
35 40 

Ala 
5  

Ser Ala His Ser Leu Leu Glu Ile Lys Ala val Ala Leu Arg Thr val 
50 55 60 

Ala Ile Lys Gly val His Ser val Arg Tyr Leu Cys Met Gly Ala Asp 
65 70 75 80 

Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys Ala Phe 
85 90 95 

Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn val Tyr Arg Ser Glu Lys 
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100 105 	 110 

His Arg Leu Pro val Ser Leu Ser Ser Ala Lys Gln Arg Gln Leu Tyr 
115 120 125 

Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro met Leu Pro 
130 135 140 

Met Val Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu Glu Ser Asp 
145 150 155 160 

Met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp Pro Phe Gly Leu 
165 170 175 

Val Thr Gly Leu Glu Ala Val Arg Ser Pro Ser Phe Glu Lys 
180 185 190 

<210> 	48 
<211> 	187 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	48 

Arg Asp Ser Ser Pro Leu Leu Gln Phe Gly Gly Gln val Arg Leu Arg 
1 	 5 10 15 

His Leu Tyr Thr Ser Gly Pro His Gly Leu Ser Ser Cys Phe Leu Arg 
20 25 30 

Ile Arg Ala Asp Gly val val Asp Cys Ala Arg Gly Gln Ser Ala His 
35 40 45 

Ser Leu Leu Glu Ile Lys Ala Val Ala Leu Arg Thr Val Ala Ile Lys 
50 55 60 

Gly Val 	HiS Ser val Arg Tyr Leu Cys Met Gly Ala Asp Gly Lys Met 
65 70 75 80 

Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys Ala Phe Glu Glu Glu 
85 90 95 

Ile Arg Pro Asp Gly Tyr Asn Val Tyr Arg Ser Glu Lys His Arg Leu 
100 105 110 

Pro Val Ser Leu Ser ser Ala Lys Gln Arg Gln Leu Tyr Lys Asn Arg 
115 120 125 

Gly Phe Leu Pro Leu Ser His Phe Leu Pro Met Leu Pro met Val Pro 
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130 	 135 	 140 

Glu Glu Pro Glu Asp Leu Arg Gly His Leu Glu Ser Asp Met Phe Ser 
145 150 155 160 

Ser Pro Leu Glu Thr Asp Ser met Asp Pro Phe Gly Leu Val Thr Gly 
165 170 175 

Leu Glu Ala Val Arg Ser Pro Ser Phe Glu Lys 
180 185 

<210> 	49 
<211> 	192 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	49 

Arg Pro Leu Ala Phe Ser Asp Ser Ser Pro Leu Leu Gln Phe Gly Gly 
1 5 10 15 

Gln Val Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu .er 
20 25 30 

Ser Cys Phe Leu Arg Ile Arg Ala Asp Gly val Val Asp Cys Ala Arg 
35 40 45 

Gly Gln Ser Ala His ser Leu Leu Glu Ile Lys Ala Val Ala Leu Arg 
50 55 60 

Thr val Ala Ile Lys Gly Val His Ser val Arg Tyr Leu Cys Met Gly 
65 70 75 80 

Ala Asp Gly Lys met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys 
85 90 95 

Ala Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn Val Tyr Arg Ser 
100 105 110 

Glu Lys His Arg Leu.  Pro Val Ser Leu Ser Ser Ala Lys Gln Arg Gln 
115 120 125 

Leu Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro Met 
130 135 140 

Leu Pro Met val Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu Glu 
145 150 155 160 

Ser Asp met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp Pro Phe 
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165 170 175 

Gly Leu Val Thr Gly Leu Glu Ala Val Arg Ser Pro Ser Phe Glu Lys 
180 185 190 

<210> 50 
<211> 191 
<212> PRT 
<213> Homo sapiens 

<400> 50 

Arg His Pro Ile Pro Asp Ser Ser Pro Leu Leu Gln Phe Gly Asp Gln 
1 5 10 15 

Val Arg Lein Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu Ser Ser 
20 25 30 

cys Phe Leu Arg Ile Arg Ala Asp Gly val Val Asp Cys Ala Arg Gly 
35 40 45 

Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala Val Ala Leu Arg Thr 
50 55 60 

val Ala Ile Lys Gly val 	His Ser val Arg Tyr Leu Cys Met Gly Ala 
65 70 75 80 

Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys Ala 
85 90 95 

Phe Glu Glu Glu Ile Leu Glu Asp Gly Tyr Asn Val Tyr Arg Ser Glu 
100 105 110 

Lys His Arg Leu Pro Val Ser Leu Ser Ser Ala Lys Gln Arg Gln Leu 
115 120 125 

Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro Met Leu 
130 135 140 

Pro Met Val Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu Glu Ser 
145 150 155 160 

Asp Met Phe Ser Ser Pro Leu Glu Thr Asp Ser met Asp Pro Phe Gly 
165 170 175 

Leu Val Thr Gly Leu Glu Ala val Arg Ser Pro Ser Phe Glu Lys 
180 185 190 

<210> 51 
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<211> 191 
<212> PRT 
<213> Homo sapiens 

<400> 51 

Arg His Pro Ile Pro Asp Ser Ser Pro Leu Leu Gln Phe Gly Gly Asn 
1 5 10 15 

Val Arg Leu Arg His Leu Tyr Thr Ser Gly Pro HiS Gly Leu Ser Ser 
20 25 30 

Cys Phe Leu Arg Ile Arg Ala Asp Gly Val Val Asp Cys Ala Arg Gly 
35 40 45 

Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala Val Ala Leu Arg Thr 
50 55 60 

val Ala Ile Lys Gly val His Ser val Arg Tyr Leu Cys Met Gly Ala 
65 70 75 80 

Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp cys Ala 
85 90 95 

Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn val Tyr Arg Ser Glu 
100 105 110 

Lys His Arg Leu Pro Val Ser Leu Ser Ser . Ala Lys Gin Arg Gln Leu 
115 120 125 

Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro Met Leu 
130 135 140 

Pro Met Val Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu Glu Ser 
145 150 155 160 

Asp Met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp Pro Phe Gly 
165 170 175 

Leu Val Thr Gly Leu Glu Ala Val Arg Ser Pro Ser Phe Glu Lys 
180 185 190 

<210> 52 
<211> 187 
<212> PRT 
<213> Homo sapiens 

<400> 52 

Arg Asp ser Ser Pro Leu Leu Gln Trp Gly Asp Pro Ile Arg Leu Arg 
1 5 10 15 
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His Leu Tyr Thr Ser Gly Pro His Gly Leu Ser Ser Cys Phe Leu Arg 
20 25 30 

Ile Arg Ala Asp Gly Val val Asp Cys Ala Arg Gly Gln Ser Ala His 
35 40 45 

Ser Leu Leu Glu Ile Lys Ala Val Ala Leu Arg Thr Val Ala ile Lys 
50 55 60 

Gly Val 	His Ser val Arg Tyr Leu Cys Met Gly Ala Asp Gly Lys Met 
65 70 75 80 

Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys Ala Phe Glu Glu Glu 
85 90 95 

Ile Arg Pro Asp Gly Tyr Asn Val Tyr Arg Ser Glu Lys His Arg Leu 
100 105 110 

Pro Val Ser Leu Ser Ser Ala Lys Gln Arg Gln Leu Tyr Lys Asn Arg 
115 120 125 

Gly Phe Leu Pro Leu Ser His Phe Leu Pro Met Leu Pro met Val Pro 
130 135 140 

Glu Glu Pro Glu Asp Leu Arg Gly His Leu Glu Ser Asp Met Phe ser 
145 150 155 160 

Ser Pro Leu Glu Thr Asp Ser Met Asp Pro Phe Gly Leu Val Thr Gly 
165 170 175 

Leu Glu Ala val Arg ser Pro Ser Phe Glu Lys 
180 185 

<210> 	53 
<211> 	189 
<212> 	PRT 
<213> 	HOMO sapiens 

<400> 	53 

Met Asp Ser Ser Pro Leu val His Tyr Gly Trp Gly Asp Pro Ile Arg 
1 	 5 10 15 

Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu Ser Ser Cys Phe 
20 25 30 

Leu Arg Ile Arg Ala Asp Gly val Val Asp Cys Ala Arg Gly Gln Ser 
35 40 45 
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Ala His Ser Leu Leu Glu Ile Lys Ala val Ala Leu Arg Thr Val Ala 
50 55 60 

Ile Lys Gly val 	His Ser Val Arg Tyr Leu Cys Met Gly Ala Asp Gly 
65 70 75 80 

Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys Ala Phe Glu 
85 90 95 

Glu Glu Ile Arg Pro Asp Gly Tyr Asn val Tyr Arg Ser Glu Lys His 
100 105 110 

Arg Leu Pro Val Ser Leu Ser Ser Ala Lys Gln Arg Gln Leu Tyr Lys 
115 120 125 

Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro Met Leu Pro Met 
130 135 140 

val Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu Glu Ser Asp Met 
145 150 155 160 

Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp Pro Phe Gly Leu val 
165 170 175 

Thr Gly Leu Glu Ala val Arg Ser Pro Ser.  Phe Glu Lys 
180 185 

<210> 	54 
<211> 	192 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	54 

Arg Pro Leu Ala 
S
he Ser Asp Ala Gly 

1
Pro Leu Leu Gln Trp Gly Asp 

5 0 15 

Pro Ile Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu Ser 
20 25 30 

Ser Cys Phe Leu Arg Ile Arg Ala Asp Gly Val Val Asp Cys Ala Arg 
35 40 45 

Gly Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala Val Ala Leu Arg 
50 55 60 

Thr Val Ala Ile Lys Gly Val His Ser Val Arg Tyr Leu Cys Met Gly 
65 70 75 80 
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Ala Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys 
85 90 95 

Ala Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn Val Tyr Arg Ser 
100 105 110 

Glu Lys His Arg Leu Pro Val Ser Leu Ser ser Ala Lys Gin Arg Gln 
115 120 125 

Leu Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro Met 
130 135 140 

Leu Pro Met Val 	Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu Glu 
145 150 155 160 

Ser Asp met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp Pro Phe 
165 170 175 

Gly Leu Val Thr Gly Leu Glu Ala val Arg Ser Pro Ser Phe Glu Lys 
180 185 190 

<210> 	55 
<211> 	192 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	55 

Arg Pro Leu Ala Phe Ser Asp Ala Gly Pro His Tyr Gly Trp Gly Asp 
1 	 5 10 15 

Pro Ile Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu Ser 
20 25 30 

ser Cys Phe Leu Arg Ile Arg Ala Asp Gly val val Asp Cys Ala Arg 
35 40 45 

Gly Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala Val Ala Leu Arg 
50 55 60 

Thr Val Ala Ile Lys Gly Val His Ser Val Arg Tyr Leu Cys Met Gly 
65 70 75 80 

Ala Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys 
85 90 95 

Ala Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn Val Tyr Arg ser 
100 105 110 
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Glu Lys His Arg. Leu Pro Val Ser Leu Ser Ser Ala Lys Gln Arg Gln 
115 120 125 

Leu Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro Met 
130 135 140 

Leu Pro Met Val 	Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu Glu 
145 150 155 160 

Ser Asp met Phe Ser ser Pro Leu Glu Thr Asp Ser Met Asp Pro Phe 
165 170 175 

Gly Leu val Thr Gly Leu Glu Ala Val Arg Ser Pro Ser phe Glu Lys 
180 185 190 

<210> 	56 
<211> 	192 
<212> 	PRT 
<213> 	HOMO sapiens 

<400> 	56 

Arg Pro Leu Ala 
s
he Ser Asp Ala Gly 

1
Pro Val Tyr Gly Trp Asp 

5 0 1
Gly 
5 

Pro Ile Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu Ser 
20 25 30 

Ser Cys Phe Leu Arg Ile Arg Ala Asp Gly Val val Asp Cys Ala Arg 
35 40 45 

Gly Gln ser Ala His ser Leu Leu Glu Ile Lys Ala Val Ala Leu Arg 
50 55 60 

Thr val Ala Ile Lys Gly val HiS ser val Arg Tyr Leu Cys Met Gly 
65 70 75 80 

Ala Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys 
85 90 95 

Ala Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn Val Tyr Arg Ser 
100 105 110 

Glu Lys His Arg Leu Pro Val ser Leu Ser Ser Ala Lys Gln Arg Gln 
115 120 125 

Leu Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro Met 
130 135 140 
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Leu Pro Met Val 	Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu Glu 
145 150 155 160 

Ser Asp Met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp Pro Phe 
165 170 175 

Gly Leu Val Thr Gly Leu Glu Ala val Arg Ser Pro Ser Phe Glu Lys 
180 185 190 

<210> 	57 
<211> 	192 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	57 

Arg Pro Leu Ala Phe ser Asp Ala Gly Pro Val His Gly Trp Gly Asp 
1 	 5 10 15 

Pro Ile Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu Ser 
20 25 30 

Ser Cys Phe Leu Arg Ile Arg Ala Asp Gly Val Val Asp Cys Ala Arg 
35 40 45 

Gly Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala Val Ala Leu Arg 
50 55 60 

Thr val Ala Ile Lys Gly val His ser val Arg Tyr Leu Cys Met Gly 
65 70 75 80 

Ala Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys 
85 90 95 

Ala Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn Val Tyr Arg Ser 
100 105 110 

Glu Lys His Arg Leu Pro Val Ser Leu Ser Ser Ala Lys Gln Arg Gln 
115 120 125 

Leu Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro Met 
130 135 140 

Leu Pro Met Val Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu Glu 
145 150 155 160 

Ser Asp Met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp Pro Phe 
165 170 175 
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Gly Leu Val Thr Gly Leu Glu Ala val Arg Ser Pro Ser Phe. Glu Lys 
180 185 190 

<210> 58 
<211> 192 
<212> PRT 
<213> Homo sapiens 

<400> 58 

Arg Pro Leu Ala Phe Ser Asp Ala Gly Pro val His Tyr Trp Gly Asp 
1 5 10 15 

Pro Ile Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu Ser 
20 25 30 

Ser Cys Phe Leu Arg ile Arg Ala Asp Gly Val Val Asp Cys Ala Arg 
35 40 45 

Gly Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala Val Ala Leu Arg 
50 55 60 

Thr val Ala ile Lys Gly Val His Ser Val Arg Tyr Leu Cys Met Gly 
65 70 75 80 

Ala Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys 
85 90 95 

Ala Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn Val Tyr Arg Ser 
100 105 110 

Glu Lys His Arg Leu Pro Val Ser Leu Ser Ser Ala Lys Gln Arg Gln 
115 120 125 

Leu Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro Met 
130 135 140 

Leu Pro Met val Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu Glu 
145 150 155 160 

Ser Asp Met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp Pro Phe 
165 170 175 

Gly Leu Val Thr Gly Leu Glu Ala Val Arg Ser Pro Ser Phe Glu Lys 
180 185 190 

<210> 59 
<211> 192 
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<212> PRT 
<213> Homo sapiens 

<400> 59 

Arg Pro Leu Ala Phe Ser Asp Ala Gly Pro His HiS Gly Trp Gly Asp 
1 5 10 15 

Pro Ile Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly Lein Ser 
20 25 30 

Ser Cys Phe Leu Arg Ile Arg Ala Asp Gly val val Asp Cys Ala Arg 
35 40 45 

Gly Gln Ser Ala His Ser Leu Leu Glu ile Lys Ala val Ala Leu Arg 
50 55 60 

Thr Val Ala Ile Lys Gly val His Ser.  val Arg Tyr Leu Cys Met Gly 
65 70 75 80 

Ala Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys 
85 90 95 / 

Ala Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn Val Tyr Arg Ser 
100 105 110 

Glu Lys His Arg Leu Pro val Ser Leu ser Ser Ala Lys Gln Arg Gln 
115 120 125 

Leu Tyr Lys Asn Arg Gly Phe Lett Pro Leu Ser His Phe Leu Pro Met 
130 135 140 

Leu Pro met val Pro Glu Glu Pro Glu Asp Leta Arg Gly His Leu Glu 
145 150 155 160 

Ser Asp Met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp Pro Phe 
165 170 175 

Gly Leu val Thr Gly Leu Glu Ala Val Arg Ser Pro Ser Phe Glu Lys 
180 185 190 

<210> 60 
<211> 192 
<212> PRT 
<213> Homo sapiens 

<400> 60 

Arg Pro Leu Ala Phe Ser Asp Ala Gly Pro His His Tyr Trp Gly Asp 
1 5 10 15 
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Pro Ile Arg Leu Arg His Leu Tyr Thr ser Gly Pro His Gly Leu ser 
20 25 30 

Ser Cys Phe Leu Arg Ile Arg Ala Asp Gly Val Val Asp Cys Ala Arg 
35 40 45 

Gly Gln Ser Ala His ser Leu Leu Glu Ile Lys Ala Val Ala Leu Arg 
50 55 60 

Thr Val Ala Ile Lys Gly val His Ser Val Arg Tyr Leu Cys Met Gly 
65 70 75 80 

Ala Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys 
85 90 95 

Ala Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn Val Tyr Arg Ser 
100 105 110 

Glu Lys His Arg Leu Pro Val Ser Leu Ser Ser Ala Lys Gln Arg Gln 
115 120 125 

/ 

Leu Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro met 
130 135 140 

Leu Pro Met val 	Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu Glu 
145 150 155 160 

Ser Asp Met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp Pro Phe 
165 170 175 

Gly Leu Val Thr Gly Leu Glu Ala val Arg Ser Pro Ser Phe Glu Lys 
180 185 190 

<210> 	61 
<211> 	192 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	61 

Arg Pro Leu Ala 
S
he Ser Asp Ala Gly His val Gly Trp Gly Asp 

1 	 5 1
Pro 
0 15 

Pro Ile Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu Ser 
20 25 30 

Ser Cys Phe Leu Arg Ile Arg Ala Asp Gly val val Asp Cys Ala Arg 
35 40 45 
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Gly Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala Val Ala Leu Arg 
50 55 60 

Thr Val Ala Ile Lys Gly val His Ser Val Arg Tyr Leu Cys Met Gly 
65 70 75 80 

Ala Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys 
85 90 95 

Ala Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn Val Tyr Arg Ser 
100 105 110 

Glu Lys His Arg Leu Pro Val Ser Leu ser Ser Ala Lys Gln Arg Gln 
115 120 125 

Leu Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro Met 
130 135 140 

Leu Pro Met Val 	Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu Glu 
145 150 155 160 

Ser Asp Met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp Pro Phe 
165 170 175 

Gly Leu val Thr Gly Leu Glu Ala Val Arg Ser Pro Ser Phe Glu Lys 
180 185 190 

<210> 	62 
<211> 	192 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	62 

Arg Pro Leu Ala Phe Ser Asp Ala Gly Pro HiS Val Tyr Trp Gly Asp 
1 	 5 10 15 

Pro Ile Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu Ser 
20 25 30 

Ser Cys Phe Leu Arg Ile Arg Ala Asp Gly val Val Asp Cys Ala Arg 
35 40 45 

Gly Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala Val Ala Leu Arg 
50 55 60 

Thr Val Ala Ile Lys Gly Val His Ser Val Arg Tyr Leu Cys Met Gly 
65 70 75 80 
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Ala Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys 
85 90 95 

Ala Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn Val Tyr Arg Ser 
100 105 110 

Glu Lys His Arg Leu Pro Val Ser Leu Ser Ser Ala Lys Gln Arg Gln 
115 120 125 

Leu Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro met 
130 135 140 

Leu Pro Met Val Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu Glu 
145 150 155 160 

Ser Asp met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp Pro Phe 
165 170 175 

Gly Leu Val Thr Gly Leu Glu Ala Val Arg Ser Pro Ser Phe Glu Lys 
180 185 190 / 

<210> 	63 
<211> 	192 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	63 

Arg Pro Leu Ala Phe Ser Asp Ala Gly Pro His Val His Trp Gly Asp 
1 	 5 10 15 

Pro Ile Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu Ser 
20 25 30 

Ser Cys Phe Leu Arg Ile Arg Ala Asp Gly val Val Asp Cys Ala Arg 
35 40 45 

Gly Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala Val Ala Leu Arg 
50 55 60 

Thr Val Ala Ile Lys Gly Val His Ser val Arg Tyr Leu Cys Met Gly 
65 70 75 80 

Ala Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys 
85 90 95 

Ala Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn Val Tyr Arg Ser 
100 105 110 
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Glu Lys His Arg Leu Pro Val Ser Leu Ser Ser Ala Lys Gln Arg Gln 
115 120 125 

Leu Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro Met 
130 135 140 

Leu Pro Met Val 	Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu Glu 
145 150 155 160 

Ser Asp Met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp Pro Phe 
165 170 175 

Gly Leu Val Thr Gly Leu Glu Ala Val Arg Ser Pro Ser Phe Glu Lys 
180 185 190 

<210> 	64 
<211> 	192 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	64 
/ 

Arg Pro Leu Ala Phe Ser Asp Ser Ser Pro Leu Val His Trp Gly Asp 
1 	 5 10 15 

Pro Ile Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu Ser 
20 25 30 

Ser Cys Phe Leu Arg Ile Arg Ala Asp Gly Val Val Asp Cys.  Ala Arg 
35 40 45 

Gly Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala Val Ala Leu Arg 
50 55 60 

Thr Val Ala Ile Lys Gly Val His Ser Val Arg Tyr Leu Cys Met Gly 
65 70 75 80 

Ala Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys 
85 90 95 

Ala Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn Val Tyr Arg Ser 
100 105 110 

Glu Lys His Arg Leu Pro Val Ser Leu Ser Ser Ala Lys Gln Arg Gin 
115 120 125 

Leu Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro Met 
130 135 140 
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Leu Pro Met Val 	Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu Glu 
145 150 155 160 

Ser Asp Met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp Pro Phe 
165 170 175 

Gly Leu Val Thr Gly Leu Glu Ala Val Arg Ser Pro Ser Phe Glu Lys 
180 185 190 

<210> 	65 
<211> 	192 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	65 

Arg Pro Leu Ala Phe Ser Asp Ser Ser Pro His val His Trp Gly Asp 
1 	 5 10 15 

Pro Ile Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu Ser 
20 25 30 

; 

Ser Cys Phe Leu Arg Ile Arg Ala Asp Gly Val val Asp Cys Ala Arg 
35 40 45 

Gly Gln ser Ala His Ser Leu Leu Glu Ile Lys Ala Val Ala Leu Arg 
50 55 60 

Thr val Ala Ile Lys Gly Val His Ser val Arg Tyr Leu Cys Met Gly 
65 70 75 80 

Ala Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys 
85 90 95 

Ala Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn Val Tyr Arg Ser 
100 105 110 

Glu Lys His Arg Leu Pro Val Ser Leu Ser Ser Ala Lys Gln Arg Gln 
115 120 125 

Leu Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro Met 
130 135 140 

Leu Pro met val 	Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu Glu 
145 150 155 160 

Ser Asp Met Phe ser Ser Pro Leu Glu Thr Asp Ser Met Asp Pro Phe 
165 170 175 

Page 58 



13370-003-055_Sequence Listing 

Gly Leu val Thr Gly Leu Glu Ala Val Arg Ser Pro Ser Phe Glu Lys 
180 185 190 

<210> 	66 
<211> 	192 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	66 

Arg Pro Leu Ala Phe Ser Asp Ala Gly Pro His Leu Gin Trp Gly Asp 
1 5 10 15 

Pro Ile Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu Ser 
20 25 30 

Ser Cys Phe Leu Arg Ile Arg Ala Asp Gly val Val Asp Cys Ala Arg 
35 40 45 

Gly Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala Val Ala Leu Arg 
50 55 60 

Thr Val Ala Ile Lys Gly Val His Ser Val Arg Tyr Leu Cys Met Gly 
65 70 75 80 

Ala Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys 
85 90 95 

Ala Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn val Tyr Arg Ser 
100 105 110 

Glu Lys His Arg Leu Pro Val Ser Leu Ser Ser Ala Lys Gln Arg Gln 
115 120 125 

Leu Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro Met 
130 135 140 

Leu Pro Met val Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu Glu 
145 150 155 160 

Ser Asp Met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp Pro Phe 
165 170 175 

Gly Leu val Thr Gly Leu Glu Ala Val Arg Ser Pro Ser Phe Glu Lys 
180 185 190 

<210> 	67 
<211> 	191 
<212> 	PRT 
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<213> Homo sapiens 

<400> 67 

Arg Pro Leu Ala Ser 
S
he Asp Ala Gly His Val Trp Gly Pro 

1 5 
Pro 

1
Asp 
5  

Ile Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu Ser Ser 
20 25 30 

Cys Phe Leu Arg Ile Arg Ala Asp Gly val val Asp Cys Ala Arg Gly 
35 40 45 

Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala Val Ala Leu Arg Thr 
50 55 60 

val Ala Ile Lys Gly Val HiS Ser val Arg Tyr Leu Cys Met Gly Ala 
65 70 75 80 

Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys Ala 
85 90 95 

/ 

Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn Val Tyr Arg ser Glu 
100 105 110 

Lys HiS Arg Leu Pro val Ser Leu ser Ser Ala Lys Gln Arg Gin Leu 
115 120 125 

Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro Met Leu 
130 135 140 

Pro Met val Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu Glu Ser 
145 150 155 160 

Asp Met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp Pro Phe Gly 
165 170 175 

Leu val Thr Gly Leu Glu Ala Val Arg Ser Pro Ser Phe Glu Lys 
180 185 190 

<210> 68 
<211> 193 
<212> PRT 
<213> HOMO sapiens 

<400> 68 

Arg Pro Leu Ala Ser 
S
he Asp Ala Gly Pro His val His Tyr Trp Gly 

5 15 

Page 60 



13370-003-055_sequence Listing 
Asp Pro Ile Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu 

20 25 30 

Ser Ser cys Phe Leu Arg Ile Arg Ala Asp Gly Val Asp Cys Ala 
35 4 

V
45 
 al 

Arg Gly Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala Val Ala Leu 
50 55 60 

Arg Thr val Ala Ile Lys Gly val His Ser Val Arg Tyr Leu Cys Met 
65 70 75 80 

Gly Ala Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp 
85 90 95 

Cys Ala Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn Val Tyr Arg 
100 105 110 

Ser Glu Lys His Arg Leu Pro Val Ser Leu Ser Ser Ala Lys Gln Arg 
115 120 125 

Gln Leu Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro 
130 135 140 

Met Leu Pro Met Val Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu 
145 150 155 160 

Glu Ser Asp Met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp Pro 
165 170 175 

Phe Gly Leu val Thr Gly Leu Glu Ala Val Arg Ser Pro Ser Phe Glu 
180 185 190 

Lys 

<210> 	69 
<211> 	189 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	69 

Arg Asp Ser Ser Pro Leu val His Tyr Gly Trp Gly Asp Pro Arg 
5 10  

I
l
se 

Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu Ser Ser cys Phe 
20 25 30 
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Leu Arg Ile Arg Ala Asp Gly val val Asp Cys Ala Arg Gly Gln Ser 

35 40 45 

Ala His Ser Leu Leu Glu Ile Lys Ala Val Ala Leu Arg Thr val Ala 
50 55 60 

Ile Lys Gly val His Ser Val Arg Tyr Leu Cys Met Gly Ala Asp Gly 
65 70 75 80 

Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys Ala Phe Glu 
85 90 95 

Glu Glu Ile Arg Pro Asp Gly Tyr Asn val Tyr Arg Ser Glu Lys His 
100 105 110 

Arg Leu Pro val Ser Leu Ser Ser Ala Lys Gln Arg Gln Leu Tyr Lys 
115 120 125 

Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro Met Leu Pro Met 
130 135 140 

/ 
Val 	Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu Glu Ser Asp Met 
145 150 155 160 

Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp Pro Phe Gly Leu Val 
165 170 175 

Thr Gly Leu Glu Ala val Arg Ser Pro Ser Phe Glu Lys 
180 185 

<210> 	70 
<211> 	190 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	70 

M
et Arg Asp Ser Ser Pro Leu val His 

1
Tyr
0 

Gly Trp Gly Asp Pro 
15 

Ile 

Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu ser Ser Cys 
20 25 30 

Phe Leu Arg Ile Arg Ala Asp Gly val val Asp Cys Arg Gly Gin 
35 40 5  

Ala 

Ser Ala His Ser Leu Leu Glu Ile Lys Ala val Ala Leu Arg Thr val 
50 55 60 
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Ala Ile Lys Gly val His Ser val Arg Tyr Leu Cys Met Gly Ala Asp 
65 70 75 80 

Gly Lys met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys Ala Phe 
85 90 95 

Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn val Tyr Arg ser Glu Lys 
100 105 110 

His Arg Leu Pro val Ser Leu Ser Ser Ala Lys Gln Arg Gln Leu Tyr 
115 120 125 

Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro Met Leu Pro 
130 135 140 

Met Val 	Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu Glu Ser Asp 
145 150 155 160 

Met Phe ser Ser Pro Leu Glu Thr Asp Ser Met Asp Pro Phe Gly Leu 
165 170 175 

/ 

val Thr Gly Leu Glu Ala val Arg Ser Pro Ser Phe Glu Lys 
180 185 190 

<210> 	71 
<211> 	181 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	71 

His Pro Ile Pro Asp Ser Ser Pro Leu Leu Gln Phe Gly Gly Gln val 
1 	 5 10 15 

Arg Gln Arg Tyr Leu Tyr Thr Asp Asp Ala Gln Gln Thr Glu Ala His 
20 25 30 

Leu Glu Ile Arg Glu Asp Gly Thr Val Gly Gly Ala Ala Asp Gln Ser 
35 40 45 

Pro Glu ser Leu Leu Gln Leu Lys Ala Leu Lys Pro Gly val Ile Gln 
50 55 60 

Ile Leu Gly val Lys Thr Ser Arg Phe Leu Cys Gln Arg Pro Asp Gly 
65 70 75 80 

Ala Leu Tyr Gly ser Leu His Phe Asp Pro Glu Ala Cys Ser Phe Arg 
85 90 95 
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Glu Leu Leu Leu Glu Asp Gly Tyr Asn val Tyr Gln Ser Glu Ala His 

100 105 110 

Ser Leu Pro Leu HiS Leu Pro Gly Asn Lys Ser Pro His Arg Asp Pro 
115 120 125 

Ala Pro Arg Gly Pro Ala Arg Phe Leu Pro Leu Pro Gly Leu Pro Pro 
130 135 140 

Ala Leu Pro Glu Pro Pro Gly Ile Leu Ala Pro Gln Pro Pro Asp Val 
145 150 155 160 

Gly Ser Ser Asp Pro Leu Ser Met Val Gly Pro Ser Gln Gly Arg Ser 
165 170 175 

Pro Ser Tyr Ala Ser 
180 

<210> 	72 
<211> 	181 
<212> 	PRT 
<213> 	Homo sapiens / 

<400> 	72 

His Pro Ile Pro Asp Ser Ser Pro Leu Leu Gln Phe Gly Gly Gln val 
1 	 5 10 15 

Arg Gln Arg Tyr Leu Tyr Thr Asp Asp Ala Gln Gln Thr Glu Ala His 
20 25 30 

Leu Glu Ile Arg Glu Asp Gly Thr Val Gly Gly Ala Ala Asp Gln Ser 
35 40 45 

Pro Glu Ser Leu Leu Gln Leu Lys Ala Leu Lys Pro Gly Val Ile Gln 
50 55 60 

Ile Leu Gly val 	Lys Thr Ser Arg Phe Leu Cys Gln Arg Pro Asp Gly 
65 70 75 80 

Ala Leu Tyr Gly Ser Leu His Phe Asp Pro Glu Ala Cys Ser Phe Arg 
85 90 95 

Glu Leu Leu Leu Glu Asp Gly Tyr Asn Val Tyr Gln Ser Glu Ala His 
100 105 110 

Gly Leu Pro Leu HiS Leu Pro Gly Asn Lys Ser Pro His Arg Asp Pro 
115 120 125 
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Ala Pro Arg Gly Pro Ala Arg Phe Leu Pro LeuPro Gly Leu Pro Pro 

130 135 140 

Ala Pro Pro Glu Pro Pro Gly Ile Leu Ala Pro Gln Pro Pro Asp Val 
145 150 155 160 

Gly Ser Ser Asp Pro Leu Ser met val Gly Pro Ser Gln Gly Arg ser 
165 170 175 

Pro Ser Tyr Ala ser 
180 

<210> 	73 
<211> 	212 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	73 

His Pro Ile Pro Asp Ser Ser Pro Leu Leu Gln Phe Gly Gly Gln Val 
1 	 5 10 15 

Arg Gln Arg Tyr Leu Tyr Thr Asp Asp Ala Gln Gln Thr Glu Ala Hls 
20 25 30 

Leu Glu Ile Arg Glu Asp Gly Thr val Gly Gly Ala Ala Asp Gln Ser 
35 40 45 

Pro Glu Ser Leu Leu Gln Leu Lys Ala Leu Lys Pro Gly val Ile Gln 
50 55 60 

Ile Leu Gly val 	Lys Thr Ser Arg Phe Leu Cys Gln Arg Pro Asp Gly 
65 70 75 80 

Ala Leu Tyr Gly Ser Leu His Phe Asp Pro Glu Ala Cys Ser Phe Arg 
85 90 95 

Glu Leu Leu Leu Glu Asp Gly Tyr Asn val Tyr Gln ser Glu Ala His 
100 105 110 

Gly Leu Pro Leu HiS Leu Pro Gly Asn Lys Ser Pro His Arg Asp Pro 
115 120 125 

Ala Pro Arg Gly Pro Ala Arg Phe Leu Pro Leu Pro Gly Leu Pro Pro 
130 135 140 

Ala Leu Pro Glu Pro Pro Gly Ile Leu Ala Pro Gln Pro Pro Asp val 
145 150 155 160 
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Gly Ser Ser Asp Pro Leu Ser Met val Val Gln Asp Glu Leu Gln Gly 

165 170 175 

vat Gly Gly Glu Gly Cys His Met His Pro Glu Asn Cys Lys Thr Leu 
180 185 190 

Leu Thr Asp Ile Asp Arg Thr His Thr Glu Lys Pro Val Trp Asp Gly 
195 200 205 

Ile Thr Gly Glu 
210 

<210> 	74 
<211> 	189 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	74 

Arg Asp Ala Gly Pro His Val His Tyr Gly Trp Gly Asp Pro I 
1
le Arg 

5 10 5 

Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu Ser Ser Cys Phe 
20 25 30 

Leu Arg Ile Arg Ala Asp Gly Val val Asp Cys Ala Arg Gly Gln Ser 
35 40 45 

Ala His Ser Leu Leu Glu Ile Lys Ala Val Ala Leu Arg Thr Val Ala 
50 55 60 

Ile Lys Gly Val 	His Ser Val Arg Tyr Leu Cys Met Gly Ala Asp Gly 
65 70 75 80 

Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys Ala Phe Glu 
85 90 95 

Glu Glu Ile Arg Pro Asp Gly Tyr Asn val Tyr Arg Ser Glu Lys His 
100 105 110 

Arg Leu Pro Val Ser Leu ser Ser Ala Lys Gln Arg Gln Leu Tyr Lys 
115 120 125 

Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro Met Leu Pro Met 
130 135 140 

Val 	Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu Glu Ser Asp Met 
145 150 155 160 
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Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp Pro Phe Gly Leu Val 

165 170 175 

Thr Gly Leu Glu Ala Val Arg Ser Pro Ser Phe Glu Lys 
180 185 

<210> 75 
<211> 184 
<212> PRT 
<213> Homo sapiens 

<400> 75 

Arg Val His Tyr Gly Trp Gly Asp Pro Ile Arg Leu Arg His Leu Tyr 
1 5 10 15 

Thr Ser Gly Pro His Gly Leu Ser Ser Cys Phe Leu Arg Ile Arg Ala 
20 25 30 

Asp Gly val val Asp Cys Ala Arg Gly Gln Ser Ala His Ser Leu Leu 
35 40 45 

Glu Ile Lys Ala val Ala Leu Arg Thr Val Ala Ile Lys Gly val gis 
50 55 60 

Ser Val Arg Tyr Leu Cys Met Gly Ala Asp Gly Lys Met Gln Gly Leu 
65 70 75 80 

Leu Gln Tyr Ser Glu Glu Asp Cys Ala Phe Glu Glu Glu Ile Arg Pro 
85 90 95 

Asp Gly Tyr Asn Val Tyr Arg Ser Glu Lys His Arg Leu Pro Val ser 
100 105 110 

Leu ser Ser Ala Lys Gln Arg Gln Leu Tyr Lys Asn Arg Gly Phe Leu 
115 120 125 

Pro Leu Ser.His Phe Leu Pro Met Leu Pro Met val 	Pro Glu Glu Pro 
130 135 140 

Glu Asp Leu Arg Gly His Leu Glu Ser Asp Met Phe ser Ser Pro Leu 
145 150 155 160 

Glu Thr Asp Ser Met Asp Pro Phe Gly Leu Val Thr Gly Leu Glu Ala 

val Arg Ser Pro 

165 

Ser Phe Glu Lys 

170 175 

180 
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<210> 	76 
<211> 	179 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	76 

Arg Gly Asp Pro Ile Arg Leu Arg His Leu Tyr Thr Ser Gly His 
0 

Pro 

Gly Leu Ser Ser Cys Phe Leu Arg Ile Arg Ala Asp Gly val val Asp 
20 25 30 

Cys Ala Arg Gly Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala Val 
35 40 45 

Ala Leu Arg Thr Val Ala Ile Lys Gly Val His ser Val Arg Tyr Leu 
50 55 60 

Cys Met Gly Ala Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu 
65 70 75 80 

Glu Asp Cys Ala Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn Val 
85 90 95 

Tyr Arg ser Glu Lys His Arg Leu Pro val Ser 	eu Ser Ser Ala Lys 
100 105 110 

Gln Arg Gln Leu Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe 
115 120 125 

Leu Pro Met Leu Pro Met Val Pro Glu Glu Pro Glu Asp Leu Arg Gly 
130 135 140 

His Leu Glu Ser Asp Met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met 
145 150 155 160 

Asp Pro Phe Gly Leu Val Thr Gly Leu Glu Ala Val Arg Ser Pro Ser 
165 170 175 

Phe Glu Lys 

<210> 	77 
<211> 	175 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	77 

Arg Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu Ser Ser 
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1 	 5 10 	 15 

Cys Phe Leu Arg Ile Arg Ala Asp Gly val val Asp Cys Ala Arg Gly 
20 25 30 

Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala val Ala Leu Arg Thr 
35 40 45 

Val Ala Ile Lys Gly val His Ser val Arg Tyr Leu Cys Met Gly Ala 
50 55 60 

Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys Ala 
65 70 75 80 

Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn Val Tyr Arg Ser Glu 
85 90 95 

Lys His Arg Leu Pro Val Ser Leu Ser Ser Ala Lys Gln Arg Gln Leu 
100 105 110 

Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro Met Veil 
115 120 125 

Pro Met Val 	Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu Glu Ser 
130 135 140 

Asp Met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp Pro Phe Gly 
145 150 155 160 

Leu val Thr Gly Leu Glu Ala Val Arg Ser Pro Ser Phe Glu Lys 
165 170 175 

<210> 	78 
<211> 	188 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	78 

Arg Ala Gly Pro His val His Tyr Gly Gly Asp Pro le Arg Leu 
1 	 5 

T
0  15 1
rp 

Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu Ser Ser Cys Phe Leu 
20 25 30 

Arg Ile Arg Ala Asp Gly val Val Asp Cys Ala Arg Gly Gln Ser Ala 
35 40 45 

His Ser Leu Leu Glu Ile Lys Ala val Ala Leu Arg Thr Val Ala Ile 
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50 55 60 

Lys Gly Val 	His ser Val Arg Tyr Leu Cys Met Gly Ala Asp Gly Lys 
65 70 75 80 

Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys Ala Phe Glu Glu 
85 90 95 

Glu Ile Arg Pro Asp Gly Tyr Asn Val Tyr Arg ser Glu Lys His Arg 
100 105 110 

Leu Pro Val 	Ser Leu Ser ser Ala Lys Gln Arg Gln Leu Tyr Lys Asn 
115 120 125 

Arg Gly Phe Leu Pro Leu Ser HiS Phe Leu Pro Met Leu Pro Met Val 
130 135 140 

Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu Glu Ser Asp Met Phe 
145 150 155 160 

Ser Ser Pro Leu Glu Thr Asp Ser Met Asp Pro Phe Gly Leu Val Thr 
165 170 175 

Gly Leu Glu Ala val Arg Ser Pro Ser Phe Glu Lys 
180 185 

<210> 	79 
<211> 	187 
<212> 	PRT 
<213> 	HOMO sapiens 

<400> 	79 

Arg Gly Pro His val His Tyr Gly Trp Gly Asp Pro Ile Arg Leu Arg 
1 	 5 10 15 

HiS Leu Tyr Thr ser Gly Pro His Gly Leu Ser Ser Cys Phe Leu Arg 
20 25 30 

Ile Arg Ala Asp Gly val Val Asp Cys Ala Arg Gly Gln Ser Ala His 
35 40 45 

Ser Leu Leu Glu Ile Lys Ala val Ala Leu Arg Thr Val Ala Ile Lys 
50 55 60 

Gly val 	His ser val Arg Tyr Leu Cys met Gly Ala Asp Gly Lys Met 
65 70 75 

Gin Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys Ala Phe Glu Glu Glu 
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85 90 	 95 

Ile Arg Pro Asp Gly Tyr Asn Val Tyr Arg Ser Glu Lys His Arg Leu 
100 105 110 

Pro Val Ser Leu Ser Ser Ala Lys Gln Arg Gln Leu Tyr Lys Asn Arg 
115 120 125 

Gly Phe Leu Pro Leu Ser His Phe Leu Pro Met Leu Pro Met Val Pro 
130 135 140 

Glu Glu Pro Glu Asp Leu Arg Gly His Leu Glu Ser Asp Met Phe Ser 
145 150 155 160 

Ser Pro Leu Glu Thr Asp Ser Met Asp Pro Phe Gly Leu Val Thr Gly 
165 170 175 

Leu Glu Ala Val Arg Ser Pro Ser Phe Glu Lys 
180 185 

<210> 	80 / 

<211> 	186 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	80 

Arg Pro His val His
10 1 	 5 

Tyr Gly Trp Gly Asp Pro Ile Arg Leu Arg 
1 5 

His 

Leu Tyr Thr Ser Gly Pro His Gly Leu Ser Ser Cys Phe Leu Arg Ile 
20 25 30 

Arg Ala Asp Gly val Val Asp Cys Ala Arg Gly Gln Ser Ala His Ser 
35 40 45 

Leu Leu Glu Ile Lys Ala Val Ala Leu Arg Thr val Ala Ile Lys Gly 
50 55 60 

Val His Ser val Arg Tyr Leu Cys Met Gly Ala Asp Gly Lys Met Gln 
65 70 75 80 

Gly Leu Leu Gin Tyr Ser Glu Glu Asp Cys Ala Phe Glu Glu Glu Ile 
85 90 95 

Arg Pro Asp Gly Tyr Asn val Tyr Arg Ser Glu Lys His Arg Leu Pro 
100 105 110 

Val Ser Leu Ser Ser Ala Lys Gln Arg Gin Leu Tyr Lys Asn Arg Gly 
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115 120 	 125 

Phe Leu Pro Leu Ser His Phe Leu Pro Met Leu Pro Met val Pro Glu 
130 135 140 

Glu Pro Glu Asp Leu Arg Gly His Leu Glu Ser Asp met Phe Ser Ser 
145 150 155 160 

Pro Leu Glu Thr Asp Ser Met Asp Pro Phe Gly Leu Val Thr Gly Leu 
165 170 175 

Glu Ala Val Arg Ser Pro Ser Phe Glu Lys 
180 185 

<210> 	81 
<211> 	185 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	81 

Arg His Val 	His Tyr Gly Trp Gly Asp P Ile Arg Leu Arg His Leu 
1 	 5 10 15

ro 
7  

Tyr Thr Ser Gly Pro His Gly Leu Ser Ser Cys Phe Leu Arg Ile Arg 
20 25 30 

Ala Asp Gly val val Asp Cys Ala Arg Gly Gln Ser Ala His Ser Leu 
35 40 45 

Leu Glu Ile Lys Ala Val Ala Leu Arg Thr val Ala Ile Lys Gly Val 
50 55 60 

His Ser Val Arg Tyr Leu Cys Met Gly Ala Asp Gly Lys met Gln Gly 
65 70 75 80 

Leu Leu Gln Tyr Ser Glu Glu Asp Cys Ala Phe Glu Glu Glu Ile Arg 
85 90 95 

Pro Asp Gly Tyr Asn Val Tyr Arg Ser Glu Lys His Arg Leu Pro Val 
100 105 110 

Ser Leu Ser Ser Ala Lys Gln Arg Gin Leu Tyr Lys Asn Arg Gly Phe 
115 120 125 

Leu Pro Leu Ser HiS Phe Leu Pro Met eu Pro Met Val Pro Glu Glu 
130 135 140 

Pro Glu Asp Leu Arg Gly His Leu Glu Ser Asp Met Phe Ser ser Pro 
Page 72 



13370-003-055_Seguence Listing 
145 	 150 	 155 160 

Leu Glu Thr Asp Ser Met Asp Pro Phe Gly Leu Val Thr Gly Leu Glu 
165 	 170 	 175 

Ala Val Arg Ser Pro Ser Phe Glu Lys 
180 185 

<210> 82 
<211> 194 
<212> PRT 
<213> Homo sapiens 

<400> 82 

Arg Pro Leu Ala Phe Ser Ala Ala Gly Pro His Val His Tyr Gly Trp 
1 5 10 15 

Gly Asp Pro Ile Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly 
20 25 30 

Leu Ser Ser Cys Phe Leu Arg Ile Arg Ala Asp Gly val Val Asp Cys 
35 40 45 / 

Ala Arg Gly Gln Ser Ala His Ser Leu Leu Glu ile Lys Ala Val Ala 
50 55 60 

Leu Arg Thr Val Ala Ile Lys Gly Val His Ser Val Arg Tyr Leu Cys 
65 70 75 80 

Met Gly Ala Asp Gly. Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu 
85 90 95 

Asp Cys Ala Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn Val Tyr 
100 105 110 

Arg ser Glu Lys His Arg Leu Pro val ser Leu Ser ser Ala Lys Gln 
115 120 125 

Arg Gln Leu Tyr Lys Asn Arg Gly Phe Leu. Pro Leu Ser His Phe Lett 
130 135 140 

Pro Met Leu Pro Met Val Pro Glu Glu Pro Glu Asp Leu Arg Gly His 
145 150 155 160 

Leu Glu ser Asp Met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp 
165 170 175 

Pro Phe Gly Leu Val Thr Gly Leu Glu Ala Val Arg Ser Pro Ser Phe 
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180 185 	 190 

Glu Lys 

<210> 	83 
<211> 	194 
<212> 	PRT 
<213> 	HOMO sapiens 

<400> 	83 

Arg Pro Leu Ala Phe Ser Asp Ala Ala Pro His Val His Tyr Gly Trp 
1 5 10 15 

Gly Asp Pro Ile Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly 
20 25 30 

Leu Ser Ser Cys Phe Leu Arg Ile Arg Ala Asp Gly val Val Asp Cys 
35 40 45 

Ala Arg Gly Gln Ser Ala His Ser Leu Leu Glu ile Lys Ala Val Ala 
50 55 60 

Leu Arg Thr val Ala Ile Lys Gly Val His Ser Val Arg Tyr Leu Cys 
65 70 75 80 

Met Gly Ala Asp Gly Lys Met Gln Gly Leu. Leu Gln Tyr Ser Glu Glu 
85 90 95 

Asp Cys Ala Phe Glu Glu Giu Ile Arg Pro Asp Gly Tyr Asn Val Tyr 
100 105 110 

Arg Ser Glu Lys His Arg Leu Pro Val Ser Leu Ser Ser Ala Lys Gin 
115 120 125 

Arg Gln Leu Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu 
130 135 140 

Pro Met Leu Pro Met Val Pro Glu Glu Pro Glu Asp Leu Arg Gly His 
145 150 155 160 

Leu Glu Ser Asp Met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp 
165 170 175 

Pro Phe Gly Leu Val Thr Gly Leu Glu Ala Val Arg Ser Pro Ser Phe 
180 185 190 

Glu Lys 
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<210> 	84 
<211> 	194 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	84 

Arg Pro Leu Ala Phe Ser Asp Ala Gly Ala His Val His Tyr Gly T p 
1 5 10 15 

Gly Asp Pro Ile Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly 
20 25 30 

Leu Ser Ser Cys Phe Leu Arg Ile Arg Ala Asp Gly val Val Asp Cys 
35 40 45 

Ala Arg Gly Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala val Ala 
50 55 60 

Leu 
65 

Arg Thr val Ala Ile 
70 

Lys Gly Val His ser 
75 

val Arg Tyr Leu Cys 
g() 

met Gly Ala Asp Gly.  Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu 
85 90 95 

Asp Cys Ala Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn Val Tyr 
100 105 110 

Arg Ser Glu Lys His Arg Leu Pro Val Ser Leu Ser Ser Ala Lys Gln 
115 120 125 

Arg Gln Leu Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu 
130 135 140 

Pro Met Leu Pro Met Val Pro Glu Glu Pro Glu Asp Leu Arg Gly His 
145 150 155 160 

Leu Glu Ser Asp Met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp 
165 170 175 

Pro Phe Gly Leu Val Thr Gly Leu Glu Ala Val Arg Ser Pro Ser Phe 
180 185 190 

Glu Lys 

<210> 	85 
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<211> 194 
<212> PRT 
<213> Homo sapiens 

<400> 85 

Arg Pro Leu Ala Phe Ser Asp Ala Gly Pro His val His Tyr Gly Ala 
1 	 5 	 10 	 15 

Gly Asp Pro ile Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly 
20 	 25 	 30 

Leu Ser Ser Cys Phe Leu Arg Ile Arg Ala Asp Gly val val Asp Cys 
35 	 40 	 45 

Ala Arg Gly Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala Val Ala 
50 55 60 

Leu Arg Thr Val Ala Ile Lys Gly Val His Ser Val Arg Tyr Leu Cys 
65 70 75 80 

Met Gly Ala Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu 
85 90 95 	' 

Asp cys Ala Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn val Tyr 
100 105 110 

Arg Ser Glu Lys His Arg Leu Pro val Ser Leu Ser ser Ala Lys Gln 
115 120 125 

Arg Gln Leu Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu 
130 135 140 

Pro Met Leu Pro met val Pro Glu Glu Pro Glu Asp Leu Arg Gly His 
145 150 155 160 

Leu Glu Ser Asp Met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp 
165 170 175 

Pro Phe Gly Leu Val Thr Gly Leu Glu Ala Val Arg Ser Pro Ser Phe 
180 185 190 

Glu Lys 

<210> 86 
<211> 194 
<212> PRT 
<213> Homo sapiens 
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<400> 	86 

Arg Pro Leu Ala 
S
he Ser Asp Ala Gly His Val His Tyr Gly Trp 

1 	 5 1
Pro 
0 15 

Gly Ala Pro Ile Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly 
20 25 30 

Leu Ser Ser Cys Phe Leu Arg Ile Arg Ala Asp Gly Val val Asp Cys 
35 40 45 

Ala Arg Gly Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala Val Ala 
50 55 60 

Leu Arg Thr Val Ala Ile Lys Gly Val His ser Val Arg Tyr Leu Cys 
65 70 75 80 

Met Gly Ala Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu 
85 90 95 

Asp Cys Ala Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn Val Tyr 
100 105 110 

Arg Ser Glu Lys His Arg Leu Pro Val Ser Leu Ser Ser Ala Lys Gln 
115 120 125 

Arg Gin Leu Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu 
130 135 140 

Pro Met Leu Pro met Val Pro Glu Glu Pro Glu Asp Leu Arg Gly His 
145 150 155 160 

Leu Glu Ser Asp met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp 
165 170 175 

Pro Phe Gly Leu val Thr Gly Leu Glu Ala val Arg ser Pro ser Phe 
180 185 190 

Glu Lys 

<210> 	87 
<211> 	167 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	87 

Arg Pro Leu Ala 
S
he Ser Asp Ala Gly 

1
Pro His Val His Tyr Gly Trp 

5 0 15 
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Gly Asp Ala Ile Cys Ala Arg Gly Gln Ser Ala His Ser Leu Leu Glu 
20 25 30 

Ile Lys Ala Val Ala Leu Arg Thr Val Ala ile Lys Gly Val His Ser 
35 40 45 

Val Arg Tyr Leu Cys Met Gly Ala Asp Gly Lys Met Gln Gly Leu Leu 
50 55 60 

Gln Tyr Ser Glu Glu Asp Cys Ala Phe Glu Glu Glu Ile Arg Pro Asp 
65 70 75 80 

Gly Tyr Asn Val Tyr Arg Ser Glu Lys His Arg Leu Pro val Ser Leu 
85 90 95 

Ser Ser Ala Lys Gln Arg Gln Leu Tyr Lys Asn Arg Gly Phe Leu Pro 
100 105 110 

Leu Ser His Phe Leu Pro Met Leu Pro Met Val Pro Glu Glu Pro Glu 
115 120 125 

Asp Leu Arg Gly HiS Leu Glu Ser Asp Met Phe Ser Ser Pro Leu Glu 
130 135 140 

Thr Asp Ser Met Asp Pro Phe Gly Leu Val Thr Gly Leu Glu Ala val 
145 150 155 160 

Arg Ser Pro Ser Phe Glu Lys 
165 

<210> 	88 
<211> 	194 
<212> 	PRT 
<213> 	HOMO sapiens 

<400> 	88 

Arg Pro Leu Ala Phe Ser Asp Ala Gly Pro His val His Tyr Gly Trp 
1 	 5 10 15 

Gly Asp Pro Ile Arg Leu Arg His Leu Tyr Thr Ser Gly Pro Ala Gly 
20 25 30 

Leu Ser Ser cys Phe Leu Arg Ile Arg Ala Asp Gly val val Asp Cys 
35 40 45 

Ala Arg Gly Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala Val Ala 
50 55 60 
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Leu Arg Thr Val Ala Ile Lys Gly Val His Ser Val Arg Tyr Leu Cys 
65 70 75 80 

Met Gly Ala Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr ser Glu Glu 
85 90 95 

Asp Cys Ala Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn val Tyr 
100 105 110 

Arg Ser Glu Lys His Arg Leu Pro val Ser Leu Ser Ser Ala Lys Gln 
115 120 125 

Arg Gln Leu Tyr Lys Asn Arg.  Gly Phe Leu Pro Leu Ala His Phe Leu 
130 135 140 

Pro Met Leu Pro Met Val Pro Glu Glu Pro Glu Asp Leu Arg Gly His 
145 150 155 160 

Leu Glu Ser Asp Met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp 
165 170 175 ' 

Pro Phe Gly Leu Val Thr Gly Leu Glu Ala Val Arg Ser Pro ser Phe 
180 185 190 

Glu Lys 

<210> 	89 
<211> 	194 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	89 

Arg Pro Leu Ala 
S
he Ser Asp Ala Gly His Val His Tyr Gly Trp 

1 	 5 
1P0ro  

15 

Gly Asp Pro Ile Arg Leu Arg His Leu Tyr Thr Ser Gly Pro Ala Gly 
20 25 30 

Leu ser ser Cys Phe Leu Arg Ile Arg Ala Asp Gly val val Asp Cys 
35 40 45 

Ala Arg Gly Gln Ser Ala His ser Leu Leu Glu Ile Lys Ala Val Ala 
50 55 60 

Leu Arg Thr Val Ala Ile Lys Gly Val His Ser val Arg Tyr Leu Cys 
65 70 75 80 
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Met Gly Ala Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu 
85 90 95 

Asp Cys Ala Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn. Val Tyr 
100 105 110 

Arg Ser Glu Lys His Arg Leu Pro Val Ser Leu Ser Ser Ala Lys Gln 
115 120 125 

Arg Gln Leu Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser Ala Phe Leu 
130 135 140 

Pro Met Leu Pro met Val Pro Glu Glu Pro Glu Asp Leu Arg Gly His 
145 150 155 160 

Leu Glu Ser Asp met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp 
165 170 175 

Pro Phe Gly Leu Val Thr Gly Leu Glu Ala Val Arg Ser Pro Ser Phe 
180 185 190 

Glu Lys 

<210> 	90 
<211> 	194 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	90 

Arg Pro Leu Ala Phe Ser Asp Ala Gly Pro His val His Tyr Gly Trp 
1 	 5 10 15 

Gly Asp Pro Ile Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly 
20 25 30 

Leu ser Ser Cys Phe Leu Arg Ile Arg Ala Asp Gly Val val Asp Cys 
35 40 45 

Ala Arg Gly Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala Val Ala 
50 55 60 

Leu Arg Thr val Ala Ile Lys Gly val HiS Ser val Arg Tyr Leu Cys 
65 70 75 80 

Met Gly Ala Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu 
85 90 95 
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Asp Cys Ala Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn Val Tyr 
100 105 110 

Arg Ser Glu Lys His Arg Leu Pro Val Ser Leu Ser Ser Ala Ala Gln 
115 120 125 

Ala Gln Leu Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu 
130 135 140 

Pro Met Leu Pro Met Val Pro Glu Glu Pro Glu Asp Lein Arg Gly His 
145 150 155 160 

Leu Glu Ser Asp Met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp 
165 170 175 

Pro Phe Gly Leu val Thr Gly Leu Glu Ala val Arg Ser Pro Ser Phe 
180 185 190 

Glu Lys 

<210> 	91 
<211> 	194 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	91 

Arg Pro Leu Ala Phe Ser Asp Ala Gly Pro His val His Tyr Gly Trp 
1 	 5 10 15 

Gly Asp Pro Ile Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly 
20 25 30 

Leu Ser Ser cys Phe Leu Arg Ile Arg Ala Asp Gly Val Val Asp Cys 
35 40 45 

Ala Arg Gly Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala Val Ala 
50 55 60 

Leu Arg Thr val Ala Ile Lys Gly Val His Ser val Arg Tyr Leu Cys 
65 70 75 80 

Met Gly Ala Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu 
85 90 95 

Asp Cys Ala Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn val Tyr 
100 105 110 
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Arg ser Glu Lys His Arg Leu Pro Val Ser Leu Ser Ser Ala Ala Gln 
115 120 125 

Arg Gln Leu Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ala His Phe Leu 
130 135 140 

Pro Met Leu Pro Met Val Pro Glu Glu Pro Glu Asp Leu Arg Gly His 
145 150 155 160 

Leu Glu Ser Asp Met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp 
165 170 175 

Pro Phe Gly Leu val Thr Gly Leu Glu Ala val Arg Ser Pro Ser Phe 
180 185 190 

Glu Lys 

<210> 	92 
<211> 	194 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	92 

Arg Pro Leu Ala 
S
he Ser Asp Ala Gly His Val His Tyr Gly Trp 

1 	 5 
1P0ro  

15 

Gly Asp Pro Ile Arg Leu Arg His Leu Tyr Thr ser Gly Pro His Gly 
20 25 30 

Leu Ser Ser Cys Phe Leu Arg Ile Arg Ala Asp Gly Val val Asp Cys 
35 40 45 

Ala Arg Gly Gin Ser Ala His Ser Leu Leu Glu Ile Lys Ala val Ala 
50 55 60 

Leu Arg Thr Val Ala Ile Lys Gly Val His Ser Val Arg Tyr Leu Cys 
65 70 75 80 

met Gly Ala Asp Gly Lys met Gln Gly Leu Leu Gln Tyr Ser Glu Glu 
85 90 95 

Asp Cys Ala Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn val Tyr 
100 105 110 

Arg Ser Glu Lys His Arg Leu Pro Val Ser Leu Ser Ser Ala Ala Gln 
115 120 125 
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Arg Gln Leu Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser Ala Phe Leu 
130 135 140 

Pro Met Leu Pro Met val Pro Glu Glu Pro Glu Asp Leu Arg Gly His 
145 150 155 160 

Leu Glu ser Asp Met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp 
165 170 175 

Pro Phe Gly Leu Val Thr Gly Leu Glu Ala Val Arg Ser Pro Ser Phe 
180 185 190 

Glu Lys 

<210> 	93 
<211> 	194 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	93 

Arg Pro Leu Ala 
S
he Ser Asp Ala Gly His Val His Tyr Gly Trp 

1 	 5 1
Pro 
0 15 

Gly Asp Pro Ile Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly 
20 25 30 

Leu Ser Ser Cys Phe Leu Arg Ile Arg Ala Asp Gly Val val Asp Cys 
35 40 45 

Ala Arg Gly Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala Val Ala 
50 55 60 

Leu Arg Thr Val Ala Ile Lys Gly Val His Ser Val Arg Tyr Leu Cys 
65 70 75 80 

Met Gly Ala Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu 
85 90 95 

Asp Cys Ala Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn val Tyr 
100 105 110 

Arg Ser Glu Lys His Arg Leu Pro Val Ser Leu Ser Ser Ala Lys Gln 
115 120 125 

Ala Gln Leu Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ala His Phe Leu 
130 135 140 
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Pro Met Leu Pro Met Val Pro Glu Glu Pro Glu Asp Leu Arg Gly His 
145 150 155 160 

Leu Glu Ser Asp Met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp 
165 170 175 

Pro Phe Gly Leu val Thr Gly Leu Glu Ala Val Arg Ser Pro ser Phe 
180 185 190 

Glu Lys 

<210> 	94 
<211> 	194 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	94 

Arg Pro Leu Ala Phe Ser Asp Ala Gly Pro His Val His Tyr Gly Trp 
1 	 5 10 15 

Gly Asp Pro Ile Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly 
20 25 30 

Leu ser Ser cys Phe Leu Arg Ile Arg Ala Asp Gly val Val Asp cys 
35 40 45 

Ala Arg Gly Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala Val Ala 
50 55 60 

Leu Arg Thr val Ala Ile Lys Gly Val His Ser Val Arg Tyr Leu Cys 
65 70 75 80 

Met Gly Ala Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu 
85 90 95 

Asp Cys Ala Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn Val Tyr 
100 105 110 

Arg Ser Glu Lys His Arg Leu Pro val Ser Leu Ser ser Ala Lys Gln 
115 120 125 

Arg Gln Leu Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ala Ala Phe Leu 
130 135 140 

Pro Met Leu Pro Met Val Pro Glu Glu Pro Glu Asp Leu Arg Gly His 
145 150 155 160 
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Leu Glu Ser Asp Met Phe ser Ser Pro Leu Glu Thr Asp ser Met Asp 
165 170 175 

Pro Phe Gly Leu val Thr Gly Leu Glu Ala Val Arg Ser Pro Ser Phe 
180 185 190 

Glu Lys 

<210> 	95 
<211> 	194 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	95 

Arg Pro Leu Ala Phe Ser Asp Ala Gly Pro His Val His Tyr Gly T p 
1 	 5 10 15 

Gly Asp Pro Ile Arg Leu Arg His Leu Tyr Thr ser Gly Pro His Gly 
20 25 30 

Leu ser Ser Cys Phe Leu Arg Ile Arg Ala Asp Gly val val Asp Cys 
35 40 45 

Ala Arg Gly Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala val Ala 
50 55 60 

Leu Arg Thr Val Ala Ile Lys Gly Val His ser Val Arg Tyr Leu Cys 
65 70 75 80 

Met Gly Ala Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu 
85 90 95 

Asp Cys Ala Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn Val Tyr 
100 105 110 

Arg Ser Glu Lys His Arg Leu Pro Val Ser Leu Ser Ser Ala Ala Gln 
115 120 125 

Arg Gln Leu Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser Ala Phe Leu 
130 135 140 

Pro Met Leu Pro Met Val Pro Glu Glu Pro Glu Asp Leu Arg Gly His 
145 150 155 160 

Leu Glu ser Asp Met Phe Ser Ser Pro Leu Glu Thr Asp Ser met Asp 
165 170 175 
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Pro Phe Gly Leu Val Thr Gly Leu Glu Ala val Arg Ser Pro Ser Phe 
180 185 190 

Glu Lys 

<210> 	96 
<211> 	194 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	96 

Arg Pro Leu Ala Phe Ser Asp Ala Gly Pro His Val His Tyr Gly Trp 
1 	 5 10 15 

Gly Asp Pro Ile Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly 
20 25 30 

Leu Ser Ser Cys Phe Leu Arg Ile Arg Ala Asp Gly val Val Asp cys 
35 40 45 

/ 

Ala Arg Gly Gln Ser Ala His Ser Leu Leu Glu ile Lys Ala Val Ala 
50 55 60 

Leu Arg Thr Val Ala Ile Lys Gly Val His Ser Val Arg Tyr Leu Cys 
65 70 75 80 

Met Gly Ala Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu 
85 90 95 

Asp Cys Ala Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn val Tyr 
100 105 110 

Arg Ser Glu Lys His Arg Leu Pro Val Ser Leu Ser Ser Ala Ala Gln 
115 120 125 

Ala Gln Leu Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ala His Phe Leu 
130 135 140 

Pro Met Leu Pro Met Val Pro Glu Glu Pro Glu Asp Leu Arg Gly His 
145 150 155 160 

Leu Glu Ser Asp Met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp 
165 170 175 

Pro Phe Gly Leu Val Thr Gly Leu Glu Ala val Arg Ser Pro Ser Phe 
180 185 190 
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Glu Lys 

<210> 	97 
<211> 	194 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	97 

Arg Pro Leu Ala Phe Ser Asp Ala Gly Pro His Val His Tyr Gly Trp 
1 	 5 10 15 

Gly Asp Pro Ile Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly 
20 25 30 

Leu Ser Ser Cys Phe Leu Arg Ile Arg Ala Asp Gly Val val Asp Cys 
35 40 45 

Ala Arg Gly Gln ser Ala His Ser Leu Leu Glu Ile Lys Ala Val Ala 
50 55 60 

/ 

Leu Arg Thr val Ala Ile Lys Gly Val His ser val Arg Tyr Leu Cys 
65 70 75 80 

Met Gly Ala Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu 
85 90 95 

Asp Cys Ala Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn val Tyr 
100 105 110 

Arg Ser Glu Lys HiS Arg Leu Pro val Ser Leu Ser Ser Ala Ala Gln 
115 120 125 

Ala Gln Leu Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser Ala Phe Leu 
130 135 140 

Pro Met Leu Pro Met val Pro Glu Glu Pro Glu Asp Leu Arg Gly HiS 
145 150 155 160 

Leu Glu Ser Asp Met Phe Ser ser Pro Leu Glu Thr Asp Ser Met Asp 
165 170 175 

Pro Phe Gly Leu Val Thr Gly Leu Glu Ala val Arg Ser Pro Ser Phe 
180 185 190 

Glu Lys 
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<210> 98 
<211> 194 
<212> PRT 
<213> Homo sapiens 

<400> 98 

Arg Pro Leu Ala Phe Ser Asp Ala Gly Pro His val His Tyr Gly Trp 
1 5 10 15 

Gly Asp Pro Ile Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly 
20 25 30 

Leu Ser Ser Cys Phe Leu Arg Ile Arg Ala Asp Gly Val val Asp Cys 
35 40 45 

Ala Arg Gly Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala Val Ala 
50 55 60 

Leu Arg Thr Val Ala ile Lys Gly Val His Ser Val Arg Tyr Leu Cys 
65 70 75 80 

Met Gly Ala Asp Gly Lys met Gln Gly Leu Leu Gln Tyr Ser Glu Glu 
85 90 95 

Asp Cys Ala Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn val Tyr 
100 105 110 

Arg Ser Glu Lys His Arg Leu Pro val Ser Leu Ser Ser Ala Ala Gln 
115 120 125 

Ala Gln Leu Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ala Ala Phe Leu 
130 135 140 

Pro met Leu Pro met val Pro Glu Glu Pro Glu Asp Leu Arg Gly His 
145 150 155 160 

Leu Glu Ser Asp Met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp 
165 170 175 

Pro Phe Gly Leu val Thr Gly Leu Glu Ala val Arg Ser Pro Ser Phe 
180 185 190 

Glu Lys 

<210> 99 
<211> 194 
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<212> PRT 
<213> Homo sapiens 

<400> 99 

Arg Pro Leu Ala Ser 
S
he Asp Ala Gly 

1
Pro His val His Tyr Gly Trp 

5 0 15 

Gly Asp Pro Ile Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly 
20 25 30 

Leu Ser Ser Cys Phe Leu Arg Ile Arg Ala Asp Gly Val val Asp Cys 
35 40 45 

Ala Arg Gly Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala Val Ala 
50 55 60 

Leu Arg Thr Val Ala ile Lys Gly Val His Ser Val Arg Tyr Leu Cys 
65 70 75 80 

Met Gly Ala Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr ser Glu Glu 
85 90 95 / 

Asp Cys Ala Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn Val Tyr 
100 105 110 

Arg Ser Glu Lys His Arg Leu Pro Val Ser Leu Ser Ser Ala Lys Gln 
115 120 125 

Arg Gln Leu Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser HiS Phe Leu 
130 135 140 

Pro met Leu Pro Met val Pro Glu Glu Pro Glu Asp Leu Arg Gly His 
145 150 155 160 

Leu Glu Ser Asp met Phe Ser Ser Pro Leu Glu Thr Asp ser Met Asp 
165 170 175 

Pro Phe Gly Leu Val Thr Gly Leu Glu Ala val Arg Ser Pro Ser Phe 
180 185 190 

Glu Lys 

<210> 100 
<211> 181 
<212> PRT 
<213> Homo sapiens 

<400> 100 
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His Pro Ile Pro Asp Ser Ser Pro Leu Leu Gln Phe Gly Gly Gln val 
1 	 5 	 10 	 15 

Arg Gln Arg Tyr Leu Tyr Thr Asp Asp Ala Gln Gln Thr Glu Ala His 
20 	 25 	 30 

Leu Glu Ile Arg Glu Asp Gly 	
5 

Thr val Gly Gly Ala Ala Asp Gln Ser 
35 	 40  

Pro Glu Ser Leu Leu Gln Leu Lys Ala Leu Lys Pro Gly val Ile Gln 
50 	 55 	 60 

Ile Leu Gly Val 	Lys Thr Ser Arg Phe Leu Cys Gln Arg Pro Asp Gly 
65 70 75 80 

Ala Leu Tyr Gly Ser Leu His Phe Asp Pro Glu Ala Cys Ser Phe Arg 
85 90 95 

Glu Leu Leu Leu Glu Asp Gly Tyr Asn val Tyr Gln Ser Glu Ala His 
100 105 110 / 

Gly Leu Pro Leu His Leu Pro Gly Asn Lys Ser Pro His Arg Asp Pro 
115 120 125 

Ala Pro Arg Gly Pro Ala Arg Phe Leu Pro Leu Pro Gly Leu Pro Pro 
130 135 140 

Ala Leu Pro Glu Pro Pro Gly Ile Leu Ala Pro Gln Pro Pro Asp Val 
145 150 155 160 

Gly Ser Ser Asp Pro Leu Ser met Val Gly Pro Ser Gln Gly Arg Ser 
165 170 175 

Pro Ser Tyr Ala Ser 
180 

<210> 101 
<211> 4 
<212> 
<213> 

PRT 
Homo sapiens 

<400> 

val His 

101 

Tyr Gly 
1 

<210> 102 
<211> 9 
<212> PRT 
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<213> Homo sapiens 

<400> 102 

Asp Ala Ser Pro His val His Tyr Gly 
1 5 

<210> 103 
<211> 9 
<212> PRT 
<213> Homo sapiens 

<400> 103 

Asp Ser Ser Pro Leu val His Tyr Gly 
1 5 

<210> 104 
<211> 7 
<212> PRT 
<213> Homo sapiens 

<400> 104 

Asp ser Ser Pro Leu Leu Gln 
1 5 

<210> 105 
<211> 12 
<212> PRT 
<213> Homo sapiens 

<400> 105 

Asp Ser Ser Pro Leu Leu Gln Phe Gly Gly Gln Val 
1 5 10 

<210> 106 
<211> 5 
<212> PRT 
<213> Homo sapiens 

<400> 106 

Arg His Pro Ile Pro 
1 5 

<210> 107 
<211> 4 
<212> PRT 
<213> Homo sapiens 

<400> 107 

His Pro Ile Pro 
1 
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<210> 108 
<211> 5 
<212> PRT 
<213> Homo sapiens 

<400> 108 

Arg Pro Leu Ala Phe 
1 5 

<210> 109 
<211> 4 
<212> PRT 
<213> Homo sapiens 

<400> 109 

Pro Leu Ala Phe 
1 

<210> 110 
<211> 6 
<212> PRT 
<213> Homo sapiens 

<400> 110 

Met Asp Ser Ser Pro Leu 
1 5 

<210> 111 
<211> 7 
<212> PRT 
<213> Homo sapiens 

<400> 111 

Met ser Asp Ser Ser Pro Leu 
1 5 

<210> 112 
<211> 6 
<212> PRT 
<213> Homo sapiens 

<400> 112 

Ser Asp Ser Ser Pro Leu 
1 5 

<210> 113 
<211> 5 
<212> PRT 
<213> Homo sapiens 

<400> 113 

met Ser ser Pro Leu 
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1 	 5 

<210> 	114 
<211> 	4 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	114 

Ser Ser Pro Leu 
1 

<210> 	115 
<211> 	4 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	115 

Arg Asp Ser Ser 
1 

<210> 	116 
<211> 	4 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	116 

met Asp ser Ser 
1 

<210> 	117 
<211> 	5 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	117 

Met Arg Asp Ser Ser 
1 	 5 

<210> 	118 
<211> 	5 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	118 

Met Ser Ser Pro Leu 
1 	 5 

<210> 	119 
<211> 	6 
<212> 	PRT 
<213> 	Homo sapiens 
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<400> 	119 

Met Asp Ser Ser Pro Leu 
1 5 

<210> 	120 
<211> 	7 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	120 

Met Ser Asp Ser Ser Pro Leu 
1 5 

<210> 	121 
<211> 	5 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	121 

Asp Ser Ser Pro Leu 
1 5 

<210> 	122 
<211> 	5 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	122 

Asp Ala Ser Pro His 
1 5 

<210> 	123 
<211> 	4 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	123 

Arg Asp Ser Ser 
1 

<210> 	124 
<211> 	4 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	124 

Met Asp Ser Ser 
1 

<210> 	125 
<211> 	5 

Page 94 



13370-003-055_Sequence Listing 
<212> PRT 
<213> HOMO sapiens 

<400> 125 

Met Arg Asp Ser Ser 
1 5 

<210> 126 
<211> 6 
<212> PRT 
<213> Homo sapiens 

<400> 126 

Met Asp Ser Ser Pro Leu 
1 5 

<210> 127 
<211> 7 
<212> PRT 
<213> HOMO sapiens 

<400> 127 

Met Ser Asp Ser Ser Pro Leu 
1 5 

<210> 128 
<211> 5 
<212> PRT 
<213> HOMO sapiens 

<400> 128 

Met Ser Ser Pro Leu 
1 5 

<210> 129 
<211> 5 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Description of Artificial Sequence: Linker sequence 

<400> 129 

Gly ser Gly Gly Ser 
1 5 

<210> 130 
<211> 4 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Description of Artificial Sequence: Linker sequence 
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<400> 	130 

G1 y Gly G1 y Ser 
1 

<210> 	131 
<211> 	4 
<212> 	PRT 
<213> 	Artificial 	Sequence 

<220> 
<223> 	Description of Artificial Sequence: Linker sequence 

<400> 	131 

G1 y G1 y Ser Gly 
1 

<210> 	132 
<211> 	5 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	Description of Artificial Sequence: Linker sequence 

<400> 	132 

Gly Gly Ser Gly G1 y 
1 	 5 

<210> 	133 
<211> 	5 
<212> 	PRT 
<213> 	Artificial 	sequence 

<220> 
<223> 	Description of Artificial Sequence: Linker sequence 

<400> 	133 

Gly Ser Gly Ser G1 y 
1 	 5 

<210> 	134 
<211> 	5 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	Description of Artificial Sequence: Linker sequence 

<400> 	134 

G1 y Ser Gly Gly G1 y 
1 	 5 
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<210> 	135 
<211> 	5 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	Description of Artificial 	Sequence: Linker sequence 

<400> 	135 

Gly Ser Ser Ser Gly 
1 	 5 

<210> 	136 
<211> 	32 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	Description of Artificial Sequence: Forward primer 

<400> 	136 
ccgactagtc accatgcgga gcgggtgtgt gg 32 

<210> 	137 
<211> 	41 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	Description of Artificial 	Sequence: Reverse primer 

<400> 	137 
ataagaatgc ggccgcttac ttctcaaagc tgggactcct c 41 

<210> 	138 
<211> 	186 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	138 

Asp Ser Ser Pro Leu Leu Gln Phe Gly Gly Gln Val Arg Leu Arg His 
1 	 5 	 10 15 

Leu Tyr Thr ser Gly Pro His Gly Leu Ser Ser Cys Phe Leu Arg Ile 
20 	 25 30 

Arg Ala Asp Gly val val Asp cys Ala Arg Gly Gln Ser Ala His Ser 
35 	 40 45 

Leu Leu Glu Ile Lys Ala val Ala Leu Arg Thr Val Ala ile Lys Gly 
50 	 55 60 

Val His Ser val Arg Tyr Leu Cys Met Gly Ala Asp Gly Lys Met Gln 
65 	 70 	 75 80 
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Gly Leu Lein Gln Tyr Ser Glu Glu Asp Cys Ala Phe Glu Glu Glu Ile 
85 90 95 

Arg Pro Asp Gly Tyr Asn val Tyr Arg Ser Glu Lys His Arg Leu Pro 
100 105 110 

Val 	Ser Leu Ser ser Ala Lys Gin Arg Gin Leu Tyr Lys Asn Arg Gly 
115 120 125 

Phe Leu Pro Leu Ser His Phe Leu Pro Met Leu Pro Met Val Pro Glu 
130 135 140 

Glu Pro Glu Asp Leu Arg Gly HiS Leu Glu ser Asp met Phe Ser Ser 
145 150 155 160 

Pro Leu Glu Thr Asp Ser Met Asp Pro Phe Gly Leu val Thr Gly Leu 
165 170 175 

Glu Ala Val Arg Ser Pro ser Phe Glu Lys 
180 185 

<210> 	139 
<211> 	194 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	139 

Arg Pro Leu Ala Phe Ser Asp Ala Ser Pro His Val His Tyr Gly Trp 
1 	 5 10 15 

Gly Asp Pro Ile Arg Leu Arg His Leu Tyr Thr ser Gly Pro His Gly 
20 25 30 

Leu Ser Ser Cys Phe Leu Arg Ile Arg Ala Asp Gly val val Asp Cys 
35 40 45 

Ala Arg Gly Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala Val Ala 
50 55 60 

Leu Arg Thr val Ala Ile Lys Gly Val His ser Val Arg Tyr Leu cys 
65 70 75 80 

Met Gly Ala Asp Gly Lys met Gln Gly Leu Leu Gin Tyr Ser Glu Glu 
85 90 95 

Asp Cys Ala Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn Val Tyr 
100 105 110 
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Arg Ser Glu Lys His Arg Leu Pro Val Ser Leu Ser Ser Ala Lys Gln 
115 120 125 

Arg Gln Leu Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu 
130 135 140 

Pro Met Leu Pro Met val Pro Glu Glu Pro Glu. Asp Leu Arg Gly His 
145 150 155 160 

Leu Glu Ser Asp Met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp 
165 170 175 

Pro Phe Gly Leu val Thr Gly Leu Glu Ala Val Arg Ser Pro Ser Phe 
180 185 190 

Glu Lys 

<210> 	140 
<211> 	194 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	140 

Arg Pro Leu Ala Phe Ser Asp Ser Ser Pro Leu Val His Tyr Gly Trp 
1 	 5 10 15 

Gly Asp Pro Ile Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly 
20 25 30 

Leu Ser 	Cys Phe 3er Leu Arg I 
4
le Arg Ala Asp Gly val Asp Cys 

5 0 4
val 
5 

Ala Arg Gly Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala val Ala 
50 55 60 

Leu Arg Thr Val Ala Ile Lys Gly Val His Ser Val Arg Tyr Leu Cys 
65 70 75 80 

Met Gly Ala Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu 
85 90 95 

Asp Cys Ala Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn val Tyr 
100 105 110 

Arg Ser Glu Lys His Arg Leu Pro val Ser Leu Ser Ser Ala Lys. Gln 
115 120 125 
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Arg Gln Leu Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu 
130 135 140 

Pro Met Leu Pro Met val Pro Glu Glu Pro Glu Asp Leu Arg Gly His 
145 150 155 160 

Leu Glu Ser Asp met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp 
165 170 175 

Pro Phe Gly Leu Val Thr Gly Leu Glu Ala Val Arg Ser Pro Ser Phe 
180 185 190 

Glu Lys 

<210> 	141 
<211> 	188 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	141 

Asp Ser Ser Pro Leu Val His Tyr Gly Trp Gly Asp Pro Ile Arg Leu 
1 	 5 10 15 

Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu Ser Ser Cys. Phe Leu 
20 25 30 

Arg Ile Arg Ala Asp Gly val Val Asp Cys Ala Arg Gly Gln Ser Ala 
35 40 45 

His Ser Leu Leu Glu Ile Lys Ala Val Ala Leu Arg Thr Val Ala Ile 
50 55 60 

Lys Gly Val 	His ser val Arg Tyr Leu Cys Met Gly Ala Asp Gly Lys 
65 70 75 80 

Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys Ala Phe Glu Glu 
85 90 95 

Glu Ile Arg Pro Asp Gly Tyr Asn Val Tyr Arg ser Glu Lys His Arg 
100 105 110 

Leu Pro val Ser Leu Ser Ser Ala Lys Gln Arg Gln Leu Tyr Lys Asn 
115 120 125 

Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro Met Leu Pro Met val 
130 135 140 
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Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu Glu Ser Asp Met Phe 
145 150 155 160 

Ser Ser Pro Leu Glu Thr Asp Ser Met Asp Pro Phe Gly Leu Val Thr 
165 170 175 

Gly Leu Glu Ala Val Arg Ser Pro Ser Phe Glu Lys 
180 185 

<210> 	142 
<211> 	193 
<212> 	PRT 
<213> 	HOMO sapiens 

<400> 	142 

Arg His Pro Ile Pro Asp Ser Ser Pro Leu Leu Gln Phe Gly Trp Gly 
1 	 5 10 15 

Asp Pro Ile Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu 
20 25 30 

/ 

Ser Ser Cys Phe Leu Arg Ile Arg Ala Asp Gly val Val Asp Cys Ala 
35 40 45 

Arg Gly Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala Val Ala Leu 
50 55 60 

Arg Thr val Ala Ile Lys Gly val His Ser val Arg Tyr Leu Cys Met 
65 70 75 80 

Gly Ala Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp 
85 90 95 

Cys Ala Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn Val Tyr Arg 
100 105 110 

Ser Glu Lys His Arg Leu Pro Val Ser Leu Ser Ser Ala Lys Gln Arg 
115 120 125 

Gln Leu Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro 
130 135 140 

Met Leu Pro Met Val Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu 
145 150 155 160 

Glu Ser Asp met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp Pro 
165 170 175 
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Phe Gly Lela Val Thr Gly Leu Glu Ala val Arg Ser Pro Ser Phe Glu 
180 185 190 

Lys 

<210> 143 
<211> 191 
<212> PRT 
<213> Homo sapiens 

<400> 143 

Arg His Pro Ile Pro Asp Ser Ser Pro Leu Leu Gln Trp Gly Asp Pro 
1 5 10 15 

Ile Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu ser Ser 
20 25 30 

Cys Phe Leu Arg Ile Arg Ala Asp Gly Val val Asp Cys Ala Arg Gly 
35 40 45 

Gln Ser Ala His ser Leu Leu Glu ile Lys Ala val Ala Leu Arg Thr 
SO 55 60 

val Ala Ile Lys Gly Val His Ser Val Arg Tyr Leu Cys met Gly Ala 
65 70 75 80 

Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr ser Glu Glu Asp Cys Ala 
85 90 95 

Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn Val Tyr Arg Ser Glu 
100 105 110 

Lys His Arg Leu Pro val Ser Leu Ser Ser Ala Lys Gln Arg Gln Leu 
115 120 125 

Tyr Lys Asn Arg Gly Phe Leu Pro Leu ser His Phe Leu Pro Met Leu 
130 135 140 

Pro Met val 	Pro Glu Glu Pro Glu Asp Lea Arg Gly His Leu Glu ser 
145 150 155 160 

Asp met Phe Ser Ser Pro Leu Glu Thr Asp ser Met Asp Pro Phe Gly 
165 170 175 

Leu Val Thr Gly Leu Glu Ala Val Arg Ser Pro Ser Phe Glu Lys 
180 185 190 
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<210> 144 
<211> 194 
<212> PRT 
<213> Homo sapiens 

<400> 144 

Arg Pro Leu Ala Phe Ser Asp Ala Gly Pro Leu Leu Gln Phe Gly Trp 
1 5 10 15 

Gly Asp Pro Ile Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly 
20 25 30 

Leu Ser Ser Cys Phe Leu Arg Ile Arg Ala Asp Gly val Val Asp Cys 
35 40 45 

Ala Arg Gly Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala val Ala 
50 55 60 

Leu Arg Thr val Ala Ile Lys Gly Val His Ser Val Arg Tyr Leu Cys 
65 70 75 P 

Met Gly Ala Asp Gly Lys Met Gin Gly Leu Leu Gln Tyr Ser Glu Glu 
85 90 95 

Asp Cys Ala Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn val Tyr 
100 105 110 

Arg Ser Glu Lys His Arg Leu Pro val Ser Leu ser Ser Ala Lys Gln 
115 120 125 

Arg Gln Leu Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu 
130 135 140 

Pro Met Leu Pro Met Val Pro Glu Glu Pro Glu Asp Leu Arg Gly His 
145 150 155 160 

Leu Glu Ser Asp Met Phe Ser ser Pro Leu Glu Thr Asp Ser Met Asp 
165 170 175 

Pro Phe Gly Leu val Thr Gly Leu Glu Ala Val Arg Ser Pro Ser Phe 
180 185 190 

Glu Lys 

<210> 145 
<211> 193 
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<212> 	PRT 
<213> 	Homo sapiens 

<400> 	145 

Arg His Pro Ile Pro Asp Ser Ser Pro His Val His Tyr Gly Trp Gly 
1 5 10 15 

Asp Pro Ile Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu 
20 25 30 

Ser ser Cys Phe Leu Arg Ile Arg Ala Asp Gly Val Val Asp Cys Ala 
35 40 45 

Arg Gly Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala val Ala Leu 
50 55 60 

Arg Thr val Ala Ile Lys Gly Val His Ser Val Arg Tyr Leu cys Met 
65 70 75 80 

Gly Ala Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp 
85 90 95 

cys Ala Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn Val Tyr Arg 
100 105 110 

Ser Glu Lys His Arg Leu Pro Val ser Leu Ser Ser Ala Lys Gln Arg 
115 120 125 

Gln Leu Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro 
130 135 140 

Met Lein Pro Met Val 	Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu 
145 150 155 160 

Glu Ser Asp Met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp Pro 
165 170 175 

Phe Gly Leu Val Thr Gly Leu Glu Ala Val Arg Ser Pro Ser Phe Glu 
180 185 190 

Lys 

<210> 	146 
<211> 	192 
<212> 	PRT 
<213> 	HOW) 4pfenS 

<400> 	146 
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Arg Pro Leu Ala Phe Ser Asp Ala Gly Pro Leu Leu Gln Phe Gly Gly 
1 	 5 10 15 

Gln Val Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu Ser 
20 25 30 

Ser Cys Phe Leu Arg Ile Arg Ala Asp Gly Val val Asp Cys Ala Arg 
35 40 45 

Gly Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala Val Ala Leu Arg 
50 55 60 

Thr Val Ala Ile Lys Gly Val His Ser val Arg Tyr Leu Cys Met Gly 
65 70 75 80 

Ala Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys 
85 90 95 

Ala Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn val Tyr Arg Ser 
100 105 110 

/ 

Glu Lys HiS Arg Leu Pro val Ser Leu Ser Ser Ala Lys Gln Arg Gln 
115 120 125 

Leu Tyr Lys Asn Arg Gly Phe Leu Pro Leu ser His Phe Leu Pro met 
130 135 140 

Leu Pro met val 	Pro Glu Glu Pro Glu Asp Leu Arg Gly HiS Leu Glu 
145 150 155 160 

Ser Asp Met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp Pro Phe 
165 170 175 

Gly Leu val Thr Gly Leu Glu Ala Val Arg Ser Pro Ser Phe Glu Lys 
180 185 190 

<210> 	147 
<211> 	191 
<212> 	PRT 
<213> 	HOMO sapiens 

<400> 	147 

Arg His Pro Ile Pro Asp Ser Ser Pro His val His Tyr Gly Gly Gin 
1 	 5 10 15 

Val Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu Ser Ser 
20 25 30 
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Cys Phe Leu Arg Ile Arg Ala Asp Gly val Val Asp Cys Ala Arg Gly 
35 40 45 

Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala Val Ala Leu Arg Thr 
50 55 60 

Val Ala Ile Lys Gly val His Ser Val Arg Tyr Leu Cys Met Gly Ala 
65 70 75 80 

Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys Ala 
85 90 95 

Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn val Tyr Arg ser Glu 
100 105 110 

Lys His Arg Leu Pro val ser Leu ser Ser Ala Lys Gln Arg Gln Leu 
115 120 125 

Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro Met Leu 
130 135 140 

/ 

Pro Met Val 	Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu Glu Ser 
145 150 155 160 

Asp Met Phe ser Ser Pro Leu Glu Thr Asp Ser Met Asp Pro Phe Gly 
165 170 175 

Leu val Thr Gly Leu Glu Ala Val Arg ser Pro Ser Phe Glu Lys 
180 185 190 

<210> 	148 
<211> 	187 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	148 

Arg Asp Ser Ser Pro Leu Leu Gln Phe Gly Gly Gln Val Arg Leu Arg 
1 	 5 10 15 

His Leu Tyr Thr Ser Gly Pro His Gly Leu Ser Ser Cys Phe Leu Arg 
20 25 30 

Ile Arg Ala Asp Gly Val Val Asp Cys Ala Arg Gly Gln ser Ala His 
35 40 45 

Ser Leu Leu Glu Ile Lys Ala val Ala Leu Arg Thr Val Ala Ile Lys 
50 55 60 

Page 106 



13370-003-055_Seguence Listing 

Gly 

	

	 A Val His Ser val lag 
65 	 7 

Tyr Leu Cys Met Gly 
75 

Ala Asp Gly Lys 
8
Met Met 

Gin Gln Gly Leu Leu Gln.  Tyr Ser Glu Glu Asp Cys Ala Phe Glu Glu Glu 
85 90 95 

Ile Arg Pro Asp Gly Tyr Asn val Tyr Arg Ser Glu Lys His Arg Leu 
100 105 110 

Pro Val Ser Leu Ser Ser Ala Lys Gln Arg Gln Leu Tyr Lys Asn Arg 
115 120 125 

Gly Phe Leu Pro Leu Ser His Phe Leu Pro Met Leu Pro met Val Pro 
130 135 140 

Glu Glu Pro Glu Asp Leu Arg Gly His Leu Glu Ser Asp Met Phe Ser 
145 	 150 155 160 

Ser Pro Leu Glu Thr Asp ser Met Asp Pro Phe Gly Leu val Thr Gly 
165 170 175 / 

Leu Glu Ala Val Arg Ser Pro Ser Phe Glu Lys 
180 185 

<210> 	149 
<211> 	192 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	149 

Arg Pro Leu Ala Phe ser Asp Ser Ser Pro Leu Leu Gin Phe Gly Gly 
1 	 5 10 15 

Gln Val Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu Ser 
20 25 30 

Ser Cys Phe Leu Arg Ile Arg Ala Asp Gly val Val Asp Cys Ala Arg 
35 40 45 

Gly Gln ser Ala His ser Leu Leu Glu Ile Lys Ala Val Ala Leu Arg 
50 55 60 

Thr val Ala Ile Lys Gly val His Ser Val Arg Tyr Leu Cys Met Gly 
65 70 75 80 

Ala Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys 
85 90 95 
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Ala Phe Glu Glu Glu Ile Arg Pro. Asp Gly Tyr Asn val Tyr Arg Ser 
100 	 105 	 110 

Glu Lys His Arg Leu Pro Val Ser Leu Ser Ser Ala Lys Gin Arg Gln 
115 	 120 	 125 

Leu Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro Me 
130 	 135 	 140 

Leu Pro Met Val Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu Glu 
145 	 150 	 155 	 160 

Ser Asp Met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp Pro Phe 
165 170 175 

Gly Leu Val Thr Gly Leu Glu Ala Val Arg Ser Pro Ser Phe Glu Lys 
180 185 190 

<210> 150 
<211> 191 
<212> PRT 
<213> Homo sapiens 

<400> 150 

Arg His Pro Ile Pro Asp Ser Ser Pro Leu Leu Gln Phe Gly Ala Gln 
1 5 10 15 

Val Arg Leu Arg His Leu Tyr Thr ser Gly Pro His Gly Leu Ser Ser 
20 25 30 

Cys Phe Leu Arg Ile Arg Ala Asp Gly val val Asp Cys Ala Arg Gly 
35 40 45 

Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala Val Ala Leu Arg Thr 
50 55 60 

val Ala Ile Lys Gly Val His Ser Val Arg Tyr Leu Cys Met Gly Ala 
65 70 75 80 

Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys Ala 
85 90 95 

Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn Val Tyr Arg Ser Glu 
100 105 110 

Lys His Arg Leu Pro Val Ser Leu ser Ser Ala Lys Gln Arg Gln Leu 
115 120 125 
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Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro Met Leu 
130 135 140 

Pro Met Val 	Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu Glu Ser 
145 150 155 160 

Asp met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp Pro Phe Gly 
165 170 175 

Leu Val Thr Gly Leu Glu Ala Val Arg Ser Pro Ser Phe Glu Lys 
180 185 190 

<210> 	151 
<211> 	191 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	151 

Arg His Pro Ile Pro Asp Ser Ser Pro Leu Leu Gln Phe Gly Asp Gln 
1 	 5 10 15 

Val Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu Ser Ser 
20 25 30 

Cys Phe Leu Arg Ile Arg Ala Asp Gly Val val Asp Cys Ala Arg Gly 
35 40 45 

Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala Val Ala Leu Arg Thr 
50 55 60 

Val Ala Ile Lys Gly val His Ser val Arg Tyr Leu Cys Met Gly Ala 
65 70 75 80 

Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys Ala 
85 90 95 

Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn val Tyr Arg Ser Glu 
100 105 110 

Lys His Arg Leu Pro Val Ser Leu Ser Ser Ala Lys Gln Arg Gln Leu 
115 120 125 

Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro Met Leu 
130 135 140 

Pro Met Val 	Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu Glu Ser 
145 150 155 160 
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Asp Met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp Pro Phe Gly 
165 170 175 

Leu Val Thr Gly Lein Glu Ala val Arg Ser Pro Ser Phe Glu Lys 
180 185 190 

<210> 152 
<211> 191 
<212> PRT 
<213> 	HOMO sapiens 

<400> 	152 

Arg His Pro Ile Pro Asp Ser Ser Pro Leu Leu Gln Phe Gly Pro Gln 
1 5 10 15 

Val Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu Ser Ser 
20 25 30 

Cys Phe Leu Arg Ile Arg Ala Asp Gly val Val Asp Cys Ala Arg Gly 
35 40 45 

Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala Val Ala Leu Arg Thr 
50 55 60 

Val Ala Ile Lys Gly Val His Ser Val Arg Tyr Leu Cys Met Gly Ala 
65 70 75 80 

Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys Ala 
85 90 95 

Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn Val Tyr Arg Ser Glu 
100 105 110 

Lys His Arg Leu Pro Val Ser Leu Ser Ser Ala Lys Gln Arg Gln Leu 
115 120 125 

Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro Met Leu 
130 135 140 

Pro Met Val Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu Glu Ser 
145 150 155 160 

Asp Met Phe Ser ser Pro Leu Glu Thr Asp Ser Met Asp Pro Phe Gly 
165 170 175 

Leu Val Thr Gly Leu Glu Ala Val Arg Ser Pro Ser Phe Glu Lys 
180 185 190 
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<210> 153 
<211> 191 
<212> PRT 
<213> Homo sapiens 

<400> 153 

Arg His Pro Ile Pro Asp ser Ser Pro Leu Leu Gln Phe Gly Gly Ala 
1 5 10 15 

Val Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu Ser Ser 
20 25 30 

Cys Phe Leu Arg Ile Arg Ala Asp Gly Val Val Asp Cys Ala Arg Gly 
35 40 45 

Gln ser Ala His Ser Leu Leu Giu Ile Lys Ala Val Ala Leu Arg Thr 
50 55 60 

Val Ala Ile Lys Gly Val His Ser Val Arg Tyr Leu Cys Met Gly Ala 
65 70 75 80 

/ 
Asp Gly Lys Met Gln Gly Leu Leu Gin Tyr Ser Glu Glu Asp Cys Ala 

85 90 95 

Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn Val Tyr Arg Ser Glu 
100 105 110 

Lys His Arg Leu Pro Val ser Leu ser ser Ala Lys Gln Arg Gln Leu 
115 120 125 

Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro Met Leu 
130 135 140 

Pro Met Val Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu Glu Ser 
145 150 155 160 

Asp Met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp Pro Phe Gly 
165 170 175 

Leu Val Thr Gly Leu Glu Ala Val Arg ser Pro Ser Phe Glu Lys 
180 185 190 

<210> 154 
<211> 191 
<212> PRT 
<213> Homo sapiens 

<400> 154 
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Arg His Pro Ile Pro Asp Ser Ser Pro Leu Leu Gln Phe Gly Gly Glu 
1 	 5 10 15 

val Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu Ser Ser 
20 25 30 

Cys Phe Leu Arg Ile Arg Ala Asp Gly val val Asp Cys Ala Arg Gly 
35 40 45 

Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala val Ala Leu Arg Thr 
50 55 60 

val Ala Ile Lys Gly Val His Ser Val Arg Tyr Leu Cys Met Gly Ala 
65 70 75 80 

Asp Gly Lys met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys Ala 
85 90 95 

Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn val Tyr Arg Ser Glu 
100 105 110 

Lys His Arg Leu Pro Val Ser Leu Ser Ser Ala Lys Gln Arg Gln Leu 
115 120 125 

Tyr Lys Asn Arg Gly Phe Leu Pro Leu ser His Phe Leu Pro Met Leu 
130 135 140 

Pro Met val 	Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu Glu Ser 
145 150 155 160 

Asp met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp Pro Phe Gly 
165 170 175 

Leu Val Thr Gly Leu Glu Ala val Arg Ser Pro Ser Phe Glu Lys 
180 185 190 

<210> 	155 
<211> 	191 
<212> 	PRT 
<213> 	HOMO sapiens 

<400> 	155 

Arg His Pro Ile Pro Asp Ser Ser Pro Leu Leu Gln Phe Gly Gly Asn 
1 	 5 10 15 

Val Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu Ser Ser 
20 25 30 
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Cys Phe Leu Arg Ile Arg Ala Asp Gly val Val Asp cys Ala Arg Gly 

35 40 45 

Gln ser Ala His Ser Leu Leu Glu Ile Lys Ala val Ala Leu Arg Thr 
50 55 60 

Val Ala Ile Lys Gly Val His Ser val Arg Tyr Leu Cys Met Gly Ala 
65 70 75 80 

Asp Gly Lys Met Gln Gly Leu. Leu Gln Tyr Ser Glu Glu Asp Cys Ala 
85 90 95 

Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn Val Tyr Arg Ser Glu 
100 105 110 

Lys His Arg Leu Pro Val ser Leu Ser ser Ala Lys Gln Arg Gln Leu 
115 120 125 

Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro met Leu 
130 135 140 

/ 
Pro met Val 	Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu Glu Ser 
145 150 155 160 

Asp Met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp Pro Phe Gly 
165 170 175 

Leu val Thr Gly Lein Glu Ala Val Arg Ser Pro Ser Phe Glu Lys 
180 185 190 

<210> 	156 
<211> 	191 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	156 

Arg His Pro Ile Pro Asp Ser Ser Pro Leu Leu Gln Phe Gly Gly Gln 
1 	 5 10 15 

Ala Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His.  Gly Leu Ser Ser 
20 25 30 

Cys Phe Leu Arg Ile Arg Ala Asp Gly val val Asp Cys Ala Arg Gly 
35 40 45 

Gln ser Ala His Ser Leu Leu Glu Ile Lys Ala val Ala Leu Arg Thr 
50 55 60 
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val Ala Ile Lys Gly val His Ser Val Arg Tyr Leu Cys Met Gly Ala 
65 70 75 80 

Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys Ala 
85 90 95 

Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn Val Tyr Arg Ser Glu 
100 105 110 

Lys His Arg Leu Pro val Ser Leu Ser Ser Ala Lys Gln Arg Gln Leu 
115 120 125 

Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro Met Leu 
130 135 140 

Pro Met. Val 	Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu Glu Ser 
145 150 155 160 

Asp Met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp Pro Phe Gly 
165 170 175 

/ 
Leu Val Thr Gly Leu Glu Ala Val Arg Ser Pro Ser Phe Glu Lys 

180 185 190 

<210> 	157 
<211> 	191 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	157 

Arg His Pro Ile Pro Asp Ser Ser Pro Leu Leu Gln Phe Gly Gly Gln 
1 	 5 10 15 

Ile Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu Ser Ser 
20 25 30 

Cys Phe Leu Arg Ile Arg Ala Asp Gly Vai Val Asp Cys Ala Arg Gly 
35 40 45 

Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala Val Ala Leu Arg Thr 
50 55 60 

val Ala Ile Lys Gly val His Ser Val Arg Tyr Leu Cys Met Gly Ala 
65 70 75 80 

Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys Ala 
85 95 
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Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn Val Tyr Arg Ser Glu 

100 105 110 

Lys His Arg Leu Pro val Ser Leu ser Ser Ala Lys Gin Arg Gln Leu 
115 120 125 

Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro Met Leu 
130 135 140 

Pro Met val 	Pro Glu Glu Pro Glu Asp Leu Arg Gly HiS Leu Glu Ser 
145 150 155 160 

Asp Met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp Pro Phe Gly 
165 170 175 

Leu val Thr Gly Leu Glu Ala val Arg Ser Pro Ser Phe Glu Lys 
180 185 190 

<210> 	158 
<211> 	191 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	158 

Arg HiS Pro Ile Pro Asp Ser Ser Pro Leu Leu Gln Phe Gly Gly Gln 
1 	 5 10 15 

Thr Arg Leu Arg HiS Leu Tyr Thr ser Gly Pro His Gly Leu Ser Ser 
20 25 30 

Cys Phe Leu Arg Ile Arg Ala Asp Gly Val Val Asp Cys Ala Arg Gly 
35 40 45 

Gln ser Ala His ser Leu Leu Glu Ile Lys Ala val Ala Leu Arg Thr 
50 55 60 

Vai Ala Ile Lys Gly val His Ser val Arg Tyr Leu Cys Met Gly Ala 
65 70 75 80 

Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr ser Glu Glu Asp Cys Ala 
85 90 95 

Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn Val Tyr Arg Ser Glu 
100 105 110 

Lys His Arg Leu Pro Val Ser Leu Ser Ser Ala Lys Gln Arg Gln Leu 
115 120 125 
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Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser 

130 	 135  

_Sequence Listing 
His Phe Leu Pro Met Leu 

140 

Pro Met val Pro Glu Glu Pro Glu Asp 
145 	 150  

eu Arg Gly His Leu Glu Ser 
155 	 160 

Asp Met Phe Ser ser Pro Leu Glu Thr Asp Ser Met Asp Pro Phe Gly 
165 	 170 	 175 

Leu val Thr Gly Leu Glu Ala Val Arg Ser Pro Ser Phe Glu Lys 
180 185 190 

<210> 159 
<211> 193 
<212> PRT 
<213> Homo sapiens 

<400> 159 

Arg His Pro Ile Pro Asp ser Ser Pro Leu Leu Gln Phe Gly Trp Gly 
1 5 10 15 

Gln Pro Val Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly Veu 
20 25 30 

Ser Ser Cys Phe Leu Arg Ile Arg Ala Asp Gly val val Asp Cys Ala 
35 40 

Arg Gly Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala val Ala Leu 
50 55 60 

Arg Thr val Ala Ile Lys Gly val His Ser Val Arg Tyr Leu Cys Met 
65 70 75 80 

Gly Ala Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp 
85 90 95 

Cys Ala Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn val Tyr Arg 
100 105 110 

Ser Glu Lys His Arg Leu Pro val Ser Leu Ser Ser Ala Lys Gln Arg 
115 120 125 

Gln Leu Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro 
130 135 140 

Met Leu Pro Met Val Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu 
145 150 155 160 
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Glu Ser Asp Met Phe ser Ser Pro Leu Glu Thr Asp Ser Met Asp Pro 

165 	 170 	 175 

Phe Gly.Leu Val Thr Gly Leu Glu Ala val Arg Ser Pro Ser Phe Glu 
180 	 185 	 190 

Lys 

<210> 160 
<211> 190 
<212> PRT 
<213> HOMO sapiens 

<400> 160 

His Pro Ile Pro Asp Ser Ser Pro Leu Leu Gln Phe Gly Gly Gln Val 
1 5 10 15 

Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu Ser Ser Cys 
20 25 30 

Phe Leu Arg Ile Arg Ala Asp Gly val val Asp Cys Ala Arg Gly Gin 
35 40 45 

Ser Ala His Ser Leu Leu Glu Ile Lys Ala val Ala Leu Arg Thr Val 
50 55 60 

Ala Ile Lys Gly val His Ser val Arg Tyr Leu Cys Met Gly Ala Asp 
65 70 75 80 

Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys Ala Phe 
85 90 95 

Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn Val Tyr Arg ser Glu Lys 
100 105 110 

His Arg Leu Pro Val Ser Leu Ser Ser Ala Lys Gln Arg Gln Leu Tyr 
115 120 125 

Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro Met Leu Pro 
130 135 140 

Met val Pro Glu Glu Pro Glu Asp Leu Arg Gly HiS Leu Glu Ser Asp 
145 150 155 160 

Met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp Pro Phe Gly Leu 
165 170 175 
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Val Thr Gly Leu Glu Ala Val Arg Ser Pro Ser Phe Glu Lys 

180 185 190 

<210> 	161 
<211> 	186 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	161 

Asp Ser Ser Pro Leu Leu Gln Phe Gly Gly Gln Val Arg Leu Arg His 
1 5 10 15 

Leu Tyr Thr Ser Gly Pro His Gly Leu Ser Ser Cys Phe Leu Arg Ile 
20 25 30 

Arg Ala Asp Gly Val Val Asp Cys Ala Arg Gly Gln Ser Ala His Ser 
35 40 45 

Leu Leu Glu Ile Lys Ala Val Ala Leu Arg Thr Val Ala Ile Lys Gly 
50 55 60 

Val 	His Ser Val Arg Tyr Leu Cys Met Gly Ala Asp Gly Lys Met Gln 
65 70 75 80 

Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys Ala Phe Glu Glu Glu ile 
85 90 95 

Arg Pro Asp Gly Tyr Asn Val Tyr Arg Ser Glu Lys His Arg Leu Pro 
100 105 110 

Val Ser Leu Ser Ser Ala Lys Gln Arg Gln Leu Tyr Lys Asn Arg Gly 
115 120 125 

Phe Leu Pro Leu Ser His Phe Leu Pro Met Leu Pro Met Val Pro Glu 
130 135 140 

Glu Pro Glu Asp Leu Arg Gly His Leu Glu Ser Asp Met Phe Ser Ser 
145 150 155 160 

Pro Leu Glu Thr Asp Ser Met Asp Pro Phe Gly Leu Val Thr Gly Leu 
165 170 175 

Glu Ala Val Arg Ser Pro Ser Phe Glu Lys 
180 185 

<210> 	162 
<211> 	190 
<212> 	PRT 
<213> 	Homo sapiens 
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<400> 162 

His Pro Ile Pro Asp Ser Ser Pro Leu Leu Gln Trp Gly Asp Pro Ile 
1 	 5 	 10 	 15 

Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly Leta Ser Ser Cys 
20 	 25 	 30 

Phe Leu Arg Ile Arg Ala Asp Gly val Val Asp cys Ala Arg Gly Gln 
35 	 40 	 45 

Ser Ala His Ser Leu Leu Glu Ile Lys Ala Val Ala Leu Arg Thr val 
50 	 55 	 60 

Ala Ile Lys Gly Val His Ser Val Arg Tyr Leu Cys Met Gly Ala Asp 
65 70 75 80 

Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys Ala Phe 
85 90 95 

Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn val Tyr Arg ser Glu Cys.  
100 105 110 

His Arg Leu Pro val Ser Leu ser Ser Ala Lys Gln Arg Gln Leu Tyr 
115 120 125 

Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro Met Leu Pro 
130 135 140 

Met Val Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu Glu Ser Asp 
145 150 155 160 

Met Phe ser ser Pro Leu Glu Thr Asp Ser Met Asp Pro Phe Gly Leu 
165 170 175 

val Thr Gly Leu Glu Ala Val Arg Ser Pro Ser Phe Glu Lys 
180 185 190 

<210> 	163 
<211> 	192 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	163 

His Pro Ile Pro Asp Ser ser Pro Lein• Lea Gln Phe Gly Trp Gly Asp 
1 5 10 15 

Pro Ile Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu Ser 
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20 25 30 

Ser Cys Phe Leu Arg Ile Arg Ala Asp Gly val Val Asp Cys Ala Arg 
35 40 45 

Gly Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala Val Ala Leu Arg 
50 55 60 

Thr Val Ala Ile Lys Gly Val His Ser val Arg Tyr Leu Cys Met Gly 
65 70 75 80 

Ala Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys 
85 90 95 

Ala Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn Val Tyr Arg Ser 
100 105 110 

Glu Lys His Arg Leu Pro val Ser Leu Ser Ser Ala Lys Gln Arg Gln 
115 120 125 

Leu Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro Nfet 
130 135 140 

Leu Pro met Val 	Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu Glu 
145 150 155 160 

Ser. Asp Met Phe Ser Ser Pro Leu Glu Thr Asp Ser Met Asp Pro Phe 
165 170 175 

Gly Leu val Thr Gly Leu Glu Ala Val Arg Ser Pro Ser Phe Glu Lys 
180 185 190 

<210> 	164 
<211> 	192 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	164 

His Pro Ile Pro Asp Ser Ser Pro His Val His Tyr Gly Trp Gly Asp 
1 	 5 10 15 

Pro Ile Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu Ser 
20 25 30 

Ser Cys Phe Leu Arg le Arg Ala Asp Gly Val Val Asp Cys Ala Arg 
35- 40 45 

Gly Gln Ser Ala His Ser Leu Leu Glu Ile Lys Ala Val Ala Leu Arg 
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50 55 	 60 

Thr Val Ala Ile Lys Gly Val His Ser Val Arc Tyr Leu cys Met Gly 
65 70 75 80 

Ala Asp Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys 
85 90 95 

Ala Phe Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn Val Tyr Arg Ser 
100 105 110 

Glu Lys His Arg Leu Pro Val Ser Leu Ser Ser Ala Lys Gln Arg Gln 
115 120 125 

Leu Tyr Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro met 
130 135. 140 

Leu Pro Met val 	Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu Glu 
145 150 155 160 

Ser Asp met Phe Ser Ser Pro Leu Glu Thr Asp Ser met Asp Pro Phe 
165 170 175 

Gly Leu Val Thr Gly Leu Glu Ala Val Arg Ser Pro Ser Phe Glu Lys 
180 185 190 

<210> 	165 
<211> 	190 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	165 

His Pro Ile Pro Asp Ser Ser Pro His val His Tyr Gly Gly Gln val 
1 	 5 10 15 

Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu Ser Ser Cys 
20 25 30 

Phe Leu Arg Ile Arg Ala Asp Gly Val Val Asp Cys Ala Arg Gly Gln 
35 40 45 

Ser Ala His Ser Leu Leu Glu Ile Lys Ala val Ala Leu Arg Thr Val 
50 55 60 

Ala Ile Lys Gly Val His Ser val Arg Tyr Leu Cys met Gly Ala Asp 
65 70 75 80 

Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys Ala Phe 
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85 90 	 95 

Glu Glu Glu Ile Arg Pro Asp Gly Tyr Asn Val Tyr Arg Ser Glu Lys 
100 105 110 

His Arg Leu Pro val ser Leu Ser Ser Ala Lys Gln Arg Gln Leu Tyr 
115 120 125 

Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro Met eu Pro 
130 135 140 

Met Val 	Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu Glu Ser Asp 
145 150 155 160 

Met Phe ser Ser Pro Leu Glu Thr Asp Ser Met Asp Pro Phe Gly Leu 
165 170 175 

Val Thr Gly Leu Glu Ala Val Arg Ser Pro Ser Phe Glu Lys 
180 185 190 

<210> 	166 
<211> 	188 
<212> 	PRT 
<213> 	HoMO sapiens 

<400> 	166 

Asp Ala Gly Pro His val His Tyr Gly Trp Gly Asp Pro Ile Arg Leu 
1 	 5 10 15 

Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu Ser Ser Cys Phe Leu 
20 25 30 

Arg Ile Arg Ala Asp Gly val val Asp Cys Ala Arg Gly Gln Ser Ala 
35 40 45 

His Ser Leu Leu Glu Ile Lys Ala val Ala Leu Arg Thr Val Ala Ile 
50 55 60 

Lys Gly val 	His Ser val Arg Tyr Leu Cys Met Gly Ala Asp Gly Lys 
65 70 75 80 

Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys Ala Phe Glu Glu 
85 90 95 

Glu Ile Arg Pro Asp Gly Tyr Asn Val Tyr Arg ser Glu Lys His Arg 
100 105 110 

Leu Pro Val Ser Leu Ser Ser Ala Lys Gln Arg Gln Leu Tyr Lys Asn 
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115 120 	 125 

Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro Met Leu Pro Met Val 
130 135 140 

Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu Glu Ser Asp Met Phe 
145 150 155 160 

Ser Ser Pro Leu Glu Thr Asp Ser Met Asp Pro Phe Gly Leu Val Thr 
165 170 175 

Gly Leu Glu Ala val Arg Ser Pro Ser Phe Glu Lys 
180 185 

<210> 	167 
<211> 	183 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	167 

Val His Tyr Gly Trp Gly Asp Pro Ile Arg Leu Arg His Leu Tyr Thr 
1 	 5 10 15 

Ser Gly Pro His Gly Leu Ser Ser Cys Phe Leu Arg Ile Arg Ala Asp 
20 25 30 

Gly Val Val Asp Cys Ala Arg Gly Gln Ser Ala His Ser Leu Leu Glu 
35 40 45 

Ile Lys Ala val Ala Leu Arg Thr Val Ala Ile Lys Gly Val His Ser 
50 55 60 

val Arg Tyr Leu Cys Met Gly Ala Asp Gly Lys Met Gln Gly Leu Leu 
65 70 75 80 

Gln Tyr Ser Glu Glu Asp Cys Ala Phe Glu Glu Glu Ile Arg Pro Asp 
85 90 95 

Gly Tyr Asn Val Tyr Arg Ser Glu Lys His Arg Leu Pro Val Ser Leu 
100 105 110 

Ser Ser Ala Lys Gln Arg Gln Leu Tyr Lys Asn Arg Gly Phe Leu Pro 
115 120 125 

Leu Ser His Phe Leu Pro Met Leu Pro Met Val Pro Glu Glu Pro Glu 
130 135 140 

Asp Leu Arg Gly His Leu Glu Ser Asp Met Phe Ser Ser Pro Leu Glu 
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145 150 155 160 

Thr Asp Ser met Asp Pro Phe Gly Leu Val Thr Gly Leu Glu Ala Val 
165 170 175 

Arg Ser Pro Ser Phe Glu Lys 
180 

<210> 	168 
<211> 	174 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	168 

Arg Leu Arg His Leu Tyr Thr Ser Gly Pro His Gly Leu Ser Ser Cys 
1 	 5 10 15 

Phe Leu Arg Ile Arg Ala Asp Gly val val Asp Cys Ala Arg Gly Gln 
20 25 30 

Ser Ala His Ser Leu Leu Glu Ile Lys Ala Val Ala Leu Arg Thr val 
35 40 45 7 

Ala Ile Lys Gly Val His Ser Val Arg Tyr Leu Cys Met Gly Ala Asp 
50 55 60 

Gly Lys Met Gln Gly Leu Leu Gln Tyr Ser Glu Glu Asp Cys Ala Phe 
65 70 75 80 

Glu Glu Glu Ile Ar
5
g Pro Asp Gly Tyr Val Tyr Arg ser Glu Lys 

8 
Asn
90  95 

His Arg Lein Pro Val Ser Leu ser ser Ala Lys Gln Arg Gln Leu Tyr 
100 105 110 

Lys Asn Arg Gly Phe Leu Pro Leu Ser His Phe Leu Pro Met Leu Pro 
115 120 125 

Met Val 	Pro Glu Glu Pro Glu Asp Leu Arg Gly His Leu Glu Ser Asp 
130 135 140 

Met Phe ser Ser Pro Leu Glu Thr Asp Ser Met Asp Pro Phe Gly Leu 
145 150 155 160 

val Thr Gly Leu Glu Ala val Arg Ser Pro Ser Phe Glu Lys 
165 170 

Page 124 


	SKMBT_60116062711070
	SKMBT_60116062711071

