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Q10> 1

Q1 19

<212> DNA

<213> Artificial Sequence

220>
<223> probe

<400> 1
ctgtggegegca aggtgaacg : 19

210> 2

Q211> 19

<212> DNA

<213> Artificial Sequence

220>
<223> probe

400> 2
ctgtgggget aggtgaacg 19

124




<2107
QLR
Q2D
QLI

<2202
223>

<2202
221>
<222
223>

<400>

3

19

DNA

Artificial sequence

probe

misc_feature
(1y.. (1Y
n is inosine

3

ggcaaggtiga ncgiggatg

210>
Q21D
<212
213>

<2207
<223>

<2207
221
222
223>

<400>

4

19

DNA

artificial sequence

probe

misc_feature
(1n.. an
n is inosine

4

ggctaggtga ncgiggatg
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19

19



Q10> 5

QI 19

<212> DNA

213> artificial sequence

220>
<223> probe

400> 5
tggtgaggee ctgggcags

210> 6

QI 19

<212> DNA

<213> artificial sequence

<2205
<223> probe

400> 6
tggtgaggee cetgggeag

Q210> 7

211> 16

<212> DNA

<213> artificial sequence

220>
<223> probe

Q20>

221> misc_feature
222> (3).. 3
<223> n is inosine
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19

19



400> 1
gtnaggecct gggeag

Q210> 8

Q211> 16

<212> DNA

<213> artificial sequence

220>
<223> probe

<2205

<221> misc_feature
222> (2).. (2)
<223> n is inosine

400> 8
tnaggeccct gggeag

Q210> 9

I 19

<212> DNA

213> artificial sequence

<220>
<223> probe

400> 9
tttggcaaag aattcacce

210> 10

211> 19

<212> DNA

<213> artificial sequence
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16

16

19



<220>
228>

<400>

probe

10

tttggcaaac aattcacce

210>
Q21D
<21
<213

<2207
<223

<4007

11

22

DNA

artificial sequence

probe

11

ccatcacttt ggcaaagaat tc

<210>
21D
<22
<213

<2207
<223

<400>

12

22

DNA

artificial sequence

probe

12

ccatcacttt ggcaaacaat tc

210>
QLD
Q21
2L

220>

13

19

DNA

artificial sequence
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19

22

22
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<223> probe

400> 13
accccaccag tgcaggctg

210> 14

QI 19

<212> DNA

<213> artificial sequence

220>
<{223> probe

400> 14
accccaccag ggcaggctg

210> 15

Q211> 21

<212> DNA

<213> artificial sequence

220>
<223> probe

<400> 15
cagtgcagge tgectatcag a

210> 16

Q211> 21

<212> DNA

<213> artificial sequence

220>
<223> probe
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19

19

21



<400> 16
cagggeagge tgectatcag a

Q10> 17

QI 19

<212> DNA

<213> artificial sequence

<220
<223> probe

400> 17
aacccaccag tgcaggcaa

210> 18

Q11 19

<212> DNA

<213> artificial sequence

220>
223> probe

<400> 18
aacccaccag ggcaggeaa

210> 19

Q211> 1736

<212> DNA

<213> Homo sapiens

<400> 19
aactcctaag ccagtgccag aagagccaag gacaggtacg getgtcatca cttagaccte

accctgtgga gecacaccct agggtiggee aatctactice caggagecagg gagggcagga
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21

19

19

60

120
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atgcctcttt

atatctectge

tgctaatage

tggattattc

cteccacage

ttcaccccac

geccacaagt

ttcecctaagt

<210>

<D

AV
2P

20
626
RNA

<400> 20

acauuugcut

ugacuccuga

uuggugguga

aguccuuugg

atggcaagaa

gcaccuuugc

ucaggcuccu

ccecaccagu

gcaccattct.

atataaatat

agctacaatc

tgagtccaag

tcctgggcaa

cagtgcagge

atcactaage

ccaactacta

Homo sapiens

cugdacacaac

ggagaagucu

ggcccuggsc

ggaucugucc

agugcucgsgu

cacacugagu

gggcaacgug

gcaggcugcce

aaagaataac

ttctgecatat

cagctaccat

ctaggecctt

cgtgetggtce

tgcetatcag

tegetttett

aactggggga

ugugutcacu

gceguuacug

aggcugcugg

acuccugaug

gccuuuagug

gagcugcacu

cuggucugug

uaucagaadag

agtgataatt

aaattgtaac

tctgetttta

ttgctaatca

tgtgtgctgg

aaagtggtgsg

getgtecaat

tattatgaag

dgcaaccuca

cccugugssg

uggucuaccce

cuguuauggsg

auggccugsge

gugacaagcu

ugcuggecca

uggugecugg

9/24

tctgggttaa

tgatgtaaga

ttttatggtt

tgttcatace

cccatcactt

ctggtgtege

ttctattaaa

ggeettgage

dacagacacc

Caaggugaac

yuggacccag

caacccuaag

ucaccuggac

gcacguggau

ucacuuuggce

uguggcuaau

ggcaatagea

ggtitcatat

gggataagge

tcttatette

tggcaaagaa

taatgeectg

ggttecttite

atctgg

duggugcauc

guggaugaag

agguucuuug

gugaagecuc

daccucaagsg

ccugagaacu

daagaauuca

geeecugegeee

PCT/JP2013/060261

1320

1380

1440

1500

1560

1620

1680

1736

60

120

180

240

300

360

420

480




aCdaguauca cuaagcucgc uuucuugcug uccaautucu auuaaagguu ccuuuguucc

Cuaaguccaa cuacuaaacu gggggauauu augaagggcc uugagcaucu ggauucugcece

Uddalladaaaa cauuuauuuu cauugc

210> 21

Q21120

<212> DNA

{213> artificial sequence

220>
<223> vprimer

400> 21
actcctaagc cagtgecaga

210> 22

Q21> 20

<212> DNA

<213> artificial sequence

220>
223> primer

<220

221> modified_base
22> (.. ()

<223> Cyb is labeled

<400> 22
cactcagtgt ggcaaaggtg
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940
600

626

20

20



<210>
QI
<2
ALY,

<2207
223>

<400>

23

24

DNA

artificial sequence

primer

23

gtatcatgee tctttgeace atte

Q210>
2D
<21
<21

<220>
<223>

<220>
221>
Q2D
<223>

<400>

24

22

DNA

artificial sequence

primer

modified_base
(..
Cy5 is labeled

24

cagatgctca aggeccttca ta

210>
QLY
212>
ALY

<220>
223>

25

19

DNA

artificial sequence

probe
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24

22



<400> 25
gagccacace ctagggttg

210> 26

Q11> 19

<212> DNA

<213> artificial sequence

220>
<223> probe

<400> 26
gagccacaca ctagggttg

210> 27
LI 19
<212> DNA

<213> artificial sequence-

<2200
<223> probe

400> 27
gggetggeca taaaagtca

Q210> 28

Q1Y 19

<212> DNA

<213> artificial sequence

<220
<223> probe

<400> 28
gggeigggeg taaaagica
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19

19

19

19




210> 29

Q1> 19

<212> DNA

<213> artificial sequence

Q>
<223> probe

400> 29
ggectgggeat aaaagtcag

<210> 30

Qi 19

<212> DNA

<213> artificial sequence

<2200
<223> probe

<400> 30
ggctgggeac aaaagicag

210> 31

Iy 19

<212> DNA

<213> artificial sequence

220>
<{223> probe

<400> 31
ctgggcataa aagtcaggg
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19

19

19



210>
<21
\AV).
Q13>

<2207
<223

<400>

32

19

DNA

artificial sequence

probe

32

ctgggecatag aagicaggg

210>
QL
<212
2D

<2207
223>

<400>

33

19

DNA

artificial sequence

probe

33

cagacaccat ggtgcatct

<2107
QY
Q12>
QP

<2207
223>

<400>

34

19

DNA

artificial sequence

probe

34

cagacaccag ggtgcatct

Q10>

QLY

35
19
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19

19




<212> DNA
213> artificial sequence

{2200
<223> probe

<400> 35
acaccatggt gcatctgac

210> 36

QL 19

<212> DNA

<213> artificial sequence

220>
<223> probe

<400> 36
acaccatgge gcatctgac

210> 37

QI 19

<212> DNA

<213> artificial sequence

220>
223> probe

<400y 37
ctgactcctg aggagaagt

210> 38

Q1 19

<212> DNA

<213> artificial sequence
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19

19

19




<2200
<223> probe

<400> 38
ctgactccta aggagaagt

210> 39

Q1> 19

<212> DNA

<213> artificial sequence

220>
<223> probe

<400> 39
ggagaagtct geegttact

210> 40

Q11> 18

<212> DNA .

<213> artificial sequence

20>
<223> probe

<400> 40 _
ggagaaggtic tgcegtta

<210> " 41

Q11> 19

{212> DNA

<213> artificial sequence

<220>
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19
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<223> probe

<400> 41
cgttactgee ctgtgggee

210> 42

QL 17

<212> DNA

<213> artificial sequence

220>
<223> probe

<400> 42
gttactgeee tggggge

210> 43

Qi 19

212> DNA

<213> artificial sequence

220>
<223> probe

<400> 43
gcaaggtigaa cgtggatga

210> 44

Q1Y 19

<212> DNA

<213> artificial sequence

220>
<223> probe
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19

17

19



<400> 44
gcaaggtgag cgiggatga

210> 45

QI 11

<212> DNA

<213> artificial sequence

<220>
<223> probe

<400> 45
aagtiggtgg tgaggcc

<210> 46

Q1> 17

<212> DNA

<213> artificial sequence

220>
<223> probe

<400> 46
aagttggtgg taaggece

Q10> 47

Q> 19

<212> DNA

<213> artificial sequence

220>
<223> probe

400> 47
cctgggeagg ttggtatca
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19

17

17

19



210>
QI
<21
213>

<2207
<223

<400>

48

19

DNA

artificial sequence

probe

48

cctgggcagt ttggtatca

210>
QL
<UD
- Q1P

<2207
<223

<400>

49

19

DNA

artificial sequence

probe

49

ggeaggttgg tatcaaggt

<210>
2L
212>
<213

<2207
223>

<400>

50

19

DNA

artificial sequence

probe

50

ggeaggttge tatcaaggt
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19

19

19



<210>
QLR
Q21D
2P

<220>
223>

<400>

51

19

DNA

artificial sequence

probe

51

ggtggtctac ccttggace

210>
QY
Q12>
AR)

<220>
<223>

<400>

52

19

DNA

artificial sequence

probe

52

ggtggtetaa ccttggace

<210>
QL
<21
Q213

<220>
<223

<400>

53

19

DNA

artificial sequence

probe

a3

cigitatggeg caaccctaa

210>
2D

54
19
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19

19

19



<212> DNA
<213> artificial sequence

220>
<223> probe

<400> 54
ctgttatgga caaccctaa

<210> 55

QI 19

<212> DNA

<213> artificial sequence

<220
<223> probe

<400> 55
cggtgecttt agtgatgge

<210> 56

Q211> 19

<212> DNA

<213> artificial sequence

<220
<223> probe

<400> 56
cggtgecttt aagtgatge

210> 57

Q11> 16

<212> DNA

<213> artificial sequence
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19

19

19



<220
<223

<400>

probe

o7

tcaagggcac ctttge

210>
QI
212
AR)

<220
<223

<400>

58

16

DNA

artificial sequence

probe

08

tcaaggacac ctttge

Q210>
QI
<212
AR)

<220>
<223

<400>

59

24

DNA

artificial sequence

probe

59

ctgggttaag gcaatagcaa tatce

<210
QIR
<D
<213

<2207

60

24

DNA

artificial sequence
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16

24
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<223> probe

400> 60
ctgggtiaag glaatagcaa tatc 24

210> 61

Qi 19

<212> DNA

<213> artificial sequence

Q20>
<223> probe

<400> 61
aattcacccc accagtgca 19

210> 62

QI 19

<212> DNA

213> artificial sequence

<220
<223> probe

400> 62
aagaattcag tgcaggctg 19

210> 63

QL1 17

<212> DNA

213> artificial sequence

220>
<223> probe
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<400> 63
giggetggtg tggetaa

210> 64

QI 11

<212> DNA

213> artificial sequence

220>
<223> probe

<400> 64
gtggetgatg tggctaa -

<210> 65

Q11> 19

<212> DNA

<213> artificial sequence

220>
<223> probe

400> 65
caagtatcac taagctcgce

<210> 66

Q11> 19

<212> DNA

<213> artificial sequence

<220
<223> probe

<400> 66
aagtatcaca ctaagctcg
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17

17

19

19




