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SEQUENCE LISTING 

<110> RIKEN 

<120> PH-RESPONSIBLE PROTEIN DEGRADATION PROBE 

<130> 08399-WO 

<140> PCT/JP2016/068189 
<141> 2016-06-17 

<150> JP 2015-124261 
<151> 2015-06-19 

<160> 3 

<170> Patentln version 3.5 

<210> 1 
<211> 226 
<212> PRT 
<213> artificial sequence 

<220> 
<223> artificial sequence 

<400> 1 

Met val Ser Val Ile Lys Pro Glu Met Lys Ile Lys Leu Cys Met Arg 
1 	 5 	 10 	 15 

Gly Thr val Asn Gly His Asn Phe val Ile Glu Gly Glu Gly Lys Gly 
20 	 25 	 30 

Asn Pro Tyr Glu Gly Thr Gln Ile Leu Asp Leu Asn Val Thr Glu Gly 
35 	 40 	 45 

Ala Pro Leu Pro Phe Ala Tyr Asp Ile Leu Ser Thr Ser Phe Gln Tyr 
50 	 55 	 60 

Gly Asn Arg Ala Phe Thr Lys Tyr Pro Ala Asp Ile Gln Asp Tyr Phe 
65 	 70 	 75 	 80 

Lys Gln Ala Phe Pro Glu Gly Tyr His Trp Glu Arg Ser met Thr Tyr 
85 	 90 	 95 

Glu Asp Gln Gly Ile Cys Thr Ala Thr Ser Asn Ile Ser Met Arg Gly 
100 	 105 	 110 

Asp Cys Phe Phe Tyr Asp Ile Arg Phe Asp Gly Thr Asn Phe Pro Pro 
115 	 120 	 125 

Asn Gly Pro val Met Gin Lys Lys Thr Leu Lys Trp Glu Pro Asp Thr 
130 	 135 	 140 

Glu Lys Met Tyr val Glu Asp Gly val Leu Lys Gly Asp val Asn Met 
145 	 150 	 155 	 160 
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Arg Leu Leu Leu Glu Gly Gly Gly His Tyr Arg Cys Asp Val Lys Thr 
165 	 170 	 175 

Thr Tyr Lys Ala Lys Lys Glu val Ser Leu Pro Asp Ala His Lys Ile 
180 	 185 	 190 

Asp His Arg Ile Glu Ile Leu Glu His Asp Lys Asp Tyr Asn Lys Val 
195 	 200 	 205 

Lys Leu Cys Glu Asn Ala val Ala Arg Ala Ser Met Leu Pro Ser Gln 
210 	 215 	 220 

Ala Lys 
225 

<210> 2 
<211> 484 
<212> PRT 
<213> artificial sequence 

<220> 
<223> artificial sequence 

<400> 2 

Met val Ser Lys Gly Glu Glu Leu Phe Thr Gly val val Pro Ile Leu 
1 	 5 	 10 	 15 

val Glu Leu Asp Gly Asp val Asn Gly His Lys Phe Ser val Ser Gly 
20 	 25 	 30 

Glu Gly Glu Gly Asp Ala Thr Tyr Gly Lys Leu Thr Leu Lys Leu Leu 
35 	 40 	 45 

Cys Thr Thr Gly Lys Leu Pro Val Pro Trp Pro Thr Leu Val Thr Thr 
50 	 55 	 60 

Leu Gly Tyr Gly Leu Gln Cys Phe Ala Arg Tyr Pro Asp His Met Lys 
65 	 70 	 75 	 80 

Gin His Asp Phe Phe Lys Ser Ala Met Pro Glu Gly Tyr val Gin Glu 
85 	 90 	 95 

Arg Thr Ile Phe Phe Lys Asp Asp Gly Asn Tyr Lys Thr Arg Ala Glu 
100 	 105 	 110 

Val Lys Phe Glu Gly Asp Thr Leu val Asn Arg Ile Glu Leu Lys Gly 
115 	 120 	 125 

Ile Asp Phe Lys Glu Asp Gly Asn Ile Leu Gly His Lys Leu Glu Tyr 
130 	 135 	 140 

Asn Tyr Asn Ser His Asn Val Tyr Ile Thr Ala Asp Lys Gln Lys Asn 
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145 	 150 	 155 	 160 

Gly Ile Lys Ala Asn Phe Lys Ile Arg His Asn Ile Glu Asp Gly Gly 
165 	 170 	 175 

val Gin Leu Ala Asp His Tyr Gln Gln Asn Thr Pro Ile Gly Asp Gly 
180 	 185 	 190 

Pro Val Leu Leu Pro Asp Asn His Tyr Leu Ser Tyr Gln Ser Ala Leu 
195 	 200 	 205 

Phe Lys Asp Pro Asn Glu Lys Arg Asp His met Val Leu Leu Glu Phe 
210 	 215 	 220 

Leu Thr Ala Ala Gly Ile Thr Glu Gly Met Asn Glu Leu Tyr Lys Glu 
225 	 230 	 235 	 240 

Leu Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser 
245 	 250 	 255 

Leu Glu Met Val Ser Val Ile Lys Pro Glu Met Lys Ile Lys Leu Cys 
260 	 265 	 270 

Met Arg Gly Thr val Asn Gly His Asn Phe val Ile Glu Gly Glu Gly 
275 	 280 	 285 

Lys Gly Asn Pro Tyr Glu Gly Thr Gln Ile Leu Asp Leu Asn val Thr 
290 	 295 	 300 

Glu Gly Ala Pro Leu Pro Phe Ala Tyr Asp Ile Leu Ser Thr Ser Phe 
305 	 310 	 315 	 320 

Gln Tyr Gly Asn Arg Ala Phe Thr Lys Tyr Pro Ala Asp Ile Gln Asp 
325 	 330 	 335 

Tyr Phe Lys Gln Ala Phe Pro Glu Gly Tyr His Trp Glu Arg Ser Met 
340 	 345 	 350 

Thr Tyr Glu Asp Gln Gly Ile Cys Thr Ala Thr Ser Asn Ile Ser Met 
355 	 360 	 365 

Arg Gly Asp Cys Phe Phe Tyr Asp Ile Arg Phe Asp Gly Thr Asn Phe 
370 	 375 	 380 

Pro Pro Asn Gly Pro Val Met Gln Lys Lys Thr Leu Lys Trp Glu Pro 
385 	 390 	 395 	 400 

Asp Thr Glu Lys Met Tyr val Glu Asp Gly val Leu Lys Gly Asp val 
405 	 410 	 415 

Asn Met Arg Leu Leu Leu Glu Gly Gly Gly His Tyr Arg Cys Asp val 
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ti a6pd 

00ZT 	DDD6p66616 PP64DDDp6e e6pp6pD64p 5416D)33663 PEDD37DD1 1DEEDDED66 

OtTT 	Dp6D1166eD 1pDp6Dp1D1 1D11361Dp6 D6666P61ED 6ED1EDEED6 EDDEDADDE 

0801 	D6131ED666 EDDP66E6De 1D3P61ED6P 66E6E66613 EDDE1D666P 533D311036 

OZOT 	6ED6PED11D P1DE66EDD1 UDE6D6DDD DE16PEDDED 11D3656EDE E3663p16e3 

096 	31463133E0 316133123p 63p1336311 DDD61DD3DD D6D666E6DD E616DEE61D 

006 	DE661031E6 EDDJEJ666E 6DE1DDDDEE 3666pp3656 p63666p6la p6163113pp 

0178 	DEDD66DEP6 16DDED6666 P61ED51613 6PED1E5PE6 1P6E6DDD6E ED1E61636E 

08L 	6166.1p6p63 13631p6636 6166366131 366166E663 66E0116636 6p6616463a3 

OZL 	6.266ppopa6 136p63ye61 p366up613p 34E6663363 3633.61331 46E6613613 

099 	31661epp31 P636D6PE6E 6DEE3333E6 PEE3115133 363DIZED3E 136E61DDP1 

009 	DEJDEEDE6J 3361361361 63D33663E6 366D1PiDDD DEDEP6ED6P DDE1DED3E6 

OtS 	DD6D1D6ED6 16366A63E 66E631EDEE DEDD5331E6 EE311DEEDD 66EED1E366 

0817 	DEE5PE6E36 EE3E6D36DD ED1E1E1316 DEEDEDD6E3 PEDE1DEEDE 16E661D6PE 

OZt 	DED565613D 1EDEE366DP 66P66PE311 DE631ED656 PE61D6E631 ED63DEP616 

09£ 	610DDE3E63 666E6D116P E6166E6336 ADDDE6PE3 P1DEED663E 63E66PE311 

00E 	31131E33ED 636E66E331 63E1366PE6 DD361EDD6D 316PED1131 13E63E36ED 

OtZ 	6PE51EDE33 P6DDDDE1D6 3336311361 5ED613D66D P136661DDD PDDE616D1D 

08T 	DDEDD36513 3D61633D61 DETED563DE D3E0613106 1D6Pe61DDO P61DETED65 

OZT 	3e133p3361 e63666p636 66.6366331 61636p3116 EE3E33663E EE163E6366 

09 	3p663.3663 1661.331p33 3616616566 33p3116136 E66E63666E p36e61661p 
E <00t> 

aDuanbas Lum.4pJp <Ezz> 
<OU> 

aDuanbas Lep!.4p-IP <ETZ> 
VNG <ZTZ> 
SStT <TTZ> 

£ <OTZ> 

sAl Ply uLD Jas 

0817 	SLt 	OLt 	S9t 
aid nal law JBS Ely 6JV ELV LEA Ely USV no sAD nal ski LEA sAn 

0917 	SSt 	OSt 
usv JAI dsv ski dsv s!.H no nal aLi no aLI 6.1v s!.H dsv aLI ski 

tt 	t 
s!.11 
	

o 
Ott
ici dsv OJd nal JOS LEA n s 	ski ply ski Jk1 -N 

SE
I J41 ski 

OEt 	SZt 
	

OZt 
1x1•DNIISI1 3iN3G03s-IDdET19TNIi 



S abed 

SSK 
	P61.6P PDD66PODET 

Otti 
	DDO61054PD D1D0666PDD 661.63D6DUP 6T506161D6 pu6166pepy ppuapp65ep 

OUT 
	De6DPDETE6 1ppap6p6D1 P66PDPDDP6 Dle6PPDPDD DE0U6DOD6a DAP61656 

OM 
	

EIPP6PPDD66 PPDPIDDE00 P6EPD16DP6 D6166PDPIO PDD66D65D6 66E661A1D 

09ZT 
	

51.36661PD Pe616DP636 65P61D5a6 D6E0P66P66 16DPI.6126P P6P6DD2DP6 
1X1'DNIISI1 3DINI3nO3S—IDdETT9TNII 




