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I mmunogl obulins Field of the Invention The present
invention relates to antigen binding proteins,
w@20ovjosoBar |y anti bodi es that bind to interl euRCTIERRI08/063453
(1L-23) and neutralise the activity thereof,
pol ynucl eoti des encodi ng su¢h antigen binding
proteins, pharmaceutical fornulations containing said
antigen bi ndi ng protgips Fd SvaTEMRSE$EPOf such
antigen binding proteins in the treatnment and/or
prophyl axi s of di seases associated with inflammtion,
TECHNIBAL Ry eiFor e AN TioN (RA). Other aspects,
obj ects and advantages of the present invention wll
beconme apparent fromthe description bel ow Background
T% p“&%n{ .ﬂv&momaa{e@tt@ ebrﬁgllftbnsﬁ;%neé trh%%)vénﬁoram@swp@rhc@ény
-1 het er odi meri ¢ cyt oki ne |y and contai ns
r?'ﬁ@s 6%6 ”Eﬁ%ﬁdm devipe 8rd FamMe@RMRIAYTED WEM”‘afﬁHSEFtLDQQQP agag of a
cBmPBUE? s Fdéth Bis\WHIGR th SudHh BbkBpliter dysteds. 1L-1 2 is a
het er odi mer of p40 and its partner p35 which is unique
to IL-12. As with previous studies that denonstrated
JeEsARIBPRIN OFOREr £t AR 2p40 for secretion, it was al so
reveal ed that secretion of p 19 depends on its ability
to partner with p40 (OQppmann et al. 715-25). An
I@Q&hﬁlbf@@é\hputbr st?erﬁ@@hl:b’aﬁﬁﬂ’%‘ ég%%@fén% it ROk rwrethBEdfferent

subuni t that partners with tein-Barr

MAGueS- Hr%\dﬂﬁ%é'ﬁﬁfﬁ%wpwa@“?ﬁlaﬁ? dﬁagn Ki's dala fipis gt are stored

il & d8thb&sd. [CHRZex@pR! of JuBREMdae B& BakéOB8dule WhABre8h actual trading

The innate ability to distinguish different classes of
apaligsigeisrrovided- ﬁe’”@@@ﬂ‘? thegrin@vdesshdadr hapdling|usi ferfrandling these
dBR fiefdsN$h&kas edo d latORIChARMRS fupktiGfifyas 8818tlon to the

provi des appropria e information with which to tailor
dgtadagRiapt i ve response for the selection, activation

and expansi on of antigen-specific T and B cells. The

cytokines IL-1 IL-23 and _|1L-27 produced by anti
"bP'é@eWt Rrayde éthd?\*t%P@)‘d'ﬁnﬁ UPE%kStﬁn@@” pecassgArty @f%)’ icef ata field
defifiQRaBsthadatdmidd iR &fstiny. mol ecul es that shape

t hese responses. The sem nal work of Mdsmann & Cof f man

in 1986 (Mosmann et al. J.lnmmunol. 175.1 (2005): 5-14)

H&RRGE!, Rienbay IRt UARRIEL i@8 dOfinitiBns idRE plehMitd TMWSL%E'S!/S’IemS is
cl ones that” coul d be subdivided into two subgroup

ofter peipie!Torganisrf This) meansdhat asdpdeatied e@,thwﬂe@ i$ he@d to make, in

tHRlt FHEGAH oI Y ARk Pt ASH Sefiffiordshfe mt%hé&i tHe\’Wﬁllﬁﬁ of data by
i mmune responses elicited durjing infecti

ot B1a94tes GRd @W@WH%HW@%%b%F‘ﬂB?”C@Pt BI?'P Hl?aBF thatwith the

|rﬂ¥2}@|0@tﬂfn| dhew Fhdduis ditendwiita SieldefRRNe®s AFéadpeRistifhodules would

not onl in murine nodels but also in di sease out cone

hBYE Iohe CRdaice ThisHs OReMGOSHY @BR raquiren ahike.s B PR@HPTh! 19 ﬁiﬁa not

sPREUriet #Budb@efWhd bGhadedlsuBRBIs9BehPhaeGREE 6Wh s§dcial
intracel | ul ar infections caused by organi sns such as

pleEsaEier PLRP SKpPAEPPliag cobact eri um tuber cul osi's and
| eshmani a donovani in both human di sease and in vivo
animal nodels. In contrast, the preferential inductign

Thererip shergsate aneed fog en%tﬂ'ﬁgéhﬁ RPYisien OE)QGW gtes; bRctignality and
dbtefield 4&indidds ik-d contFonb@kuia) ile fﬁmﬁﬁg%‘é tl@shodidntalready existing

protection agai nst certain helmnth infections as well
nggju|e§@ng§j§&h%d@@g HInelendly- r esponses such as asthma
and allergic rhinitis. In murine nodels, mce
susce&pl ble to intracellul ar pathogens (due to

¥ €88 %’??{%ﬂﬁ‘é USfl A 1&@95%@%5%@6@8@6@ Whegie new rules can be

d&@éh%&l%dd@d tGHRY R PdyBt C}ﬁéﬁéératl on of IL-1 2 and
conversely resistant m'ce made suscepti bl e by

adm ni stration of neutralising anti-p40 anti bodi es.
Such studies identified that IL-12 is a pivotal
cytokine involved in the differentiation of Thl cells.
I ndeed for many years Thl CD4+ T cells, induced by
IL-1 2, were thought to be responsible for the
|nduct|on of a W de varlety of aut0|nnune dlseases

o S o . AN . o o AN
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There are several anti-I1L-23 specific mAbs descri bed
in the art. These include mAbs that bind specific

w@oooviosns3 of the p 19 subunit of IL-23 (WOROO7POREB26S/063453

WD 2007/ 005955) or mAbs that bind IL-23p40 specific
sequences and not bind the g40 subunit of IL1 2 (US
2005/01 37385 A1) . In addition, mAbs that bind p40
(common to IL1 2 and IL-23) and neutralise both IL1 2
and IL-23 have shown clinical efficacy in psoriasis
Howsyver, e sippkigr of esysieny likgide srerlieg oty trading spgen; it sge many

0920 [ Masiv
R 5L £ U SihE 3338 PURIIRRIChyrRlically oFithe the systom.
bgaayse|therpiisgitendigm ©suppert Ff@fﬁlaﬁgesathﬁ vePagadgndgipdhe system,
sBRealthdynbp s ahihaamd devel op therapeutical Iy useful
anti gen bl nding proteins, such as nonocl onal
anti bodies that bind and inhibit the activity of hunan
Thbred3 thefBfotdS Redd 138 hRYstBMOIvRbRSudd8Testif BeldtidRab RfterR bata field
t he above nentioned di sease/ di sorders are provi ded by
defiritignseare pravided ina effiderd @ cppieelled maneeawithgyd hgwing to change
R Whble §V§TH|W Ve Qb thétand BivGa éLﬁBoWH%tb Eﬁéedlatsigzhrbf@ﬁé)éfys@&ﬁ can be
antig i ndi ng proteins which bind
r@i@&ﬁ‘p‘f"@"%ﬂﬂ'l%@%l”@él neartfollsyl ggdifipnsty thessysiemn

enbodi nents of the present i nvention include

nonocl onal _anti bodi es (mAbs) related to, or derived
SHOHARY YTHRINYENTERN 2H6.  The 8CO 2H6 heavy chain
var| abI e region amno acid sequence is provided as SEQ

. The 8C9 2H6 |ight chain variable region

Pafﬁﬁtrﬁ?pﬁﬁti o t%%@fﬁé?fﬂéwi%t'?ﬂ eRNCEES Bebptiorseing1p.a n3ikof a
cBRPYMr SNAEMR, WRIER §%t&nﬁr§%d&@% du¥ider of n{ohﬁleﬁ’ﬁ)?&lﬁé‘rtent types using
invention conprise the follow ng CDRs ( defi ned by

dmta)nun'[%pédqta figlde Pepyieddn at festera daip %aqomwamg érﬂﬁ geps of:
s &M PhRa ‘ﬁfaldtdeﬁnl%@ssl%F‘fhe' JAEMIBOBr IHRY s ysRIP bib@&et,R8id data field
foll'ow ng CDRsor the alternative CDRs set out in SEQ
dpﬁplmsﬁgmm@lpgﬂ N %@tergggeq qefiniton $u[uctlgEQNhge|\q@|d gystem data
dgﬁﬂlérpstNQturgérou%g@lé Warideks 488 f%ﬂijde?ﬁ@ohpfdﬂ@leld'ﬁg fleI-EB @f the

ht chain variabl e regions of present invention
Sﬁﬂﬁ@rqa}@Sch@Oﬂé 9 Wﬁ@emrd@&tod@mwwlﬂ% fgdaupe them, and
gbh@raﬁrhé %Q@J bN§a|@@8$a ﬁde&‘Hﬁtlan O%Eé?né@illhguﬁﬁs fﬁﬁ%dll@g data in

SP'@ %(I@egt)da @E@j wbemafh@'ae W“%@'I '@CWQfl@Qt'Oﬂahtydrr‘fecated by
datERI AEMtiohE ¢ ANbdI8Re BhRYRRagy. ot ei ns of the present
i nvention conprise a heavy chain variable region
containing a CDRH3 selected fromthe |ist consisting
A@ec@ﬁ@aé&c‘f\@ thé pr. lﬁoé%@ ih{rieh c@nceﬁg& 'd@&/lbl;oforggttlngﬁﬁ?d ;Qrt of a
SEQ | 95 and SEQ | aire
Cpm@Hter BYRiFm. \oﬂaph gytem indyides atwnrbﬂrﬁf E}de&'ﬁf’ p@@ﬁer@nh@rp%usmg
dba iHR ﬂurﬂ%‘r%hdﬁb Fﬁ@@stpﬁo\mé@ﬂﬂ al $ystein 8@ é@;@l&rﬁaﬁbééﬁﬁ the

activity of human IL- In one aspect of

rehrin ﬁ@lﬁtdeflWgor@jq_ﬁ]eé@tasféqld%gftsalqusygm fj@alﬁét S@'d dgigyfield
deitiEhsIRNRESrBGdEd A §Reerh ista dé‘ﬁﬁﬁbﬁts!rlﬁkﬁur%f Wﬁ&@ sald system data
NO 2, SEQ DNO72 EQ ID NGO 98 and SEQ I D NO 99
dgfiritign gtwc&rrggwsﬂfpe Yaioup Saipfiethdginitions F%B'P%d?t@épwﬁ of the of the
kﬂeﬁ"lﬁﬁé‘%t RS Raft péch@ge%"‘édc@@f%dlbﬁmlélﬁngaulé@hﬁe tB'uQQ%eth and

uman | L-23 with 3h affinity as neasured Ty Bi acor e
or

ognerates bpeRd Presaid dalq wi:s#dﬁﬂpaa'pw atanpandling Npitsy for andling gata in said
gé@éﬁﬂia@a bat wese e%@ﬁ’ ubta%a%aMgaunﬂt BB e sl MtRInalit) Hidica®d by data

Mor less. In one such enbodi ment, this iS
firiians9f atieasbere Q\ﬁ'tf’ﬁat"f?@eantl gen binding Fv unit
belng captured on the biosensor chip, for exanple as
set out in Exanple 5 . The heavy chain variabl e
regi ons of the present invention may be formatted
together with light chain variable regions to allow
bi nding to human IL- 23, in the conventiona
i mrunogl obul i n manner (for exanpl e, human 1gG |gA,
IgMetc.) or in any other "antibody-Iike" format that
blnds to hunan IL 23 (for exanple single chain Fv,

o s " o,
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are nunbered according to the Kabat schenme. Simlarly,

the terns "CDR', "CDRL1 " , "CDRL2", "CDRL3", "CDRHL "
WO 2000051623 , " CDRH3" foll ow t he Kabat nunberi ngPGH/EPBNS/063453
as set forth in Kabat et al; "Sequences of proteins of

I mmunol ogi cal Interest”™ NIH3 1987.1n anot her aspect of
the invention there is provided an antigen bi ndi ng

APHRE B5Pbct SHGB pRSseft hVéﬂiBh%%H’ &hd hRedpuR deng%d f
bi ndi n%bcf nepﬁ?%et hler eof ; npri si ng bu Vﬂﬂ% Hm er

PrRMidingya Pﬁ'”é Ok §OrBRklEr %emdt’*t'ﬁh ﬁYﬁthE@Cil@eRI@”UI@er sEmodyes of
dH@rerﬁ%/pegﬁgnblaamf P umbBEEer HQaH‘st%w&%@n'aQ AeEm ée’r‘ta set,

NO 871 ID NO 82, SEQ ID NO 83, SEQ ID
CRIOP”%MQ C‘SE@}“PU)Wa”BSOdeSE@“ﬂ'DQJ\IO 86, SEQ ID NGO 87,
d%@e‘lﬁmtloﬁgform&@ﬂb@s oggald %?é@eﬂn'%a‘t‘&etgg)ald %@fﬂeg definitions

bf@e pr@E@q 'Dawteﬂlﬁ’ata gE@'i'%‘ WC"L![@’W“%EQ?'P'@YN@“ %@deﬂ”'t'on
sti&l rB@s t%é@an&%@dtﬂ&%jeﬁéﬂlﬂonssgﬁhb@am‘eldasléth Ltérﬁ)data set
'ra@;ﬁatarpq%%%g%pﬁr@'r@éamén@@t%s ’{‘ﬂett%hﬁ‘ﬁthSEQaPﬂ) NO 1 8,
s§6@até}lé@deﬂﬂton§mlﬁ@ Ny 83abh§§@té &Hﬂ%tm%”of d%@a'namé; unit for
SEQ I D NO 58, SEQ I D NO 96,

hﬁ[‘ﬂ'l‘ll@dlatal@ th%@@alf@'dﬂ@f Si@‘ﬁﬁ%@(ﬁﬁ"@ﬂo 118, SEQID
NO'1 19, SEQID NO1 20, SEQIDNO1 2 1, SEQID NO 1
22 or SEQID NGO 123. It is intended that this |ist of
Ajpudihasract eitfe erreeat iByRItion certarys AremPBisEsYSE comprising:
aRRFSIeP bEmBOMBS BRdiH&BAt 19hePébtn Udfig\vdaty 8l at Ye4sRBRe 8MY number of
i ndi vi dual VL sequenceS. The heavy chain variable
dategieiitsrayidehia pe¥siampaiadebnt i on may conprise CDRHL as
a$%tastQ§He ddta mllh@umor%anmgﬂ%tfﬁﬁ saff S)@tétm Hé‘ta%gQah@

2, SEQID NG 72 g 8, SEQ |
a&ﬁéskﬁﬂjﬁt@@éﬁ‘s@&f’m@%mg Raigieta @ﬂwysﬁem QE@ 39 NO 4 SEQ
vdh@ré}pegé’n d&EQaMnanthYrﬂﬂudég@ulc@om;ﬁ?éso@ibte%mhl datddId definitions

R Q3P L otF ROl eI Sesmspl SEOCHAIA g celhitens or e data
fisldSof eNGstem dmrggr&ﬁedQHb sgé‘teﬁ-:@té BN st@@fﬂtre where said

CDRH3 as set out in Alternatively
sﬁ9md@%g¢fg@om§ﬁpﬁtu%grggps @mvaflﬁus‘sqt_@a Fl@d@lnlionsdgﬁqg data fields
oﬁﬁteﬁ%‘éteﬁﬂ&atb Bet9HQ da@xé@s%cc@r@%gg@mh@ﬁo&ﬁés Ardtio LSe BER.

I D 4, or it may conpri se Hl as set out in SEQ

IDNO 1, CDRH2 as set out in SEQ ID NO 2, and CDRH3
Tas p‘ﬁ@en%@eﬁti&n%ﬁ@tﬂ@ad\l@nt %@ of §|Fndllfylﬁ§3}heqmrﬁe$@at@9%ﬁ@l%dates in

as set out in SEQ as set out in SEQ
aNgempu e&ﬁMSt@DRFBC%g‘%éln'yotl]? S rHCtE’JEQOPE?rN@' with mqgiplqstanﬁétata fields

ttﬁ—:@%ﬂf bﬁﬁte@th]upﬂﬁtegl%edQBtbeUﬂ)d%@ I3 NS edsy t@%ﬂ?de&%w modules
et out in SEQ CDRH3 as set out [

ap@nmda@ figidls thh%ytoggwﬁg Ffl@eb%mlrilc%e Jés ig @PS?‘W%E%) both for
theSy¥Edm provideRER waf a§ Qérl&iétcub!@n%hbpplmgs% th@@%t&@ﬁﬁ&hls way it
as set out in SEQ ID NO ,orltma¥ npri se. CDRHL
is;ensyEqd tBatUF?dﬁ't%Ets NaHmMgre then necpEANKE %%“tcedlﬂﬁ varipuggndipnalities
tH@a?e?proal’GGd @P%\A@? itS€posible tdépr&ﬁ& hReRiBle c?%%fer's&stgﬁﬁ’that is

rise as set out in
e§%¥ ogugintain %E’Q’R@t%é‘p?'? INBF f@ﬁb&‘-‘iﬁ“%@ bg @fovtﬂ?@' in g capicgfhicient
mdanBD 74, or it may conprise CDRHL as set out in SEQ
IDNO 1, CDRH2 as set out in SEQ ID NO 2, and CDRH3
as set out in SEQID NO 95, or it may conprise CDRHL
It%oﬁ@tbe%ﬂﬁJ)Haﬁlzgg@ndt EheNESFm %on%b@/c@ﬁt%ﬁﬁ I\IC? GWﬂenI U3e&RRnisP
NO. 72 CDRH3 as_set out in SE§ or it
Sﬁﬁ(g}fl@a%fsl takendongcifysthe gresgpee pist E@gqutyrg@ stq_ps Qi sRAponents, but
as set out in SEQID NO 98, and CDRH3 as set out in
SEQID NGO 3, or it may conprise CDRHlL as set out in
SEQ ID NO 1, CDRH2 as set out in SEQ ID NO 98, and
CDRH3 as set out in SEQID NO 4, or it may conprise
CDRH1 as set out in SEQID NGO 1, CDRH2 as set out in
SEQ ID NG 98, and CDRH3 as set out in SEQ ID NO 73,
or it may conprise CDRHL as set out in SEQ ID NO 1,
CDRH2 as set out |n SEQ I D I\I098 and CDRH3 as set out

o NN~ 1 P~ - NN~ 1A o o, oy
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that allows the Fv to bind to Human |L-23. Exanpl es of
full lTength (FL) Iight chain sequences conprising the

wO/bogos®8F uct s of the present invention incl udeCBEL20DE063453

NO 28, 30, 32, 34, 68, 70, 93 and 94.In particul ar
enbodi nents the antigen binding proteins of the
present invention conprise the follow ng variable
d6§§ h@t%r@éu&éthe'?’?@&n&@g%ddaldﬂ%f%ﬁe'br Pl bifeNatul&y, st%’i)w
(SEQ ID NO 16 + SEQ ID NO 20) A3N1 (SEQ ID NO'1 6
COmEPPEN IHeS groyys msr@f (SEQIDNO1 6 + SEQ ID NO 24)
A7NB (SEQID NGO 52 + SEQID NO 56) A 10M3 (SEQ ID
NO 54 + R/%lDNO S%AASI\/H (SEQID NO 16 + SEQ ID
BRtEF DESCRIRDIQNSEH THE RBAMIBIGS SEQ 1D NO 18) A6MD ( SEQ
IDNO 50 + SEQID NO 18) A8M3 (SEQ ID NO 8 1 + SEQ
ID NO 56) AOMB (SEQ ID NO. 82 + SEQ ID NO 56
The psgaent iserytiop wionow he desgribed i [ore @%’5’" in relagien E@E@eﬂﬂosed
dNGFin&3iitwSER | D NO 56) A 12M3 (SEQ ID NO 84 + SEQ ID
NO 56) A 11.5M3 (SEQID NO 86 + SEQ ID NO 56) A
12.5MB (SEQ ID NO 87 + SEQ ID NO 56) ABMA (SEQ ID
%‘8 s&telnafcaﬁ hb@s@@onﬁﬁﬁerﬁ%%n{a%%@dl tU@te %sé‘nt&ﬁ@nh&t which is
58) A (S 85 + SE 58) A
with elverdegs ﬂtﬁam@g Ssetem SEQ I D NO 58) A 11 5M4 (SEQ | D
R]g siRvsta §E§I|ﬁ&i DBle F%feRnde Uﬁta(f&ﬁQothoNQ a @Qtabas%z@/hle% the
1 58) A1l &g%g ID NO 87 + SEQID NO 58) A
d@@mp(@ebdl"t’odﬁl@f'e agpeiemsialpsetsg) Al4Ma4 (SEQ | D NO
f|§93 Gererady SRoNSa s@@)en’?détg '\d@ﬂtﬁ@ﬁ%tt@td@for%ta*‘ﬂeﬁ?@eﬂrﬁtldNchat
8) "A3ML 2(%@5% NO 16 + SEQ ID NO 121 )
de@Etth@aF@ tggystemn defa spg)ando3ve (SEQ | D NO 1 10 +
figEds e )shﬁw%%&%f@ ch&fatdr] WhiblPcredRest RiFkddrldf data handling
123) A24 111 + SEQID hE)58) In
Uaﬁ%t’?‘?&d %‘ﬁﬁ@éymtdaf%@eftﬁ?ﬁpﬁ@%dm%d| ng proteins, for
exanple the anti bodi es of the present invention
conprise the following full |length sequences: A3M
0 FDDRGCRUB TIONE EERBIMEN T3aML (SEQ | D NO. 26 +
SEQ I D NO 30) A3N1 (SEQ ID NO 26 + SEQ I D NO 32) A3N2
(SE? ID NO 26 + SEQ ID NO 34) A5M) (SEQ ID NO. 60 +
Irsthe TpliowiR 9eCripige fqr semoses Ricyxpépatiorsrs! pe) ligade). spewific details
a(eggé@fér@l Seh a@”paﬁloﬁﬁ@atdﬂlté@t@%) inf?tfled, S):‘e,E,@n|q|t:?e§\|(3tc 26 ofHer to
SEQ I D NO 70) A3Mb (SEQ ID NO 26 + SEQ | D NG 93)
p(cgE@ 3 @om@ghz@dersgg@ng[@fﬂkg ggee%mn%@dq@vmt vxglbbq_apparent to
ttﬁ%@ sk@em th8 artARAMnd %&ﬁt%\}@no@%ag b@%ﬁ%dtl@em ARer eQ\?tM%lments
NO 64 + SEQ I D NO 70 I D NG +
”E’EQGPW f@”‘ib‘?seﬁpf@% d?*@li%g"l‘ BthIQU”SE’G‘CQS §E@ P@)dR@”GB?”q @f well
kRB®n 8ER6SH, BRAlitst 1R MBthb8S Breiriled 9o BE abﬂbrbbgéurbtt% descrlptlon of
pr esent i nventi on may be a nulti-specific antib

tmhﬂ@ﬁmﬁdﬁﬁﬁ'@b@“%H@“ﬁ?sﬁﬁYQe@ﬁFG of the present

i nvention, which is capable of binding to IL-23 and
which is al so capable of binding to one or npre TH1L 7
Ft%ﬂe“ﬁ?’t‘@i@ﬁté?"“l’%@ S@%&'ﬂ?ﬁ gompytensystgm 1@ accasding fQ g present

ilvenfgie Tﬁé\%ﬂst@ﬁbﬂﬂhlﬂﬁnﬂte fS oW H)e 80Rebéd M r@létlbrbﬂijé/tré&ng system.
provi ded ich conmprises a or an antig

'tkﬁhﬁH'idrt@Wﬁt’%rtteq rﬁa&%eddettth%arq%ewéwﬁnt'aw 'W'i‘Pc‘,’Y?ydejlt% adrading
gstéhhr bltelanaatisggh MW?@@f @dnt;ﬁttMygtém s capabl e of

inding to IL-1 7, L-22, or IL-21 . One exanpl e of
an antigen blndlng protein of the present invention is

|rafheesry§tehp¢b/tr@n£§ﬁefd Surhtdr o kroddleS ABRIAHSBNEach SREBhoEIes is of a
defined herein, linked to _one or nore epitaope-bindin

dftsrRNt e viAridrioVidRA: ByBkeTtaf @ctivjliasdpr dReMBRr q}@p@rsrq.qiafe(?to the
syste®. A¥ordih %etﬁadlrfgfiys@ﬁ@m Be sihdhrehtifies $llehZ tredfing ége%ﬂs stock

.As used herein the term"domain" refers to a fold
proteln structure which has tertiary structure

i ndependent of the rest of the protein. CGenerally,
domai ns are responsible for discrete functiona
properties of proteins, and in nany cases nay be
added, renoved or transferred to other proteins
mnthout Ioss of functlon of the renalnder of the

. o a1 o .
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i nfl ammat ory bowel disease, ulcerative colitis, crohns

di sease, rheumatoid arthritis, juvenile rheumatoid
wW@edaobostoss, system c | upus eryt henmat osus, PCT/EP2008/063453

neur odegenerati ve di seases, for exanple nultiple

sclerosis, neutrophil drivef di seases, for exanple

COPD , Wegeners vasculitis, cystic fibrosis, S ogrens

e§Mb@§Poonﬁﬁh%§'fé‘f WHiGNS iR st @ 8Sts aPproliBe, aJuthorltles information
di abétes graft versus host disease, asthma, all

vandXasies '”aft%ﬁttYV@ mpsiulpgare BROWR W EFRR HiR MASHIRES 16 iag’narket module

aﬁbl |a%re9br‘?d mBEML1eSs aﬁ%&hﬁﬂyﬁ‘ﬁaﬁdhﬁg?fmleoit%%ulb el rbslised that
hyroi ditis, spondyl oarthropath | osi ng

t'ﬁﬁ"érﬁ'@mq"ﬁ %re mRfe er@raplep ef V@ﬁ@ﬂ? E/htai garppe B@V@ﬁéé’éﬁ;%mgl’f%the
PRI EIRPEHIoRRAL thlendtt Soh 88 rmain§ rhdt8 WBuRisdWieh IpebinSing activities
O her aspects and advantages Of the present invention

fofrte wriousiastass fhgserBedyIgs Yeesygeaidia previdssrin grsysigmedaia setin a

dbfBald ¢4 &7 afls RIEREA LEBNMSAlIB Y ﬁr%fnde&l Wltﬁ%%p%@'ﬂ@@lét%&ﬁhdlmg unit
the i nvention provides antigen bind I‘Q‘j%ﬁ pr ot ei ns

ch
28 s @eWitich i FRNERE it BRIPMEBkBIe VEiRyC Hdate Seesling Uln't 12, which
|rNer3aco%5§é§ @té\m the s§§@n' d%té\gétm”the%gida@e NP THA cenalaf R handling

or SEQ I for exa

upit ﬂalpfﬂj’ Q?ﬁ@tneﬂﬁ@rfa‘fe bweﬁhwﬁtﬁsedﬁﬁé@éﬁe WofjhleﬁﬁG and 18. The
n?d?f(étbﬁlﬂ)\(llé:lg thFé §hﬂﬂule% rfornfRe dctualptré\l% ef %h@mstruments

wh@a Ni@ m@rr@m_nzhangm deU@%NU'de@ I@fﬁaﬁ@muggargg'@thq t%d'”g
pefoiidd, ke {dinty dilciepdcdeut ral i sing of hlL-23, for
exanpl e as determned by the inhinition of IL-23
binding to IL-23R ELI SA (for exanple as set out in

AEXSIRG0 Bhe v§’rr atfoR @f lH%IBrQéén't Qﬂleﬁ’tf onl, brelsyétef dath s8fin the database
production by splenocytes (for exanplée the bioassay

14ds mgde upef Bf%[ﬁﬁ%dait§i or|the elﬁere@ﬁ@@ewﬁ@ﬁfvhqrﬁ éuqh&eif%@gﬁ data may
bbr(‘j@hmﬁ&{f@ﬂhﬁﬁmhént@fﬂ@dé’éh ush.w%s&m ih&ruhdivis, (véﬁ&é I[hits for

I D NO %.Inanot er enbodi nent,

'%Hpn@@h EB‘P?F @ s preserihe @F‘trﬁh@%hé@ﬂ'ﬁg it 1k 9t a'%o denoted
r&feRn¥B dsh A r hid fﬂé%pééiﬂ"@d%'%ﬂ@lﬁgﬂ%lt@@o%ﬁ'ﬁ%ﬁéf often also
conpri si ng H3 (SEQ ID NO 3, D NO 4, SEQ

drirpteq sefershes fpfagechess, SEQ 1D I\IO 95 or SEQ I D I\IO

100), for exanple the antibody conprising: CORHL : SEQ

| .DDNO 1 CDRH2: SEQ | .D.NO 2 CDRH3: SEQ | .D.NO
Imtherfigure the@@fuqher@mrogdmgnd @daia handfjy urit 2¢hgvhich is a
ofddRicl us%EQteﬂfaerml\ﬂ@UIW@'V\Fhl&ﬂ&U&%FWme'@@ferﬂ bh A4ebg8Rd monitor

bi ndi ng protein that conpetes is_one which binds to
thenarioy sy epmidsiindie asigm daieget of Redagbassdd | D NO

28). The epitope can be deterni ned by nmet hods known to

one skilled in the art, for exanp Eeptl de mappi ngn
Theiswgen ¢&peeidRP in tB?Q?VbE%ﬁ' HSéE‘BWﬂdﬂ%Zt 9- 4 Sehrsmrticalhs shows a
tdBIETRRBIURING S AuPRSerloPdNG B s, BRE By e ldatiesct €m|ﬁ|f|§| NG Sy

am no acid residues, the sequences of each peptide
eé%P'l'f)é'BgiaH@ fcﬁél'p‘i? rejaégn tr@o@m@gm patadtems g kept Iow It should be realised

tl{étWcﬂﬁtétﬁﬁé‘é%aﬁﬁblb@@@&amyamﬁls'o@%ﬂﬁél(ﬁé e tRWidMPWY. 2 there are
nmet hods for exanpl e PS(tm (Pepscan Systens

shrvafquedaiadisids; Btf'l'séﬂe'Gf InfEHROIYTARY difMeonViTRR Isdifre Zﬁ’@rf‘ame of an

iftrdMeRd irPthef ®isB S Rbckt RS ahR¥EMbleQWo Her&R RRIckS EE 88 and
chai n vari abl e regions and |ight chain variable

NP o sBewe- hTé‘eF%\?é}Iﬁq DFEGRAA é’ﬁtanft?;fj BRMES rWPdeh'hﬁ%Cond field is

atslaeas%é.ét@a With 1l st@cmﬁdJrsahe Afrhb Resinahe trufa lofamelstock There is
fragnent or equival ent thereof An anti i ndi ng

fﬁ!fm?('@f’rr‘? Pihirg Iﬁ*@tq figle Mot andly” tligE1Sde W%C‘gh’ﬁﬁm‘%‘@t‘f Adnamum

of @G iqaB&titPIvhIchor tRY Sidkk CYidsbriTas &do HDb®amd fortHe dt6dkINBKia” is set
anti body, a (Fab )2 fragnent, a Fab fragnent, or

equi val ent thereof (such as scFV, bi- tri- or

tetra-bodi es, Tandabs, etc.), when paired wth an
appropriate light chain. The anti body may be an 1gQd

lg&, 1g&3, or Ig&A; or IgM IgA |IgE or IgDor a

nodi fied variant thereof. The constant domain of the
antlbody heavy chain may be selected accordlngly The

o . a
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simlar manner. It should be noted that the acceptor
anti body heavy and |ight chains are not required to

w@edogiosmse from t he sanme acceptor anti body. ThECPEPIING/063453

art describes several ways of producing such humani sed

anti bodies - see for exan‘pl é EP- A- 0239400 and

EP- A- 054951 The term "donor anti body" refers to an

t@NG0. W%\II%/ QHEP@%CA R0ah daBH P wHRGE ABIBMidnuWhd Ehtity”, the items in
contrib he am no acid sequences of its variable
thiggplems, mctmdethedrﬂnawmﬂummwt Pl thet eagrenfadegrand is ShOW” as 50

f@NRe 88k Eh@sfs%ﬁfanﬁ ] fér the rsﬁfck'NUﬂén QQI' tﬁ@ Hb!aﬂteﬂ%réf%ﬁ rthe &&ta fields
as to provide the altered I munogl obulin coding I on

aghbere g of m?gsyé%ﬁi galasat- dhe é’ﬁ@dteﬂﬁ n BWVSWQ%SQCHEd ata fields are

hard it inat $ReREE | b9 il )hcﬁlU%s'b?Htters@'%ieﬁt Rhildeid i¥drbein the third and
characteristic of the donor antib . The term

fousthceobirer ar&rtteinﬁotﬂ?t arg &gy BY PRIy gAe Hiﬁdlul%ﬂ?re(th% ﬁt?é‘f% mgdule.
and/or reconbi nant) het er ol ogous to the donor

body, which contributes all (or any portion, but
'” ﬁrd§b¥?eor@%%9?‘i@@fﬁ‘9§“@ the '%P'emﬁ@t'r&ﬁfﬁ% axstem §eg ghvclwed way,

tt%ﬁ*@ Pe%rﬁﬁdé(ﬁ § sk)ﬁamyda@étaléfﬁtt.dnlsﬂh&tuﬁet@DD éumws"tém data definition
ions and/or its heavy %tt chai n consta

nt
SiugiEHis opeeraReOtinestin find J@@S@fﬁtem CEGIL siivgture SOD includes
A8 fled atef@ﬁttaﬁ@luaﬁmﬁgstr@ddaagmél%@atth@eyiéfeﬂn%atdwetarq@renﬁ@aata field

ant i b ar e i ned as the conplementari
dgER QN 'WIW 'P%maPP%Wﬁh?f‘%Sdhg @a@@'ﬂm()fdlﬁe é@f'oé'ﬁtdlaéorﬁﬂd“ng

uvd Sk ﬁaé@jateﬂﬁséﬁtptﬁé\é%@m RcEREhE 'ﬂcée'th@fprééérﬂttJ mQQﬂtt%Hhér’é are
heavy and |ight chains.

t@é@;feéen% 84mber Pdgtaharkagys ¢ﬁn9%&b&$,%l C$Mt %$'e'§tth's ayyiem data

dEfhitiorstRictUre BRD. TRBk dQﬂca dd%ﬁé%é"hé@%c“t}é@@@laéqfe‘t’d §&mitions for one or
National Institutes of al t 1987). There are thre

nisaggtadiekisin fiesysianedatpisghEach aa%aeeﬁ&US( hvidesiata field definitons

fdreaggr@nebf thB dabffieldy, mhthegrmf ﬂhbgae Abitad td mg lnaeut)mmnay also
use erein refers to al hr ee eav

' CDRs"
'r&%eﬂ“@@ﬁ@ta Qﬁlc?saﬁccerﬁmgéo thegpresem &Vﬁnﬁ%‘e%%iaa%éﬂﬁs étPI

ghﬁ@%@s%?@iat%'field déilmtloﬁgadré‘ pfevided UaEe@@nﬁ)ftféprhbdﬂl@Q thatl&¥@ to use
structure and F)ro ein folding of the antib %@rkg%@mean

thematASAheramRie therarediese BErsera&asmemFet Qprq M Core
Iﬁt’b@'dﬁ& PREAGRR. FRE CHRUE SRR pASage dviien R Het H}Béké%e includes

erson. See for exanple Chothia et al.

ed
f'@éﬁf’f@rfl?ﬁf‘i’%ﬁ‘g'oﬁﬁ thatseagBeuar all pyeedes 'QBT‘%SY%%H‘O-H? first data

fibRtdefiRitiSithud 8eBdRa fidl B?lrﬂﬂb'sgﬁgmbﬂa@éétghdlra@é B4¥by all modules
for exanple antibodies of the present invention may be

'rb'ihécﬁlf%t@ﬂ‘ BYe dpiarackaqq %Wed\f'ar&eth%Mt whigh s 3peqengd packdge, includes

sSé‘cﬁfdea‘té ﬁ"éld \deﬁrt.@ctnsqaétmre bditatbh & 6Qiype oﬁﬁlguﬁlﬁcﬁtefs@rsecond data
the antig bi ndi ng protein of theinvention.

B0 POr (YR EPET s MBS I AE ANV SRS APTESmA deh i the

eRYMPledf tHOC bRt kSIS DA cRRRBUE Helfaker mbife. aCbtéJIﬁfb Cl is another
binding protein in operative association Wth

seeerckesrainat 'é‘&tﬂ’l‘sﬁt'%‘%e@oﬁﬁﬁ?'@ﬁ dafa dgldriedaitiens lomwever these are

hefIVeldd Ior’tEe NG hﬁﬁ’dhh?'ﬂncﬁﬂ‘ﬂe FXEFiR$ 8h@palckaged®e Wommon
secretion from a host ce Regul atory sequences

qcn@lfwg@”ﬁpm‘t‘@/s 8@&'9@?}6’@"&!‘6 the @econélgﬁ ap‘??tﬁlfﬁgeeﬁ' I M are
phdveRal based @ﬁﬁQﬁécms‘bbn@iﬁ@ r’r’@ﬁu%@ra'ré/f%)doelC protiied Methe KPA¥M or not.

antibodies. Simlarly, a second expression vector can

The ﬁFao‘Eﬂ%é%e fatw PnAOMIGA sdviermaraihPeHC Bagade seqired by all

MRIRISEWRINY B bt hh oty eB 0w NErket eheiiy (tbr@hﬁfle‘l Ji&a¥Yendent on
chain. In certain enbodinents this second Er essi on

tW%??%? ppckapg &Rt |“B‘éﬁd tpdhg ferer GeramoB REeRIe; F%‘b qre @miRe CC

pe 8Kl RGh SLHHGIRE A8taAdHADLRR] B6lgRRERIIMEKES haﬁcﬂln?%ﬁﬁzﬂbrﬁm@ for data
so to ensure as far as possible that each ypepti de

chain is functionally expressed. Alternati veI y, the

heavy and |ight chain coding sequences for the antigen

bi nding protein may reside on a single vector. A

sel ected host cell is co-transfected by conventi onal
techniques with both the first and second vectors (or

SI nply transfected by a si ngle vector) to create the

o Y g o a1 o '
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an anti body of the invention which nmethod conprises
the step of culturing a host cell transforned or

wo ecansf®et ed with a vector encoding the |ight BEMEP008/063453
heavy chain of the antibody of the invention and
recovering the antibody thereby produced.In accordance
with the present invention there is provided a nethod

fields RESEHE bin Swo@[ile@%f ) Si/é%él%?wrﬁletth@é’éi%n@fpa&%eé’ 'He$& Bbre Market CM
i nvention which binds to and neutralises the activity

apfl Qe ©L. Prayidgniain erghiine dhearisratiaofl da@ hanglirg islflctlona“ty for

E)é‘&lﬂcp%eéfulgé 8 %Jfrérﬁ S’FheVd%ﬁé fiéld %@ﬁﬂ%ﬁb%a% MR oF 5 Qro%ed into
he antib rovi d a second vector encodihg a

enfitias: Woergi al tBﬁP ep @S@Fﬁy 'B@J OQQ:?r ’P?r&rﬁél%iﬂﬁ'idﬁ’@ﬂﬁ't'o”s and some
fl%mhlhé‘rﬁh ttﬁgy?bp&%r'm &%regtham eWiityh said first and

second vectors: (d) cultuhng the host cell of step (c)
under condltlons conduci ve to the secretion of the

E%ﬁﬁ 'dﬁ%ddécf(ég@m&@bé’s |hﬂ)$ﬁ1aﬁ&l lleg!al'?tﬁr% tﬁ@'dgtaqwlds%ﬁt eﬂ‘@@ (ﬁported and

recovering t ecreted anti

tf&%@é@@@ ohiheen éa*@é‘ﬁd@e&' heetatriie!d ﬁﬁ%"%ﬁ‘ﬁu"bé@'ﬁ‘tﬁ Rackpgathus gives

irBS@TELBER th fh@rfoﬂnnowgtmmra%dg\abgyememsotmﬂ may be XML, that
riate assay. Presently conventional ELISA assay

eﬂé?'ﬁ%?@ Rapdsighf @&/@ﬁia f‘é”(ﬁ@ﬁé@gs tueRse rhteeorg fmmon data package

oﬂH%Béélﬁ@@étM‘ﬁaﬁdlﬂ iund irPfhetdge éf‘@btl%%é(rkélocﬂ/llefr%%re Info Cl data
Addi tionally, er invitro assep(i/q al so be used

p[agka\g@rqnpghq]@r@(ap% P daieppseioein t%f'e'@%c%‘{%%%%fé‘iﬁp%kage
human clinical studies perforned to evaluate the

persi stence of the antibody in the bodeé despite the

In 8q:ad thereda past ef THakeidrtasprckagefe alfosienated thith data sacksges:
JusBAtdrepkecifie k%ot @stheusisiat Sﬂ&lﬂﬂﬂ%bmsmfanﬁ@stomer Specific

nmol ecul es of the resent i nvention in
Infp G Hhese packaggs @aqua%tlomj dalp PackRges H@tmc'téit@.th'rd fl{a field
dbhﬁtl(ﬂ{sterﬁﬁﬂﬁﬂﬂb %gealﬁﬁﬁ’ Bf &Js%rﬁémiet;.ln@run*a%rrwtytfbleﬁ?ér@ﬂn@m data
ea

ener al he patient. i's envi sa&
f'?Hélo 7 ppbandlar @Ié@‘i’%‘@ d(aéa @ack@a@@ %Sm_ﬂ@ V&Fy T8h gudepy They also

allwe tW@&&é‘)&&V&‘rneWbu%iGn%?@SQmﬁd Ra REls 8sla (’rﬁ)dﬂle frRede thRd data
si x nonths) nmaybe required to achi eve nmaxi mal

PeAEI98p £aP FV@F@PW keat8en aprd drstiengionaifitigiheirsiangd seepnd data

phB@ageBeTRIyeNE Hﬁls%@ﬁbte@fto bh@etifiy BIkht GetsiBRY Qﬂeé‘éﬂbne module. The
sui tabl e route whi delivers the agent to the

d?Weoaéh@QQg@HSthﬁﬂs%C'ftﬁ' ©ereMes Cnts tb‘l‘ﬁa‘ﬂ*ﬁﬁ@ é‘?ﬁhledjé’ItaOFS’aCkage Core

CoMESCEl MRS pddkagé BYiSdieP @Sp@élﬁ‘c RRFdet €€|W|%|I|Mkétﬁl%fth’é data
for parenteral admnistratio subcut anequs

p@gkaé;e)Core iMarkeliGhd ang FIV dqt%p@gﬁggg ,C}Uéiq)@mqs)pecmc Info CSl is linked to

thé‘(ﬂé’té%éﬁ@d@b&fdré{ Irfb ONA eudtdrhédpRBAY bt ddck¥ge santthus not be
i nt ranasal %g Ther apeuti c agents of the invention

PEYIqsdeptiodt §°Hﬁ§?"f‘i‘ﬁlf‘§dﬁt@éﬁe%‘ﬁrﬂ?§ﬁg%ﬁ§eéﬁﬁP'ﬂF’hW?@'f'C data

pabk Rt @filsl aRbRNRY Bieafbn b\RistmdrapBcifd WtsiBBs Bf Ak @ afd/or second
the invention as an active ingredient in a

datrahackesas: Inchis Wavdt Baesaibiedo i crstamers, heyggrs that purchase the

spstephg @etthé déﬁeﬁétdscﬁ‘ccélﬂﬁ@ tﬁmdvﬂnspe%ﬂlcﬁ‘éb{%\ﬁents but without
suspensi on or sol ution containi ngthe antigen bind

R he BasISERETS, tslipriaeeP Bt raisd BRLIE CHPORRr Shipin data

ph6KdYet 8Ad YudtOel SheRfFci Rt fidddPareioplic®d. ThEG stem may thus be
conpositions for parenteral adm nistration wll

PEQiRRIIihogboRs: imsEe ar 3lbefubemceerdingdo st egureminiziphige specific
chseter.n of the invention or a cocktail thereof

di ssolved in a pharmaceutically acceptable carrier,
preferably an aqueous carrier. A variety of aqueous
carriers may be enployed, e.g., 0.9% saline, 0.3%
glycine, and the like. These solutions may be nade
sterile and generally free of particulate matter.
These sol utions may be sterilized by conventional,
wel | known sterilization techniques (e.g.,
filtration). The conpositions nay contain
pharmaceuti cal |y acceptabl e auxiliary substances as
reqU|red to apprOX|nate phyS|oIog|caI condltlons such

o oy o,
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for exanpl e sequences which are at |east 90%
identical, for exanple which are at least 9 1% or at

wo eashs@LY or at | east 93% or at | east 94% OPCHEP2008/063453

| east 95% or at |east 96% or at |east 97% or at
| east 98% or at |east 99% Bdentical to the sequences
descri bed herein. For nucleic acids, the term

NoWLiR8 tsaithg @b of Q%Véteﬁtyaccbrr&iﬂtgqétt%%ﬂegéﬁt nﬁ\)é‘ﬁtl&tiﬁlhl‘-’decdescrlbed in
aci ds, or designated sequences thereof, when optinall

relpiofrled0aha BT CoieiEipPREE] MegiTn dipiopprof A1 ROM disc

2@%|v@‘éﬂtds%vlc6%rf6r' gje?féréilhg‘tﬁ‘é &étb ‘Hﬁﬁdlm'grhnﬁ‘é of ﬁ@%&st@ﬁp%ere the
80% of the nucl eoti des, usual | east about

sgsiem datryinine éy%‘?’@fd@téaa%ﬁtﬂﬁ 'ﬁerﬁwat%%me 9adyled T@@ @ydce 28 is in
tt% chfteorttinCdIRPEd RS a @d)deegﬁé?%rétéfre chh%laﬁﬁé‘@%b@tce code generator.

dentity exists when th g{rents Wi | i ze under

T@élcéﬁtpp PFRARM Aot 6\‘17'%*6& % $YSHe d@té d@ﬁ@t'%ﬁﬂt% oD that
haé be&?oﬁtnﬁeﬁﬂﬂ figFOITHAUGLRAT 448 Rl HIAARAE SBD may here be
sequences, the term "i'dentical" indicates the degree

PEIV 'qediémqwrmre\é@t@ gk Itz HeegfereRasaiblerio RIRviRS nd fde per data
PRSIHYR A ShaMa e ORE W atd)&aﬁttagél REAL e It%’ ABRNRAEsWlelth edit the

appropriate insertions or deletions. Alternatively,
V§U‘B§t%‘ﬁ Pagkapgdiesin grdgkiosqreatpmer dateiieidetuitnsnt s wil |
hybri di ze under sel ective hybridization condltlons to
the conpl enent of the strand. The percent identit

ASEETRIBEID oM EB HR.SOUTES U ASOETA 25 ropsietR Bl dta definiton

strd&0tel SBD fiBASthE Infdifurs R8I IEtheRYeddiang @Gté%ﬁ?efsﬁrl& one’By one and
identity = # of identical %Sltmns/total of

Credest (Prt?n@g filedewhichdhe abeuei ¢egciibfddniREplinm of €REN Refi3ge is provided

t&fetRRth ANAdiERRN? B dhtPhafPinh udRhat WMibdR defEd t\/\7h<15t1‘v‘all data
introduced for optinmal alignment of the two sequence

PRARISSIRSIAVE BFeD feaddt gRRYSI0ARE QGQ?FQF% Gede ithsH pevides functronalrty

fHeRE @éﬁou‘s%%ﬂat hértdlnb@hﬁtﬁseé% \harpassr%ﬂereaﬁr%sthe%td%se The generator 28
acconpl i shed usi ematical al gorit

tHsanPIRies rwet%thﬁbhanot'qﬁ the dgtadieidsdn & Gl %COWQZ for creating

trtee(ﬁétﬁt%se' dend. 'fbb’bthl@ln\gﬁﬁ@ta‘b% nﬁtth(e' cﬁa%ba‘%@ 1aem§%r%aﬂdlmg all
be det er m ned using the GAP p ramin

theodatadelds ﬁh@?&@@tralﬁt%@rﬁ"mh ﬁ%lwéﬂlﬁ’s ﬁﬁ‘tq P4 fahgngling the data
|r9ﬁ1@ sﬁ@brﬂ@&at@fhaﬂ@lmgﬁﬂ]’lts a%rett%re@iorﬁpsl@cﬂ@n Rovl 86EH b4 i |s generated for

percent ident

”t%ftrﬁ}e%ﬂ“?ctf'ﬁ@at@dﬁnétb‘tg it %ﬁofathr H@rké‘é ﬁu)d%qltéhelég h@\é{ﬁver be realised
et &%ré@écﬁfe'@e‘ﬁ@ﬁiatét%lé&gért&@at@é e fbhme%fec&ad @(fe\éﬁlb%ata handing
and W MIler (Comput. Appl. Biosci., 4:1
upd88)) whi ch has been incorporated into the ALI GN
pr ogr am (ver SI on 2.0), using a PAML20 wei ght residue

| engt h Penalt of 12 and a gap penalty

Tlt!e CeFtﬁa'é*agﬂ hanghng pmk 1 pRerediandieaatof thy dsid f\tt‘é‘é‘-‘nOftt%SyStgm data set.

138 tHPefael hs8 € OH @tﬁe?@éia ‘ﬁélﬂ d@rﬁnﬂ@ﬁs%frﬂllﬂ)%@b bla‘ﬁdkﬂgeé He specific data
Needl eman and Winsch . Biol. 48:;

haodmp)nds gest o1 t‘?ﬁlqmﬁr@ﬁn%ag'y@@é@p P%ééﬁaﬁ@lda‘teé'a'tpﬂé t 4at packages

tABrdds RQERMJ vAtH the c%p%ﬁfjhggﬁ&jd@@ﬁ%%eadé&hé‘lﬁoﬁh&tﬁﬁée the
a Bl ossum 62 matri x or 50 matri X

CYRIPERE SRACITIEstata anding unjipf tige mgrkepmogulg igigenarals Pﬁsed on only the

cWRIntd=®d pdokage, IRe Chre @onﬁon%nd%uét&ﬁer%p&:ﬁ%@n@mo@ and data
pol ynucl eoti de sequence of the present |nvent|on

pg@kqg&gmqt@gﬁ SR%""@H‘%W%’F‘@?@EC‘&‘G a ket gnd @@Wrﬁ@ec'f'c Market.
Thé abblgercvattd cd8OMHAE RSl pra¥ideldtasRYirdentobde up to
a certarn integer nunber of nucleotide alterations as
conpared to the reference sequence. Such alterations
are selected fromthe group consisting of at |east one
nucl eoti de del etion, substitution, including
transition and transversion, or insertion, and wherein
said alterations may occur at the 5 or 3 termna
positions of the reference nucl eoti de sequence or
anywhere between those term nal positions,

i nterspersed either individually among the nucl eotides
|n the reference ~sequence or |n one or nore contlguous
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Additionally a nunber of alternative CDR sequences

were constructed as set out in SEQID NGO 72 to 80,
WEEHQDBD 95 and SEQ ID NO 98 to 102. HunanPGEEHP2008/063453

heavy chain A3 (SEQ ID NO 16) A suitable franmework

was selected for CDR grafti g, three back nutations

were nmade at positions 27, 30 and 95. Humani sed |i ght

Ir?t?f'i’d \Na}}\@e(démér@hﬁ&m@ndethé 'dbtaatl%lsﬁ hfatlélﬁg&pggné‘r‘@tﬁd by the

sel ect'ed for tln del eti on of was made.
gm‘ﬁfﬁtﬂr@éd’aﬁ%ﬁ@ tt@mﬂtfmﬂw ﬂe@rsmsr Basliciate ipndlingyinitdge @lso

rddeP/TRWRE ﬁln\ﬁ@&taﬁ@h@(ﬁéﬁgd bp theqaﬁogé éétb'p%%ag@sd&é gid IQJE en done
L46 was made. | n addition, nut ati ons were nade at

theospecifis fatagtanding usits, areglsomovaqtﬁﬂi toriied Bogulgsan

i nsertion of RSPFGNQL bet ween p03|t| ons 69 and 70.

Humani sed |ight chain N 1 (SEQ NO. 22) A suitable
THeREROPR SRRISE Sefe st omnilgd 'r@ﬁ”@ﬁ/aqo@? 7§ afeniop defabasepas been
flhéﬁ\NttWﬁte"F@Q%nt'ereﬁadt@be%nthebs@%t%nnb'érﬁlgé BitSo @ke pOSIi ti ons

9, 64, 68, 69, 70 and there was an insertion of

RSPFGNQ_ bet ween positions 69 and 70. Humani sed |i ght
Tﬁ@%’nﬂ ulélgr &ﬁ%h@nb@mt@%y'ﬁe@bé 88le8sdd BYBYBRK u¥ESr exported to an

selected for CDR grafting. A deletion of L46 was nade.
enfl USRFH&Vi%n, back nutations were made at positions 59

and 64. A nurrber of additional humani sed variants as

set out in SEQ ID NGs: 48, 50, 52, 54, 56, 58, 8 1to
T@g refg@ncgwﬂataegﬁgtem fp@rlerg@re,@rpéldse Hlﬁfi?é@f' 93 f-qu ¥arieys users of the
cBRERAGINERRTIRIEInZ/i Y 4 RBRIINEHRRE §PteN dfh defitieR kirgctifed

and RIn plasm ds encodi ng the heavy and |ight chains

respectively were transiently co-transfected into CHO

VEifH this tRosr rﬁ§§§dt idhosdiBk ko §§sﬁ1%@na¢<& e'xﬁarng%n§ ?cﬁth@ SE/Qtem data set
produce anti ternativel

Stfl@etth%@ﬁté@?é’ﬁpcilwﬁ habsof fdgrpgt tﬁﬁx@%@?"ﬁ QB&P%"P@) ﬁthIﬁdh%others

réh&RILBcRMoxkal © réadls@@arstyltabr&/meqtewebh@eeém R&F lBG i without
apgr opriate anti body were selected usin

lag dhefeasic %@C%ﬁlTat"S isPosERiE tade kel fo%\W@lsﬁ%MOV@?r@S well

2898 8SREA st 6 tHay ptllrcﬁgéet e s ?ét@ﬁluﬁt il WWI?IS%%Q%H ANbdates do
I'n ot her assays, reconbinant antib was_recover ed

nghAOPRR NeeesEVdRfueAre W%Wlehetua@tcaﬁhgﬁsdhatmrewvmept In this way

itS€ PHRIS B prgﬂﬂé BQI%Xl@%tG'Hntrﬁlté?fsy§t@H§théM§tebé’gﬁtoaﬂétntam and update.
expressi on of such antibodies were carried out in

Updatnaeanciertigrmere he p@%’tﬁ’@ﬂé‘t‘ a pesthRIUde gyPraes &ingsetbdping is done
pHERBA4 Qﬁ@ém%émgrmt | %{096@E&Qﬂhe‘?&bt@@rﬁﬁﬂr&%ﬂ%ﬁ&%uﬂbnsed
in HEK 293 6E cells pTT plasm ds encoding the heavy

agdigons ‘&rﬂnok%?%dﬂ@%é’é‘ﬁ?rﬂ@”?d Wé¥e transiently
co-transfected into HEK 293 6E cells and expr essed at

small scale or large scale to produce anti bod
Ins BrpeabQye Q?%C”bﬁﬁﬁmé’%'i”@é‘t (s ot Regelle &pysen WB%"FI"%G fj'ﬁétﬂ”t data field

defitiddsSeote theliffdte &t P padkabadhre drav@édqiﬂrth@éﬁawsoode According to
reconbi nant anti body was recovered puri f
qﬁ%@rt@nary code

B A AR L b By A
tW@fll\th@tfcﬁtélltklgsé&ﬁfat@dCMtﬁ’@dﬂeﬁélnbﬁété)é’ﬂﬂkaéé |seloca‘té’d‘/a' h|9°é’rMbIes the

) we are referrin
r%@%@%@féﬂ‘%@"%d?r"ﬁﬁﬁf@é‘dﬂdéﬁ 'ﬁﬁl”@'ﬂlﬁdeg‘sf‘@r\"’%‘ffutﬂf‘% updating is
shedligdqd.fi rst and second plasmd, for exanple ' ASM'
relates to a mAb generated by co-transfection of the a
pl asm d containing the A3 sequence and a plasmd

Tﬁ@ rdtbt?d rrurragng BRts\PHUSEFHEEER thveRtich Sidl e RALLER deskhb above,
nple 3 Biacore Analysis of nurine anti-IL-23

'@W?WBB@Pé@roﬂﬁr{‘ P”%'h’ﬁ@rel @@%Qrsl tReRIBeN W'Erle‘éf’”&fﬂ”%’ REggram code for
sensorchi p using am ne coupling chem stry. Anti-IL-23

hybri doma anti body sanple was injected over the

surface and the nmurine mAb captured. Subsequently

reconbi nant human |L-23, reconbi nant cynonol ogus | L-23

or reconbi nant human IL-1 2 was fl owed over the

captured anti body surface at 5 different

concentrations (range OnM - 9 1nM to obtain binding
sensorgrans. Regenerat| on of the surface after

- . g e



anal ysed using the 1:1 nodel using the software
i nherent to the Biacore 3000 or T 100 dependi ng upon
wokioghsmsxhi ne was used to generate kinetics. PCEHEPRDS063453
was carried out at 250C using HBS-EP buffer. Data
presented in Tables 3 - 6 atte on tissue culture
supernatants of CHO cells transiently expressing the
pBRbimRgheRfrundibRs. 8o 1BlsBSZe RbHE HYNArSRr |sﬂMth%v§ﬂtag@?F(ﬂnded in
was generated using concentrations of IL-23 (256
thigway. 1 and 0.25nM The data shown for the humani sed
variants is representative of a nunber of runs, The
chinmeric mAb (8COH6. HC1 LCl1 ) was only run once in .
Véhlerihe lepyeriiandins besp dgagribed Hfb@\?f‘”leé’i'ort ‘N%SWP@FUS pEespRiphgonsidered to

bbnﬁ’ést BARtIEH And B?@é@e@er@@&ﬂm@ﬁ@eﬁ %ttS @e%d&r’%ﬁ)o@'tﬁ‘&%@mventlon is
u3|2%tqtconcentratlons of IL-23 (

nghtmbe-p‘%] wlglwm%n@ms Ldon thg q}@trﬂy |s mtended to cover
vﬁﬁ’&%‘%ﬂbdlﬂédtlgﬂ§am ed&va?&wt%rr%géem@rﬂs B indhtioR is Br mgt(')emée not

.5 and _0.25nM Table 5Data generated on Bi acore
“%PN}) pierenieetiia-dt s GRSsible o EDFZYB tq amypdatg fields pah A usedyin 2
sySBMEAS nfdatignaenRatiad n@trhetceﬁsaTy \':WIQ cb‘s%rﬂGr %)ecmc packages. These
concentrations of IL-23 (256, 64 1
aE&@HﬁPEWBN'ﬂhﬁd@#@“@haﬁ9§ﬁ§mé$”ﬁUFFﬂb@HtemkWéF@6“§W§SS
vBKIERBA R8RSR vdi maﬁng theaRseti fatd Uf aasﬂe%@@étda%ffle@(@\ﬁﬂﬂ“lﬁle effort.
5 but using a different source of 23, Biacore

Thpeforsithe ugseridmentien sinhiigibsdimited &Mt”ﬂﬁ ©lleypg gedmen a
CVb chip. Antihuman 1gG (BR-1 008-39) was used as the
capturing agent. Anti-human |1gG was coupled to a CVb
bi osensor chip by primary am ne coupling. Humani sed
anti body was captured on this imobilised surface and
defined concentrations of |L-23 were passed over this
captured surface. An injection of buffer over the
captured anti body surface was used for

doubl e-referenci ng. The captured surface was
regenerated, after each |IL-23 injection using 3M
MyCl 2, the regeneration renoved the captured anti body
but did not significantly affect the ability of the
surface to capture antibody in a subsequent cycle. T
100 Bi acore machi ne was used to generate the data; al
runs were carried out at 250C using HBS EP. Data was
anal ysed using the software i nherent to the machi ne
and fitted to the 1:1 nodel of binding. Tables 7 and 8
detail the IL-23 binding analysis carried out on the
8C92H6. HC1 LC1 chinmera and sel ected humani sed variants
in two separate experinents. Data presented in Tabl es
7 and 8 are frompurified anti body sanples. The data
shown for the humani sed variants is representative of
a nunber of runs. The chineric mAb (8C9H6. HC1 LC1 )
was only run once in each experinment, so data shown
for this mAb is fromthat one run. Table 8Ashows data
fromtissue culture supernatants fromthe sane Bi acore
run including ASMD for conparison purposes. Table 7
Tabl e 8 Tabl e 8AExanple 6 Inhibition of IL-23 binding
to IL-23 Receptor in the presence of anti-IL-23 mAbs
(rmurine, chimeric and humani sed) In order to
denonstrate that the anti-1L-23 mAbs are |L-23

speci fic neutralising antibodies, the nmurine mAb was
tested for preferential inhibition of binding of IL-
23 to IL-23 receptor over inhibition of I1L-12 (or
IL-23) to IL-12R bl. Anti-IL-23 rmurine 8C92H6 mAb was
tested in the foll ow ng assay. Reconbi nant human |L-23
Receptor (R&D systens 1400-1R-050) or IL-1 2Rbl (R&D
systens 839-Bl1 - 100) or IL-1 2Rb2 (R&D systens
1959- B2- 050) was coated onto 96 well plates at a
concentration of 1 nmg/ M when using single receptors
on the plate. Wen conbining both IL-1 2Rbl and b2
both were dlluted to 0.5nmg/ M before coatlng onto

D T -~ . - I T L e T ~ESNyS . oa e - ~ A\~ Nn7
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Fi gure 6A and 6C show the ability of purified
humani sed mAbs to inhibit binding of human IL-23 to
wheovansdoks 23R Fi gure 6B shows the ability of peeT/EPmds/063453

humani sed mAbs to inhibit binding of cynonol gus IL-23
to human |L-23R Al sanplesitwere run in duplicate, and
averages of each duplicate are shown. In addition, the
CA2PA¥S using supernatant material were run tw ce using
different preparations of tissue culture supernatant
and a representative result is shown. Humani sed
1an|t/| [ Lo of HEHpULEY,

eﬁ%@,g f%%f@ﬁ%& A5 5@&}‘” A 1u£é5%tenﬁ|ﬁ|§1w ste‘ht %M@esa
11nl5w@r ohmpglulss/§16. A8) oivtifferantitymas Usiedate m%umhertquét?eﬂe'ds
CU;BrbUlBSd P S e | @BIa é’é‘?(@ﬁk&ﬁpﬁ@% #d skdpsidhi s assay

of these anti bodi es neutralised binding of

I L"?@d*ﬂé daiafigid defirfions fo1dhg defe f'@tﬁilstﬁ’&a'ﬁéb’@emrfj%%égtr gigdata field

Ofdé?mﬂfloﬂé" MB‘I“]? p%vﬁye‘al'vh 649t R Rita I8 stiakRFP| @Dlj) Where said
Inhibition o L- 23 Bi ol ogi cal ACtIVItéf@idantl

nusYiskEn dalg ‘Wﬂh’ﬁ?\” slartyfRIgEons dagVgriqus gie ﬁﬁm'twes for the data
Spﬂl&(ﬁ@&ﬂih@@é’t‘&h%aiar&ﬁrﬁ@'déi\t‘atd%ckéﬂfe@r(@t:ném dhured, ¢sm28s)
ei ther alone or fo ovvlnq re-incubation with titrated

| LRGEQrdifthie Whigh @Pd@eﬁéﬂﬁs BraredP vee BegeNdsuper nat ant s
V‘B@&le%l'n esdRd ANBiPsRaed d@ﬁnuﬁérl&}atéataﬂandq-arﬂtsh@rzo 22, 24) for
| L= 22 ELI SA duo set (R&D systems). The abilit
antandjing 9afaimpaid gystemidata %ett\H%erﬁreéG@G?ﬁadt@”élfnngtl (#e 20,22, 24)
| Lredeived fufBhicrlig Mfodte&s by Qhth Beldibihmendatdt %s’t"brﬁéﬁata I;S)erckage
human reconbinant IL-23 1s shown in figures 8,
and 8C. The nurine anti body was tested for inhi b|t| on

oW MBtth ra@@ordingft&a@mﬁ 15\!\?Hér6i@|9thé’§y§tém dai déﬁﬂﬁioﬁ)éﬁf[l&hr% (s®HD)
her exp erlnent

shown
nu'rplﬁéesfﬁntﬁt 5@&% f'@leﬁﬁam'ww 9H‘r$ttﬁ’§tacﬂ>ﬁq|f§9¢ tc%whsedt)e firpydata
a fUdrBER B s Vitheaindt d%t%?’é\&)( SRQWhhéh for eSS s%ﬁre%odules and

The anti bodi es i nhi bited the production of nmurine IL-1

7 $958R dptadisltdaiigiiongin Qf\}\ﬁ’%on?@%ﬂ%?ldﬁ? RACKAIH {frfdrCl), where
I egRBRhY Bét%tfleH-de?rfﬁltlo%tnaor{epée‘ébh&gatﬁ%aﬁﬁbgg #b 'deailcated to one type of

represents the % inhibition obtained with neutralising
mABed¥B ifarléd to the levels of 1L-17 produced by

condi tions that included an irrelevant 1gG (i.e. 0%

i nhi bi tion) ure 9, 9A 9B and 9C show t he abi |

Sof Mgihed -aP‘EQrQ@g ﬁ%@@'”’t‘ & Whareiithe sysiem datecdedinition ﬁtrPCLtU'?Z”C'UdeS

prm#@@btaqréld‘ détmt.@sHé & 160k Sﬁ'@ﬁrﬁr’ﬂd%ta Eé(ﬂlbl?@((%@*@@m €88, which
nmeasured anount of IL-22 in the Sp | enoc

i nelip dpadield d9{initiops A dadiGalrablp aoq;pe&f,lﬁtcpgpme@@rspp@upblgast one
9ANEdgBow % nhi bition of IL-22 production in this

assay. Figure 9A represents the nurine anti body, 9B
represents humani sed anti body A3M), and 9C represents

4t higefmbt FREIBIng RS LIBREY; wikeralaeh ghifldarBea ph&@Be RElWBE o a
anti-IL-23 s and anti-IL-1 2/23 p40 mAbs on their
abfariespordng fimt grisecend ‘i‘?alp%'ﬁ?é]@d | FNg production from

NK92 cells. The natural killer cell Iine, NK92 ( ATCCH

CRL- 2407) was propagated according to the A
guMgided ﬁé%ordff'ﬁrt%a@éPf claimge <bMhereds sqitgty W?”rdté%%@énc'u‘jes at

t Olebét ohe%pbé’lﬂ@dé’t@%@n&iﬁ%ﬁﬂﬂﬁﬁ@ 278 BAE bt le5&tdns cefitrdl dbBfFhandling

, were cultured for days in the presence of
newr'faﬁgta%fgrtmr qolian'S@g(ﬂF%ﬁt%% QEWV'Q!”S@eSp@P'f'Q\P?W handlng unit
2 har2)hed &g hraewmwbﬁéeﬂms;\u dalta@asbl(u)at)ﬂ I @4ta in the system

purlfled ant i body material for roomtenperature
beddip el ¥R %?dfb@tde@% opp seRiEd I0'§ta t@@rﬂmewt Rfpwdes an interface
S UReivBet thaldataMice [gmfa\ﬁa?tﬁeeﬁhoam(és grahgped after 3 d of
culture and the IFNg content quantified using

anti-hul FN g anti body pairs (Biosource) according to
manufacturer's instructions. Briefly, anti-human | FNg
capture mAb was coated onto 96 well flat bottoned Nunc
Maxi sorp(tm plates. Plates were bl ocked with 1% BSA
before the addition of sanples. Detection was

perfor rred WI t h bi ot i nyI at ed det ect| on mAb (B| osour ce)

o N~ ——. — I Y P

[6)]



10

15

20

25

30

35

in a database. One exanple of such a nodule is a
mar ket nodul e where an actual trading application is

w@emviosi®ss A nodul e then includes a data handl PEYEP200$/063453

for handling these data fields. There is also required

data field handling functiotfality in relation to the

dat abase. In order to provide such data handling units

it is then necessary to provide data field definitions

for the data fields in the system However, the way

6t hdethed @rcerding t9 Flainy S quhgrainideppeating ef hﬁ&@nw@diafaota%wumt (12)
SU|§|Ba§é’c§6@8§ta'ﬂ%ld‘ﬁetﬂﬁmoﬁ‘§6f Mldta Pr&KBGESEd. Thi s nmeans

that an updating of the systemis hard to make, in

that if new nodul es and/or data field definitions are

7i nt/lém@u &egbrdihgeo BI@WB'OPGb\Qher@ﬁ\tg‘en@batl% Res spadit @fta ﬂé‘r‘i’dllng unit

data handling units m e i nfluenced hi s means t hat

wi 2R 2R pipediiR iStbiased @'F'y e wWakdiald @'%mswéwaa@akages

f'&is@cﬂfefd'vﬂthtth@Bérr@éﬂoﬁ&ﬂ? nfodufd. i ng modul es woul d have
to be updated. This is often costly and requires quite

a bit of effort. It is also not sinple to let a

8C umb%e racwemg% BRABRTIoBY! etama fﬁuﬁ;ér%t;hhay.ﬁg ‘trhﬁét _I_p 8nerating,

speci al inplenmentation of t esstema here is

t heasef onesay systam dafp defriben ?FQJG(“H@ ?ﬁﬂ%ﬂﬁt §V%ﬁn%FSEHéWta handling
MOGH (Q&? fof HMIth@éb'daYa &tHe S@témidagd §bt Gehn Bhd héﬁ?%eln@e dia a user

controlled way wh limting the influence on already
exn$eA} modul es and data handling functionality. US
2006/ 0075396 and US 7,124,145 descri be tradi ng systens
where new rul es can be dynam cally added to the

S r Methrg asyadismio BYY Brevioes Claweharein sagid s&ewgppe@rmﬂd kefore the
SY§/sm id duk® bke supplier of a trading system it is
in'many cases not desirable to give the users the
possibility to dynam cally change the system because
1bhmethloa abéorelfn%;%‘aﬁ‘}abl@vﬁ)gs %téppq,trterah%ecaaa geﬁletshatent@afaset is

been nmade to since they may be unknown

Théfesencs qak pebhling Sfor a system where updates
inrelation to dlfferent data field definitions can be

provided in an efficient and controlled manner w t hout
1Ha'V'PWtha60(HH'§ﬂé%at‘¥1@reMﬁéﬁ glaig.whare the systegpistniggdinggystem.
efforts put down into the design of the system can be

used, while still avoiding uncontrolled additions to

1?h@e‘§%t2§M°r§€M%RVaCBﬂ”ﬂfIE QORNPERET ISERiem (f1 P} ehicasyystem 'BF'UdeS a

t hu e 98 HodUikY €18, 118N o ChifEBRNSped TBMJ@fla 1rPf nSBbéi dT@attXields
a part of a conputer si/stem whi ch systemincludes a

nurfB¥Ae$n W’Bga@fse& FPerEAI9Y Bes” using data of a

nur@ae laff ficftPlFinitioRk s tig @tk <t.etahslomsad %yabaraa@@éa (8B, said data
nprising the steps of: readin at a

defl'qkhi’?‘clrtbth’é‘SPSF’gtHﬁ%V'%%ﬁ '8 afqyéteggg@fa d§5”'6(|’r§§ﬁ§t°€+‘f? dalpR). where said

Seéyste‘iﬁﬂé’ta%ﬁﬁtl&ﬂ st ebtee fgrdlipls 1t Sarkfils APy HERGioONB fé* the data
ystem data definition structure, where said s

d eIt Pt g Y ST AR e @wa&dqtﬁ@a%?@ieag%cdétﬂacl CSC, CSM,

fies0 ad8driing tté wmhfn%duté%%réi@d ged thendan®f the Syst em
data set into data ackages according to which

ar ENEHIBRASER Ohsal i eld AgHRItRYS. ¢aie dandimnds Aty (H%\@Q 22, 24)for

f i drdlisebataiin é@ﬂ%ystglﬂto%td"@é”td\}vhét@ dBh bstafRihdManeHit (19, 20, 22, 24)
data in said system dat a ere each data handl i ng

unieeeivetiingiiana tMﬁt‘t“F%‘?faPY tj?talf'ﬁtﬂil qeipidand9f &l drast prefaa paCkage

definitions in at | east one data package. A second

ect of the present invention concerns a device for
1§e€?mﬁﬂtebﬁr°§r%medb'f“ &6 BIPIAVEinG g 8P /] 2 GAMBHEE H1sRI(10), which
| NGsthe crides Bembef ofrm%m%h@f 18) JrlipfeReHt typeB @8ing Haftbof a
data in a nunber of data fields provided i'n a system
data set, arranged to: read data field definitions for
the data fields of said systemdata set, said data
field definitions being provided in a system data
definition structure, where said system data
definition structure groups the various data field
def|n|t|ons for the data flel ds of the of the system

o, . o I T - o o o s
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graphi cal user interface unit GJ, via which a user of
the system can access and nonitor the various system

wa@l2409/050083 he system data set of the data base BAI/EF{ve8/063453

systemdata set SD in the database is shown in fig. 2.
Fig. 2 schematically shows # table including a nunber

of data itens. The systemdata set SDin fig. 2 is
Onrlu)fnt?é%%mlat'affhélo%%ré\ﬂ@eff iAfa éy'@te?n H&Q%Qf‘(sﬁ) ScofFdHg @mputer
data items is kept low. It should be realised that the
daRragREECIARPPYidNgde data in var| ous data fields. In

t h@aty 'fl@IWd'eﬂnlflbr% fo?thbh)%faefléwseoﬁéa%sfe%' Hatg%bﬁ shide]a85ield
first field, in a colum "nanme", Wwhi here the

na¥aiingipng Reing HrevifasHe a syptefriala éﬁfgﬁ’t'%‘ %W@E"Re (%D)awhere said
exﬂlgfén?dét\éﬂdeﬂhlfl&?étﬁi&urétgﬁ?&b% th@ﬁéﬁb%%%%ta Wdefh*ﬁf@n@ for the data

are hown. here is also a second data field

fﬁ\%%fl’f the Wﬁt%m gatogsl (SPLiNtp dada AREEI8S Kdoi Gcdl: \%Stch CSM, Csl)
th&cétotqd;toafmcn Sobifi8s (T8 s8do LSe i, bh@di ng of the

urthernmore a third data field "max

quiad fetg field cteén@ovwnpwpg dats) Qﬂ@ﬁ"ﬁ%@?@&ﬂ@ragnmﬁd%ﬁ?”d“”g units
or @er 261yanda \iryr wmtdqng §96 id BR oﬁat@ﬁétds &réatoﬁaﬂ&tbm btaset.

to 1000 and for the stock "Nok is setto .

Finally there is a fourth data f| el d, whi ch |s her e
14”@&#16&’{6} Brlég Rt fédiunt %otdn@d"ﬁ) digimt 13, Wh@@lrﬂﬂﬁ% s‘th@hP@ét@ definition

the mninumquantity of stock that can be traded
i SSTRUSBIRR, (%@DB'OCL%?S rildata feld definitiensgn ahlsgstyrnediata H@kage (CC),
st\peikh Me&idata M1 dérBtichatare boBR®BN ®r Aldast SsnéAloaulbs 8hdSecond

are here part of the systemdata set. The data itens
i ndatp deldidedpitienfiin o legRtPga1e50Md eplaPagkager&Me i) ¥hgre second data

t @iy aémhitlbm8th Bive sddondadid ke SeQiediatcdnd ohb 't)Jp% dr ifddule (16,

itenms in the third and fourth colum are itens that

arBlused by only one nodul e, here the market nodul e.

In order to provide data enabling the inpl errentl ng of

the systemin a structured way, there is provid
1§y§t"@ﬁ‘t‘t8'at’ré’9@é‘$ FWFjWFTbﬁCCé)fq”ﬂH:tolﬁ‘%mSﬁDWhS[ﬁ’:rhth& %?@Mﬁta definition

daétﬂlcﬂﬁé iri%ldd'e@ 'thnféitdalt@ﬁélﬁ @eflrﬁtl(ﬂt%nﬁ helehdt dh@ttlltltd”@aia Ipﬂckage (CSC,
stem data definition structure

| Ho5uesadbiat friel dntaitie'd AEUTIBRNS B EHPHGY {he Seefilc customer

f i @dréien of attibgstohs hiygudat a set. Here the data field
definitions include infornmati on that enabl es the

generation of the various data handling units and the

1datahpster br‘&ﬁ?éﬁ?h}%ﬁﬁhﬁﬂéco&ﬁ@f&dlé}ﬂt 190 whBRIPESFERld data package is
invention there are therefore a nunber of data

paltkag &sa eerrespondies firggrseqeaydatedtackaddhi s syst em dat a
definition structure SDD. Each data package here

includes data field definitions for one or nbre data
17i @PaRutehsYsiRM s CamPESiPe set. Each package thus

ProviMBs: &%ﬁéﬁuﬁésﬁh@ Bhr Hlﬁéﬂeﬂﬂﬁpéé)éaéh i) dat@fn 4th&ast one of a
data fields, which group limted to one data

fi @rmperwﬁat@ﬁge'da%%vwi%mmst?m gatggeb(Sel ds.

ACéitQééTQt B8e HotatRAdI, 21 v ent foPRardlifg @a Ak ka@eystem data set,
i groupi ngs of data field definitions, are provi ded

b on the nodul es that are to use them As an

eXANPAse oﬁ@@él@bé’éeecd?ﬁér%lﬁg%ltﬂ%tﬁ oﬁ@t@@ﬁte%at@@ét@ Mar ket
CM and Core Info ack%%@cl The

pa‘ﬁ"R%@@ ea\%ldé‘ﬁ‘ h@dgng WI‘”S@ Udgg: f%‘a@@at'tyraéts%%tﬁﬁ with

figltd fléllﬁfdleﬂhlhd)r%ﬂ“ér hihakstahe dgcrrrawo#tﬁé sptémidat §RAMh&E data field
in the sy The first data field definitions thus

deq“?fﬁg'oﬂ%tfoé “?q @ta§e'riﬁ of e sy§iemednta aelare erovidestin gsystem data
us@sinfivn %trhctméd(@m WRerk REidSysleMatd H@ﬂrﬂ%rﬁstﬁ}%ﬁlﬁé‘@ﬁ)ups the
Core Mar ket whi'ch is a second package, includes
second dat a f| eld definitions that are dedicated to

one type of nodule. These second data field

definitions thus define data fields that are only used
by one nodule, which in the exanple of the Core Market
CM package is the market nodule. Core Info d is

anot her second package that |IkeWI se |ncI udes second

Y o o o o I
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addi ti ons cannot be added in an uncontrolled way. In
t he above descri bed enbodinent it is not possible to

weemombwer the different data field definiti onBCT/EP2ZONS/063453

the different data packages are provided in the binary
code. According to one varistion of the present
invention it is possible to know in what part of the

bi Rols 88@eield dlﬁlnftlﬁﬂﬁdr mata Yields %Pﬁt'e%&@t@nt’\!latta‘ sét (S D) into
certain datacgﬁ e is |located. This énabl e

r epAckegery( 8t RiCs Cebti&Shhapcaading friwhien nsodules (16, 18) are to
perdanamd. I n th| s way further updating is sinplified.

The data handling units of the present invention are,

as has been described above, inplenented through one

1Qr déﬁfp%té?rs%t@ﬁrsé%érdtr?ﬂ@tcha% 1% \R/Her‘éﬁﬁﬁel%%terlﬂro%w @ENnARHtructure
forperformng their ncti ons. t he” source code

gelRerdesor dpia mctagea@%wgﬁecwmn Eﬂi‘@” imPdulgs anglay) least one data
Wbé(ﬂmﬁé‘@.‘,mr‘(‘mmdt%éd%%t%%n@%éfb%ﬁu‘lé" connecti on

IS presently considered to be nost practica
and preferred enbodi nents, it is to be understood that

1©h@oﬂnﬁt\ft§i“§ys%in 'a§cdﬂ@ih?ft<9clﬁi@n b7 B} {&dyHeeid B%peaﬁ@haaedndnng unit
nbodi nent’s, but on the contrary, is intended to cover

vaPPotd IBidRE L 7 irsluledds et .aoaeéwntra'rd@éawa@wng ynit kgg provides

| NyeRidrabe betweRh thdghtapsR A9f ald b ihshulsl (iefmence
data. It is possible to apply to any data fields that

are used in a system As nentioned above it is not

20eCEHPAEY sytdrh aBebTHIRGRS cIgiRe $9, Miferd AT &R %l Jé’t@ﬁ@n&fn@ module
thus optional. The invention also enables th

pod$é) BP\W?%/M”@“%WU@ Fspociatpe with data fled P"%fﬁ‘ttlodﬁ iy glh¢atp packages of
f othe \obtbfheddtBefidtni Nserted data of a specified data

field, with little effort. Therefore the present

invention is only to be [imted by the foll ow ng

261 @brﬁ?ut@t—ﬁ‘s't@n %ccd\@iﬁ@@@clﬁi‘ﬁ{ 158t 20, Reherdin @ spaéitic @atafhandllng unit

er stem (10), which systemincludes a nunmbe
I"é@“‘{eslfﬁnc 'PB?"tbPa?cﬁdfqr@f @ht’atﬁﬁ'ﬁ@sdeug"“ﬁ@s nskekp P?Pkages

a éﬁé@@iﬁfed‘?/tlthqaé BofrePoAgingmdduted 1 n a system data set
(SD), conprising the steps of: reading data field
definitions for the data fields of said systemdata
29etomp@tefs e abébiflg 4ehmnynéitdHmng 1hei2ngwhéeW deshtd Radling units
system dat'a definition structure (SDD), where said
SYIESROIIRGATRAUGH 8996 structure groups the various
data field definitions for the data fields of the
system data set into data packages CN&
28skpmeidey Pregtest meAlym %CQW'%torﬁfdlﬂfé§ "@S 16; 18’}“9&?'@ aﬁlgata
usiarddiggnunitste gRAVRIAtdsNnarPas@s on said data field
definitions, data handling units (12, 20, 22, 24) for
handl i ng data in said system data set, where each data
handling unit (12, 20, 22, 24) receives functionality
indicated by data field definitions in at |east one
dat a package. 2. Method according to claim1l, wherein
the system data definition structure (SDD) includes
first data field definitions in a first data package
(CO, where the first data field definitions in the
first data package are common for at |east sone
nodul es, and second data field definitions in at |east
one second data package (CM ), where second data
field definitions in one second data package are
dedi cated to one type of nodule (16, 18). 3. Method
according to claim2, wherein the systemdata
definition structure includes third data field
definitions in at |east one third data package (CSC
CSM CSl), which third data field definitions are
dedi cated to a specific custoner version of at | east
one nodule. 4. Method according to claim 3, wherein
each third data package is |inked to a correspondi ng
first or second data package. 5. Method according to
any of clalns 2 - 4 mhereln sald data handllng unlts

oy L ) I T



