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<130> A-1635-WO-PCT
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<151> 2012-05-03

<150> 61/614,417
<151> 2012-03-22
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<160> 589
<170> FastSEQ for windows version 4.0

<210> 1

<211> 662

<212> PRT

<213> Homo sapiens

<400> 1
GIn Glu Asp Glu Agp Gly Asp Tyr Glu géu Leu val Leu Ala Leu Arg
1 15
ser Glu Glu égp Gly Leu Ala Glu Ala Pro Glu His Gly ghr Thr Ala
25 0
Thr Phe gés Arg Cys Ala Lys ﬁap Pro Trp Arg Leu Pro Gly Thr Tyr
45
val V%1 val Leu Lys Glu GEU Thr His Leu Ser gén Sser Glu Arg Thr
5 5
Ala Arg Arg Leu Gln Ala GIn Ala Ala Arg Arg Gly Tyr Leu Thr Lys
65 70 75 80
Ile Leu His val g?e His Gly Leu Leu 350 Gly Phe Leu val Lys Met
95
Ser Gly Asp Leu Leu Glu Leu Ala Leu Lys Leu Pro His val Asp Tyr
100 105 110
Ite Glu Glu Asp Ser Ser val Phe Ala GIn Ser Ile Pro Trp Asn Leu
115 120 125
Glu Arg Ile Thr Pro Pro Arg Tyr Arg Ala Asp Glu Tyr Gln Pro Pro
130 135 140
Asp Gly Gly Ser Leu val Glu val Tyr Leu Leu Asp Thr Ser Ile Gln
145 150 155 160
Ser Asp His Arg Glu Ile Glu Gly Arg val Met val Thr Asp Phe Glu
165 170 175
Asn val Pro Glu Glu Asp Gly Thr Arg Phe His Arg GlIn Ala Ser Lys
180 185 190
Cys Asp Ser His Gly Thr His Leu Ala Gly val val Ser Gly Arg Asp
195 200 205
Ala Gly val Ala Lys Gly Ala Ser Met Arg Ser Leu Arg val Leu Asnh
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210 215 220
Cys GIn Gly Lys Gly Thr val Ser Gly Thr Leu Ile Gly Leu Glu Phe
225 230 235 240
Ile Arg Lys Ser Gin Leu val Gin Pro val Gly Pro Leu val val Leu
245 250 255
Leu Pro Leu Ala Gly Gly Tyr Ser Arg val Leu Asn Ala Ala Cys Gln
260 265 270
Arg Leu Ala Arg Ala Gly val val Leu val Thr Ala Ala Gly Asn pPhe
275 280 285
Arg Asp Asp Ala Cys Leu Tyr Ser Pro Ala Ser Ala Pro Glu val Ile
290 295 300
Thr val Gly Ala Thr Asn Ala GIn Asp Gin Pro val Thr teu Gly Thr
305 310 315 320
Leu Gly Thr Asn Phe Gly Arg Cys val Asp Leu Phe Ala Pro Gly Glu
325 330 335
Asp Ile rle Gly Ala Ser Ser Asp Cys Ser Thr Cys phe val Ser Gln
340 345 350
Ser Gly Thr Ser GIn Ala Ala Ala His val Ala Gly Ile Ala Ala Met
355 360 365
Met Leu Ser Ala Glu Pro Glu Leu Thr Leu Ala Glu Leu Arg Gln Arg
370 375 380
Leu ITe His Phe Ser Ala Lys Asp val Ile Asn Glu Ala Trp Phe Pro
385 390 395 400
Glu Asp GIn Arg val Leu Thr Pro Asn Leu val Ala Ala Leu Pro Pro
405 410 415
Ser Thr His Gly Ala Gly Trp Gln Leu Phe Cys Arg Thr val Trp Ser
420 425 430
Ala His Ser Gly Pro Thr Arg Met Ala Thr Ala Ile Ala Arg Cys Ala
435 440 445
Pro Asp Glu Glu Leu Leu Ser Cys Ser Ser Phe Ser Arg Ser Gly Lys
450 455 460
Arg Arg Gly Glu Arg Met Glu Ala GlIn Gly Gly Lys Leu val Cys Arg
465 470 475 480
Ala His Asn Ala Phe Gly Gly Glu Gly val Tyr Ala Ile Ala Arg Cys
485 490 495
Cys Leu Leu Pro GIn Ala Asn Cys Ser val His Thr Ala Pro Pro Ala
500 505 510
Glu Ala Ser Met Gly Thr Arg val His Cys His GIn GIn Gly His val
515 520 525
Leu Thr Gly Cys Ser Ser His Trp Glu val Glu Asp Leu Gly Thr His
530 535 540
Lys Pro Pro val Leu Arg Pro Arg Gly GIn Pro Asn Gln Cys val Gly
545 550 555 560
His Arg Glu Ala Ser ITe His Ala Ser Cys Cys His Ala Pro Gly Leu
565 570 575
Glu Cys Lys val Lys Glu His Gly Ile Pro Ala Pro GIn Gly GIn val
580 585 590
Thr val Ala Cys Glu Glu Gly Trp Thr Leu Thr Gly Cys Ser Ala Leu
595 600 605
Pro Gly Thr Ser His val teu Gly Ala Tyr Ala val Asp Asn Thr Cys
610 615 620
val val Arg Ser Arg Asp val Ser Thr Thr Gly Ser Thr Ser Glu Glu
625 630 635 640
Ala val Thr Ala val Ala 1Te Cys Cys Arg Ser Arg His Leu Ala GlIn
645 650 655
Ala Ser GIn Glu Leu Gln
660

<210> 2

<211> 2076

<212> DNA

<213> Homo sapiens

<400> 2

atgggcaccg tcagcetccag gcggtectgg tggoecgetge cactgcetygct getgetgetg 60

ctgctcctgg gteccegeggg cgeccgtgey caggaggacg aggacggcega ctacgaggag 120

ctggtgctag ccttgegetc cgaggaggac ggceciggecg aagcacccga gcacggaacce 180
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acagccacct
gtgctgaagg
caggctgecc
ggcttectgy
gactacatcg
attacccctc
gaggtgtatc
atggtcaccyg
agcaagtgtg
gtggccaagg
gttagcggca
gggccactgg
tgccagegec
gatgcctgec
gcccaggace
ctctttgece
tcacagagtg
tctgecgage
aaagatgtca
gtggecgecce
tggtcagcac
gaggagctgce
gaggcccaag
tacgccattg
ccagctgagg
ggctgcagct
ccacgaggtc
tgccatgecce
caggtgaccg
acctcccacg
gtcagcacta
agccggceacce

<210> 3
<211> 692
<212> PRT
<213> Homo

<400> 3
Met Gly
1
l.eu

Thr

Leu Leu

Asp Glu Asp
35
Glu Asp
50
His Arg
65
val

Cys

Leu Lys

Arg Leu Gln
Phe
115

Leu

His val
Leu
130
Asp

Asp

Glu
145
Ile

Ser

Thr pro

Gly Ser Leu
Glu
195

Glu

His Arg
Glu
210
His

Pro

ser Gly

Gly

tccaccgetg
aggagaccca
gccggggata
tgaagatgag
aggaggactc
cgcggtaccy
tcctagacac
acttcgagaa
acagtcatgg
gtgccageat
ccctcatagg
tggtgctgcet
tggcgagggce
tctactcccc
agccggtgac
caggggagga
ggacatcaca
cggagctcac
tcaatgaggc
tgceecccag
actcggggcec
tgagctgctc
ggggcaagct
ccaggtgetg
ccagcatggg
cccactggga
agcccaacca
caggtctgga
tggcctgega
tcctggggyac
caggcagcac

tggcgcaggce

sapiens

val ser
5

Leu

Se
Leu Le
20
Gly Asp

Leu Ala G1

Ala As
70
Th

Lys

Glu
85
Gln

Glu
Ala Al
100
His Gly Le

Al

Ph
15

Glu Leu

Ser val

Pro Arg

165

val Glu

180

ITe Glu Gl

Asp Gly Th

Thr His Le

Tyr

Tyr
val

cgccaaggat
cctctcgeag
cctcaccaag
tggcgacctyg
ctctgtettt
ggcggatgaa
cagcatacag
tgtgcccgag
cacccacctg
gcgcagectg
cctggagttt
gccectggeg
tggggtcgtyg
agcctcaget
cctggggact
catcattggt
ggctgetgece
cctggccegag
ctggttccct
cacccatggyg
tacacggatg
cagtttctcc
ggtctgecgg
cctgetaccce
gacccgtgtc
ggtggaggac
gtgcgtggge
atgcaaagtc
ggagggctgg
ctacgccgta
cagcgaagag
ctcccaggag

r Arg Arg

u Leu Gly
Glu
40
Pro

Glu

Ala
55
Pro

u

p

r

Trp

His Leu

a Ala Arg
Pro
120

Lys

u Leu

a Leu
135
e Ala Gln
0

Arg Ala

Tyr Leu
val
200
Phe

y

r

Arg

Arg
215
Ala

u Gly

3
ccgtggaggt
tcagagcgcea
atcctgeatg
ctggagctyg
gcccagagea
taccagccce
agtgaccacc
gaggacggga
gcaggggtayg
cgegtgetca
attcggaaaa
ggtgggtaca
ctggtcaccy
cccgaggtcea
ttggggacca
gcctccageg
cacgtggctg
ttgaggcaga
gaggaccagc
gcaggttgge
gccacageca
aggagtggga
gcccacaacg
caggccaact
cactgccacc
cttggcacce
cacagggagg
aaggagcatg
accctgactg
gacaacacgt
gccgtgacag
ctccag

Ser Trp Trp

Pro Ala Gly

25
Leu

val Leu

Glu His Gly
Pro
75

ser

Arg Leu
Glin
90
Gly

Ser

Arg
105
Gly

Tyr

Phe Leu

Leu Pro His

ITe Pro
155

Tyr

Ser

Glu
170
Asp

Asp

Leu Thr

185

Met val Thr

His Arg Gln

val val ser

tgcctggeac
ctgcecgecy
tcttecatgg
ccttgaagtt
tccegtggaa
ccgacggagg
gggaaatcga
cccgetteca
tcagcggecy
actgccaagg
gccagetggt
gccgegtect
ctgccggeaa
tcacagttgg
actttggeeg
actgcagceac
gcattgcagce
gactgatcca
gggtactgac
agctgttttg
tcgeccgetg
agcggcgggyg
cttttgggyg
gcagcgtcca
aacagggcca
acaagccgcec
ccagcatcca
gaatcccggce
gctgcagegce
gtgtagtcag
ccgtrtgecat

Pro Leu Pro
Ala
30

Arg

Ala Arg

Ala Leu

45

Thr Thr Ala

60

Gly Thr Tyr

Glu Arg Thr

Leu Thr Lys

110
val Lys Met
125
val Asp

140

Trp

Tyr

Asn Leu

Gln Pro Pro
Gln
190

Glu

Ser Ile

rhe
205
Ser

ASp

Ala
220
Gly

Lys

Arg Asp
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ctacgtggtg
cctgcaggcec
ccttcttect
gccccatgtce
cctggagegy
cagcctggtg
gggcagggtc
cagacaggcc
ggatgccggce
gaagggcacy
ccagcctgtg
caacgccgec
cttccgggac
ggccaccaat
ctgtgtggac
ctgctttgty
catgatgctg
cttctctgec
ccccaacctg
caggactgtg
cgccccagat
cgagcgcatg
tgagggtgtc
cacagctcca
cgtcctcaca
tgtgctgagg
cgcttectgce
ccctcagggy
cctcectggg
gagccgggac
ctgctgecgg

Leu lLeu
15
Gin Glu

Ser Glu

Thr Phe

val
80
Arg

val

Ala
95
Ile Leu

Ser Gly

ITe Glu

Glu Arg
160
Asp Gly
175
Ser Asp

Asn val

Cys Asp

Ala Gly

240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2076



225
val

Gly
Lys
Leu
Ala
305
AsSp
Gly
Thr
Ile
Thr
385
Ser
His
Gln
His
Ser
465
Glu
Gly
AsSn
l.eu
Ser
545
Gly
Pro
Glu
Lys
Ala
625
Thr
Arg
Thr

GlIn

Ala
Lys
ser
Ala
290
Arg
Ala
Ala
Ash
Gly
370
Ser
Ala
Phe
Arg
Gly
450
Gly
Glu
Glu
Ala
Pro
530
Met
Ccys
val
Ala
val
610
Cys
Ser
Ser
Ala

Glu
690

<210> 4

<211>
<212>
<213>

<400> 4
Asp ITe val Met Thr GIn Ser Pro Leu Ser Leu Pro val Thr Pro Gly

6378751

Lys
Gly
Gln
275
Gly
Ala
Cys
Thr
Phe
355
Ala
Gln
Glu
Ser
val
435
Ala
Pro
Leu
Arg
Phe
515
Gln
Gly
ser
Leu
Ser
595
Lys
Glu
His
Arg
val

675
Leu

112
PRT )
Homo sapiens

Gly
Thr
260
Leu
Gly
Gly
Leu
Asn
340
Gly
Ser
Ala
Pro
Ala
420
Leu
Gly
Thr
Leu
Met
500
Gly
Ala
Thr
Ser
Ar

580
Ile
Glu
Glu
val
ASD
660
Ala

GIn

Ala
245
val
val
TYyr
val
Tyr
325
Ala
Arg
Ser
Ala
Glu
405
Lys
Thr
Trp
Arg
Ser
485
Glu
Gly
Asn
Arg

His
565

g Pro

His
His
Gly
Leu
645
val

Ile

230
Ser

Ser
Gin
Ser
val
310
Ser
Gin
Cys
ASp
Ala
390
l.eu
Asp
Pro
Glin
Met
470
Cys
Ala
Glu
Cys
val
550
Trp
Arg
Ala
Gly
Trp
630
Gly
Ser

Cys

Met
Gly
Pro
Arg
295
L.eu
pro
Asp
val
Cys
375
His
Thr
val
Asn
Leu
455
Ala
Ser
Gin
Gly
ser
535
His
Glu
Gly
Ser
Ile
615
Thr
Ala
Thr

Cys

Arg
Thr
val
280
val
val
Ala
Gln
ASp
360
Ser
val
Leu
Ile
Leu
440
Phe
Thr
Ser
Gly
val
520
val
Cys
val
Gin
Cys
600
Pro
l.eu
Tyr
Thr

Arg
680

Ser
Leu
265
Gly
Leu
Thr
Ser
Pro
345
Leu
Thr
Ala
Ala
Asn
425
val
Cys
Ala
Phe
Gly
505
Tyr
His
His
Glu
Pro
585
Cys
Ala
Thr
Ala
Gly

665
ser

Leu
250
ITe
Pro
AsSn
Ala
Ala
330
vall
Phe
Cys
Gly
Glu
410
Glu
Ala
Arg
Ile
Ser
490
Lys
Ala
Thr
Gln
Asp
570
ASn
His
Pro
Gly
val
650
Ser

Arg

235
Arg

Gly
Leu
Ala
Ala
315
Pro
Thr
Ala
Phe
Ile
395
Leu
Ala
Ala
Thr
Ala
475
Arg
Leu
Ile
Ala
Gln
555
Leu
Gin
Ala
Gln
Cys
635
ASp
Thr

His

val
Leuy
val
Ala
300
Gly
Glu
Leu
Pro
val
380
Ala
Arg
Trp
Leu
val
460
Arg
Ser
val
Ala
Pro
540
Gly
Gly
Cys
Pro
Gly
620
Ser
Asn
Ser

Leu

l.eu
Glu
val
285
Cys
Asn
val
Gly
Gly
365
ser
Ala
Glin
Phe
Pro
445
Trp
Cys
Gly
Ccys
Arg
525
Pro
His
Thr
val
Gly
605
Gln
Ala
Thr
Glu

Ala
685

Asn
Phe
270
Leu
GIn
Phe
Ile
Thr
350
Glu
GlIn
Met
Arg
Pro
430
Pro
Ser
Ala
Lys
Arg
510
Cys
Ala
val
His
Gly
590
Leu
val
Leu
Cys
Glu

670
Gln

Cys
255
Ile
Leu
Arg
Arg
Thr
335
Leu
ASp
Ser
Met
Leu
415
Glu
Ser
Ala
Pro
Arg
495
Ala
Cys
Glu
Leu
Lys
575
His
Glu
Thr
Pro
vaT
655
Ala

Ala

240
Gln

Arg
Pro
Leu
AsD
320
val
Gly
Ile
Gly
Leu
400
Ile
AsSp
Thr
His
Asp
480
Arg
His
Leu
Ala
Thr
560
Pro
Arg
Ccys
val
Gly
640
val
val

Ser



Pro
ASp
65

Ser

Leu

Pro
Gly
Gln
50

Arg
Arg

Gln

<210> 5

<211>
<212>
<213>

<400> 5

Asp
1
Glu
Asn
Pro
ASD
65
Ser

Leu

Ile
Pro
Gly
Gln
50

Arg
Arg

Gln

<210> 6

<211>
<212>
<213>

<400> 6

ASp
1
Asp
Leu
Tyr
Ser
65
Glu

Thr

Ile
Arg
Asnh
Ala
50

Gly
Asp

Phe

<210> 7

<211>
<212>
<213>

<400> 7

1

Ala
Tyr
35

Leu
Phe
val

Thr

112
PRT .
Homo sapiens

val
Pro
Tyr
35

Leu
Phe
val

Thr

107
PRT _
Homo sapiens

Gln
val
Trp
35

Ala
ser
Phe

Gly

107
PRT .
Homo sapiens

Ser
20

Asn
Leu
Ser
Glu

Pro
100

Met
Ser
20

Asn
Leu
ser
Glu

Pro
100

Met
Thr
20

TYr
Ser
Gly
Ala

Gly
100

Ile
Tyr
Ile
Gly
Ala

85
Phe

Thr
5
Ile
Phe
Ile
Gly
Ala

85
Phe

Thr
5
Ile
Gln
Ser
Thr
Thr

85
Gly

Asp ITe GIn Met T?r

Asp Arg val Thr Ile

Ser
Leu
Tyr
Ser
70

Glu

Thr

Gln
ser
Leu
Tyr
Ser
Glu
Thr

Gin
Thr
Gln
Leu
Asp
70

Tyr
Thr

Gin

Thr

Cys
Asp
Leu
Gly
Asp

Phe

Ser
Cys
Asn
Leu
55

Gly
Asp

Phe

ser
cys
Lys
Gln
55

Phe
Tyr

Lys

Ser

Cys

Arg
Trp
40

Gly
Ser
val

Gly

Pro
Arg
Trp
Gly
Ser
val

Gly

Pro
Ser
Thr
Cys
val

Pro

Arg

ser
25

Tyr
Ser
Gly
Gly

Pro
105

Leu
Ser
25

Tyr
Ser
Gly
Gly

Pro
105

Ser
Ala
Gly
Gly
Leu
Gln

Glu
105

Ser

Ala

10
Ser Gin Ser

Leu GIn Lys
Asn Arg Ala

Thr Asp Phe
75
val Tyr Tyr

Gly Thr Lys

Ser Leu Ser
10
Ser Gln Ser

Leu GIn Lys

His Arg Ala
60
Thr Asp Phe
75
val Tyr Tyr
90
Gly Thr Lys

Ser Leu Ser
10
Ser GIn Ser

Lys Ala Pro

val Pro Ser
60
Thr Ile Ser
75
Gln Ser Tyr
90
Ile Lys

Leu
Pro
45

ser
Thr
Cys

val

val
Leu
Pro
45

Ser
Thr
Cys

val

Ala
Ile
Lys
45

Arg
Ser

Ser

Leu
Gly
Gly
Leu
Met

Asp
110

Thr
Leu
30

Gly
Gly
Leu
Met

ASp
110

ser
Ser
30

Leu
Phe
Leu

Thr

Ser Leu Ser Ala Ser

10

15
His

GIn
val
Lys
Gln

95
Ite

Pro
15

His
Gln
val
Glu
Gln

Ile

val
15

Ser
Leu
Ser
GlIn

Pro
95

val
15

Ser
ser
Pro
Ile
80

Ala

Lys

Gly
Ser
Ser
Pro
Ile
val

Lys

Gly
Tyr
Ile
Gly
Pro

80
L.eu

Gly

Ser GIn Arg Ile Ser Asn Tyr
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Leu
Tyr
Ser
65

Glu

Ile

ser
Ala
50

Gly
Asp

Phe

<210> 8

<211>
<212>
<213>

<400> 8

Asp
1
Asp
lL.eu
Tyr
Ser
65
Glu

Thr

Ile
Arg
Asn
Ala
50

Gly
Asp

Phe

<210> 9

<211>
<212>
<213>

<400> 9

Asp
i
ASp
Leu
Tyr
ser
65
Glu

Thr

<210>
<211>
<212>
<213>

<400> 10

Ile
Arg
Asn
Ala
50

Gly
Asp

pPhe

Trp
Ala
Ser
Phe

Gly

107
PRT .
Homo sapiens

Gln
val
Trp
35

Ala
Ser
Phe

Gly

107
PRT .
Homo sapiens

Leu
val
Trp
35

Ala
Ser
Phe

Gly

10
107
PRT
Homo sapiens

20
Tyr

Ser
Gly
Ala

Gly
100

Met
Thr
20

Tyr
Ser
Gly
Ala

Gln
100

Met
Thr
20

Tyr
Ser
Gly
Ala

GIn
100

Leu
Ser
Thr
Thr

85
Gly

Thr
5
Ile
Gln
sSer
Thr
Thr

85
Gly

Thr
5
Ile
Gln
Ser
Thr
Thr

85
Gly

Asp Ile GIn Met Thr

1

5

Asp Arg val Thr Ile
20

Leu Asn Trp Tyr Gln

Gln
Leu
ASp
70

Tyr

Thr

GIn
Thr
Gln
Leu
Asp
70

Tyr
Thr

Gln

Gln
Leu
ASp
70

Tyr

Thr

Gln
Thr
Gln

Lys
Gln
55

Phe
Tyr

Lys

Ser
cys
Lys
Gln
Phe
Tyr

Arg

Ser
Cys
Lys
Gln
Phe
Tyr
Arg

ser
Cys

Lys

Pro
40

Ser
Thr
cys

val

Pro
Arg
Pro
40

Ser
Thr
cys

Ley

Pro
Arg
Pro
40

Ser
Thr
Cys

Leu

Pro
Arg

Pro

25
Gly

Gly
Leu
Gln

Glu
105

Ser
Ala
Gly
Gly
Leu
Gln

Glu
105

Ser
Ala
25

Gly
Gly
Leu
GlIn

Glu
105

Ser
Ala
Gly

ITe Ala
val Pro
Thr Ile

75
GIn Ser

Ile Lys

Ser lLeu
10
Ser GlIn

Lys Ala
val Pro
Thr Ile
75
Gln Ser

90
Ile Lys

ser Leu
10

ser GIn
Lys Ala
val Pro
Thr Ile

75

Gln Ser

ITe Lys

Ser Leu
10
Ser Gln

Lys Ala

Pro Lys
45

Ser Arg

60

Ser Ser

Tyr Ser

Ser Ala

Ser Ile

Pro Lys
45

ser Arg

60

Ser Ser

Tyr Ser

Ser Ala

Ser Ile

Pro Lys
45

ser Arg

60

Asn Ser

Tyr Ser

Ser Ala
Ser Ile

Pro Tyr

637875_1

30
Leu Leu

Phe Ser
Leu GIn

Thr Pro
95

Ser val
15

Ser Ser

30

Leu Leu

Phe Ser

Leu Gln

Thr Pro
a5

Ser val
15
ser ser
val Leu
Phe Ser
Leu GlIn

Ser Pro
95

Ser val
15
ser Ile

30
Leu Leu

Ile
Gly
Ser

80
Leu

Gly
Tyr
Ile
Gly
Pro

80
Ile

Gly

Ile
Gly
Pro

Ile

Gly
Tyr
Ile



35

Tyr Ala Ala Ala Ser

50

Ser Gly Ser Gly Thr

65

Glu Asp Phe Ala ghr

Thr Phe Gly GIn Gly

<210>
<211>
<212>
<213>

<400>

GIn
1
Arg
TYr
Leu
Ser
65
Glin

Leu

<210>
<211>
<212>
<213>

Ser
val
Asp
Ile
50

Gly
Ala

Ser

<400> 12

Gln
1
Arg
Tyr
l.eu
Ser
65
GIn

Leu

Ser
val
ASp
Ile
50

Gly
Ala

Ser

<210> 13

<211>
<212>
<213>

<400> 13
Gln Ser val
1

12

111
PRT
Homo sapiens

11
111
PRT
Homo sapiens

11

val
Thr
val
35

Tyr
Ser
Glu

Gly

val
Thr
val
35

Ser
ser
Glu

Gly

111
PRT .
Homo sapiens

Arg val Thr

Tyr Asp val
35

Leu Ile Tyr

100

Leu
Ile
20

His
Gly
Lys
Asp

Ser
100

Leu
Ile
20

His
Gly
Lys
Asp

ser
160

Leu

Ile
20

Thr
5
Ser
Trp
Asn
Ser
Glu

85
val

Thr
5
Ser
Trp
ASn
Ser
Glu

85
val

Thr
5

Ser

His Trp

Gly

AsSn

Leu
AsSp
70

Tyr

Thr

Gln
Cys
Tyr
Ser
Gly
Ala

Phe

Gln
Cys
Tyr
Ser
Gly
70

Ala

Phe

Gln
Cys
TYyr
Thr

Gin
Phe
TYyr

Arg

Pro
Thr
GlIn
Asn
55

Thr
Asp

Gly

Pro
Thr
Gin
Asn
Thr
AsSp

Gly

Pro
Thr
Gln

Tyr

40
Ser

Thr
Cys

Leu

Pro
Gly
GlIn
40

Arg
Ser
Tyr

Gly

Pro
Gly
Gin
40

Arg
Ser
Tyr

Gly

Pro
Gly
Gln

40
Arg

Gly
Leu
Gln

Glu
105

Ser
Ser
25

l.eu
Pro
Ala
Tyr

Gly
105

Ser
Ser
25

Leu
Pro
Ala
Tyr

Gly
105

Ser
Ser
25

val

Pro

val
Thr
GIn

90
Ile

val
10

Ser
Pro
Ser
Ser
Cys

90
Thr

val
10

Ser
Pro
Ser
Ser
Cys

90
Thr

val
10

Ser
Pro

Ser

Pro
Ile
75

Ser

Lys

Ser
Ser
Gly
Gly
Leu
Gln

Lys

Ser
ser
Gly
Gly
Leu
75

GIn

Lys

Ser
ser
Gly
Gly

Ser
60
Ser

TYyr

Gly
Asn
Thr
val
60

Ala
Ser

Leu

Gly
Asn
Thr
val
60

Ala
ser

Leu

Gly
Asn
Thr

val

637875..1

45

Arg Phe Ser Gly
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Ala
10

ser
Gly
Gly
Leu
Ala

90
Leu

val
10

Ser
Gly
Gly
Leu
Gly

90
Lys

14

Ser
Ser
Thr
val
Ala
75

val

Leu

sSer
Ser
Thr
val
Ala
75

Ala

Thr

Ser
Ser
Thr
Ile
Gly
75

Thr

val

Gly
AsSn
Ala
Pro
60

Ile
Trp

Thr

Gly
Asn
Ala
Pro
60

Ile
Trp

val

Ala
Asn
Ala
Pro
ITe
Trp
Thr
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Thr
Ile
Pro
45

ASp
ser
Asp

val

Thr
Ile
Pro
45

Asp
Ser
ASp

Leu

Ala
Ile
Pro
45

Asp
Thr
Asp

val

Pro
Gly
30

Lys
Arg
Gly
ASp

Leu
110

Pro
Gly
30

Lys
Arg
Gly

Asp

Pro
Gly
30

Lys
Arg
Gly
Ser

Leu
110

Gly
15

Ser
Leu
Phe
Leuy

Ser
95

Gly
15

Ser
Leu
Phe
Ley

Ser
95

Gly
15

Asn
Leu
Phe
l.eu

Ser
95

Gln
Asn
Leu
Ser
Gln

80
Leu

GlIn
LyS
Leu
Ser
Gln

80
lL.eu

G1n
Asn
Leu
Ser
Gln

80
Leu



<400> 35
Gln Ser val

Lys val Thr
val ser

35
Tyr Asp
50

Phe
Ile
Gly

65
Thr

Ser Lys
Gly Asp

Ser Ala Tyr

<210>
<211>
<212>
<213>

<400> 36
Gin Ser val
Lys

36
110
PRT

val Thr

val Ser
35

Tyr Asp

50

ser Lys

Phe
Ile

Gly
65
Thr Gly Asp

Ser Gly Tyr

<210>
<211>
<212>
<213>

<400> 37
Gln Ser val
1
LysS

37
110
PRT

val Thr

Phe val ser

35

Ile Tyr Asp
50

Gly Ser

65

Thr

Lys

Gly Asp

ser Ser Tyr

<210>
<211>
<212>
<213>

<400>

38
116
PRT

38

Leu
Ile
20

Trp
Tyr
Ser
Glu

val
100

Leu
Ile
20

Trp
Tyr
Ser
Glu

val
100

Leu
Ile
20

Trp
Tyr
Ser
Glu

val
100

Thr
Ser
Tyr
Asn
Gly
Ala

85
Phe

Homo sapiens

Thr
5
Ser
Tyr
Asn
Gly
Ala

85
Phe

Homo sapiens

Thr
5
sSer
Tyr
Asn
Gly
Ala

85
Phe

Homo sapiens

GIn ser val Leu Thr

GIn
Cys
Gln
LYysS
Thr
70

Asp

Gly

Glin
Cys
Gln
Lys
Thr
70

AsSp

Gly

Gln
Cys
Gln
Lys
Thr
70

AsSp

Gly

Gln

Pro
Ser
Gln
Arg
55

Ser
Tyr

Thr

Pro
Ser
Gln
Arg
55

Ser
Tyr

Thr

Pro
Ser
GlIn
Arg
55

Ser
Tyr

Thr

Pro

Pro
Gly
Leu
40

Pro
Ala
Tyr

Gly

Pro
Gly
Leu
40

Pro
Ala
Tyr

Gly

Pro
Gly
Phe
40

Pro
Ala
Tyr

Gly

Pro

Ser
Ser
25

Pro
Ser
Thr
Ccys

Thr
105

Ser
Ser
25

Pro
Ser
Thr
Cys

Thr
105

Ser
ser
25

Pro
Ser
Thr
Cys

Thr
105

Ser

15

val Ser Ala

Ser Ser Asn

Gly Thr Ala

Gly Ile Pro

Gly Ile
75
Thr

Leu

Gly
90
Arg

Trp

val Thr

val Ala
10

Ser

Ser

Ser Asn

Gly Thr Ala

Ile Pro
60

Ile

Gly

Leu Gly

Gly Thr
90
Arg

Trp

val Thr

val Ala
10

Ser

Ser

Ser Asn

Gly Thr Ala

Gly Ile Pro

Leu Gly Ile
75

Gly Thr

90

Arg

Trp

val Thr

val Ser Ala
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Ala
Ile
Pro
45

ASp
Thr
AsSp

val

Ala
Ile
Pro
45

Asp
Thr
Asp

val

Ala
Ile
Pro
45

Asp
Thr
ASp

val

Ala

Pro
Gly
30

Lys
Arg
Gly
Ser

L.eu
110

Pro
Gly
30

Lys
Arg
Gly
sSer

Leu
110

Pro
Gly
30

Lys
Arg
Gly
sSer

Leu
110

Pro

Gly
15

Ash
Leu
Phe
Leu

ser
95

Gly
15

Asn
Leu
Phe
Leu

Ser
95

Gly
15

Asn
lLey
phe
Leu

ser
95

Gly

Gln
Asn
Leu
Ser
Gln

80
Leu

Gln
Asn
Leu
Ser
Gln

80
Leu

Gln
Ash
Leu
Ser
Gln

80
Leu

Gln



Lys val
pPhe val

Ile Tyr
50

Gly ser

65

Thr Gly

Ser Gly

Thr
Ser
35

ASp
Lys
Asp

Tyr

<210> 39
<211> 110
<212> PRT
<213> Homo sapiens

<400> 39

Gln Ser
1
Lys val

Phe val

Ite Tyr
50

Gly Ser

65

Thr Gly

ser Gly

val
Thr
Ser
35

Asp
Lys
Asp
Tyr

<210> 40
<211> 110
<212> PRT
<213> Homo sapiens

<400> 40

Gin Ser
1
Lys val

Phe val

ITe Tyr
50

Gly Ser

65

Thr Gly

Ser Ala

val
Thr
Ser
35

ASp
Lys
Asp

Tyr

<210> 41
<211> 110
<212> PRT
<213> Homo sapiens

<400> 41
Gin Ser val Leu Thr
1

Ile
20

Trp
Tyr
Ser
Glu

val
100

Leu
Ile
20

Trp
Tyr
Ser
Glu

val
100

Leu
Ile
20

Trp
Ser
Ser
Glu

val
100

Ser
Tyr
Asn
Gly
Ala

85
Phe

Thr
5
Ser
Tyr
Asn
Gly
Ala

85
Phe

Thr
5
sSer
Tyr
Asn
Gly
Ala

85
Phe

5
Lys val Thr Ile Ser

Cys
GIn
Lys
Thr
70

ASp

Gly

Glin
Cys
Glin
Lys
Thr
70

AsSp

Gly

Gln
Cys
GlIn
Lys
Thr
70

ASp

Gly

Gln

cys

Ser
GIn
Arg
55

Ser
Tyr

Thr

Pro
Ser
Gln
Arg
55

Ser
Tyr
Thr

Pro
ser
GIn
Arg
55

Ser
Tyr

Thr

Pro

Ser

Gly
Leu
40

Pro
Ala
Tyr

Gly

Pro
Gly
Leu
40

Pro
Ala
Tyr

Gly

Pro
Gly
Leu
40

Pro
Ala
TYyr

Gly

Pro

Gly

Ser
25

Pro
Ser
Thr
Cys

Thr
105

Thr
Ser
25

Pro
Ser
Thre
Cys

Thr
105

Ser
Ser
25

Pro
Ser
Thr
Ccys

Thr
105

Ser

Ser

10
Ser

Gly
Gly
Leu
Gly

920
Arg

val
10

Ser
Gly
Gly

Leu

Gly

90
Arg

val
10

Ser
Gly
Gly
Leu
Gly

90
Lys

16
Ser
Thr
Ile
Gly
75
Thr

val

Ser
Ser
Thr
Ile
Gly
Thr

val

Ser
Ser
Thr
Ile
ASp
75

Thr

val

Asn
Ala
Pro
Ile
Trp
Thr

Ala
Asn
Ala
Pro
60

Ile
Trp

Thr

Ala
Asn
Ala
Pro
Ile
Trp
Thr

val ser Ala

10

Ser Ser Asn
6378751

Ile
Pro
45

Asp
Thr
Asp

val

Ala
Ile
Pro
45

ASp
Thr
AsSp

val

Ala
Ile
Pro
45

ASp
Thr
ASp

val

Ala

Ile

Gly
30

Lys
Arg
Gly
Ser

Leu
110

Pro
Gly
30

LYyS
Arg
Gly
Ser

Leu
110

Pro
Gly
30

LysS
Arg
Gly
ser

Leu
110

Pro

Gly

15
Asn

Leu
Phe
Leu

Ser
95

Gly
15

Asn
Leu
Phe
Leu

ser
95

Gly
15

Asn
Leu
Phe
Leu

Ser
95

Gly
15
Asn

Asn
Leu
Ser
Gln

80
Leu

Glin
Asn
Leu
Ser
Glin

80
Leu

Gln
Asn
Leu
Ser
Gln

80
Leu

Gln

Asn



Tyr
Ile
Gly
65

Thr

Ser

val
Tyr
50

Ser
Gly

Ala

<210> 42

<211>
<212>
<213>

<400> 42

Glin
1
Lys
Tyr
Ile
Gly
65
Thr

Ser

Ser
val
val
Tyr
50

Ser
Gly

Ala

<210> 43
<Z211> 10
<212> PR

<213>

<400> 43
Ser Tyr Glu

1
Thr

Cys
Gin
Ash
65

ASp

val

Ala
Trp
Asp
50

Ser
Glu

Phe

<210> 44
<211> 10

<212>
<213>

<400> 44
Sﬁr Tyr Glu Leu T?r

Ser
35

AsSp
Lys
ASp

val

110
PRT _
Homo sapiens

val
Thr
ser
35

ASp
Asn
Asp

val

7
T

Ser
Tyr
35

Ser
Gly
Ala

Gly

6

PRT _
Homo sapiens

20
Trp

Ash
Ser
Glu

val
100

Leu
Ile
20

Trp
Asn
Ser
Glu

val
100

Leu
Ile
20

Gln
Lys
Asn
AsSp

Gly
100

Tyr
Asn
Gly
Ala

85
Phe

Thr
5
Ser
Tyr
Asn
Gly
Ala

85
Phe

Homo sapiens

Thr
5
Thr
Glin
Arg
Thr
TYyr

85
Gly

Thr Ala Arg Ile Thr

20

Cys Trp Tyr Gin Gln

Glin
Lys
Thr
70

ASD

Gly

Gln
Cys
GIn
Lys
Thr
70

ASp

Gly

GIn
Cys
Lys
Pro
Ala
70

Tyr
Thr

Glin
cys
Lys

Gln
Arg
55

Ser
Tyr

Gly

Pro
Ser
Gln
Arg
55

Ser
Tyr

Gly

Pro
Ser
Pro
Ser
55

Thr
Cys

Lys

Pro
ser

Pro

Leu
40

Pro
Ala
Tyr

Gly

Pro
Gly
Leu
40

Pro
Ala
Tyr

Gly

Pro

Gly
Gly
40

Gly
Leu
Gln

Leu

Pro
Gly
Gly

25
Pro

Ser
Thr
Cys

Thr
105

Ser
ser
25

Pro
Ser
Thr
Cys

Thr
105

ser
Asp
GIn
Ile
Thr
Ala

Thr
105

ser

Asp
25
Gln

Gly
Gly
Leu
Gly

90
Lys

val
10

Asn
Gly
Gly
Leu
Gly

90
Lys

val
10

LYysS
Ser
Pro
ITe
Trp

val

val
10
Lys

Ser

17
Thr
Ite
Gly
75
Thr

Leu

Ser
ser
Thr
Ile
Gly
Thr

Ley

Ser
Leu
Pro
Glu
ser
75

ASp

Leu

ser
Leu

Pro

Ala
Pro
Ite
Trp

Thr

Ala
Asn
Ala
Pro
60

Ile
Trp

Thr

val
Gly
val
Arg
Gly

Ser

val
Gly

vai
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Pro
45

Asp
Thr
Asp

val

Ala
Ile
Pro
45

Asp
Thr
Asp

val

Ser
ASp
Leu
45

Phe
Thr

Ser

ser
ASp

Leu

30
LysS

Arg
Gly
Ser

Leu
110

Pro
Gly
30

Lys
Arg
Gly
ser

Leu
110

Pro
Lys
val
Ser
Gln

Thr

Pro

Leu
Phe
Leu

Ser
95

Gly
15

Asn
Leu
Phe
l.eu

Ser
95

Gly
15

Tyr
Ile
Gly
Ala

Ala
95

Gly
15

Leu
Ser
Gin

80
Leu

Gln
Asn
Leu
ser
Gln

80
Leu

Gln
Ala
Tyr
ser
Met

val

GIn

Lys Tyr Ala

30

val Ile Tyr



35

Gin Asn Thr Lys Trp

50

Lys Ser Gly Asn Thr

65

Asp Glu Ala Asp Tyr
' 85

phe Gly Gly Gly Thr
100

<210>
<211>
<212>
<213>

<400>

Gln
1
Ser
val
Arg
Asp
65
Lys
His

Leu

<210>
<211>
<212>
<213>

<400>

Glin
1
Ser
val
Arg
ASD
65
Lys
His

Leu

<210>
<211>
<212>
<213>

<400>

Pro
val
AsSp
val
50

Arg
Asn
Gly

Thr

Pro
val
ASp
val
50

Arg
Asn
Gly
Thr

47

114
PRT
Homo sapiens

47

45

116
PRT .
Homo sapiens

45

val
Thr
Trp
35

Gly
Phe
Ile
Ser

val
115

46
116
PRT _
Homo sapiens

46

val
Thr
Trp
35

Asp
Phe
Ile
Ser

val
115

Leu
Leu
20

Tyr
Thr
Ser
Gln
Gly

100
Leu

Leu
Leu
20

Tyr
Thr
ser
GlIn
Gly

100
Leu

Thr
5
Thr
GIn
Gly
val
Glu

85
Ser

Thr
5
Thr
Gln
Gly
val
Glu

85
Thr

Pro
val
70

Tyr

Lys

Gin
cys
Gln
Gly
Leu
Glu

Asn

Glin
Cys
Gin
Gly
Leu
Glu

Ash

Ley
Thr
Cys

Leu

Pro
Thr
Arg
Ile
55

Gly
Asp

Phe

Pro
Thr
Arg
Ile
55

Gly
Asp

Phe

40
Gly

Leu
Gln
Thr

Pro
Leu
Pro
40

val
Ser
Glu

val

Leu
Leu
Pro
val
Ser
Glu

val

G}n val GIn Leu val Gin Ser Gly

Ile
Thr
Ala

val
105

Ser
ser
Gly
Gly
Gly
Ser

val
105

Phe
Ser
Gly
Gly
Gly
ser

val
105

Ala

5
Ser val Lys val Ser Cys Lys Ala Ser

Pro
Ile
Trp

90
Leu

Ala
10

Ser
Lys
Ser
Leu
ASp

val

Ala
10

Ser
Lys
Ser
Leu
Asp

val

18

Glu
Ser

75
Asp

Ser
Gly
Gly
Lys
Asn
75

Tyr
Phe

Ser
Gly
Gly
Lys
Asn
75

Tyr

Phe

Arg
Gly

Ser

Ala
Tyr
Pro
Gly
60

Arg
His

Gly

Ala
Tyr
Pro
Gly
60

Arg
His

Gly

45

Phe Ser Gly

Thr Gin Ala

Ser Thr val

Ser
Ser
Arg
45

Asp
Tyr
Cys
Gly

ser
Ser
Arg
Glu
Tyr
Cys
Gly

Glu val Lys Lys

10

Leu
Asn
30

Phe
Gly
Leu
Gly

Gly
110

Leu
ser
30

Phe
Gly
Leu
Gly

Gly
110

95

Gly
15

Tyr
val
Ile
Thr
Ala

95
Thr

Gly
15

Tyr
val
Ile
Thr
Ala

Thr

Ser
Met

val

Ala
Lys
Met
Pro
Ile
80

Asp

LyS

Ala
Glu
Met
Pro
Ile
80

Asp

Lys

Pro Gly Ala
15

Gly Tyr Thr Phe Thr Ser Tyr
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Gly
Gly
Gln
Met
Ala

Ser

Ile
Trp
50

Gly
Glu
Arg

ser

<210> 48

<211>

<212> PR

<213>

<400> 48

Glin
1
Ser
Gly
Gly
Gln
65
Met
Ala

val

<210>
<211>

Ile
val
Ile
Trp
50

Gly
Glu
Arg

Ser

<212> PR

<213>

<400> 49

Gln
1
Ser
Gly
Gly
GIn
65
Met
Ala

val

val
val
Ile
Trp
50

Gly
Glu
Arg

Ser

<210> 50
<211> 11
<212> PR

<213>

Ser
35

Ile
Arg
ey

Tyr

115

T

Gln
Lys
Ser
35

Ile
Ser
Leu
Gly

Ser
115

49
115

T

GlIn
Lys
Ser
35

val
Arg
Leu
Gly

Ser
115

5
T

20
Trp

Ser
val
Arg

Gly
100

Leu
val
20

Trp
Ser
val
Arg

Tyr
100

Leu
val
20

Trp
Ser
Gly
Arg

Tyr
100

vatl
Ala
Thr
ser

85
Met

Homo sapiens

val
5
Ser
val
Ala
Thr
Ser

85
Gly

Homo sapiens

val
5
Ser
val
Phe
Thr
Ser

85
Gly

Homo sapiens

Arg
Tyr
Met
70

Leu

Asp

Gin
Cys
Arg
Tyr
Met
70

Leu

Met

Gln
Cys
Arg
TYr
Met
70

Leu

Met

Gln
Asn
55

Thr
Arg

val

Ser
Lys
Gln
Asn
55

Thr
Arg

AsSp

Ser
Lys
GIn
Asn
55

Thr
Arg

Asp

Ala
Gly
Thr
Ser

Trp

Gly
Ala
Ala
Gly
Thr
Ser

val

Gly
Ala
Ala
Gly
Thr
Ser

val

25
Pro

Asn
Asp
Asp

Gly
105

Ala
Ser
25

Pro
Asn
Asp
ASp

Trp
105

Ala
Ser
25

Pro
Asn
ASp
Asp

Trp
105

Gly
Thr
Thr
ASp

90
Gln

Glu
10

Gly
Gly
Thr
Thr
ASp

90
Gly

Glu
10

Gly
Gly
Thr
Pro
Asp

90
Gly

19
Glin
Asn
Ser
75
Thr

Gly

val
Tyr
Gln
Asn
Ser
Thr
Glin

val
Tyr
Gln
Asn
Ser
Thr
Gln

Gly
Tyr
60

Thr
Ala

Thr

Lys
Pro
Gly
Tyr
60

Thr
Ala

Gly

Lys
Thr
Gly
Tyr
60

Thr
Ala

Gly
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Leu
Ala
Ser
val
Thr

Lys
Leu
Leu
Ala
ser
val

Thr

Lys
Leu
Leu
Ala
Ser
val

Thr

30
Glu

Gin
Thr
TYr

val
110

Pro
Thr
30

Glu
Gln
Thr
Tyr

Thr
110

Pro
Thr
30

Glu
Glin
Thy
Tyr

Thr
110

Trp
Lys
Ala
Tyr

95
Thr

Gly
15

ser
Trp
Lys
val
TYyr

val

Gly
15

Ser
Trp
Lys
Ala
Tyr
val

Met
Leu
Tyr
80

Cys

val

Ala
TYyr
Met
val
Tyr
80

Cys

Thr

Ala
Tyr
Met
Leu
Tyr
80

Cys
Thr



<400> 50
GIn val GIn

1

Ser val Lys

Gly

Ile

ser
35

Gly Trp val
50

Gln
65

Met
Ala

val

<210>
<211>
<212>

Gly
Glu
Arg

ser

Arg
Leu
Gly

ser
115

51
115
PRT

Leu
val
20

Trp
Ser
Gly
Arg

Tyr
100

val
Ser
val
Phe
Thr
Ser

85
Gly

<213> Homo sapiens

<400>

51

GIn val Gln

1
Ser

Gly
Gly
Gln
65

Met
Ala

val

<210>

val
Ile
Trp
50

Gly
Glu
Arg

Ser

52

Lys
Ser
35

Ile
Arg
Leu
Gly

ser
115

<211> 115
<212> PRT
<213> Homo sapiens

<400>

Gln
1
Ser
Gly
Gly
G1n
65
Met
Ala

val

<210> 53

val
val
Ile
Trp
50

Gly
Glu
Arg

Ser

52

GIn
Lys
Ser
35

Ile
Arg
Leu
Gly

Ser
115

l.eu
val
20

Trp
Ser
val
Arg

Tyr
100

Leu
val
20

Trp
Ser
va'l
Arg

Tyr
100

val
5
ser
val
Phe
Thr
Ser

85
Gly

val
5
Ser
val
val
Thr
Ser

85
Gly

GIn
Cys
Arg
Tyr
Met
70

Leu

Met

Gln
Cys
Arg
Tyr
Met
70

Leu

Met

Gln
Cys
Arg
Tyr
Met
70

Leu

Met

Ser
Lys
Gln
Asn
55

Thr
Arg

Asp

Ser
Lys
Glin
Asn
55

Thr
Arg

Asp

Ser
Lys
Gln
Asn
55

Thr
Ser

ASD

Gly
Ala
Ala
40

Gly
Thr
Ser

val

Gly
Ala
Ala
40

Gly
Thr
Ser

va'l

Gly
Ala
Ala
Gly
Thr
Ser

val

Ala
Ser
25

Pro
Asn
Asp
ASD

Trp
105

Ala
Ser
25

Pro
Asn
ASp
ASp

Trp
105

Ala
Ser
25

Pro
Asn
Asp
ASp

Trp
105

Glu
10

Gly
Gly
Thr
Pro
ASp

90
Gly

Glu
10

Gly
Gly
Thr
Thr
AsSp

90
Gly

Glu
10

Gly
Gly
Thr
Thr
Asp

Gly

20

val
Tyr
Gln
Asn
Ser
Thr

GIn

val
Tyr
Gln
Asn
ser
Thr
Gln

val
Tyr
GlIn
Asn
Ser
Thr
Gln

Lys
Thr
Gly
Tyr
60

Thr
Ala

Gly

Lys
Thr
Gly
Tyr
60

Thr
Ala

Gly

Lys
Thr
Gly
Tyr
60

Thr
Ala

Gly
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Lys
Leu
Leu
45

Ala
ser
val

Thr

Lys
Leu
Leu
Ala
Ser
val

Thr

Arg
Leu
Leu
45

Ala
Ser
val

Thr

Pro
Thr
30

Glu
Gln
Thr
Tyr

Thr
110

Pro
Thr
30

Glu
Glin
Thr
Tyr

Thr
110

Pro
Thr
30

Glu
Gin
Thr
Tyr

Thr
110

Gly
15

ser
Trp
LYyS
Ala
Tyr
val

Gly
15

Ser
Trp
LysS
val
Tyr
val

Gly
15

Ser
Trp
LysS
val
Tyr

val

Ala
Tyr
Met
Leu
Tyr
80

Cys
Thr

Ala
Tyr
Met
val
Tyr
80

Cys
Thr

Ala
Tyr
Met
val
Tyr
80

Cys

Thr



<211>
<212>
<213>

115
PRT ]
Homo sapiens

<400> 53
Gin Ile Glin

1
ser

Gly
Gly
Gln
65

Met
Ala

val

<210>
<211>
<212>
<213>

<400>

Gln
1
Ser
Gly
Gly
Gln
65
Met
Ala

val

<210>
<211>
<212>
<213>

<400>

val
Ile
Trp
50

Gly
Glu
Arg

Ser

val
L.ey
Ile
Trp
50

Gly
Glu
Arg

Ser

55

115
PRT
Homo sapiens

55

Lys
ser
35

Ile
Arg
Leu
Gly

Ser
115

54

115
PRT )
Homo sapiens

54

Gin
Lys
Ser
35

Ile
Arg
val
Gly

Ser
115

Gin val Gin

1
Ser

Gly
Gly
Gln
65

Met
Ala

val

val
Ile
Trp
50

Gly
Glu
Arg

ser

LysS
Ser
35

Ile
Arg
Leu
Gly

Ser

Leu
val
20

Trp
Ser
val
Arg

Tyr
100

Leu
val
20

Trp
Ser
val
Arg

Tyr
100

L.eu
val
20

Trp
ser
val
Arg

Tyr
100

val
5
Ser
val
Phe
Thr
Ser

85
Gly

val
5
Ser
val
Ala
Thr
Ser

85
Gly

val
5
Ser
val
Ala
Thr
ser

85
Gly

Gln
Cys
Arg
Tyr
Met
70

Leu

Met

Gln
cys
Arg
Tyr
Met
70

Leu

Met

Gin
Cys
Arg
Tyr
Met
70

Leu

Met

Ser
Lys
Gin
Asn
55

Thr
Arg

Asp

Ser
Lys
Gln
Asn
55

Thr
Arg

Asp

Ser
Lys
GIn
ASNn
55

Thr
Arg

Asp

Gly
Ala
Ala
40

Gly
Thr
ser

val

Gly
Ala
Ala
40

Gly
Thr
Ser

val

Gly
Ala
Ala
Gly
Thr
Ser

val

Ala
ser
25

Pro
Asnh
Asp
AsSp

Trp
105

Ala
Ser
25

Pro
ASnh
Asp
AsSp

Trp
105

Ala
Ser
25

Pro
Asn
AsSp
ASp

Trp
105

Glu
10

Gly
Gly
Thr
Thr
ASD

Gly

Glu
10

Gly
Gly
Thr
Thr
Asp

90
Gly

Glu
10

Gly
Gly
Thr
Thr
Asp

90
Gly

21

val
Tyr
Gln
Asn
Ser
75

Thr

Gln

val
Tyr
Gln
Asn
Ser
75

Thr

Gln

val
Tyr
Glin
Asn
ser
75

Thr

GIn

Lys
Thr
Gly
Tyr
Thr
Ala

Gly

Lys
ser
Gly
Tyr
Thr
Ala

Gly

LyS
Pro
Gly
Tyr
60

Thr
Ala

Gly
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Lys
l.eu
L.eu
45

Ala
Ser
val

Thr

Lys
Leu
Leu
45

Ala
Ser
val

Thr

Lys
Leu
Leu
45

Ala
Ser
val

Thr

Pro
Thr
30

Glu
Gin
Thr
Tyr

Thr
110

Pro
Thr
30

Glu
Gin
Thr
Tyr

Thr
110

Pro
Thr
Glu
Gln
Thr
Tyr

Thr
110

Gly
15

Ser
Trp
Lys
val
Phe

val

Gly
15

ser
Trp
LyS
val
TYr

val

Gly
15

Ser
Trp
Lys
val
Tyr

val

Tyr
Met
val
Tyr
80

Cys

Thr

Ala
Tyr
Met
va'l
Tyr
80

Cys

Thr

Ala
Tyr
Met
val
Tyr
80

Cys
Thr



<210>
<211>
<212>
<213>

<400>

Gin
1
Ser
Gly
Gly
Gln
65
Met
Ala

val

<210>
<211>
<212>
<213>

<400>

val
val
Ile
Trp
50

Gly
Glu
Arg

Ser

115

56
115
PRT
Homo sapiens

56

Gln
LysS
Ser
35

Ite
Arg
Leu
Gly

Ser
115

57
115
PRT
Homo sapiens

57

l.eu
val
20

Trp
Ser
val
Arg

Tyr
100

val
5
Ser
val
Ala
Thr
Ser

85
Gly

Gin val GIn Leu val
1 5

Ser
Gly
Gly
Gin
65

Met
Ala

val

<210>
<211>
<212>
<213>

<400>
GIn val GIn Leu v§1

1

val
Ile
Trp
50

Gly
Glu
Arg

Ser

58

115
PRT
Homo sapiens

58

Lys
Ser
35

val
Arg
lLeu
Gly

Ser
115

val
20

Trp
Ser
val
Arg

Tyr
100

Ser
val
Ala
Thr
Ser

85
val

Ser val Lys val Ser
20

Gly Ile ggr Trp val

Gly Trp Ile Ser Ala
50

GIn Gly Arg val Thr
65

Met GIu val Arg Ser

GIn
Cys
Arg
Tyr
Met
70

Leu

Met

Gln
Cys
Arg
Tyr
Met
70

Leu

Met

Gln
Cys
Arg
Tyr
Met

70
Leu

Ser
Lys
GlIn
Asnh
55

Thr
Arg

Asp

Ser
Lys
Glin
Asn
55

Thr
Arg

ASp

Ser
Lys
Gln
Asn
Thr

Arg

Gly
Ala
Ala
Gly
Thr
Ser

val

Gly
Ala
Ala
Gly
Thr
Ser

val

Gly
Ala
Ala
40

Gly
Thr

Ser

Ala
ser
25

Pro
Asn
ASp
Asp

Trp
105

Ala
Ser
25

Pro
Asn
Asp
ASp

Trp
105

Ala
Ser
25

Pro
Asnh
ASp

ASp

Glu
10

Gly
Gly
Thr
Thr
ASP

90
Gly

Glu
Gly
Gly
Thr
Thr
ASp
Gly

Glu
10

Gly
Gly
Thr
Thr

Asp

22

val
Tyr
GlIn
Asn
Ser
Thr
Gln

val
Tyr
Glin
Asn
Ser
75

Thr

Gin

val
Tyr
Gln
Asn
ser

75
Thr

Lys
Ala
Gly
Tyr
60

Thr
Ala

Gly

Lys
Ser
Gly
Tyr
60

Thr
Ala

Gly

Lys
Thr
Gly
Tyr
60

Thr

Ala
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LysS
Leu
Leu
Ala
Ser
val

Thr

Lys
Phe
Leu
45

Ala
ser
val

Thr

Lys
Phe
Leu
45

Ala
Ser

val

Pro
Thr
30

Glu
Glin
Thr
Tyr

Thr
110

Pro
Thr
30

Glu
Gln
Thr
Tyr

Thr
110

Pro
Pro
30

Glu
Glu
Thr

Phe

Gly
15

Ser
Trp
Lys
val
Tyr
val

Gly
15

Ser
Trp
LysS
Ala
Tyr
val

Gly
15

Ser
Trp
Lys
Ala

Tyr

Ala
Tyr
Met
val
TYyr
80

Cys
Thr

Ala
Tyr
Met
Phe
Tyr
80

Cys
Thr

Ala
Tyr
Met
Leu
Tyr

80
Cys



85

90

23

Ala Arg Gly Tyr val Met Asp val Trp Gly GIn Gly Thr
100 105

val ser Ser

<210>
<211>
<212>
<213>

<400>

Gln
1
Ser
Gly
Gly
GlIn
65
Met
Ala

Ser

<210>
<211>
<212>
<213>

<400>

Gln
1
Ser
Gly
Gly
Gln
65
Met
Ala

val

<210>
<211>
<212>
<213>

<400>

val
val
Ile
Trp
50

Gly
Glu

Arg

val
val
Ile
Trp
50

Gly
Glu
Arg

Ser

61

116
PRT
Homo sapiens

61

115

59
113
PRT
Homo sapiens

59

Glin
Lys
Ser
35

Ile
Arg
l.eu

Gly

60
115
PRT
Homo sapiens

60

Gln
Lys
Ser
35

Ile
Arg
Leu
Gly

Ser
115

Leu
val
20

Trp
Ser
val
Arg

Tyr
100

Leu
val
20

Trp
Ser
val

Arg

Tyr
100

val
5
Ser
val
Ala
Thr
Ser

85
Asp

val
5
Ser
val
Thr
Thr
ser

85
Thr

Glu val GIn Leu val
1 5

Ser Leu Arg Leu Ser

20

Trp Met Ser Trp val
35

Ala Asn Ile Lys Gln

Glin
Cys
Arg
Tyr
Met
70

Leu

Tyr

GIn
Cys
Arg
Tyr
Met
70

Leu

Arg

Glu
Cys
Arg

ASp

Ser
Lys
Gln
Asn
55

Thr
Arg

Trp

Ser
Lys
Glin
Asn
55

Thr
Arg

Asp

Ser
Ala
GIn

Gly

Gly
Ala
Ala
Gly
Thr
Ser

Gly

Gly
Ala
Ala
Gly
Thr
Ser

Tyr

Gly
Ala
Ala

40
ser

Ala
Ser
25

Pro
ASnh
Asp
ASp

Gln
105

Ala
Ser
25

Pro
Asn
ASp
Asp

Trp
105

Gly
Ser
25

Pro

Glu

Glu
10

Gly
Gly
Thr
Thr
Asp

90
Gly

Glu
Gly
Gly
Thr
Thr
Asp

Gly

Gly
10

Gly
Gly

Lys

val
Tyr
GIn
Asn
Ser
75

Thr

Thr

val
Tyr
Gln
ASn
ser
75

Thr

GlIn

Leu
Phe
Lys
Tyr

Lys
Thr
Gly
Tyr
60

Thr
Ala

Leu

Lys
Thr
Gly
Tyr
60

Thr
Ala

Gly

va'l
Thr
Gly

TYr
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Lys
phe
Leu
45

Ala
Ser
val

val

Lys
Phe
Leu
45

Ala
Ser
val

Thr

Gln
Phe
Leu

val

95
Thr val Thr

110

Pro
Thr
30

Glu
GIn
Thr
Tyr

Thr
110

Pro
Thr
30

Glu
Gln
Thr
Tyr

Leu
110

Pro
Ser
Glu

Asp

Gly
15

Ser
Trp
Lys
Ala
TYr
val

Gly
15

Ser
Trp
Lys
Ala
Tyr

val

Gly
15

ser
Trp

Ser

Ala
Tyr
Met
lLeu
Tyr
80

Cys

Ser

Ala
Tyr
Met
val
Tyr
80

Cys

Thr

Gly
Tyr
val

val



24

50 55 60
Lys Gly Arg Phe Thr ITe Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr
65 70 75 80
Leu GIn Met Asn ggr Leu Arg Ala Glu gap Thr Ala val Tyr Tyr Cys
95
Ala Arg Asn Trp Gly Ala Phe Asp val Trp Gly GIn Gly Thr Met val
100 105 110
Thr val Ser ser
115
<210> 62
<211> 119
<212> PRT
<213> Homo sapiens
<400> 62
G}u val Gln Leu val Glu Ser Gly Gly Géy teu val Gln pPro Gly Gly
5 1 15
Ser Leu Arg ESU Ser Cys Ala Ala %er Gly Phe Thr Phe ggr Arg Tyr
5
Trp Met ger Trp val Arg Gin Ala Pro Gly Lys Gly Lgu Glu Trp val
5 40 4
Ala Aan Ile Lys His Asp ggy Ser Glu Lys Tyr g%r val Asp Ser val
5
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr
65 70 75 80
Leu Gln Met Asn ggr Leu Arg Ala Glu 389 Thr Ala val Tyr Tyr Cys
95
Ala Arg Glu Ser Asn Trp Gly Phe Ala Phe Asp val Trp Gly His Gly
100 105 110
Thr met val Thr val Ser Ser
115
<210> 63
<211> 116
<212> PRT
<213> Homo sapiens
<400> 63
Giu val G¢1n Leu val Glu ser Gly Gly Géy teu val Gln Pro %Ey Gly
1 5 1
Ser Leu Arg Leu Ser Cys Ala Ala ggr Gly pPhe Thr Pphe ggr ser Tyr
20
Trp Met Ser Trp val Arg Gln ﬁga Pro Gly Lys Gly Leu Glu Trp val
35 45
Ala Asn Ile Lys Gln Asp ggy Ser Glu Lys Tyr Egr val Asp Ser val
50
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr
65 70 75 80
Leu GIn Met Asn ger Leu Arg Ala Glu ggp Thr Ala val Tyr ggr Cys
5
Ala Arg Asn Trp Gly Ala Phe Asp Ile Trp Gly GIn Gly Thr Met val
100 105 110
Thr val Ser Ser
115
<210> 64
<211> 119
<212> PRT
<213> Homo sapiens
<400> 64

Glu val Gin Leu val Glu Ser Gly Gly Gly Leu val GIn Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys val val Ser Gly Phe Thr Phe Ser Ser Tyr
637875_1



Trp
Ala
Lys
65

Leu
Ala

Thr

Met Ser
35
Asn Ile
Gly Arg
Gln Met
Arg Glu

Met val
115

<210> 65
<211> 119
<212> PRT

<213>

<400> 65

Glu
1
Ser
Trp
Ala
Lys
65
Leu
Thr

Thr

val Gln
Leu Arg
Met Ser
35

Asn Ile
50

Gly Arg
GIn Met
Arg Glu

Met val
115

<210> 66
<211> 123
<212> PRT

<213>

<400> 66

Glu
1
Ser
Ser
Ser
LysS
65
Leu
Ala

Trp

val Gin
Leu Arg
Met Asn
35

Ser Ile
50

Gly Arg
GIn Met
Arg Asp

Gly Gln
115

<210> 67
<211> 123
<212> PRT

<213>

20
Trp

Lys
Phe
Asn
Ser

100
Thr

Leu
Leu
20

Trp
Lys
Phe
Asn
Ser

100
Thr

Leu
Leu
20

Trp
Ser
Phe
Asn
Tyr

100
Gly

val
Gln
Thr
Ser
85

Asn

val

Homo sapiens

val
5
ser
val
Gin
Thr
Ser
85
Asn

val

Homo sapiens

val
5
Ser
val
Ser
Thr
sSar
85
Asp

Thr

Homo sapiens

Arg
Asp
Ile
70

Leu
Trp

Ser

Glu
Cys
Arg
Asp
Ile
70

Leu
Trp

Ser

Glu
Cys
Arg
Ser
Ite
70

Leu
Phe

Met

Gln
Gly
55

Ser
Arg
Gly

Ser

Ser
Ala
Glin
Gly
55

Ser
Arg
Gly

Ser

Ser
Ala
Glin
Ser
55

ser
Arg
Trp

val

Ala
40

ser
Arg
Ala

Phe

Gly
Ala
Ala
40

Ser
Arg
Ala

Phe

Gly
Ala
Ala
40

Ser
Arg
Ala
Ser

Thr
120

25
Pro

Glu
Asp
Glu

Ala
105

Gly
Ser
25

Pro
Glu
Asp
Glu

Ala
105

Gly
Ser
25

Pro
Tyr
Asp
Glu
Gly

105
val

Gly
Lys
Asn
ASp
Phe

Gly
Gly
Gly
Lys
Asn
ASp
Phe

Gly
Gly
Gly
Ile
Ash
AsSp
90

Tyr

Ser

25

Lys
Tyr
Ala
75

Thr

ASp

Leu
Leu
Lys
Tyr
Ala
75

Thr

Asp

Leu
Phe
Lys
Tyr
Ala
75

Thr
Tyr

ser

Gly
Tyr
60

Lys
Ala

Ile

val
Thr
Gly
TYyr
60

Lys
Ala

Ile

val
Thr
Gly
Tyr
60

Lys
Ala

Thr

6378751

Leu
val
Asn
val

Trp

GIn
Phe
Leu
vall
Ash
val

Trp

Lys
Phe
Leu
45

Ala
Asn
val

Ala

30
Glu

ASp
ser
Tyr

Gly
110

Pro
ser
Glu
Asp
ser
Tyr

Gly
110

Pro
Ser
Glu
Asp
ser
Tyr

Phe
110

Trp
Ser
Leu
Tyr

95
Gln

Gly
15

ASn
Trp
Ser
Leu
ser

95
Glin

Gly
15

Ser
Trp
Ser
L.eu
Tyr

95
ASp

val
val
TYr
80

Cys

Gly

Gly
Phe
val
val
Tyr
80

Cys

Gly

Gly
Tyr
val
val
Tyr
80

Cys

val



<400> 67

Glu
1
Ser
Ser
Ser
Lys
65
Leu
Ala

Trp

val
Leu
Met
Ser
50

Gly
Gin
Arg

Gly

Gln
Arg
Asn
35

Ile
Arg
Met
ASp

GIn
115

<210> 68

<211>

112

<212> PRT

<213>
<400>

Glu
1
Ser
Ala
Ser
LYyS
65
Leu

Ala

val
Leu
mMet
Ala
50

Gly
Gln

Lys

Gin
Arg
Ser
35

Ite
Arg
Met

Phe

<210> 69

<211>

117

<212> PRT
<213> Homo sapiens

<400>

Glu
1
Ser
Ala
Ser
LyS
65
leu
Ala

val

69

Leu
Leu
20

Trp
Ser
rhe
AsSn
Tyr

100
Gly

Leu
l.eu
20

Trp
Ser
Phe
Asn

ASp
100

val
5
Ser
val
Ser
Thr
Ser
85
ASp

Thr

Homo sapiens
68

Leu
5
Ser
val
Gly
Thr
ser

85
Tyr

val GIn Leu Leu

Leu
Met
Thr
50

Gly
Gin
Lys
Thr

Arg
Ser
35

Ile
Arg
Met
Glu

val
115

<210> 70
<211> 117
<212> PRT

Leu
20

Trp
Ser
Phe
Asn
val

100
ser

5
Ser

val
Gly
Thr
Ser
85

Gly

Ser

Glu
Cys
Arg
Ser
Ile
70

Leu
Phe

Met

Glu
Cys
Arg
Ser
Ile
70

Leu

Trp

Glu
Cys
Arg
Ser
Ile
70

Leu

Ser

Ser
Ala
Gln
Ser
55

Ser
Arg
Trp

val

ser
Ala
Gln
Gly
55

ser
Arg

Gly

Ser
Ala
Gin
Gly
55

Ser
Arg

Pro

Gly
Ala
Ala
40

Ser
Arg
Ala
Ser

Thr
120

Gly
Ala
Ala
Gly
Arg
Ala
Gln

Gly
Ala
Ala
40

Gly
Arg
Ala

Phe

Gly
ser
25

Pro
Tyr
Asp
Glu
Ala

105
val

Gly
ser
25

Pro
Ser
Asp
Glu

Gly
105

Gly
Ser
25

Pro
Arg
Asp
Glu

ASpP
105

Gly
Gly
Gly
Ile
Asn
Asp
90

Tyr

Ser

Gly
Gly
Gly
Thr
Asn
Asp
Thr

Gly
10

Gly
Gly
Thr
Asn
Asp

90
Tyr

26

l.eu
Phe
Lys
Ser
Ala
75

Thr
Tyr

Ser

Leu
Phe
Lys
Tyr
Ser
75

Thr

Leu

Leu
Phe
Lys
Tyr
ser
Thr

Trp

val
Thr
Gly
Tyr
60

Lys
Ala

Asp

val
Thr
Gly
Tyr
60

Lys
Ala

val

val
Thr
Gly
Tyr
60

Lys
Ala

Gly
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Lys
Phe
l.eu
45

Ala
Asn
val

Ala

Gln
Phe
l.eu
45

Ala
ASnh
val

Thr

Gln
Phe
Leu
Ala
Asn
val

Gin

Pro
Ser
Glu
ASp
Ser
Tyr

Phe
110

Pro
Ser
Glu
Asp
Thr
Tyr

val
110

Pro
Ser
30

Glu
ASp
Thr
Tyr

Gly
110

Gly
15

Ser
Trp
ser
Leu
Phe

95
Asp

Gly
15

Ser
Trp
Ser
Leu
Tyr

95
ser

Gly
15

Ser
Trp
Ser
Leu
Tyr
Thr

Gly
Tyr
val
val
Tyr
80

Cys

val

Gly
Tyr
val
val
Tyr
80

Cys

Ser

Gly
Tyr
val
val
Tyr
80

Cys

teu



<213> Homo sapiens
<400> 70

Glu
1
Ser
Ala
Ser
Lys
65
Leu
Ala

val

<210>
<211>
<212>
<213>

<400>

Glu
1
Ser
Ala
Ser
Lys
65
Leu
Ala

Gln

<210>
<211>
<212>
<213>

<400>

Glu
1
Ser
Ala
Ser
Lys
65
Leu
Ala

Gin

val
Leu
Met
Ala
50

Gly
Gin
Lys

Thr

val
Leu
Met
Thr
50

Gly
Glin
Lys
Gly

val
Leu
Met
Thr
50

Gly
Gin
Lys
Gly

72

121
PRT
Homo sapiens

72

GIn
Arg
Ser
35

Ile
Arg
Met
val

val
115

71
121
PRT
Homo sapiens

71

Gln
Arg
AsSn
35

Ile
Arg
Met
Lys

Thr
115

GIn
Arg
AsSn
35

Ile
Arg
Met
LYS

Thr
115

Ley
Leu
20

Trp
Ser
Phe
Asn
Leu

100
ser

Leu
Leu
20

Trp
Ser
Phe
Asn
Phe

100
Leu

Leu
Leu
20

Trp
Ser
Phe
Ash
Phe

100
Leu

Leu
5
Ser
val
Gly
Thr
ser
85
Met

Ser

Leu
5
Ser
val
Gly
Thr
Ser
85
val

val

Ley
5
Ser
val
Gly
Thr
Ser
85
val

val

Glu
Cys
Arg
Ser
Ile
70

Leu

val

Glu
Cys
Arg
Ser
Ile
70

Leu
Leu

Thr

Glu
Ccys
Arg
ser
Ile
70

Leu

Leu

Thr

ser
Ala
GIn
Gly
55

ser
Arg

Tyr

Ser
Ala
Gln
Gly
55

Ser
Arg
Met

val

Ser
Ala
Gln
Gly
55

Ser
Arg
Met

val

Gly
Ala
Ala
40

Gly
Arg
Ala

Ala

Gly
Ala
Ala
40

AsSp
Arg
Ala
val

ser
120

Gly
Ala
Ala
Gly
Arg
Ala
val

Ser
120

Gly
ser
25

Pro
Ser
Asp
Glu

Asp
105

Gly
Ser
25

Pro
Asn
AsSp
Glu
Tyr

105
Ser

Gly
Ser
25

Pro
ASNn
ASp
Glu
Tyr

105
Ser

Gly
10

Gly
Gly
Thr
Asn
Asp

90
Tyr

Gly
10

Gly
Gly
Thr
Asn
ASp

90
Ala

Gly
Gly
Gly
Thr
Asn
Asp
Ala

27

ey
Phe
Lys
Tyr
Ser
75

Thr

Trp

Leu
Phe
Lys
Tyr
Ser
Thr

Met

Ley
Phe
Lys
TYr
Ser
75

Thr

Met

val
Thr
Gly
Tyr
60

Lys
Ala

Gly

val
Thr
Gly
Tyr
60

Lys
Ala

L.eu

val
Thr
Gly
Tyr
60

LYS
Ala

Leu
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Gin
Phe
Leu
45

Ala
Asn
val

Gin

Glin
Phe
Leu
45

Ala
Asn
val

Asp

Gln
Phe
Leu
Ala
Asn
val

Asp

Pro
Ser
Glu
Asp
Thr
Tyr

Gly
110

Pro
ser
Glu
AsSp
Thr
Tyr

Tyr
110

Pro
Ser
30

Glu
Asp
Thr
Tyr

Tyr
110

Gly
15

Ser
Trp
Ser
Leu
Tyr

95
Thr

Gly
15

ser
Trp
Ser
l.eu
Tyr

95
Trp

Gly
15

ser
Trp
Ser
Leu
Tyr

95
Trp

Gly
TYr
val
val
Tyr
80

cys

Leu

Gly
Tyr
val
val
Tyr
80

Cys

Gly

Gly
Tyr
val
val
Tyr
80

Cys

Gly



<210>
<211>
<212>
<213>

<400>

Gln Vva
1

Ser Le

Gly Me

Ala Va
50

Lys Gl

65

Leu G1

Ala Ar

Thr va

<210>
<211>
<212>
<213>

<400>

Gin va
1

Ser Le

Gly Me

Ala va
50

Lys G1

65

Leu Gl

Ala Ar

Trp G1

<210>
<211>
<212>
<213>

<400>

Gln va
1

Ser Le

73

116

PRT

Homo sapiens

73

1 GIn Leu val
5

u Arg Leu Ser

20
t His Trp val

35
1 1le Trp Tyr

y Arg Phe Thr

n Met Asn ggr
g Tyr Tyr Tyr
100
1 Ser Ser
115

74

123

PRT .
Homo sapiens

74
T GIn Leu V§T
u Arg Leu Ser
20
t His Trp val
35
1 Ile Trp Tyr

y Arg phe Thr

n Met Asn ggr
g Glu Thr Gly
100
y Gin Gly Thr
115

75

116

PRT

Homo sapiens

75
1 GIn Leu V§1

U Arg Leu ser
20

Gly Met His Trp val

Ala va
50

35
T 11e Trp Tyr

Lys Gly Arg Phe Thr

65

Leu GIn Met Asn Ser

85

Ala Arg Ile Ala Ala

Glu
Cys
Arg
Asp
Ile
70

Leuy

Gly

Glu
Cys
Arg
Asp
Ile
70

Leu

Pro

Thr

Glu
Cys
Arg
Asp
Ite
70

Leu

Gly

Ser
Ala
Gln
Gly
55

ser
Arg

Met

Ser
Ala
GIn
Gly
55

Ser
Arg
Leu

val

ser
Ala
Gin
Gly
55

Ser
Arg

Met

Gly
Ala
Ala
40

Ser
Arg
Ala

AsSp

Gly
Ala
Ala
40

Ser
Arg
Ala
Lys

Thr
120

Gly
Ala
Ala
40

Ser
Arg
Ala

Asp

Gly
Ser
25

Pro
Asn
Asp
Glu

val
105

Gly
Ser
25

Pro
Asp
Asp
Glu
Leu

105
val

Gly
Ser
25

Pro
Asn
ASpP
Glu

val

Gly
10

Gly
Gly
Lys
Asn
Asp

90
Trp

Gly
10

Gly
Gly
Lys
Asn
Asp
90

Tyr

Ser

Gly
10

Gly
Gly
Lys
Asn
ASp

90
Trp

28

val
Phe
Lys
Tyr
Ser
75

Thr

Gly

val
Phe
Lys
Tyr
Ser
75

Thr
Tyr

Ser

val
Phe
Lys
Tyr
ser
75

Thr

Gly

val
Thr
Gly
Tyr
60

Lys
Ala

GIn

val
Thr
Gly
TYyr
60

Lys
Ala

Tyr

val
Thr
Gly
Tyr
60

Lys
Ala

Gln

637875_1

GIn
Phe
Leu
45

Ala
Asn
val

Gly

Gin
Phe
Leu
45

Ala
Asn
val

Gly

Gln
Phe
Leu
Ala
Asn
val
Gly

Pro
Ser
Glu
Asp
Thr
Tyr

Thr
110

Pro
Ser
Glu
Asp
Thr
Tyr

Met
110

Pro
Ser
30

Glu
Asp
Thr
Tyr

Thr

Gly
15

Ser
Trp
Ser
Leu
Tyr

95
Thr

Gly
15

Ser
Trp
Ser
Leu
Tyr

95
Asp

Gly
15

Ser
Trp
Ser
Leu
Tyr

95
Thr

Arg
Tyr
val
val
TYr
80

Cys

val

Arg
Tyr
val
val
Tyr
80

Cys

val

Arg
Tyr
val
val
Tyr
80

Cys

val



100

Thr val Ser Ser

115

<210> 76

<211>

122

<212> PRT

<213>
<400>

Gin
1
Ser
Gly
Ala
Lys
65
Leu
Ala

Gly

val
Leu
Met
l.eu
50

Gly
Gln
Arg

GIn

His
Arg
His
35

Ile
Arg
Met
Ala

Gly
115

<210> 77
<211> 12

<212>
<213>

<400>

Gin
1
Ser
Gly

Ala

Lys
65

Leu
Ala

Gly

val
l.eu
Met
Leu
50

Gly
GIn
Arg

His

<210> 78
<211> 122

<212>
<213>

<400> 78

Gln
1
Ser
Gly
Ala

Lys

val
Leu
Met
Leu

50
Gly

2

PRT .
Homo sapiens

77

Gln
Arg
His
35

Ile
Arg
Met
Ala

Gly
115

PRT .
Homo sapiens

Gln
Arg
His
35

Ile

Arg

Leu
Leu
20

Trp
Trp
Phe
Asn
Ile

100
Thr

Leu
lL.ey
20

Trp
Trp
Phe
Asn
Ile

100
Thr

Leu
Leu
20

Trp
Trp

Phe

Homo sapiens

76

val
5
Ser
val
Ser
Thr
Ser
85
Ala

Thr

val
5
Ser
val
Ash
Thr
Ser
85
Ala

Thr

val
5
Ser
val
Asn

Thr

Glu
Cys
Arg
ASp
Ile
70

Leu
Ala

val

Glu
Cys
Arg
Asp
Ile
70

Leu
Ala

val

Glu
Cys
Arg
Asp

Ile

Ser
Ala
Gln
Gly
55

Ser
Arg
Leu

Thr

Ser
Ala
GIn
Gly
55

Ser
Arg
L.eu

Thr

Ser
Ala
GIn
Gly

55
ser

Gly
Ala
Ala
40

Ser
Arg
Ala
Tyr

val
120

Gly
Ala
Ala
40

Ser
Arg
Ala
Tyr

val
120

Gly
Ala
Ala
40

Ser

Arg

105

Gly
ser
25

Pro
Asp
ASp
Glu
Tyr

105
Ser

Gly
ser
25

Pro
Asn
Asp
Glu
Tyr

105
Ser

Gly
Ser
25

Pro
Asnh

Asp

Gly
Gly
Gly
LyS
Asn
Asp
90

Tyr

Ser

Gly
10

Gly
Gly
Lys
Asn
Asp
90

Tyr

Ser

Gly
10

Gly
Gly
Lys

Asnh

29

va'l
Phe
Lys
Tyr
Ser
75

Thr

Tyr

val
Phe
LYyS
Tyr
Ser
75

Thr

Tyr

val
Phe
Lys
Tyr

Ser

val
Thr
Gly
Tyr
60

Lys
Ala

Gly

val
Thr
Gly
Tyr
60

Lys
Ala

Gly

val
Thr
Gly
Tyr

60
Lys

637875_1

Glin
Phe
Leu
45

Ala
Asnh
val

Met

Gln
Phe
Leu
45

Ala
Asn
val

Met

Glin
Phe
ey
45

Ala

ASn

110

Pro
Asn
Glu
Asp
Thr
Tyr

Asp
110

Pro
Ser
Glu
Asp
Thr
Tyr

Asp
110

Pro
Ser
Glu
Asp
Thr

Gly
15

ser
Trp
Ser
Leu
TYr

val

Gly
15

Ser
Trp
Ser
Leu
Tyr

val

Gly
15

ser
Trp
Ser

Leu

Arg
Phe
val
val
Tyr
80

Cys

Trp

Arg
Phe
val
val
Tyr
80

cys

Trp

Arg
Phe
val
val

Tyr



65
Leu GIn Met Asn Ser

Ala Arg Ala Ile Ala
100
Gly 6In Gly Thr Thr
115

<210> 79
<211> 122
<212> PRT
<213> Homo sapiens

<400> 79
GIn val His Leu val
1 5
Ser Leu Arg 58“ Ser
Gly Met ggs Trp val
Ala kgu Ile Trp Ser
Egs Gly Arg Phe Thr
Leu GIn Met Asn ggr
Ala Arg Ala Ile Ala
100
Gly GIn Gly Thr Thr
115

<210> 80

<211> 122

<212> PRT

<213> Homo sapiens

<400> 80
Gln val GIn Leu Vg]
Ser Leu Arg Leu Ser
20
Gly Met His Trp val
35
Ala Egu Ile Trp Asn
Egs Gly Arg Phe Thr
teu Gin Met Asn ggr
Ala Arg Ala Ile Ala
100
Gly GIn Gly Thr Thr
115

<210> 81
<211> 122
<212> PRT
<213> Homo sapiens

<400> 81

Gln val G¢lIn Leu v§?
1

Ser Leu Arg Leu Ser

Gly Met His Trp val

70
Leu

Ala

val

Glu
Ccys
Arg
Asp
Ile
70

Leu
Ala

val

Glu
cys

Arg

Arg
Leu

Thr

Ser
Ala
Gln
Gly
55

Ser
Arg
Leu

Thr

Ser
Ala
Glin
Gly
55

Ser
Arg
L.eu

Thr

Ser
Ala

Gln

Ala
Tyr

val
120

Gly
Ala
Ala
40

ser
Arg
ala
Tyr

val
120

Gly
Ala
Ala
40

Ser
Arg
Ala
Tyr

val
120

Gly
Ala

Ala

Glu
TYyr

105
Ser

Gly
Ser
25

Pro
Asp
Asp
Glu
Tyr

105
Ser

Gly
ser
25

Pro
Asn
AsSp
Glu
Tyr

105
Ser

Gly

ser
25
Pro

30

75
Asp Thr Ala val
90

Tyr Tyr Gly Met

Ser

Gly val val GlIn
Gly pPhe Thr phe

Gly Lys Gly Leu
45
Glu Tyr Tyr Ala
60
Asn Ser Lys Asn
75

Asp Thr Ala val
90

Tyr Tyr Gly Met

ser

Gly val val Gin
Gly Phe Thr Phe

Gly Lys Gly Leu
45
Lys Tyr Tyr Ala
60
Asn Ser Lys Asn
75

Asp Thr Ala val
90

Tyr Tyr Gly Met

ser

Gly val val GlIn
10
Gly Phe Thr Phe

Gly Lys Gly Leu
637875_1

80

Tyr Tyr Cys
95

Asp val Trp

110

Pro
ASh
30

Glu
Asp
Thr
Tyr

ASp
110

Pro
Ser
Glu
Asp
Thr
Tyr

Asp
110

Pro
Ser

Glu

Gly
15

Ser
Trp
ser
l.eu
Tyr
val

Gly
15

Ser
Trp
Ser
Leu
Tyr

val

Gly
15
Ser

Trp

Arg
Phe
val
val
Tyr
30

Cys

Trp

Arg
Phe
vai
val
Tyr
80

Cys

Trp

Arg
Tyr
val



Ala
Lys
65

Leu
Ala

Gly

Ile
50

Gly
Gln
Arg

Gln

<210> 82
<211> 12

<212>
<213>

<400> 82

Gin
1
Ser
Gly
Ala
Lys
65
Leu
Ala

Gly

val
l.eu
Met
val
50

Gly
Gln
Arg

GIn

<210> 83
<211> 12
<212> PR

<213>

<400> 83

Gin
1
Ser
Gly
Ala
Lys
05
Leu
Ala

Gly

val
Lteu
Met
Leu
50

Gly
GIn
Arg

Glin

<210> 84
<211> 11
<212> PR

<213>

<400> 84
GIn val GIn Leu Gln

35
Ile

Arg
Met
Arg

Gly
115

2

PRT _
Homo sapiens

Gin
Arg
His
35

Ile
Arg
Met
Gly

Gly
115

2
T

Glin
Arg
His
35

Ile
Arg
Met
Gly

Gly
115

7
T

Trp
Phe
Asn
Gly

100
Thr

Leu
l.ey
20

Trp
Trp
Phe
Asn
Ile

100
Thr

Leu
Leu
20

Trp
Trp
Phe
Asn
Ile

100
Thr

Tyr
Thr
Ser
Gly
Thr

val
5
Ser
val
Tyr
Thr
ser
85
Ala

Thr

Homo sapiens

val
5
Ser
val
His
Thr
Ser
85
Ala

Thr

Homo sapiens

ASp
Ile
70

Leu
Leu

val

Glu
Cys
Arg
Asp
Ile
70

Leu
val

va'l

Glu
Ccys
Arg
AsSp
Ile
70

Leu
val

val

Glu

Gly
55

Ser
Arg
Ala

Thr

ser
Ala
Gln
Gly
55

Ser
Arg
Ala

Thy

Ser
Ala
Gln
Gly
55

Ser
Arg
Ala

Thr

Ser

40
Ser

Arg
Ala
Ala

val
120

Gly
Ala
Ala
40

Ser
Arg
Ala
Tyr

val
120

Gly
Ala
Ala
40

Ser
Arg
Ala
Tyr

val
120

Gly

ASN
Asp
Glu
Arg

105
Ser

Gly
Ser
25

Pro
Asn
Asp
Glu
Tyr

105
Ser

Gly
Ser
25

Pro
Asn
ASp
Glu
TY"r

105
ser

Pro

Lys
Asn
ASp
90

Pro

Ser

Gly
Gly
Gly
Lys
Asnh
Asp
90

Tyr

Ser

Gly
Gly
Gly
Thr
Asn
Asp
90

Tyr

Ser

31

Tyr
Ser
75

Thr

Gly

val
Phe
Lys
Tyr
Ser
75

Thr

Tyr

val
Phe
Lys
Tyr
Ser
75

Thr

Tyr

Tyr
60

Lys
Ala

Gly

val
Thr
Gly
Ty
60

Lys
Ala

Gly

val
Thr
Gly
Tyr
60

Lys
Ala

Gly

45
Ala

Asn
val

Met

Gin
Phe
teu
45

Ala
Asn
val

Met

Gln
Phe
Leu
val
Asn
val

Met

Gly Leu val Lys
6378751

Asp
Thr
Tyr

ASp
110

Pro
Ser
30

Glu
Asp
Thr
Tyr

Asp
110

Pro
Arg
Glu
Asp
Thr
Tyr

Asp
110

Ser
Leu
TYr

val

Gly
15

Ser
Trp
Ser
Leu
Tyr

val

Giy
15

ser
Trp
Ser
Leu
TYr

val

val
Tyr
80

Cys

Trp

Arg
Tyr
val
val
Tyr
80

Cys

Trp

Arg
Tyr
val
val
Tyr
80

Cys

Trp

Pro Ser Gin



Thr
Gly
Trp
Leu
65

Ser
Cys
val

<210> 85

l.eu
Tyr
Tle
50

Lys
Leu
Ala

Thr

Ser
Tyr
35

Gly
Ser
Lys
Arg

val
115

<211> 122

<212>

PRT

Leu
20

Trp
Tyr
Arg
Leu
TYyr

100
Ser

Thr
Ser
Ile
val
Ser
85

Tyr

Ser

<213> Homo sapiens

<400>

Gin
1
Thr
ASp
Trp
Leu
65
Ser
Cys

Gly

val
Leu
Tyr
Ile
50

Lys
l.eu
Ala

Glin

85

Gln
Ser
Tyr
35

Gly
Ser
Lys
Arg

Gly
115

<210> 86
<211> 120
<212> PRT
<213> Homo sapiens

<400>

86

GIn val GIn

1
Thr

Gly
Trp
Leu
65

Ser

cys

Leu
Tyr
Ile
50

Lys
Leu

Ala

Gly Thr

<210> 87

Ser
Tyr
35

Gly
Ser
Lys
Arg

Leu
115

<211> 121
<212> PRT

Leu
Leu
20

Trp
Tyr
Arg
Leu
Gly

100
Thr

Leu
Leu
20

Trp
Tyr
Arg
Leu
Glu

100
val

Gin
5
Thr
Ser
Ile
Ile
Ser
85
Gly

Thr

Gln
5
Thr
Ser
Ile
val
Ser
85
Asp

Thr

Cys
Trp
Tyr
Thr
70

Ser

Tyr

Glu
Cys
Trp
Tyr
Thr
70

Ser
val

val

Glu
Ccys
Trp
Tyr
Thr
70

Ser
Thr

val

Thr
Ile
Tyr
55

Ile
val

Gly

Ser
Thr
Ile
Tyr
55

Ile
val
Thr

Thr

ser
Thr
Ile
Tyr
55

Ile
val
Ala

Ser

val
Arg
40

Ser
Ser
Thr

Met

Gly
val
Arg
40

Ser
Ser
Thr
Thr

val
120

Gly
val
Arg
40

Ser
Ser
Thr
Met

ser
120

Ser
25

GlIn
Gly
val
Ala

Asp
105

Pro
Ser
25

Glin
Gly
val
Ala
Tyr

105
Ser

Pro
Ser
25

Glin
Gly
val
Ala

val
105

Gly
His
Ser
Asp
Ala

val

Gly
Gly
His
Ser
AsSp
Ala
90

Tyr

Ser

Gly
Gly
His
Ser
Asp
Ala

90
Tyr

32
Gly
Pro
Thr
Thr
75
Asp

Trp

Leu
Gly
Pro
Thr
Thr
75

AsSp

Tyr

Leu
Gly
Pro
Thr
Thr
75

Asp

Phe

Ser
Gly
Tyr
60

Ser
Thr

Gly

val
Ser
Gly
Tyr
60

Ser
Thr

Ala

val
Ser
Gly
Tyr
60

Ser
Thr

ASp

637875_1

ITe
Lys
45

Tyr
Lys
Ala

Gln

Lys
Ile
Lys
45

Tyr
Lys
Ala

Met

Lys
Ile
Lys
45

Tyr
Lys
Ala

Tyr

ser
Gly
Asn
Asn
val

Gly
110

Pro
ser
Gly
Asn
Asn
val

AsSp
110

Pro
Ser
Gly
Asn
Asn
val

Trp
110

15
Ser

Leu
Pro
Gln
Tyr

95
Thr

ser
15

Ser
Leu
Pro
Leu
Tyr

val

Ser
15

Ser
Leu
Pro
Gln
Tyr

95
Gly

Gly
Glu
Ser
Phe
80

Tyr

Thr

Gin
Ser
Glu
Ser
Phe
80

Tyr

Trp

Gln
Gly
Glu
Ser
Phe
80

Tyr
Gln



<213> Homo sapiens

<400> 87

Gln
1
Thr
Gly
Trp
Leu
65
sSer
Ccys

Gln

<210>

val
Leu
Tyr
Ile
50

Lys
Leu
Ala

Gly

GlIn
Ser
Tyr
35

Gly
Ser
Lys
Arg

Thr
115

88

<211> 115

<212>
<213>

<400>

Gin
1
Thr
Tyr
Gly
Ser
65
Lys
Arg

val

<210>
<211>
<212>
<213>

<400>

Gin
1
Thr
Tyr
Gly
Ser
65
LyS
Arg

Thr

val
Leu
Trp
Glu
50

Arg
Leu
Gly

Ser

val
Leu
Trp
Glu
50

Arg
lL.euy
Gly

val

PRT .
Homo sapiens

88

Gin
ser
Ser
35

Ile
val
Ser
GIn

Ser
115

89

116
PRT
Homo sapiens

89

Gln
Ser
Asn
35

Ile
val
Asn
Gln

Ser
115

Leu
Leu
20

Trp
Tyr
Arg
Leu
Glu

100
Leu

Leu
Leu
20

Trp
Asn
Thr
Ser

Leu
100

l.eu
Leuy
20

Trp
Asn
Thr
Ser
Leu

100
Ser

GIn
5
Thr
Ser
Ile
val
ser
85
ASD

val

Gin
5
Thr
Ile
His
Ile
val

85
val

Gin
5
Thr
Ile
His
Ile
val

85
va'l

Glu
cys
Trp
Tyr
Thr
70

Ser
Thr

Thr

Gin
Cys
Arg
Ser
Ser
70

Thr

Phe

Gln
Cys
Arg
Ser
Ser
Thr

Pro

Ser
Thr
Ile
Asn
Ile
val
Ala

val

Trp
Ala
GIn
Gly
val
Ala

Asp

Trp
Ala
Gln
Gly
val
Ala
Phe

Gly
val
Arg
40

Ser
Ser
Thr
Met

ser
120

Gly
val
Pro
40

Ser
ASp
Ala

Tyr

Gly
val
Pro
40

Arg
ASp
Ala

Asp

Pro
ser
Gln
Gly
val
Ala
val

105
Ser

Ala
Tyr
25

Pro
Thr
Thr
Asp

Trp
105

Ala
Tyr
25

Pro
Thr
Thr
ASp

Tyr
105

Gly
10

Gly
His
Ser
Asp
Ala

90
Pro

Gly
10

Gly
Gly
Asn
Ser
Thr

90
Gly

Gly
10

Gly
Gly
Asp
Ser
Thr

90
Trp

33

Leu
Gly
Pro
Thr
Thr
75

ASp

Tyr

Leu
Gly
LysS
TYyr
LyS
75

Ala

GIn

Leu
Gly
Lys
Tyr
Lys
Ala
Gly

val
Ser
Gly
Tyr
60

Ser
Thr

Phe

Leu
Ser
Gly
Asn
60

AsSn
val

Gly

Leu
Ser
Gly
Asn
60

Lys
val

Gln

637875_1

Lys
Ile
Lys
45

Tyr
LysS
Ala

Asp

Lys
Phe
Leu
45

Pro
Gin
Tyr
Thr

Lys
Phe
Leu
45

Pro
Glin
TYyr

Gly

Pro
Ser
Gly
Ash
Asnh
val

Tyr
110

Pro
Ser
Glu
Ser
Phe
Tyr

Leu
110

Pro
Ser
30

Glu
Ser
Phe
Tyr

Thr
110

ser
15

Ser
Leu
Pro
Gln
Tyr

95
Trp

Ser
15

Gly
Trp
Leu
Ser
Cys

val

ser
Ala
Trp
Leu
Ser
Cys

95
Leu

Gln
Gly
Glu
Ser
Phe
80

Tyr

Gly

Glu
Tyr
Ile
Lys
Leu
Ala
Thr

Glu
Tyr
Ile
Lys
Leu
80

Ala

val



<210> 90
<211> 115
<212> PRT
<213> Homo

<400> 90

GIn val Gin
1

Thr Leu Ser

Ala
35
Gly

ser Ala

Trp Leu
50

val Ser val

65

G1n pPhe Ser

TYyr Tyr Cys

val Ser

115

ser

<210>
<211>
<212>
<213> Homo

<400> 91
Gln val Glin
1
Thr

91
121
PRT

Leu Ser

Ala Ala
35
Gly

Ser

Leu
50
Ser

Trp
val val
65

Gin

Phe Ser

Tyr Tyr Cys
Thr

115

GIn Gly

<210>
<211>
<212>
<213> Homo

<400> 92

cagattcagc
tcctgcaagg
cctggacaag
gcacagaagg
atggagctga
ggtatggacy

<210> 93

<211> 327
<212> DNA
<213> Homo

<400> 93

92
345
DNA

sapiens

Leu ng Gl
Leu Thr
20

Trp

Cy

Asn Tr

Arg Thr Ty
Ar
70

i.e
Ph

Lys Ser
Gin
85
Arg

Leu

Ala
100

sapiens

Leu ng Gl

teu Thr
20

Trp

cy

Asn Tr

Arg Thr Ty
Ar
70

Le

Lys Ser
Glin
85

Arg

Leu
Ala Gl
100
Leu

val Th

sapiens

tggtgcagtc
cttctggtta
ggcttgagty
tccagggeag
ggagcctgag
tctggggceca

sapiens

n Ser Gly

s Ala Ile

p Ile

r

Arg
40

Tyr Arg

g Ile Thr

u Asn Ser

e Asp Tyr

h Ser Gly

s Ala Ile

p Ile

r

Arg
40
Tyr Arg

g Ile Thr

u Asn Ser

y Gly Pro

r val Ser

120

tggagctgag
ccccttgacc
gatgggatgg
cgtcaccatg
atctgacgac
agggaccacg

34

Pro Gly Leu

Ser Gly
25
Gln

ASp

Ser Pro

ser Lys Trp

Ile Pro
75

Pro

AsSh

Thr
90
Gly

val
Trp Gln
105

Pro Gly Leu
Ser
25

Gln

Gly Asp

Ser Pro

Ser Lys Trp

Ile Pro
75

Pro

Asn

val Thr

Thr Ala Ala
105

Ser

gtgaagaagc
agctatggta
atcagcgcett
accacagaca
acggcegtgt
gtcaccgtct

val Lys Pro

val ser
30
Gly

Ser
Ser Arg
45
Tyr Asn
60
Asp

Asp

Thr Ser

Glu Asp Thr

Thr Leu

110

Gly

val Lys Pro

val Ser
30
Gly

ser
Ser Arg
45
Tyr Lys Asn
60
ASp

Thr Ser

Gly Asp Thr

Phe Asp Tyr

110

ctggggectc
tcagctggot

catccacgag
attactgtgc
cctet

637875_1

Ser
15

Ser
Leu
Tyr
Lys
Ala

val

Ser
15

Ser
Ley
Tyr
LYS
Ala

95
Trp

agtgaaggtc 60

gcgacaggec 120
acaatggtaa cacaaactat 180
cacagtctac 240
gagaggctac ggg

GIn
Asn
Glu
Ala
Asn
val

Thr

Gln
Asn
Glu
Ser
Asn
val

Gly



cagtctgecc
tectgeacty
tacccaggea
tctaatcget
caggctgagyg
ggcggaggga

<210> 94
<211> 345
<212> DNA
<213> Homo

<400> 94

caggttcage
tcctgecaagyg
cctggacaag
gcacagaagc
atggagctga
ggtatggacg

<210> 95
<211> 327
<212> DNA
<213> Homo

<400> 95

cagtctgecc
tcctgeactyg
cacccaggca
tctaatcgct
caggctgagg
ggcggaggga

<210> 96
<211> 345
<212> DNA
<213> Homo

<400> 96

caggttcagc
tcctgcaagyg
cctggacaag
gcacagaagg
atggagctga
ggtatggacg

<210> 97

<211> 327
<212> DNA
<213> Homo

<400> 97

cagtctgecc
tcctgcactyg
cacccaggea
tctatteget
caggctoagg
ggcggaggga

<210> 98
<211> 345
<212> DNA
<213> Homo

<400> 98

cagattcagc
tcctgecaagg
cctggacaag

tgactcagec
gaaccagcag
aaccccccaa
tctctggete
acgaggctga
ccaagctgac

sapiens

tggtgcagtc
cttctggtta
ggcttgagtg
tccagggceag
ggagcctgag
tctggggeca

sapiens

tgactcagcc
gaaccagcag
aagcceccaa
tctctggetce
acgaggcetga
ccaagctgac

sapiens

tggtgcagtc
cttctggtta
ggcttgagtyg
tccagggeag
ggagcctgag
tctggggceca

sapiens

tgactcagcec
gaaccagcag
aaccccccaa
tctetggete
acgaggctga
ccaagctgac

sapiens

tggtgcagtc
cttctggtta
ggcttgagtg

tgcctecgty
tgacgttggt
actcaagatt
caagtctggce
ttatttctge
cgtecta

tggagctgag
caccttaacc
gatgggatgg
aggcaccatg
atctgacgac
agggaccacg

tgccteegtg
tgacgttggt
actcatgatt
caagtctggc
ttattactgc
cgtccta

tggagctgaa
caccttgacc
gatgggatgg
agtcaccatg
atctgacgac
agggaccacg

tgccteegty
tgacgttggt
actcatgatt
caagtctgge
ttattrctgce
cgtecta

tggagctgag
caccttgacc

gatgggatgg

35
tctgggtetc
ggttataact
tatgaggtca
aacacggcect
agctcatata

gtgaagaagc
agctatggta
gtcagttttt
accacagacc
acggeegtgt
gtcaccgtct

tctgggtcetc
ggttataact
tatgaggtca
aacacggect
aattcatata

gtgaagaagc
agctatggta
atcagetttt
accacagaca
acggccgtgt
gtcaccgtct

tctgggtotce
ggttataact
tatgaggtca
aacacggcct
agctcatata

gtgaagaagc
agctatggta
atcagctttt

ctggacagtc
ctgtctecty
gtaatcggcec
ccctgaccat
caagcaccag

ctggggectc
tcagctgggt
ataatggtaa
catccacgag
attactgtgce
cctct

ctggacagtc
ctgtctectg
gtaatcggcc
ccctgaccat
caagcaccag

ctggggcectc
tcagctgggt
acaatggtaa
catccacgag
attactgtgc
cctet

ctggacagtc
ctgtctccty
gtaatcggcec
ccctgaccat
caagcaccag

ctggggectce
tcagctgggt
acaatggtaa

6378751

gatcaccatc
gtaccaacag
ctcaggggtt
ctctgggetce
catggtctrtc

agtgaaggtc
gcgacaggec
cacaaactat
cacagcctac
gagaggctac

gatcaccatc
gtaccaacag
ctcaggggtt
ctctgggetc
catggtattc

agtgaaggtc
gcgacaggcc
cacaaactat
cacagtctac
gagaggctac

gatcaccatc
gtaccaacag
ctcaggggtt
ctctgggetc
catggtcttc

agtgaaggtc
gcgacaggec
cacaaactat

60

120
180
240
300
327

60

120
180
240
300
345

60

120
180
240
300
327

60

120
180
240
300
345

60

120
180
240
300
327

60
120
180



gcacagaagg
atggagctga
ggtatggacg

<210> 99
<211> 327
<212> DNA
<213> Homo

<400> 99

cagtctgeec
tcctgeactg
cacccaggca
tctaatcgct
caggctgagg
ggcggaggga

<210> 100
<211> 345
<212> DNA
<213> Homo

<400> 100
caggttcagc
tcctgcaagg
cctggacaag
gcacagaagc
atggagctga
ggtatggacg

<210> 101
<211> 327
<212> DNA
<213> Homo

<400> 101
cagtctgcecc
tcctgeactyg
cacccaggca
tctaatcgct
caggctgagg
ggcggaggga

<210> 102
<211> 363
<212> DNA
<213> Homo

<400> 102

caggtgcagc
acctgcactg
cagcacccag
tacaacccgt
tccctgaage
gatacagcta
tca

<210>
<211>
<212>
<213> Homo

<400> 103

cagtctgtac
tcctgeacty
gttccaggaa
cctgaccgat

caggctgagg

103
333
DNA

tccagggeag

ggagcctgag
tctggggeca

sapiens

tgactcagec
gaaccagcag
aaccccccaa
tctetggetce
acgaggctga
ccaagcetgge

sapiens

tggtgcagtc
cttctggtta
ggcttgagtyg
tccagggceag
ggagcctgag
tctggggeca

sapiens

tgactcagcc
gaaccagcag
aagcccccaa
tctetggete
acgaggctga
ccaagctgac

sapiens

tgcaggagtc
tctetggtyy
ggaagggcct
ccetcaagag
tgagctctgt
tggttcctta

sapiens

tgacgcagece
ggagcagctc
cagcccccaa
tctetggetc
atgaggctga

agtcaccatg
atctgacgac
agggaccacg

tgecteegty
tgacgttggt
actcatgatt
caagtctggce
ttatttctge
cgtccta

tggagctgag
caccttaacc
gatgggatgg
aggcaccatg
atctgacgac
agggaccacg

tgcctecgtg
tgacgttggt
actcatgatt
caagtctggce
ttattactgc
cgtccta

gggcccagga
ctccatcagce
ggagtggatt
tcgagttacc
gactgccgeg
ctttgactac

gccctcagtg
caacatcggg
actcctcatc
caagtctgge
ttattactgc

36
accacagaca
acggcegtgt
gtcaccgtct

tctgggtcete
ggttataact
tatgaggtca
aacacggcect
agctcatata

gtgaagaagc
agctatggta
gtcagttttt
accacagacc
acggecgtgt
gtcaccgtct

tctgggtete
ggttataact
tatgaggtca
aacacggect
aactcatata

ctggtgaagce
agtggtggtt
gggtacatat
atatcagtag
gacacggccg
tggggccagg

tctggggecc
gcacattatg
tatggtaaca
acctcagect
cagtcctatg

catccacgag
atttctgtgc
cctca

ctggacagtc
ctgtctcgtyg
gtaatcggcec
ccctgaccat
caagcaccag

ctggggcctce
tcagctgggt
ataatggtaa
catccacgag
attactgtgc
cctea

ctggacagtc
ctgtctectg
ctaatcggcec
ccctgaccat
caagcaccag

cttcacagac
actactggag
ataacagtgg
acacgtctaa
tgtattactg
gaaccctggt

cagggcagag
atgtgcactg
cctateggec
ccctggecat
acaacagect

637875_1

cacagtctac
gagaggttac

gatcaccatc
gtaccaacag
ctcaggggtt
ctctgggcetc
catggtctte

agtgaaggtc
gcgacaggcc
cacaaactat
cacagcctac
gagaggctac

gatcaccatc
gtaccaacag
ctcaggggtt
ctctgggcetc
catggtgttce

cctgtcecctce
ctggatccge
gagcacctac
gaaccagttc
tgcgagagag
caccgtctec

ggtcaccatc
gtaccagcag
ctcaggggtc
cactgggctc

gagtggtgtg

240
300
345

60

120
180
240
300
327

60

120
180
240
300
345

60

120
180
240
300
327

60

120
180
240
300
360
363

60

120
180
240
300



gtattcggeg

<210> 104
<211> 366
<212> DNA
<213> Homo

<400> 104
caggtgcacc
tcctgtgeag
ccaggcaagqg
gcagactccg
ctgcaaatga
gcagccctct
tcctca

<210>
<211>
<212>
<213> Homo

<400> 105

cagtctgtgt
tcctgetcty
ccaggaacag
gaccgattct

actggggacg
ttcggaactg

<210> 106
<211> 366
<212> DNA
<213> Homo

<400> 106
caggtgcagce
tcctgtgeag
ccaggcaagg
gcagactccg
ctgcaaatga
gcagcectcet
tcctca

<210>
<211>
<212>
<213> Homo

<400> 107
cagtctgtgt
tcctgetety
ccaggaacag
gaccgattct

actggggacyg
ttcggaactg

<210> 108
<211> 366
<212> DNA
<213> Homo

<400> 108
caggtgcacc
tcctgtgeag
ccaggcaagg
gcagactccyg
ctgcaaatga
gcagccctct

105
330
DNA

1067
330
DNA

gagggaccaa

sapiens

tggtggagtc
cgtctggatt
ggctggagtyg
tgaagggccg
acagcctgag
actactacta

sapiens

tgacgcagcec
gaagcagctc
cccccaaact
ctggctccaa
aggccgatta

ggaccagggt

sapiens

tggtggagtc
cgtctggatt
ggctggagty
tgaagggccg
acagcctgag
actactacta

sapiens

tgacgcagcec
gaagcagctc
cccecaaact
ctggctccaa
aggccgatta

ggaccagggt

sapiens

tggtyggagtc
cgtctggatt
ggctggagty
tgaagggccg
acagcctgag
actactacta

gctgaccgtc

tgggggaggc
caccttcaac

ggtggcactt
attcaccatc
agccgaggac
cggtatggac

gceccteagtg
caacattggg
cctcatttat
gtctggeacy
ttactgcgga
caccgtccta

tgggggaggc
caccttcagc

ggtggcactt
attcaccatc
agccgaggac
cggtatggac

gccectcagtg
caacattggg
cctcatttat
gtctggcacg
ttactgcgga
caccgtccta

tgggggaggc
caccttcaac

ggtggcactt
attcaccatc
agccgaggac
cggtatggac

37
cta

gtggtccage
agctttggea
atctggtctg
tccagagaca
acggctgtgt
gtctggggcc

tctgeggecce
aataattttg
gactataata
tcagccaccce
acatgggata

gtggtccagce
agctttggca
atatggaatg
tccagagaca
acggctgtgt
gtctggggec

tctgeggece
aataattttg
gactataata
tcagccacee
acatgggata

gtggtccage
agctttggeca
atatggtctg
tccagagaca
acggergtgt
gtctggggee

ctgggaggtc
tgcactgggt
atggaagtga
attccaagaa
attactgtgce
aagggaccac

caggacagaa
tatcctggta
agcgaccctce
tgggcatcac
gcagcctgag

ctgggaggtc
tgcactgggt
atggaagtaa
attccaagaa
attactgtge
aagggaccac

caggacagaa
tatcctggta
agcgacccte
tgggcatcac
gcagtctgag

ctgggaggte
tgcactgggt
atggaagtga
attccaagaa
attactgtgce
aagggaccac

637875_1

cctgagactc
ccgeeaggcet
tgaatactat
cacgctgtat
gagagccata
ggtcaccgtc

ggtcaccatc
ccagcagcetc
agggattcct
cggactccag
tgcttatgtc

cctgagactc
ccgeeagget
taaatactat
cacgctgtat
gagagccata
ggtcaccgtc

ggtcaccatc
ccagcagctc
agggattcct
cggactccag
tggttatgtc

cctgagactc
ccgecagget
taaatactat
cacgctgtat
gagagccata
ggtcaccgtc

333

60

120
180
240
300
360
366

60

120
180
240
300
330

60

120
180
240
300
360
366

60

120
180
240
300
330

60

120
180
240
300
360



tcctceca

<210>
<211>
<212>
<213> Homo

<400> 109
cagtctgtgt
tcctgetetg
ccaggaacag
gaccgattct

actggggacg
ttcggaactg

<210> 110
<211> 366
<212> DNA
<213> Homo

<400> 110
caggtgcagce
tcctgtgeag
ccaggcaagg
gcagactccg
ctgcaaatga
gcagccctct
tcctca

<210> 111
<211> 330
<212> DNA
<213> Homo

<400> 111
cagtctgtgt
tcctgetetg
ccaggaacag
gaccgattct

actggggacg
ttcggaactg

<210> 112
<211> 366
<212> DNA
<213> Homo

<400> 112
caggtgcagce
tcctgtgeag
ccaggcaagg
gcagactccg
ctgcaaatga
gcageectct
tcctea

<210> 113
<211> 330
<212> DNA
<213> Homo

<400> 113
cagtctgtgt
tcctgetety
ccaggaacag
gaccgattct

actggggacyg
ttcggaactg

109
330
DNA

sapiens

tgacgcagcec
gaagcagttc
cccccaaact
ctggctccaa
aggccgatta
ggaccagggt

sapiens

tggtggagtc
cgtctggatt
ggctggagtg
tgaagggccg
acagcctgag
actactacta

sapiens

tgacgcagcc
gaagcagctc
cccccaaact
ctggctccaa
aggccgatta

ggaccagggt

sapiens

tggtggagtc
cgtctggatt
ggctggagty
tgaagggccg
acagcctgag
actactacta

sapiens

tgacgcagcc
gaagcagctc
cccccaaact
ctggctccaa
aggccgatta
ggaccagggt

gccctcagtg
caacattggg
cctcatttat
gtctggcacg
ttactgegga
caccgtccta

tgggggaggce
caccttcagce

ggtggcactt
attcaccatc
agccgaggac
cggtatggac

gccctcagty
caacattggg
cctcatttat
gtctggcacyg
ttactgcgga
caccgtccta

tgggggaggce
caccttcagce
ggtggcactt
attcaccatc
agccgaggac
cggtatggac

gcccacagtg
caacattggg
cctcatttat
gtctggcacy
ctactgcgga
caccgtccta

38

tetgeggecec
aataattttg
gactataata
tcagccaccc
acatgggata

gtggtccagce
agctttggca
atatggaatg
tccagagaca
acggctgtgt
gtctggggec

tctgcggecce
aataattttg
gactataata
tcagccacce
acatgggata

gtggtccage
agctttggca
atatggaatg
tccagagaca
acggctgtgt
gtctggggec

tctgeggecce
aataatttty
gactataata
tcageccaccce
acatgggata

caggacagaa
tatcctggta
agcgaccctc
tgggcatcac
gcagcctgag

ctgggaggtc
tgcactgggt
atggaagtaa
attccaagaa
attactgtgc
acgggaccac

caggacagaa
tatcctggta
agcgaccctce
tgggcatcac
gcagcctgag

ctgggaggtc
tgcactgggt
atggaagtaa
attccaagaa
attactgtgce
aagggaccac

caggacagaa
tatcctggta
agcgaccctce
tgggcatcac
gcagcctgag

637875_1

ggtcaccatc
ccagcagttc
agggattcct
cggactccag
ttcttatgte

cctgagactce
ccgcecaggcet
taaatactat
cacgctgtat
gagagccata
ggtcaccgtc

ggtcaccatc
ccagcagctc
agggattcct
cggactccag
tggttatgtc

cctgagactc
ccgeecaggcet
taaatactat
cacgctgtat
gagagccata
ggtcaccgtc

ggtcaccatc
ccagcagctc
agggattcct
cggactccag
tggttatgtc

366

60

120
180
240
300
330

60

120
180
240
300
360
366

60

120
180
240
300
330

60

120
180
240
300
360
366

60

120
180
240
300
330



114
366
DNA

<210>
<211>
<212>
<213> Homo

<400> 114
caggtgcagce
tcctgtgeag
ccaggcaagg
gtagactccg
ctgcaaatga
gcagtggctt
tcectea

<210>
<211>
<212>
<213> Homo

<400> 115

cagtctgtgt
tcctgetctg
ccaggaacag
gaccgattct

actggggacg
ttcggaactg

<210> 116
<211> 363
<212> DNA
<213> Homo

<400> 116
gaggtgcagc
tcctgtgeag
ccagggaagg
gcagactccg
ctgcaaatga
gtactaatgg
tca

<210>
<211>
<212>
<213> Homo

<400> 117
gacatcctga
atcacttgcec
gggaaagccc
aggttcagtg
gaagattttg
gggacacgac

<210> 118
<211> 363
<212> DNA
<213> Homo

<400> 118

gaggtgcagc
tcctgtgeag
ccagggaagg
gcagactccg
ctgcaaatga
gtactaatgg
tca

115
330
DNA

117
321
DNA

sapiens

tggtggagtc
cgtctggatt
ggctggagtg
tgaagggcecg
acagcctgag
actactacta

sapiens

tgacgcagcec
gaagcagctc
cccccaaact
ctggctccaa
aggccgatta
ggaccaaggt

sapiens

tgttggagtc
cCctctggatt
ggctggagtyg
tgaagggccg
acagcctgag
tgtatgctat

sapiens

tgacccagtc
gggcaagtca
ctaaggtcct
gcagtggatc
caacttacta
tggagattaa

sapiens

tgttggagtc
cctetggatt
ggctggagty
tgaagggeey
acagcctgag
tgtatgctat

tgggggaggc
caccttcagg

ggtggcactt
attcaccatc
agccgaggac
cggtatggac

gcccteagtg
caacattggg
ccrecatttat
gtctggcacg
ttactgcgga
caccgtecta

tgggggaggc
cacctttagc

ggtctcaact
gttcaccatc
agccgaggac
gcttgactac

tccatectee
gagcattagc
gatctatgct
tgggacagat
ctgtcaacag
a

tgggggaggc
cacctttagce

ggtctcaact
gttcaccatc
agccgaggac
gcttgactac

39

gtggtccagce
agctatggca
atatggcatg
tccagagaca
acggctgtgt
gtctggggece

tctgeggecc
aataattttg
gacagtaata
tcagccaccc
acatgggata

ttggtacagc
agctatgeca
attagtggta
tccagagaca
acggccgtat
tggggccagy

ctgtctgeat
agttatttaa
gcctecagtt
ttcactctca
agttacagtt

ttggtacagc
agctatgcca
attagtggta
tccagagaca
acggcegtat

tggggccagy

ctgggaggtc
tgcactgggt

atggaagtaa
attccaagaa
attactgtgce
aagggaccac

caggacagaa
tatcctggta
agcgaccctc
tggacatcac
gcagcctgag

ctggggggtc
tgaactgggt

gtggtgataa
attccaagaa
attactgtgc
gaaccctggt

ctgttggaga
attggtatca
tgcaaagtyg
ccatcaacag
cceccatcac

€gggggggtc
tgaactgggt
gtggtggtaa
attccaagaa
attactgtge
gaaccctggt

637875_1

cctgagactc
ccgcecagget
tacatactat
cacgctgtat
gagaggtata
ggtcaccgtc

ggtcaccatc
ccagcagetc
agggattcct
cggactccag
tgcttatgtt

cctgagactc
ccgceagget
cacatactac
cacgctgtat
gaaaaagttt
caccgtctece

cagagtcacc
gcagaaacca
ggtcccatca
tcrgcaacct
cttcggccaa

cctgagactc
ccgecaggcet
cacatactac
cacgctgtat
gaaaaagttt
caccgtctec

60

120
180
240
300
360
366

60

120
180
240
300
330

60

120
180
240
300
360
363

60

120
180
240
300
321

60

120
180
240
300
360
363



<210>
<211>
<212>
<213> Homo

<400> 119
gacatccaga
atcacttgcc
gggaaagccc
aggttcagtg
gaagattttg
gggacacgac

<210> 120
<211> 345
<212> DNA
<213> Homo

<400> 120
caggttcagc
tcctgcaagg
cctyggacaag
gcacagaagg
atggaggtga
ggtatggacg

<210> 121
<211> 327
<212> DNA
<213> Homo

<400> 121
cagtctgcecc
tcctgeactg
cacccaggca
tctaatcget
caggctgagg
ggcggaggga

<210> 122
<211> 345
<212> DNA
<213> Homo

<400> 122

caggttcagc
tcctgcaagg
cctggacaag
gcacagaagg
atggagctga
ggtatggacg

<210> 123
<211> 327
<212> DNA
<213> Homo

<400> 123

C&gtCthCC
tcctgeactg
cacccaggcea
tctattcget
caggctgagg
ggcggaggga

<210> 124
<211> 345

119
321
DNA

sapiens

tgacccagtc
gggcaagtca
cttacctcct
gcagtggatc
caacttacta
tggagattaa

sapiens

tggtgcagtc
cttctggtta
ggcttgagtyg
tccagggceag
ggagtctgag
tctggggcca

sapiens

tgactcagcc
gaaccagcag
aaccccccaa
tctetggetc
acgaggctga
ccaagctgac

sapiens

tggtgcagtc
cttctggtta
ggcttgagtg
tccagggcag
ggagcctgag
tctggggeca

sapiens

tgactcagec
gaaccagcag
aaccccccaa
tctetggete
acgaggctga
ccaagctgac

teccatectec
gagcattagc
gatctatgct
tgggacagat
ctgtcaacag
a

tggagctgag
cagtttgacc
gatgggatgg
agtcaccatg
atctgacgac
agggaccacg

tgcctcegty
tgacgttggt
actcatgatt
caagtctggc
ttatttctge
cgtccta

tggagctgag
caccttgacc
gatgggatgg
agtcaccatg
ctctgacgac
agggaccacg

tgecteegty
tgacgttggt
actcatgatt
caagtctgge
ttatttctge
cgtecta

40

ctatctgeat
atctatttaa
gcagccagtt
ttcactctca
agttacagtg

gtgaagaagc
agctatggta
atcagcgcett
accacagaca
acggeegtgt
gtcaccgtct

tctgggtetc
ggttataact
tatgaggtca
aatacggcect
agctcatata

gtgaagaggc
agctatggta
atcagcgttt
accacagaca
acggcegtgt
gtcaccgtct

tctgggtctc
ggttataact
tatgaggtca
aacacggcct
agctcatata

ctgtaggaga
attggtatca
tgcaaagtgg
ccatcagcag
ccececcatcac

ctggggectce
tcagctgggt
acaatggtaa
catccacgag
attactgtgc
cctca

ctggacagtc
ctgtctecty
gtaatcggcc
ccctgaccat
caagcaccag

ctggggectce
tcagctgggt
acaatggtaa
catccacgag
attactgtgce
cctca

ctggacagtc
ctgtctectg
gtaatcggcec
ccctgaccat
caagcaccag

637875_1

cagagtcacc
gcagaagcca
ggtcccatca
tctgcaacct
cttcggecaa

actgaaggtc
gcgacaggec
cacaaactat
cacagtctac
gagaggctac

gatcaccatc
gtaccaacag
ctcaggggtt
ctctgggetce
catggtcttc

agtgaaggtc
gcgacaggcec
cacaaactat
cacagtctac
gagaggctac

gatcaccatc
gtaccaacag
ctcaggggtt
ctctgggctc
catggtcttc

60

120
180
240
300
321

60

120
180
240
300
345

60

120
180
240
300
327

60

120
180
240
300
345

60

120
180
240
300
327



<212> DNA
<213> Homo

<400> 124
caggttcagc
tcctgeaagg
cctggacaag
gcacagaagg
atggagttga
ggtatggacg

<210> 125
<211> 327
<212> DNA
<213> Homo

<400> 125
cagtctgecc
tcctgeacty
cacccaggcea
tctaatcget
caggctgagg
ggcggaggga

<210> 126
<211> 345
<212> DNA
<213> Homo

<400> 126
caggttcagt
tcctgeaagg
cctggacaag
gcacagaagg
atggagctga
ggtatggacg

<210> 127
<211> 327
<212> DNA
<213> Homo

<400> 127
cagtctgecc
tcctgeactg
cacccaggca
tctaatcget
caggctgagg
ggcggaggga

<210> 128
<211> 345
<212> DNA
<213> Homo

<400> 128
caggttcagc
tcctgcaagg
cctggacaag
gcacagaagt
atggaactga
gttatggacg

<210> 129
<211> 327
<212> DNA
<213> Homo

sapiens

tggtgcagtc
cttctggtta
ggcrtgagtg
tccagggeag
ggagcctgag
tctggggeca

sapiens

tgactcagcc
gaaccagcag
aaccccccaa
tctctggctce
acgaggctga
ccaagctgac

sapiens

tggtgcagtc
cttctggtta
ggcttgagtg
tccagggcag
ggagcctgag
tctggggcca

sapiens

tgactcagec
gaaccaacag
aaccccccaa
tctetggetce
acgaggctga
ccaagctgac

sapiens

tggtgcagtc
cttctggtta
ggcttgagty
tccagggcag
ggagcctgag
tctggggeca

sapiens

tggagctgag
ccecttgace
gatgggatgg
agtcaccatg
atctgacgac
agggaccacyg

tgccteegty
tgacgttggt
actcatgatt
caagtctggc
ttatttctge
cgtecta

tggagctgag
cgccttgacce
gatgggatgg
agtcaccatg
atctgacgac
agggaccacg

tgceteegty
tgacgttggt
actcatgatt
caagtctggce
ttatttctge
cgtecta

tggagetgag
cagctttacc
gatgggatgg
agtcaccatg
atctgacgac
agggaccacg

41

gtgaagaagc
agctatggta
atcagcgett
accacagaca
acggeegtgt
gtcaccgtct

tctgggtctce
ggttataact
tatgaggtca
aatacggcct
agctcatata

gtgaagaagc
agctatggta
atcagcgctt
accacagaca
acggccgtgt
gtcaccgtct

tctgggtctc
ggttataact
tatgaggtca
aacacggcect
agctcatata

gtgaagaagc
agctatggta
gtcagegett
accacagaca
acggecgtgt
gtcaccgtct

ctggggectce
tcagctgggt
acaatggtaa
catccacgag
attactgtgc
cctea

ctggacagtc
ctgtctecctg
gtaatcggcc
ccctgaccat
caagcaccag

ctggggcectc
tcagctgggt
acaatggtaa
catccacgag
attactgtygc
cctca

ctggacagtc
ctgtctectyg
gtaatcggcec
ccctgaccat
caagcaccag

ctggggectc
tcagctgggt
acaatrggtaa
catccacgag
attactgtgc
cctea

637875_1

agtgaaggtc
gcgacaggcc
cacaaactat
cacagtctac
gagaggctac

gatcaccatc
gtaccaacag
ctcaggggtt
ctctgggcetce
catggtcttce

agtgaaggtc
gcgacaggcc
cacaaactat
cacagtctac
gagaggctac

gatcaccatc
gtaccaacag
ctcagggatt
ctctgggctc
catggtcttc

agtgaaggtc
gcgacaggcec
cacaaactat
cacagcctac
gagaggctac

60

120
180
240
300
345

60

120
180
240
300
327

60

120
180
240
300
345

60

120
180
240
300
327

60

120
180
240
300
345



<400> 129
cagtctgccc
tcctgeacty
cacccaggca
tctaatcget
caggctgagg
ggcggaggga

<210> 130
<211> 363
<212> DNA
<213> Homo

<400> 130
caggtacagt
acctgtgeca
cagtccccat
aaaaattatt
cagttctctc

agaggggggc
tca

<210>
<211>
<212>
<213> Homo

<400> 131
ctrtetgecc
tcetgeacty
tattcaggca
tctaatcget
caggctgagg
ttcggcggag

<210> 132
<211> 357
<212> DNA
<213> Homo

<400> 132
gaggtgcagt
tectgtgtag
ccagggaagg
gtggactctg
ctgcaaatga
aactggggat

<210> 133
<211> 327
<212> DNA
<213> Homo

<400> 133

cagtctgtge
tcttgttctg
ccaggaacgg
gaccgattct
tctgaggatg
ggcggaggga

<210> 134
<211> 357
<212> DNA
<213> Homo

<400> 134
gaggtgcagc

131
330
DNA

tgactcagcc
gaaccagcag
aagcccccaa
tctetggetc
acgaggctga
ccaagctgac

sapiens

tgcagcagtc
tctecgggga
cgagaggcct
cagtatctgt
tgcaactgaa
caactgctgce

sapiens

tgactcagec
gaaccagcag
aagcccccaa
tctetggetc
acgaggctga
ggaccaagct

sapiens

tggtggagtc
tctetggatt
ggctggagtg
tgaagggccg
acagcctgag
ttgcttttga

sapiens

tgactcagece
gaagcagctc
ccecccaaact
ctggctecaa
aggctgatta
ccaagctgac

sapiens

tggtggagtc

tgccteegtt
tgacgttggt
acgcatgatt
caagtctggc
ttattactgc
cgtccta

aggtccagga
cagtgtctct
tgagtggctg
gaaaagtcga
ctctgtgact
ttttgactac

tgcctecgty
tgatgttggg
actcatgatt
caagtctggce
ttattactgc
gaccgtccta

tgggggaggc
cacctttagt

ggtggccaac
attcaccatc
agccgaggac
tatctggggc

accctcagceg
caacatcgga
cctcatctat
gtctggcacc
ttattgtgca
cgteccta

tgggggaggc

42

tctgggtctc
gctrataact
tatgaggtca
aacacggcect
agctcatata

ctggtgaage
agcaacagtg
ggaaggacat
ataaccatca
cccggggaca

tggggccagg

tctgggtctc
aattataacc
tatgaggtca
aacacggect
tgctcatatg

ttggtccagce
agctattgga
ataaagcaag
tccagagaca
acggctgtat
caagggacaa

tctgggaccc
agtaagactg
aggaataatc
tcagectecec

gcatgggatg

ttggtccage

ctggacagtc
ctgtctecctyg
gtaatcggcec
ccctgaccat
caagcaccaa

cctcgeagac
ctgcttggaa
actacaggtc
acccagacac
cggctgtgta
gaaccctggt

ctggacagtc
ttgtctectg
gtaagcggcec
ccctgacaat
caggtagtag

ctggggggtc
tgagctgggt
atggaagtga
acgccaagaa
attactgtgc
tggtcaccgt

ccgggeagag
taaactggta
agcggecctt
tggccatcag
acagcctgaa

ctggggggtc

637875_1

gatcaccatc
gtaccaacag
ctcaggggtt
ctctgggetc
catggtattc

cctctcactce
ctggatcagy
caagtggtat
atccaagaac
ttactgtgca
caccgtctec

gatcaccatc
gtaccaacag
ctcaggggtt
ctctgggetc
cactttggtt

cctgagactc
ccgecagget
gaaatactat
ctcactgtat
gagagagtca
ctcttca

ggtcaccatc
ccaacaggtc
aggggtccct
tgggctcecag
ttgggtgttc

cctgagactc

60

120
180
240
300
327

60

120
180
240
300
360
363

60

120
180
240
300
330

60

120
180
240
300
357

60

120
180
240
300
327



tcctgtgeag
ccagggaagg
gtggactctg
ctgcaaatga
aactggggat

<210> 135
<211> 327
<212> DNA
<213> Homo

<400> 135
cagtctgtgce
tcttgttctg
ccaggaacgg
gaccgattct
tctgaggatg
ggcggaggga

<210> 136
<211> 351
<212> DNA
<213> Homo

<400> 136
gaggtgcagce
tcctgtgeag
ccagggaagg
gcagactecg
ctgcaaatga
ggcagtccect

<210> 137
<211> 330
<212> DNA
<213> Homo

<400> 137
cagtctgtgt
tcctgetetg
ccaggaacag
gaccgattct
actggggacyg
ttcggcggag

<210> 138
<211> 366
<212> DNA
<213> Homo

<400> 138
caggtgcagc
tcctgtgcag
ccaggcaagg
gcagactccg
cttcaaatga

ggtctggcag
tcctcea

<210>
<211>
<212>
<213> Homo

<400> 139
tcctatgage
acctgctcetg
cagtccectg

139
318
DNA

cctctggatt
ggctggagtg
tgaagggcecy
acagcctgag
ttgcttttga

sapiens

tgactcagec
gaagcagctc
cccccaaact
ctggctccaa
aggctgatta
ccaagctgac

sapiens

tgttggagtc
cctctggatt
ggctggagtg
tgaagggccy
acagcctgag
ttgactactg

sapiens

tgacgcagec
gaagcaactc
cceccaaact
ctggctccaa
aggccgatta
ggaccaagct

sapiens

tggtggagtc
cgtctggatt
ggctggagtg
tgaagggccyg
acagcctgag
ctcgtecggg

sapiens

tgactcagec
gagataaatt
tgctggtceat

cacctttagt
ggtggccaac
attcaccatt
agccgaggac
tgtctgggge

accctcagceg
caacatcgga
cctcatctat
gtctggcacc
ttactgtgea
cgtccta

tgggggaggc
cacctttagce

ggtctcaact
gttcaccatc
agccgaggac
gggccaggga

gcectcagtg
caacattggg
cctcatttat
ctctggeacg
ttactgcgga
gaccgtccta

tgggggaggc
caccttcagt

ggtggcaatt
attcaccatc
agccgaggac
cggtatggac

accctcagtg

gaggggataaa
ctatcaaaat

43
cgctattgga
ataaagcatg
tccagagaca
acggctgrgt
cacgggacaa

tctgggeccc
agtaatactg
agtaataatc
tcagectcce

gcatgggatg

ttggtacagce
agctatgeca
attagtggta
tccagagaca
acggccgtat
accctggtcea

tctgeggecc
aataattatg
gacaataata
tcagccaccce
acatgggata

gtggtccagc
agctatggca
atatggtatg
tccagagaca
acggcetgtgt
gtctggggec

tctgtgtece
tatgcttgct
accaagtgge

tgagctgggt
atggaagtga
acgccaagaa
attactgtgce
tggtcaccgt

ccggacagag
taaactggta
ggcggecctce
tggccatcag
acagcctgaa

ctggggggtc
tgagctgggt
gtggtggtag
attccaagaa
attactgtge
cecgretectce

caggacagaa
tatcctggta
agcgaccctc
tgggcatcac
gcagcectgag

ctgggaggtc
tgcactgggt
atggaagtaa
attccaagaa
attactgtgce
aagggaccac

caggacagac
ggtatcagca
ccttagggat

637875_1

ccgecagget
gaaatactat
ctcactgtat
gagagagtca
ctcttca

ggtcaccatc
ccagcagetce
aggggtccct
tgggctccag
ttgggtgttc

cctgagactc
ccgccaggcet
gacatattac
cacgctgtat
gaaagaagtt
a

ggtcaccatc
ccagcagetc
agggattcct
cggactccag
tgctgtggta

cctgagactc
ccgeeagget
taaatactat
cacactgtat

gaggaggggg
ggtcaccgtc

agccagaatc
gaaaccaggc
ccctgagega

120
180
240
300
357

60

120
180
240
300
327

60

120
180
240
300
351

60

120
180
240
300
330

60

120
180
240
300
360
366

60
120
180



ttctetgget

gatgaggcty
accaagctga

<210> 140
<211> 366
<212> DNA
<213> Homo

<400> 140
caggtgcagce
acctgcactg
cagcacccag
tacaacccgt
tccctgaagt

ggggtgacta
tcctca

<210>
<211>
<212>
<213> Homo

<400> 141
gacatacaga
atcacttgcec
gggattgccec
aggttcagtg
gaagattttg
gggaccaagg

<210> 142
<211> 369
<212> DNA
<213> Homo

<400> 142

caggtgcagc
tcctgtgeag
ccaggcaagg
gcagactccg
ctgcaaatga
ggtcccttga
gtctecctea

<210> 143
<211> 336
<212> DNA
<213> Homo

<400> 143

gatattgtga
atctcctgea
tacctgcaga
tccggggtec
agcagagtgg
ttcactttcg

<210> 144
<211> 357
<212> DNA
<213> Homo

<400> 144

gaggtgcagc
tcctgtgcag
ccagggaagg
gtggactctg

141
321
DNA

ccaagtctgg
actattactg
ccgtecta

sapiens

tgcaggagtc
tctctggtgy
ggaagggcect
ccctcaagag
tgagctctgt
cgtactacta

sapiens

tgacccagtc
gggcaagtca
ctaagctcct
gcagtggatc
caacttacta
tggagatcaa

sapiens

tggtggagtc
cgtctggatt
ggctggagty
tgaagggceg
acagcctgag
aactctacta

sapiens

tgactcagtc
ggtctagtca
agccagggea
ctgacaggtt
aggctgagga
gccctgggac

sapiens

tggtggagtc
cctectggact
ggctggagtg
tgaagggccg

gaacacagtc
tcaggcgtgg

gggcccagga
ctccatcagce
ggagtggatt
tcgaattacc
gactgccgeg
cgctatggac

tccatectec
gcgecattagce
gatctatgct
tgggacagat
ctgtcaacag
a

tgggggaggc
caccttcagt
ggtggcagtt
attcaccatc
agccgaggac
ctacggtatg

tccactctece
gagcctectg
gtctccacaa
cagtggcagt
tgttggggtt
caaagtggat

tgggggaggc
cacctttagt

ggtggccaac
attcaccatc

44
actctgacca
gacagcagca

ctggtgaagc
agtagtgatt
gggtacatct
atatcagtag
gacacggcecg

gtctggggcc

ctgtctgeat
aactatttaa
gcatccagtt
ttcactctca
agttacagta

gtggtccage
agctatggea
atatggtatg
tccagagaca
acggctgtgt
gacgtctggg

ctgtecegtea
catagtaatg
ctcetgatet
ggatcaggca
tattactgca
atcaaa

ttggtccagce
aacttttgga
ataaagcaag
tccagagaca

tcagcgggac
ctgtggtatt

cttcacagac
actactggag
attacagtgg
acacgtctaa
tgtattactg
aagggaccac

ctgtaggaga
gttggtatct
tgcagagtgyg
ccatcagceag
cceegeteat

ctgggaggtc
tgcactgggt
atggaagtga
attccaagaa
attactgtgc
gccaagggac

cccectggaga
gatacaactt
atttgggttc
cagattttac
tgcaagttct

ctggggggtc
tgagctgggt
atggaagtga
acgccaagaa

637875_1

ccaggctatg
€ggCggaggg

cctgteectce
ctggatccge
gagcacctac
gaacctgttc
tgcgagaggg
ggtcaccgtc

cagagtcacc
gcagaaacca
ggtcccatca
tctgcaatct
tttcggegga

cctgagactc
ccgccaggcet
taaatactat
cacgctgtat
gagagagact
cacggtcacc

gcegeectcec
tttgaattygy
tcatcgggcec
actggaaatc
acaaactcca

cctgagactc
ccgccagget
gaaatactat
ttcactgtat

240
300
318

60

120
180
240
300
360
366

60

120
180
240
300
321

60

120
180
240
300
360
369

60

120
180
240
300
336

60

120
180
240



ctgcaaatga
aactggggat

<210> 145
<211> 327
<212> DNA
<213> Homo

<400> 145

cagtctgtgc
tcttgttcty
ccaggaacgg
gaccgattct
tctgaggatg
ggcgcaggga

<210> 146
<211> 345
<212> DNA
<213> Homo

<400> 146
caggttcagce
tcctgcaagg
cctggacaag
gcacagaagg
atggagctga
actcgggact

<210> 147
<211> 348
<212> DNA
<213> Homo

<400> 147
cagcetgtge
acctgeaccce
gggaagggcc
gaaggcatcc
aagaacatcc
accaacttcg

<210> 148
<211> 348
<212> DNA
<213> Homo

<400> 148

caggtgcagc
acctgcgcetg
ccagggaagg
cecgtecctca
aagctgaact
gtccecttty

<210> 149
<211> 330
<212> DNA
<213> Homo

<400> 149
cagtctgtgce
tcttgttctg
ccaggaacgg
gaccgattct
tctgaggatg
ttcggeggag

acagcctgag
ttgcttttga

sapiens

tgactcagcc
gaagcagctc
cccccaaact
ctggctccaa
aggctgatta
ccaagctgac

sapiens

tggtgcagtc
cttctggtta
ggctrgagty
tccagggceag
ggagcctgag
actggggceca

sapiens

tgactcagec
tgagcagcgg
cceggtttgt
ctgatcgcett
aggaagagga
tggtggtatt

sapiens

tacagcagtg
tctatggtgg
ggctggagtg
agagtcgagt
ctgtgaccgce
actactgggg

sapiens

tgactcagec
gaagcagctc
cccccaaact
ctggctcecaa
aggctgatta
ggaccaagct

agccgaggac
tatctggggc

accctcagceg
caacatcgga
cctcatctat
gtctggeacc
ttactgtgca
cgtccta

tggagctgag
cacctttacc
gatgggatgg
agtcaccatg
atctgacgac
gggaaccctg

actttttgca
ctacagtagt
catgcgagtg
ctcagttttg
tgagagtgac
€ggcggagag

gggcgcagga
gtccttcagt
gattggggaa
caccatatca
cgcggacacy
ccagggaacc

acccteagceg
caacatcgga
cctcatctat
gtctggcacc
ttactgtgca
gaccgtecta

45
acggctgtgt
caagggacaa

tctgggaccce
agtaaaactg
agtaataatc
tcagectecce

gcatgggatg

gtgaagaagc
agctatggta
atcagcactt
accacagaca
acggccgttt
gtcaccgtct

tcagectecc
tatgaagtgg
gacactggtg
ggctcaggec
taccactgtg
accaagctga

ctgttgaagc
gcgtactact
atcaatcata
gtagacacgt
gctgtgtatt
ctggtcaccyg

tctgggaccce
agtaatactg
agtaataatc
tcagcctece

gtatgggatg

attcctgtac
tggtcaccgt

ccgggceagag
taaactggta
ggcggecectc
tggccatcag
acagcctgaa

ctggggectc
tcagctgggt
acaatggtaa
catccacgag
atractgtgc
cctca

tgggagectce
actggtatca
ggattgtggg
tgaatcggta
gggcagacca
ccgtecta

cttcggagac
ggaactggat
gtggaagaac
ccaagaagca
actgtgcgag
tctcttca

ccgggcagag
taaattggta
agcggecctc
tggccatcag
acagcctgaa

6378751

gagagagtca
ctcttca

ggtcaccatc
ccagcagttc
aggggtccct
tgggctccag
ttgggtgttc

agtgaaggtc
gcgacaggcec
cacaaactat
cacagcectac

gagagggtat

ggtcacactc
gcagagacca
atccaagggg
tctgaccatce

tggcagtggg

cctgteccte
ccgcecagecce
cgactacaac
gttctccctg
agggcagctc

ggtcaccatc
tcagcaactc
aggggtccct
tgggctccag

tggttgggtyg

300
357

60

120
180
240
300
327

60

120
180
240
300
345

60

120
180
240
300
348

60

120
180
240
300
348

60

120
180
240
300
330



<210>
<211>
<212>
<213> Homo

<400> 150
caggttcagc
tcctgcaagg
cctggacaag
gcagagaagc
atggaggtga
gttatggacg

<210> 151
<211> 327
<212> DNA
<213> Homo

<400> 151
cagtctgecc
tcctgeactg
cacccaggea
tctacteget
caggctgagg
ggcggaggga

<210> 152
<211> 369
<212> DNA
<213> Homo

<400> 152

gaggtgcagce
tcctgtgcag
ccagggaagg
gcagactcag
ctgcaaatga
gatttttgga
gtctcttca

<210> 153
<211> 333
<212> DNA
<213> Homo

<400> 153

cagtctgtgc
tcctgeacty
cttccaggaa
cctgaccgat
caggctgagg
gtattcggcg

<210> 154
<211> 326
<212> PRT
<213> Homo

<400> 154
Ala
1
ser

150
345
DNA

Phe

Gly
50
l.eu

sapiens

tggtgcagtc
cttctggtta
ggcttgagtyg
tccagggeag
ggagcctgag
tctggggeca

sapiens

tgactcagcec
gaaccagcag
aagcccccaa
tctetggetce
acgaggctga
ccaaactgac

sapiens

tggtggagtc
cctctggatt
ggctggagtg
tgaagggccg
acagcctgag
gtgcttacta

sapiens

tgacgcagec
ggagcagcetc
cagccecccaa
tctetggetce
atgaggctga
gagggaccaa

sapiens

Ser Thr Lys Gly Pro
5
Thr ser Glu Ser Thr

20

Pro Glu Pro val Thr
val His Thr Phe Pro

Ser Ser val val Thr

tggagctgag
caccttteec
gatgggatgg
agtcaccatg
atctgacgac
agggaccacg

tgccteegty
tgacgttggt
agtcatgatt
caagtctggce
ttattactgc
cgtecta

tgggggaggc
caccttcagt

ggtctcatcc
attcaccatc
agccgaggac
tgatgctttt

gcectcagty
caacatcggg
actcctcatc
caagtctgge
ttattactgc
gctgaccgtc

Ser val

Ala Ala
val Ser
Ala val

val Pro

Phe
Leu
25

Trp
Leu

Ser

46

gtgaagaagc
agctatggta
atcagcgctt
accacagaca
acggcegtgt
gtcaccgtct

tctgggtetce
cgttataatt
tatgaggtca
aacacggcct
agctcatata

ctggtcaagc
agctatagca
attagtagta
tccagagaca
acggctgtgt
gatgtctggg

tctggggeec
gcaggttatg
tctggtaaca
acctcagect
cagtcctatg
cta

Pro Leu
10

Gly Cys
Asn Ser
Gin ser

Ser Asn

ctggggcctc
tcagctgggt
acaatggtaa
catccacgag
tttactgtge
cctct

ctggacagtc
ctgtctecctg
gtaatcggcc
ccctgaccat
caagcagcag

ctggggggtc
tgaactgggt

gtagtagtta
acgccaagaa
atttctgtgc
gccaagggac

cagggcagag
atgtacactg
gcaatcggec
ccctggecat
acagcagcct

Ala Pro Cys

Lteu val Lys

30
Leu

Gly Ala

Ser Leu
60
Phe

Gly

Gly Thr

637875_1

agtgaaggtc
gcgacaggcc
cacaaactat
cacagcctac
gagaggctac

gatcaccatc
gtaccaacac
ctcaggggtt
ctctgggetc
cgttgtattc

cctgagactc
ccgecagget
catttcctac
ctcactgtat
gagagattac
aatggtcacc

ggtcaccatc
gtaccagcag
ctcaggggtc
cactgggctc

gagtggttcg

ser Arg
15

Asp Tyr
Thr Ser
Tyr Ser

Gin Thr

60

120
180
240
300
345

60

120
180
240
300
327

60

120
180
240
300
360
369

60

120
180
240
300
333



65
TYr

Thr
Pro
Thr
val
145
val
Ser
Leu
Ala
Pro
225
GlIn
Ala
Thr
Leu
Ser

305
ser

<210>
<211>
<212>
<213>

<400>

Thr
val
val
Leu
130
ser
Glu
Thr
Ash
Pro
210
Gln
val
val
Pro
Thr
290
va'l

Leu

cys
Glu
Ala
115
Met
His
val
Phe
Gly
195
Ile
val
Ser
Glu
Pro
275
val
Met

Ser

155
327
PRT )
Homo sapiens

155

Ala Ser Thr

1
Ser

Phe
Gly
Leu
65

Tyr
Arg
Glu
Asp
Asp
145
Gly
Asn
Trp

Pro

Thr
Pro
val
50

Ser
Thr
val
Phe
Thr
130
val
val
Ser
l.eu

Ser

ser
Glu
35

His
Ser
Cys
Glu
Leu
115
Leu
Ser
Glu
Thr
Asn

195
Ser

Asn
Arg
100
Gly
Ile
Glu
His
Arg
180
Lys
Glu
Tyr
Leu
Trp
260
Met
Asp
His

Pro

LysS
Glu
20

Pro
Thr
val
Asn
Ser
100
Gly
Met
Gln
val
Tyr
180
Gly
Ile

val
85

Lys
Pro
Ser
Asp
Asn
165
val
Glu
Lys
Thr
Thr
245
Glu
L.eu
Lys
Glu

Gly
325

Gly
5
Ser
val
Phe
val
val
85
Lys
Gly
Ile
Glu
His
165
Arg
Lys

Glu

70
Asp

cys
Ser
Arg
Pro
150
Ala
val
Tyr
Thr
Leu
230
cys
Ser
Asp
Ser
Ala

310
Lys

Pro
Thr
Thr
Pro
Thr
70

ASp
Tyr
Pro
Ser
Asp
150
Asn
val
Glu

Lys

His
Ccys
val
Thr
135
Glu
Lys
Ser
Lys
Ile
215
Pro
Leu
Asn
Ser
Arg

295
Leu

Ser
Ala
val
Ala
55

val
His
Gly
ser
Arg
135
Pro
Ala
val
Tyr
Thr

Lys
val
Phe
120
Pro
val
Thr
val
Cys
200
Ser
Pro
val
Gly
Asp
280
Trp

His

val
Ala
ser
val
Pro
Lys
Pro
val
120
Thr
Glu
Lys
ser
Lys

200
Ite

Pro
Glu
105
Leu
Glu
Gin
LYS
L.eu
185
Lys
Lys
Ser
Lys
Gln
265
Gly
Glin

Asn

Phe
Leu
25

Trp
Leu
ser
Pro
Pro
105
Phe
Pro
val
Thr
val
185
Ccys

sSer

Ser
90

Cys
Phe
val
Phe
Pro
170
Thr
val
Thr
Arg
Gly
250
Pro
ser
Gln

His

Pro
10

Gly
Asn
GlIn
Ser
ser
90

Ccys
teu
Glu
Gin
Lys
170
Leu
Lys

Lys

47
75
Asn
Pro
Pro
Thr
Ash
155
Arg
val
Ser
LYyS
Glu
235
Phe
Glu
Phe
Gly

Tyr
315

Leu
Cys
ser
Ser
Ser
75

AsSn
Pro
Phe
val
Phe
155
Pro
Thr
val

Ala

Thr
Pro
Pro
Cys
140
Trp
Glu
val
Asn
Gly
220
Glu
TYr
Asn
Phe
Asnh

300
Thr

Ala
Leu
Gly
Ser
60

Leu
Thr
ser
Pro
Thr
140
AsSn
Arg
val
Ser

Lys

637875_1

LYS
Cys
LysS
125
val
Tyr
Glu
His
Lys
205
Gln
Met
Pro
Asn
Leu
285
val

Gln

Pro
val
Ala
Gly
Gly
LyS
Cys
Pro
125
Cys
Trp
Glu
Leu
Asn

205
Gly

val
Pro
110
Pro
val
val
Gin
Gln
190
Gly
Pro
Thr
ser
Tyr
270
Tyr
phe

Lys

Cys
Lys
30

Leu
Leu
Thr
val
Pro
110
Lys
val
Tyr
Glu
His
190
Lys

Gln

Asp
Ala
Lys
val
Asp
Phe
175
ASp
Leu
Arg
Lys
Asp
255
Lys
Ser

Ser

Ser

ser
15

Asp
Thr
Tyr
Lys
AsSp
Ala
Pro
val
val
Gln
175
Gln
Gly

Pro

80
Lys

Pro
ASD
Asp
Gly
160
ASn
Trp
Pro
Glu
Asn
240
Ile
Thr
Lys
Cys

Leu
320

Arg
Tyr
Ser
Ser
Thr
80

Lys
Pro
Lys
val
ASD
160
Phe
ASp
l.eu

Arg



Glu
225
Asn
Ile
Thr
Arg
Cys

305
Leu

<210>
<211>
<212>
<213>

<400>

210
Pro

Gln
Ala
Thr
Leu
290
Ser

Ser

Gin
val
val
Pro
275
Thr
val

Leu

156
105
PRT
Homo sapiens

156

GIn Pro Lys
1

Glu
Tyr
Lys
Tyr
65

H1s

Lys

<210>
<211>
<212>
<213>

<400>

Thr
1
Leu
Pro
Gly
Tyr
65
His

val

<210>
<211>
<212>
<213>

<400>

L.eu
Pro
Ala
50

Ala
Arg

Thr

val
Lys
Arg
Asn
50

Ser
Lys
Thr

Gln
Gly
35

Gly
Ala
Ser

val

157
106
PRT
Homo sapiens

157

Ala
Ser
Glu
35

Ser
Leu
val

Lys

158
14

PRT
Homo sapiens

158

val
Ser
Glu
260
Pro
val
Met

Ser

Ala
Ala
20

Ala
val
Ser
Tyr

Ala
100

Ala
Gly
20

Ala
Gln
Ser
Tyr

ser
100

Tyr
Leu
245
Trp
val
Asp
His

Leu
325

Ala
5
Asn
val
Glu
Ser
Ser

85
Pro

Pro
5
Thr
Lys
Glu
Ser
Ala

85
Phe

Thr Gly Thr Ser Ser

Thr
230
Thr
Glu
ey
Lys
Glu

310
Gly

Pro
Lys
Thr
Thr
Tyr
70

Cys
Thr

ser
Ala
val
ser
Thr
70

Cys

Asn

Asp

215
Leu

Cys
Ser
ASp
Ser
295
Ala

Lys

Ser
Ala
val
Thr
55

Leu
Gln

Glu

val
Ser
Glin
val
55

Leu
Glu

Arg

val

Pro
Leu
AsSn
Ser
280
Arg

Leu

val
Thr
Ala
40

Thr
Ser
val

cys

phe
val
Trp
40

Thr
Thr
val

Gly

Gly

Pro
va'
Gly
265
Asp
Trp

His

Thr
l.eu
25

Trp
Pro
Leu
Thr

Ser
105

Ile
val
25

Lys
Glu
Leu
Thr

Glu
105

Gly

Ser
Lys
250
Gln
Gly
Gln

Asn

Leu
val
Lys
Ser
Thr

His
90

Phe
10

Cys
val
Gln
Ser
His
30

Cys

48
Gin
235
Gly
Pro
Ser
Glu

His
315

Phe
cys
Ala
Lys
Pro

Glu

Pro
Leu
Asp
Asp
Lys

75
Glin

220
Glu

Phe
Glu
Phe
Gly

300
Tyr

Pro
Leu
ASp
Gin
60

Glu

Gly

Pro
Leu
Asn
Ser
Ala
Gly

Glu
Tyr
Asn
Phe
285
Asn

Thr

Pro
ITe
Ser
45

Ser
Gln

Ser

ser
AsSh
Ala
45

Lys
ASp

Leu

Tyr Asn Ser val
6378751

Met
Pro
AsSn
270
Ley
val

Gln

Ser
ser
30

Ser
Asn
Trp

Thr

ASp
ASn
30

Leu
ASp
Tyr

Ser

Ser

Thr
Ser
255
Tyr
Tyr
Phe

Lys

ser
15

ASp
Pro
Asn
Lys

val
95

Glu
15

Phe
Glin
Ser
Glu

Ser
95

Lys
240
Asp
LYS
Ser
ser

Ser
320

Glu
Phe
val
Lys
Ser

Glu

Gln
Tyr
Ser
Thr
LysS

80
Pro



49

<210> 159
<211> 14
<212> PRT
<213> Homo sapiens

<400> 159
Tgr Gly Thr Asn Sgr Asp val Gly Gly {%r Asn Ser val Ser

<210> 160
<211> 14
<212> PRT
<213> Homo sapiens

<400> 160
Thr Gly Thr Ser Ser Asp val Gly Ala I%r Asn Ser val Sser
1 5

<210> 161

<211> 14

<212> PRT

<213> Homo sapiens

<400> 161
Thr Gly Thr Ser Ser Asp val Gly Arg I%r Asn Ser val Ser
1 5

<210> 162

<211> 7

<212> PRT

<213> Homo sapiens

<400> 162
Glu val Ser Asn Arg Pro Ser
1 5

<210> 163

<211> 7

<212> PRT

<213> Homo sapiens

<400> 163
Glu val Thr Asn Agg Pro Ser
1

<210> 164

<211> 9

<212> PRT

<213> Homo sapiens

<400> 164
Ser Ser Tyr Thr Ser Thr Ser Met val
1 5

<210> 165

<211> 9

<212> PRT

<213> Homo sapiens

637875_1



<400> 165
Asn Ser Tyr Thr Ser
1 5

<210> 166

<211> 9

<212> PRT

<213> Homo sapiens

<400> 166
Ser Ser Tyr Thr Ser
1 5

<210> 167

<211> 9

<212> PRT

<213> Homo sapiens

<400> 167
Ser Ser Tyr Thr Sgr
1

<210> 168
<211> 10
<212> PRT
<213> Homo sapiens

<400> 168

Gly Tyr Pro Leu Thr
1 5

<210> 169

<211> 10

<212> PRT

<213> Homo sapiens

<400> 169

Gly Tyr Ser Leu Thr
1 5
<210> 170

<211> 10

<212> PRT

<213> Homo sapiens

<400> 170

Gly Tyr Ala Leu Thr
1 5
<210> 171

<211> 10

<212> PRT

<213> Homo sapiens

<400> 171

Gly Tyr Thr Leu Tgr
1

<210> 172
<211> 10
<212> PRT

Thr

Thr

ser

Ser

Ser

Ser

Ser

Ser

Asn

Ser

Tyr

Tyr

Tyr

Tyr

Met

Met

val

Gly

Gly

Gly

Gly

val

val

val

Ile

Ile

Ile

Ife

50

Ser
10

Ser
10

Ser
10

ser
10

637875_1



51
<213> Homo sapiens

<400> 172
Gly Tyr Ser Phe Thr Ser Tyr Gly 1le igr
1 5

<210> 173

<211> 10

<212> PRT

<213> Homo sapiens

<400> 173
Gly Tyr Thr Phe Pro Ser Tyr Gly Ile igr
1 5

<210> 174

<211> 17

<212> PRT

<213> Homo sapiens

<400> 174

Trp Ile Ser Ala Tyr Asn Gly Asn Thr Asn Tyr Ala GIn Lys val Gln
% 5 10 15

Gly

<210> 175

<211> 17

<212> PRT

<213> Homo sapiens

<400> 175

Trp val Ser Phe Tyr Asn Gly Asn Thr Asn Tyr Ala Glin Lys Leu Gln
% 5 10 15

Gly

<210> 176

<211> 17

<212> PRT

<213> Homo sapiens

<400> 176

Trp Ile Ser Phe Tyr Asn Gly Asn Thr Asn Tyr Ala GIn Lys val Gln
1 5 10 15

Gly

<210> 177

<211> 17

<212> PRT

<213> Homo sapiens

<400> 177
Trp Ile Ser val Tyr Asn Gly Asn Thr isn Tyr Ala GlIn Lys Xg] Gln
1 5

Gly

<210> 178
<211> 17
<212> PRT

6378751



52
<213> Homo sapiens

<400> 178

Trp val Ser Ala Tyr aAsn Gly Asn Thr Asn Tyr Ala GIn Lys Phe Gln
% 5 10 15

Gly

<210> 179

<211> 17

<212> PRT

<213> Homo sapiens

<400> 179

Trp Ile Ser Ala Tyr Asn Gly Asn Thr Asn Tyr Ala Glu Lys Leu GIn
% 5 10 15

Gly

<210> 180

<211> 6

<212> PRT

<213> Homo sapiens

<400> 180
Gly Tyr Gly Met Agp val
1

<210> 181

<211> 6

<212> PRT

<213> Homo sapiens

<400> 181
Gly Tyr val Met Agp val
1

<210> 182

<211> 13

<212> PRT

<213> Homo sapiens

<400> 182
Ser Gly Ser Ser sgr Asn Ile Gly Asn Asn Phe val Ser
1 10

<210> 183

<211> 7

<212> PRT

<213> Homo sapiens

<400> 183
Asp Tyr Asn LyS Agg Pro Ser
1

<210> 184

<211> 7

<212> PRT

<213> Homo sapiens

<400> 184
Asp Ser Asn Lys Arg Pro Ser

637875_1



<210> 185

<211> 11

<212> PRT

<213> Homo sapiens

<400> 185
Géy Thr Trp Asp Sgr

<210> 186

<211> 11

<212> PRT

<213> Homo sapiens

<400> 186
G}y Thr Trp Asp Sgr

<210> 187

<211> 11

<212> PRT

<213> Homo sapiens

<400> 187
G}y Thr Trp Asp s§r

<210> 188
<211> 10
<212> PRT
<213> Homo sapiens

<400> 188
Gly Phe Thr phe Sgr
1

<210> 189
<211> 10
<212> PRT
<213> Homo sapiens

<400> 189
Gly Phe Thr Phe Asn
1 5

<210> 190

<211> 10

<212> PRT

<213> Homo sapiens

<400> 190

Gly Phe Thr pPhe Arg
1 5

<210> 191

<211> 17

<212> PRT

<213> Homo sapiens

Ser

Ser

Ser

Ser

Ser

Ser

Leu

Leu

Leu

Phe

Phe

Tyr

Ser Gly

Ser Ala

Ser Ser

Gly Met

Gly Met

Gly Met

53

Tyr val
10

Tyr val
10

Tyr val
10

His
10

His
10

His
10

637875_1



54
<400> 191
Ley Ile Trp Asn Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser val Lys
% 5 10 15
Gly

<210> 192

<211> 17

<212> PRT

<213> Homo sapiens

<400> 192

Leu ITe Trp Ser Asp Gly Ser Asp Glu Tyr Tyr Ala Asp Ser val Lys
% 5 10 15

Gly

<210> 193
<211> 17
<212> PRT
<213> Homo sapiens

<400> 193
Leu ITe Trp Ser Asp Gly Ser Asp Lys §5r Tyr Ala Asp Ser Xg] Lys
1 5

Gly

<210> 194

<211> 17

<212> PRT

<213> Homo sapiens

<400> 194

Leu Ile Trp His Asp Gly Ser Asn Thr Tyr Tyr val Asp Ser val Lys
% 5 10 15

Gly

<210> 195

<211> 13

<212> PRT

<213> Homo sapiens

<400> 195
Ala Ile Ala Ala Lgu Tyr Tyr Tyr Tyr ﬁéy Met Asp val
1

<210> 196

<211> 13

<212> PRT

<213> Homo sapiens

<400> 196
Gly 1le Ala val Aga Tyr Tyr Tyr Tyr ggy Met Asp val
1

<210> 197

<211> 13

<212> PRT

<213> Homo sapiens

637875_1



55
<400> 197
Ser Gly Ser Ser Ser Asn Ile Gly Ser Asn Thr val Asn
1 5 10

<210> 198

<211> 13

<212> PRT

<213> Homo sapiens

<400> 198
Sgr Gly Ser Ser sgr Asn Ile Gly Ser iés Thr val Asn

<210> 199

<211> 7

<212> PRT

<213> Homo sapiens

<400> 199
Sgr Asn Asn Arg Agg Pro Ser

<210> 200

<211> 7

<212> PRT

<213> Homo sapiens

<400> 200
Agg Asn Asn Gln Agg Pro Leu

<210> 201
<211> 10
<212> PRT
<213> Homo sapiens

<400> 201
A}a Ala Trp Asp Agp Ser Leu Asn Trp {gi

<210> 202

<211> 10

<212> PRT

<213> Homo sapiens

<400> 202
Gly phe Thr phe Sgr Arg Tyr Trp Met igr
1

<210> 203
<211> 10
<212> PRT
<213> Homo sapiens

<400> 203
Gly Leu Thr Phe Sgr Asn Phe Trp Met ggr

<210> 204
<211> 10
<212> PRT

637875_1



i 56
<213> Homo sapiens

<400> 204
Gly Phe Thr Phe Sgr Ser Tyr Trp Met Ser
1 10

<210> 205

<211> 17

<212> PRT

<213> Homo sapiens

<400> 205

Asn Ile Lys His Asp Gly Ser Glu Lys Tyr Tyr val Asp Ser val Lys
1 5 10 15

Gly

<210> 206

<211> 17

<212> PRT

<213> Homo sapiens

<400> 206
A;n Ile Lys GIn Agp Gly Ser Glu Lys Tyr Tyr val Asp Ser val Lys
10 15

Gly

<210> 207

<211> 10

<212> PRT

<213> Homo sapiens

<400> 207
G}u Ser Asn Trp Ggy Phe Ala Phe Asp ¥33

<210> 208

<211> 10

<212> PRT

<213> Homo sapiens

<400> 208
61u ser Asn Trp Ggy Phe Ala Phe Asp gge

<210> 209
<211> 11
<212> PRT
<213> Homo sapiens

<400> 209
Arg Ala Ser GlIn sgr Ile Ser Ser Tyr Leu Asn
1 10

<210> 210
<211> 11
<212> PRT
<213> Homo sapiens

<400> 210
Arg Ala Ser GIn Ser Ile Ser Ile Tyr Leu Asn

637875_1



<210> 211

<211> 7

<212> PRT

<213> Homo sapiens

<400> 211
Ala Ala Ser Ser L%u
1

<210> 212

<211> 7

<212> PRYT

<213> Homo sapiens

<400> 212
Ala Ala Ala Ser Leu
1 5

<210> 213

<211> 9

<212> PRT

<213> Homo sapiens

<400> 213
Gln GIn Ser Tyr Ser
1 )

<210> 214

<211> 9

<212> PRT

<213> Homo sapiens

<400> 214
GIn GIn Ser Tyr Ser
1 5

<210> 215
<211> 10
<212> PRT
<213> Homo sapiens

<400> 215
Gly phe Thr phe Ser
1 5

<210> 216

<211> 17

<212> PRT

<213> Homo sapiens

<400> 216

Thr Ile Ser Gly Ser
1 5

Gly

<210> 217
<211> 17
<212> PRT

Glin

Glin

ser

Ala

Ser

Gly

Ser

Ser

Pro

Pro

Tyr

Asp

57
10

Ile Thr

Ile Thr

Ala Met Asn
10

Asn Thr Tyr Tyr Ala Asp Ser val Lys
10 15

637875_1



58
<213> Homo sapiens

<400> 217

Thr Ile Ser Gly Ser Gly Gly Asn Thr Tyr Tyr Ala Asp Ser val Lys
% 5 10 15

Gly

<210> 218

<211> 12

<212> PRT

<213> Homo sapiens

<400> 218
Lys Phe val Leu Met val Tyr Ala Met Egu Asp Tyr
1 5

<210> 219

<211> 11

<212> PRT )

<213> HoOmo sapiens

<400> 219

Arg Ala Ser GIn Arg ITe Ser Asn Tyr Leu Ser
1 5 10

<210> 220

<211> 16

<212> PRT

<213> Homo sapiens

<400> 220

Arg Ser Ser GlIn Ser Leu Leu His Ser Asn Gly Tyr Asn Phe Leu Asn
1 5 10 15

<210> 221

<211> 14

<212> PRT

<213> Homo sapiens

<400> 221

Thr Gly Thr Ser Sgr Asp val Gly Asn {%r Asn Leu val ser
1

<210> 222

<211> 14

<212> PRT

<213> Homo sapiens

<400> 222

Thr Gly Ser Ser Sgr Asn Ile Gly Ala ?éy Tyr Asp val His
1

<210> 223

<211> 14

<212> PRT

<213> Homo sapiens

<400> 223 )

Thr Gly Ser Ser Sgr Asn Ile Gly Ala ?65 Tyr Asp val His
1

6378751
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<210> 224

<211> 13

<212> PRT

<213> Homo sapiens

<400> 224
Ser Gly Ser Asn Ser Asn Ile Gly Asn Asn Tyr val Ser
1 5 10

<210> 225
<211> 11
<212> PRT
<213> Homo sapiens

<400> 225
Ser Gly Asp Lys Lgu Gly Asp Lys Tyr an Cys
1

<210> 226

<211> 12

<212> PRT

<213> Homo sapiens

<400> 226
Thr Leu Ser Ser Gly Tyr Ser Ser Tyr Glu val Asp
1 5 10

<210> 227

<211> 7

<212> PRT

<213> Homo sapiens

<400> 227
Leu Gly Ser His Arg Ala Ser
1 5

<210> 228

<211> 7

<212> PRT

<213> Homo sapiens

<400> 228
Glu val Ser Lys Agg Pro ser
1

<210> 229

<211> 7

<212> PRT

<213> Homo sapiens

<400> 229
Gly Asn Ser Asn Agg Pro Ser
1

<210> 230

<211> 7

<212> PRT

<213> Homo sapiens

<400> 230
Gly Asn Thr Tyr Arg Pro Ser
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<210> 231

<211> 7

<212> PRT .
<213> Homo sapiens

<400> 231
Ser Asn Asn GIn A§g Pro Ser
1

<210> 232

<211l> 7

<212> PRT .
<213> Homo sapiens

<400> 232
AsSp Ash Asn Lys Arg Pro Ser
1 5

<210> 233

<211> 7

"<212> PRT .
<213> Homo sapiens

<400> 233
G}n Asn Thr Lys Tgp Pro Leu

<210> 234

<211> 7

<212> PRT

<213> Homo sapiens

<400> 234
val Asp Thr Gly Géy Ile val
1

<210> 235

<211> 9

<212> PRT

<213> Homo sapiens

<400> 235
1

<210> 236

<211> 9

<212> PRT

<213> Homo sapiens

<400> 236
1

<210> 237

<211> 10

<212> PRT

<213> Homo sapiens

Gln GIn Ser Tyr Ser Thr Pro Leu Ile
5

Met Gln val Leu GIin Thr Pro Phe Thr
5

60
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<400> 237
C{s Ser Tyr Ala Ggy

<210> 238
<211> 11
<212> PRT
<213> Homo sapiens

<400> 238
Gln ser Tyr Asp Sgr

<210> 239
<211> 11
<212> PRT
<213> Homo sapiens

<400> 239
G;n Ser Tyr Asp Agn

<210> 240
<211> 11
<212> PRT
<213> Homo sapiens

<400> 240
A}a val Trp Asp Agp

<210> 241

<211> 11

<212> PRT

<213> Homo sapiens

<400> 241
Gly Thr Trp Asp Sgr

<210> 242

<211> 9

<212> PRT

<213> Homo sapiens

<400> 242
Gin Ala Trp Asp Sgr

<210> 243

<211> 18

<212> PRT

<213> Homo sapiens

<400> 243
Ser Asp Tyr His Cgs
1

val val

<210> 244

Ser

Ser

Ser

Ser

Ser

Ser

Gly

Ser

Leu

Leu

Leu

Leu

Thr

Ala

Thr

ser

ser

Asn

Ser

val

ASp

61

Leu val
10

Gly Ser val
10

Gly val val
10

Gly Trp val
10

Ala val val
10

val

His Gly Ser Gly Thr Asn Phe val
10 1
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<211> 10
<212> PRT
<213> Homo sapiens

<400> 244

Gly Tyr Thr pPhe Thr
1 5
<210> 245

<211> 10

<212> PRT

<213> Homo sapiens

<400> 245

Gly Phe Thr phe Ser
i 5

<210> 246

<211> 10

<212> PRT

<213> Homo sapiens

<400> 246

Gly Phe Thr Phe Ser
1 5

<210> 247

<211> 10

<212> PRT

<213> Homo sapiens

<400> 247

Gly Phe Thr Phe Ser
1 5

<210> 248

<211> 12

<212> PRT

<213> Homo sapiens

<400> 248

Gly Gly Ser Ile Ser
1 5

<210> 249

<211> 12

<212> PRT

<213> Homo sapiens

<400> 249

Gly Gly ser Ile Ser
1 5

<210> 250

<211> 10

<212> PRT

<213> Homo sapiens

<400> 250
Gly Gly Ser Phe Sgr
1

Ser

ser

Ser

Ser

Ser

Ser

Ala

Tyr

Tyr

Tyr

Tyr

Gly

Ser

Tyr

Gly

Ala

Gly

Ser

Gly

Asp

Tyr

Ile

Met

Met

Met

TYr

TYr

Trp

62

Ser
10

Ser
10

His
10

Asn
10

Tyr Trp Ser
10

Tyr Trp Ser
10

Asn
10

637875_1



63

<210> 251

<211> 12

<212> PRT

<213> Homo sapiens

<400> 251
Gly Asp ser val Ser Ser Asn Ser Ala an Trp Asn
1 5

<210> 252

<211> 17

<212> PRT

<213> Homo sapiens

<400> 252

Trp Ile Ser Thr Tyr Asn Gly Asn Thr Asn Tyr Ala GIn Lys val
% 5 10 15

Gly

<210> 253

<211> 17

<212> PRT

<213> Homo sapiens

<400> 253

Thr Ile ser Gly Ser Gly Gly Arg Thr Tyr Tyr Ala Asp Ser val
1 5 10 15

Gly

<210> 254

<211> 17

<212> PRT

<213> Homo sapiens

<400> 254
val Ile Trp Tyr Asp Gly Ser Asp Lys {5r Tyr Ala Asp Ser val
1 5 15

Gly

<210> 255
<211> 17
<212> PRT
<213> Homo sapiens

<400> 255

Ile Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser val
% 5 10 15

Gly

<210> 256
<211> 17
<212> PRT
<213> Homo sapiens

<400> 256

Ser Ile Ser Ser Ser Ser Ser Tyr Ile Ser Tyr Ala Asp Ser val
1 5 10 15

Gly

637875..1

GIn

Lys

Lys

Lys

Lys



64

<210> 257
<211> 16
<212> PRT
<213> Homo sapiens

<400> 257
Tyr Ile Tyr Asn Ser Gly Ser Thr Tyr Tyr Asn Pro Ser Leu Lys Ser
1 5 10 15

<210> 258
<211> 16
<212> PRT
<213> Homo sapiens

<400> 258
Tyr Ile Tyr Tyr Ser Gly Ser Thr Tyr Tyr Asn Pro Ser Leu Lys Ser
1 5 10 15

<210> 259
<211> 16
<212> PRT
<213> Homo sapiens

<400> 259
Glu ITe Asn His Ser Gly Arg Thr Asp T%r Asn Pro Ser Leu Lys Ser
1 5 1 15

<210> 260

<211> 18

<212> PRT

<213> Homo sapiens

<400> 260

Arg Thr Tyr Tyr Arg Ser Lys Trp Tyr Lys Asn Tyr Ser val Ser val
1 5 i0 15

Lys Ser

<210> 261

<211> 6

<212> PRT

<213> Homo sapiens

<400> 261
G}y Tyr Thr Arg Agp Tyr

<210> 262

<211> 8

<212> PRT

<213> Homo sapiens

<400> 262
G}u val Gly Ser Pgo Phe Asp Tyr

<210> 263
<211> 14
<212> PRT

637875_1



<213> Homo sapiens

<400> 263
Glu Thr Gly Pro Leu Lys
1 5

<210> 264

<211> 13

<212> PRT

<213> Homo sapiens

<400> 264
Arg Gly Gly Leu Ala Ala
1 5

<210> 265

<211> 14

<212> PRT

<213> Homo sapiens

<400> 265
Aip Tyr Asp Phe Tgp Ser

<210> 266
<211> 11
<212> PRT
<213> Homo sapiens

<400> 266
Glu Asp Thr Ala Mgt val

<210> 267

<211> 12

<212> PRT

<213> Homo sapiens

<400> 267
Gly Gly val Thr T?r Tyr
1

<210> 268

<211> 8

<212> PRT

<213> Homo sapiens

<400> 268

Gly GIn Leu val Pro phe
1 5

<210> 269

<211> 9

<212> PRT

<213> Homo sapiens
<400> 269

Gly Gly Pro Thr Aga Ala
1

<210> 270

Leu

Arg

Ala

Pro

Tyr

Asp

Phe

Tyr Tyr

Pro Gly

Tyr Tyr

Tyr Phe

Tyr Ala

Tyr

Asp Tyr

65

Tyr Gly Met Asp val
10

Gly Met Asp val
10

Asp Ala Phe Asp val

10

Asp Tyr
10

Met Asp val
10

637875_1



<211>
<212>
<213>

<400>

GIn
1
Ser
Asn
Met
ser
65
Gln

Ser

<210>
<211>
<212>
<213>

<400>
G}n ser Ala Leu Thr

Ser
Asn
Met
Ser
65

Gln

Asn

<210>
<211>
<212>
<213>

<400>

Ser
Ile
ser
Ile
50

Gly
Ala

Met

Ile
Ser
Ile
50

Gly
Ala

Met

109
PRT _
Homo sapiens

270

Ala
Thr
val
35

Tyr
Ser
Glu

val

271
109
PRT
Homo sapiens

271

Thr
val
35

Tyr
ser
Glu

val

272
109
PRT
Homo sapiens

272

Gin Ser val

1
APrg

Thr
ITe
Gly
65

ser

Asn

val
val
Tyr
50

Ser
Glu

Trp

Thr
AsSn
35

Ser
Lys
Asp

val

<210> 273
<211> 109
<212> PRT

Leu
Ile
20

Ser
Glu
Lys
Asp

Phe
100

Ile
20

Ser
Glu
Lys
Asp

Phe
100

Leu
ITe
20

Trp
Asn
Ser
Glu

Phe
100

Thr
5
Ser
Trp
val
Ser
Glu

85
Gly

B)
ser

Trp
val
Ser
Glu

85
Gly

Thr
5
Ser
Tyr
Asn
Gly
Ala

85
Gly

Gln
Cys
Tyr
Ser
Gly
70

Ala

Gly

Gln
Ccys
Tyr
Ser
Gly
70

Ala

Gly

GlIn
Cys
Gln
Arg
Thr
70

Asp

Gly

Pro
Thr
Gin
AsSh
55

Asn
Asp

Gly

Pro
Thr
Gin
Asn
55

Asn
AsSp

Gly

Pro
Ser
Gln
Arg
55

ser
Tyr

Gly

Ala
Gly
Gin
40

Arg
Thr
Tyr
Thr

Ala
Gly
GlIn
40

Arg
Thr
Tyr
Thr

Pro
Gly
Leu
40

Pro
Ala
Tyr
Thr

Ser
Thr
25

His
Pro
Ala
Tyr

LYS
105

Ser
Thr
25

His
Pro
Ala
Tyr

Lys
105

ser
Ser
25

Pro
Ser
Ser
Cys

Lys
105

va'l
10

Ser
Pro
Ser
Ser
Cys

90
Leu

val
10

ser
Pro
Ser
Ser
Cys

90
Leu

Ala
10

Ser
Gly
Gly
Leu
Ala

90
Leu

66

Ser
Ser
Gly
Gly
Leu
75

Asn

Thr

Phe
Ser
Gly
Gly
Leu
75

Ser

Thr

Ser
Ser
Thr
val
Ala
75

Ala

Thr

Gly
Asp
Lys
val
Thr
Ser

val

Gly
Asp
Lys
val
Thr
Ser

val

Gly
Asn
Ala
Pro
60

Ile
Trp

val

6378751

Ser
val
Ala
45

Phe
Ile
Tyr

Leu

Ser
val
Ala
45

Ser
Ile
Tyr

Leu

Pro
Ile
Pro
45

Asp
Ser
Asp

Leu

Pro
Gly
30

Pro
Asn
Ser

Thr

Pro
Gly
30

Pro
Asn
Ser

Thr

Pro
Gly
30

LyS
Arg
Gly

Asp

Gly
15

Gly
Lys
Arg
Gly

Ser
95

Gly
Ala
Lys
Arg
Gly

Ser
95

Gly
15

Ser
Leu
Phe
Leu

Ser
95

GIn
Tyr
Leu
Phe
Leu

80
Thr

Gln
Tyr
Arg
Phe
Leu

Thr

GlIn
Asn
Leu
ser
Gln

80
Leu



<213> Homo sapiens

<400> 273

Gln
1
Arg
Thr
Ile
Gly
65
Ser

Asn

<210>
<211>
<212>
<213>

<400>

Ser
1
Thr

cys
Gln
Asnh
65

ASD

Phe

<210>
<211>
<212>
<213>

<400>

Ser
val
val
Tyr
50

Ser
Glu

Trp

Tyr
Ala
Trp
ASp
50

ser
Glu

Gly

val
Thr
Asn
35

Ser
Lys
ASp

val

274
106
PRT .
Homo sapiens

274

Glu
Ser
Tyr
35

Ser
Gly
Ala

Gly

275
106
PRT
Homo sapiens

275

Ser Tyr Glu

1

Thr Ala Arg

Ccys
Gln
LysS
65

Asp

Phe

<210>
<211>
<212>
<213>

Trp
Asn
50

ser
Glu

Gly

Tyr
35

Thr
Gly
Ala

Gly

276
107
PRT
Homo sapiens

Leu
Ile
20

Trp
Asn
Ser
Glu

Phe
100

Leu
Ile
20

Gln
Lys
Ash
ASp

Gly
100

Leu
Ile
20

Glin
Lys
Asn
ASp

Gly
100

Thr
5
Phe
Tyr
Asn
Gly
Ala

85
Gly

Thr
5
Thr
Gin
Arg
Thr
Tyr

85
Thr

Thr
5
Thr
GlIn
Trp
Thr
Tyr

85
Thr

Gln
Cys
GlIn
Arg
Thr
70

Asp

Gly

Gln
Cys
Lys
Pro
Ala
70

Tyr

Lys

Gln
cys
Lys
Pro
val
70

Tyr

Lys

Pro
ser
Gln
Arg
55

Ser
Tyr

Gly

Pro
Ser
Pro
ser
55

Thr
Cys

Leu

Pro
Ser
Pro
Leu
55

Thr
Cys

Leu

Pro
Gly
Leu
40

Pro
Ala
Tyr
Thr

Pro
Gly
Gly
Gly
Leu
GIn

Thr

Pro
Gly
Gly
40

Gly
Leu
Gln

Thr

Ser
Ser
25

Pro
ser
Ser
Cys

Lys
105

Ser
ASp
25

Gln
Ile
Thr
Ala

val
105

Ser
Asp
Gln
ITe
Thr
Ala

val
105

Ala
10

Ser
Gly
Gly
Leu
Ala

90
Leu

val
10

Lys
Ser
Pro
Ile
Trp

90
Leu

val
10

Lys
Ser
Pro
Ile
Trp

90
Leu

67

Ser
Ser
Thr
val
Ala
75

Ala

Thr

Ser
Leu
Pro
Glu
Ser

75
Asp

ser
Leu
Pro
Glu
ser

75
Asp

Gly
Asn
Ala
Pro
Ile
Trp

val

val
Gly
val
Arg
60

Gly

Ser

val
Gly
val
Arg
Gly

Ser

637875_1

Pro
Ile
Pro
45

ASp
Ser
ASp

Leu

Ser
ASD
Leu
45

Phe
Thr

Ser

Ser
Asp
Leu
45

Phe
Thr

ser

Pro
Gly
30

Lys
Arg
Gly

Asp

Pro
LyS
val
Ser
Gln

Thr

Pro
Lys
val
Ser
GIn
Thr

Gly
15

Ser
Leu
Phe
Leu

Ser
95

Gly
15

Tyr
Ite
Gly
Ala

val
95

Gly
15

Tyr
Ile
Gly
Ala

val
95

Asn
Leu
Ser
Gin

80
Leu

Gln
Ala
Tyr
ser
Met

val

GIn
Ala
Tyr
Ser
Met

val



<400> 276

ser
1
Thr
Cys
Gln
Asn
65
Asp

val

<210>
<211>
<212>
<213>

<400>

Ser
1
Thr
Cys
GIn
Asn
65
Asp

val

<210>

TYr
Ala
Trp
Asp
50

Ser
Glu

Phe

Tyr
Ala
Trp
Asp
50

Ser
Glu

phe

<211> 12

<212>
<213>

<400> 27

1

Glu
Ser
Tyr
35

Ser
Gly
Ala

Gly

277
107
PRT
Homo sapiens

277

Glu
ser
Tyr
35

Thr
Gly
Ala

Gly

278

0

PRT R
HoOmo sapiens

8

Thr Leu Ser

Tyr
Gly
Ser
65

Lys
Arg

Gly

Trp
Tyr
50

Arg
Leu
Gly

Thr

<210> 27
<211> 12

<212>
<213>

Ser
35

Ile
val
Ser
Ser
L.eu
115

9

PRT i
Homo sapiens

Leu
Ile
GIn
Lys
Asn
Asp

Gly
100

Leu
Ile
20

Gln
Lys
Asnh
AsSp

Gly
100

Leu
20

Trp
Tyr
Thr
Ser
Tyr

100
val

Thr
Thr
Gln
Arg
Thr
Tyr

85
Gly

Ile
5
Thr
Arg
Arg
Thr
Tyr

85
Gly

GIn val GIn Leu G;n

Thr
Ile
Tyr
Ile
val
85

Ser

Thr

GlIn
Cys
Lys
Pro
Ala
70

Tyr

Thr

Gin
Cys
Lys
Pro
Ala
70

Tyr

Thr

Glu
Cys
Arg
Ser
Ser
70

Thr
Ser

val

Pro
Ser
Pro
ser
Thr
cys

Lys

Pro
Ser
Pro
Ser
55

Thr

Cys

Ser
Thr
Gln
Gly
val
Ala
Gly

Ser

Pro
Gly
Gly
40

Gly
Leu
Gln

Leu

Pro
Gly
Gly
Gly
Leu
Gln

Ley

Gly
val
Pro
40

Ser
Asp
Ala
Trp

Ser
120

ser
Asp
Gin
Ile
Thr
Ala

Thr
105

Ser
AsSp
Gln
Ile
Thr
Ala

Thr
105

Pro
ser
25

Pro
Thr
Thr
Asp

Phe
105

val
10

Lys
Ser
Pro
Ile
Trp

val

val
10

Lys
Ser
Pro
Ile
Trp

val

Gly
Gly
Gly
Asn
Ser
Thr
Glu

68

Ser
Leu
Pro
Glu
Ser
75

Asp

Leu

Ser
Leu
Pro
Glu
Ser
75

ASp

feu

Leu
Gly
Lys
Tyr
Lys
75

Ala

Phe

val
Gly
val
Arg
Gly

Ser

val
Gly
Ile
Arg
60

Gly

Ser

val
Ser
Gly
Asn
60

Asn
val

Asp

637875_1

Ser
Asp
Leu
45

Phe
Thr

Ser

ser
Asp
Leu
Phe
Thr

ser

Lys
Ile
l.eu
45

Pro
Gln
TYr

Tyr

Pro
Lys
val
Ser
Gln

Thr

Pro
LysS
val
ser
Gln

Thr

Pro
ser
Glu
Ser
Phe
Tyr

Trp
110

Gly
15

Tyr
Ile
Gly
Ala

Ala
95

Gly
15

Tyr
Ile
Gly
Ala

Ala
95

Ser
15

Thr
Trp
teu
Ser
Cys

95
Gly

GIn
Ala
Tyr
ser
Met

val

Gln
Ala
Tyr
Ser
Met

val

Glu
Tyr
Ile
LYS
Leu
80

Ala

Gln



69
<400> 279
Tgr Leu Ser Ser Gly Tyr Ser Ser Tyr Ggu val Asp
5 1

<210> 280

<211> 12

<212> PRT

<213> Homo sapiens

<400> 280
V%1 Asp Thr Gly Ggy Ile val Gly Ser i%s Gly Glu

<210> 281

<211> 13

<212> PRT

<213> Homo sapiens

<400> 281
Giy Ala Asp His Ggy Ser Gly Thr Asn gge val val val

<210> 282

<211> 22

<212> PRT

<213> Homo sapiens

<400> 282
Gin Pro val Leu T?r GIn Pro Leu Phe gga Ser Ala Ser Leu ggy Ala
Ser val Thr Leu Thr Cys

<210> 283

<211> 15

<212> PRT

<213> Homo sapiens

<400> 283
Trp Tyr Gln Gln Agg Pro Gly Lys Gly ;50 Arg Phe val Met ggg
1

<210> 284

<211> 32

<212> PRT

<213> Homo sapiens

<400> 284

Gly Ite Pro Asp Agg Phe Ser val Leu ggy Ser Gly Leu Asn ggg Tyr
i

Leu Thr ITle Lys Asn Ile GIn Glu Glu Asp Glu Ser Asp ggr His Cys

20 25
<210> 285
<211> 10
<212> PRT .
<213> Homo sapiens
<400> 285
phe Gly Gly Gly Tgr Lys Lteu Thr val igu
1

637875_1



<210> 286
<211> 108
<212> PRT

<213>

<400> 286

Gln
1
Ser
ASnh
Met
Ser
65
GIn

Ser

ser Ala
ITe Thr
Ser val
35
Ile Tyr
50
Gly Ser
Ala Glu

val val

<210> 287
<211> 108
<212> PRT

<213>

<400> 287

Gln
1
ser
Asn
Met
Ser
65
Gn

Ser

ser Ala
Ile Thr

Ser val

mMet val

<210> 288
<211> 108
<212> PRT

<213>

<400> 288

GIn
1
Ser
Asn
Met
Ser
65
GIn

Ser

Ser Ala
Ile Thr
Ser val
35

Ile Tyr
50

Gly Ser
Ala Glu

Met val

<210> 289

Leu
Ile
20

Ser
Glu
Lys
Asp

Phe
100

Leu

Ile
20
Ser

r Glu

Lys
AsSp

Phe
100

Leu
Ile
20

Ser
Glu
LysS
Asp

Phe
100

Homo sapiens

Thr
5
Ser
Trp
val
ser
Glu

85
Gly

Homo sapiens

Thr
5
Ser
Trp
val
Ser
Glu

85
Gly

Homo sapiens

Thr
5
Ser
Trp
val
Ser
Glu

85
Gly

Gln
Cys
TYyr
Ser
Gly
Ala
Gly

Gln
Cys
Tyr
Ser
Gly
70

Ala

Gly

Gln
Cys
Tyr
ser
Gly
Ala
Gly

Pro
Thr
Glin
Asn
55

Asn
ASp

Gly

Pro
Thr
Gln
AsSh
55

Ash
ASp

Gly

Pro
Thr
Glin
Ash
55

AsSnh
Asp

Gly

Ala
Gly
His
40

Arg
Thr
Tyr
Thr

Ala
Gly
GlIn
40

Arg
Thr
Tyr

Thr

Ala
Gly
GlIn
40

Arg
Thr
Tyr

Thr

Ser
Thr
25

H1s
Pro
Ala
TY"r

Lys
105

Ser
Thr
25

His
Pro
Ala
Phe

Lys
105

Ser
Thr
25

His
Pro
Ala
Phe

Lys
105

val
10

Ser
Pro
Ser
Ser
Cys

90
Leu

val
10

Ser
Pro
Ser
Ser
cys

90
Leu

val
10

Ash
Pro
Ser
Ser
Cys

90
Leu

70

Ser
Ser
Gly
Gly
Leu
75

Ser

Thr

Ser
Ser
Gly
Gly
Leu
75

Ser

Thr

Ser
Ser
Gly
Gly
Leu
75

Ser

Thr

Gly
Asp
Lys
val
Thr
Ser

val

Gly
Asp
Lys
val
60

Thr
ser

va'l

Gly
Asp
Lys
Ile
Thr
Ser

val

6378751

Ser
val
Ala
45

Ser
Ile

Tyr

Ser
val
Pro
45

Ser
Ile

Tyr

ser
val
Pro
45

Ser
Ile

Tyr

Pro
Gly
30

Pro
Thr
Ser

Thr

Pro
Gly
30

Pro
Ile
Ser

Thr

Pro
Gly
30

Pro
Asn
ser

Thr

Gly
15

Arg
Lys
Arg
Gly

Ser
95

Gly
15

Gly
Lys
Arg
Gly

Ser
95

Gly
Gly
Lys
Arg
Gly

Ser
95

Glin
Tyr
val
Phe
Leu

80
Ser

GlIn
Tyr
Leu
Phe
Leu

Thr

Gln
Tyr
Leu
Phe
Leu

80
Thr



<211>
<212>
<213>

<400>

Gln
1
ser
Gly
Ala
LysS
65
Leu
Ala

Gly

<210>
<211>
<212>
<213>

<400>

GIn
1
ser
Gly
Ala
LyS
65
Leu
Ala

Gly

<210>
<211>
<212>
<213>

<400>

G1n
1
Ser
Gly
Ala
Lys
65
Leu
Ala

Gly

val
Leu
Met
L.eu
50

Gly
Gln
Arg

His

val
l.eu
Met
Ile
50

Gly
Gln
Arg

Gln

val
Leu
Met
Leu
50

Gly
Gln
Arg

GIn

122
PRT _
Homo sapiens

289

His
Arg
His
35

Ile
Arg
Met
Ala

Gly
115

290
122
PRT )
Homo sapiens

290

Gin
Arg
His
35

Ile
Arg
Met
Arg

Gly
115

291
121
PRT
Homo sapiens

291

Gln
Arg
Mis
35

Ile
Arg
Met
Ala

Gly

Leu
Leu
20

Trp
Trp
Phe
Asn
Ile

100
Thr

Leu
Leu
20

Trp
Trp
Phe
Asn
Gly

100
Thr

L.eu
Leu
20

Trp
Trp
Phe
Asn
Ile

100
Thr

val
5
ser
val
Asn
Thr
Ser
85
Ala

Thr

val
5
Ser
val
Tvr
Thr
Ser
85
Gly

Thr

val
5
Ser
val
Asn
Thr
sSer
85
Ala

Thr

Glu
Cys
Arg
Asp
Ile
70

Leu
Ala

val

Glu
Cys
Arg
AsD
Ile
70

Leu

Leu

val

Glu
Cys
Arg
Asp
Ile
70

Leu
Ala

val

Ser
Ala
GIn
Gly
55

Ser
Arg
Leu

Thr

Ser
Ala
Gln
Gly
55

ser
Arg
Ala

Thr

ser
Ala
Gin
Gly
55

Ser
Arg
Leuy

Thr

Gly
Ala
Ala
40

Ser
Arg
Ala
Tyr

val
120

Gly
Ala
Ala
40

Ser
Arg
Ala
Ala

val
120

Gly
Ala
Ala
40

Ser
Arg
Ala
Tyr

val

Gly
Ser
25

Pro
Ash
Asp
Glu
Tyr

105
Ser

Gly
Ser
25

Pro
Asn
Asp
Glu
Arg

105
ser

Gly
Ser
25

Pro
Asn
Asp
Glu
Tyr

105
Ser

Gly
10

Gly
Gly
Lys
Asn
Asp
90

Tyr

Ser

Gly
10

Gly
Gly
Lys
Asn
Asp
90

Pro

Ser

Gly
10

Gly
Gly
L.ys
Asnh
Asp

30
Tyr

71

val
Phe
Lys
Tyr
Ser
75

Thr

Tyr

val
Phe

Lys

val
Thr
Gly
Tyr
60

Lys
Ala

Gly

val
Thr

Gly

yr Tyr

ser
75
Thr

Gly

val
Phe
Lys
Tyr
Ser
75

Thr

Tyr

60
Lys

Ala

Gly

val
Thr
Gly
Tyr
60

Lys
Ala

Gly

6378751

Glin
Phe
Leu
45

Ala
Asn
val

Met

Gln
Phe
Leu
45

Ala
Asn
val

Met

Gln
Phe
Leu
Ala
Asn
val

Met

Pro
Ser
Glu
Asp
Thr
Tyr

Asp
110

Pro
ser
Glu
Asp
Thr
Tyr

Asp
110

Pro
Ser
30

Glu
Asp
Thr
Tyr

Asp
110

Gly
15

Ser
Trp
Ser
L.eu
Tyr

val

Gly
15

Ser
Cys
Ser
L.eu
Tyr

val

Gly
15

Ser
Trp
Ser
Leu
Tyr

val

Arg
Phe
val
val
Tyr
80

Cys

Trp

Arg
Tyr
val
val
Tyr
80

Cys

Trp

Arg
Phe
val
val
Tyr
80

Ccys

Trp



115

<210>
<211>
<212>
<213>

<400>
Gln val
1
Ser

292
119
PRT
Homo

292
Gln

Leu Arg
His
35
Ile

Gly Met
Ile
50
Gly

Ala

Lys
65
Leu

Arg

Gin Met

Ala Arg Arg
val

115

Thr Thr

<210>
<211>
<212>
<213> Homo

<400> 293
cagtctgccc
tcctgeactg
cacccaggea
tctaatcget
caggctgagyg
ggcggaggga

<210> 294
<211> 327
<212> DNA
<213> Homo

<400> 294

cagtctgccc
tcctgeactg
cacccaggea
tctaatcget
caggctgagg
ggcggaggga

<210> 295
<211> 318
<212> DNA
<213> Homo

<400> 295

tcctatgage
acctgctctg
cagtcccctyg
ttctetgget
gatgaggctg
accaagctga

<210> 296
<211> 327

293
327
DNA

sapiens

val G1
5

Ser

Leu

Leu
20
Trp

Cy

val Ar

Trp Tyr As
11
70

le

Phe Thr
Ser
85

Gly

Asn
Gly Le
100
Thr

val Se

sapiens

tgactcagcec
gaaccagcag
aagcccccaa
tctectggetce
acgaggctga
ccaagctgac

sapiens

tgactcagec
gaaccagcag
aaccccccaa
tctetggetce
acgaggctga
ccaagctgac

sapiens

tgactcagece
gagataaatt
tgctggtcat
ccaagtctgg
actattactg
ccgtccta

120

u Sser Gly

s Ala Ala
Ala
40

Ser

g Gln

p

e

Gly
55
Ser Arg

u Arg Ala

u Pro Gly

r Ser

rgccteegty
tgacgttggt
actcatgatt
caagtctggc
ttattactgc
cgtecta

tgccteegty
tgacgttggt
actcatgatt
caagtctggce
ttatttetge
cgtccta

accctcagtg
gggggataaa
ctatcaaaat
gaacacagtc

tcaggegtygg

72

Gly Gly val

10
Ser Gly Phe
25
Pro

Gly Lys

Asn Lys Tyr
Ser
75

Thr

Asp Asn

Glu Asp
90
Gly Met
105

Asp

tctgggtctce
ggttataact
tatgaggtca
aacacggcct
aactcatata

tctgggtctc
ggttataact
tatgaggtca
aacacggect
agctcatata

tcegtgtecce
tatgcttgcet
accaagtggce
actctgacca
gacagcagca

val GIn

Thr PpPhe

Gly Leu
45
Tyr Ala
60
LyS Asn

Ala val

val Trp

Pro
Ser
Glu
Asp
Thr
Tyr
Gly

Gly
15
Ser

Arg
Tyr

Trp val

Ser val

Leu Tyr
80
Tyr Cys

Glin Gly

110

ctggacagtc
ctgtctectyg
gtaatcggcec
ccctgaccat
caagcaccag

ctggacagtc
ctgtctecty
gtaatcggcec
ccctgaccat
caagcaccag

caggacagac
ggtatcagca
ccttagggat
tcagegggac
ctgtggtatt

637875_1

gatcaccatc
gtaccaacag
ctcaggggtt
ctctgggctc
catggtattc

gatcaccatc
gtaccaacag
ctcaggggtt
ctctgggetc
catggtcttc

agccagaatc
gaagccaggce
ccctgagcega
ccaggcetatg
€ggcggaggy

60

120
180
240
300
327

60

120
180
240
300
327

60

120
180
240
300
318



<212> DNA
<213> Homo

<400> 296
cagtctgecc
tcctgcactg
cacccaggca
tctaatecgcet
caggctgagg
ggcggaggga

<210> 297
<211> 215
<212> PRT
<213> Homo

<400> 297
G}u Ser Ala
Ser Ile Thr
val
35
Tyr

Asn Ser
Ile
50

Gly

Met

Ser Ser

65
Gln

Ala Glu

Ser Met val

Lys Ala

115
Ala Asn
130

Ala

Gin
Gly val
145
Gly

val Glu

Ala Ser Ser
Ser
195

Pro

Ser Tyr

Ala
210

val

298
230
PRT

<210>
<211>
<212>
<213> Homo

<400> 298
Giu val Gln

Ser val Lys

ITe Ser
35
val

Gly
Gly Trp
50
GIn Gly
65

Met

Arg

Glu Leu

Ala Arg Gly

val Ser Ser

Ala

sapiens

tgactcagec
gaaccagcag
aagcceccaa
tctctggetce
acgaggctga
ccaagctgac

sapiens

leu Thr
5

Ile
20
Ser

Ser
Trp
Glu val
Lys Ser
Glu

85
Gly

ASp

Phe
100
Pro Ser

Lys Ala

Thr val

Gln
Cys
Tyr
Ser
Gly
70

Ala
Gly
val
Thr

Ala

tgcctccgtyg
tgacgttggt
actcatgatt
caagtctggce
ttattactgc
cgtccta

Pro Ala

Thr Gly

Gin
40
Arg

Gin

Asn
55
Asn Thr

AsSp Tyr

Gly Thr

Thr Leu
120
Leu val
135

Trp Lys

150

Thr
165
l.eu

Thr

Tyr
180
Cys Gln

Thr Glu

sapiens

Leu val

5
val Ser
20
Trp val

Ser Phe

Gly Thr

Thr
Ser
val

Cys

GIn
Cys
Arg
Tyr

Met

Pro Ser

Leu Thr
His
200
Ser
215

Thr

ser Gly

Lys Ala
Ala
40
Gly

Gln

Asn
55

Thr Thr

70

Ser
85
Gly

Arg

Tyr
100

Ala Ser

Leu
Met

Thr

Arg ser

Asp val

Lys Gly

73

tctgggtcete
ggttataact
tatgaggtca
aacacggcect
aattcatata

val Ser
10

Ser

Ser

Thr
25
His

sSer

Pro Gly

Pro Ser Gly

Ala Leu
75

Asn

Ser
Tyr Cys
90
Lys Leu Thr
105
Phe

Pro Pro

Cys Leu Ile

Ala Ser
155

Ser

ASp

Glin
170
Glu

Lys
Pro Gln
185
Glu

Gly Ser

Glu val
10

Gly

Ala

ser
25
Pro

Tyr

Gly GIn

Asn Thr Asn
Ser
75

Thr

Asp Pro

Asp Asp

90
Gly

Trp Gln

105
Pro

Ser val

ctggacagtc
ctgtctectyg
gtaatcggcc
ccctgaccat
caagcaccag

Gly Ser Pro

Asp val Gly
30
Ala Pro
45

Ser

Lys

val
60
Thr

Asn

ITe Ser

Ser Tyr Thr

val Leu Gly

110
Glu

ser Ser

125

Ser Asp Phe

140
Ser

Pro val

Asn Asn Lys

Trp Ser
190
Glu

Lys

Thr val

205

Lys Lys Pro

Thr Leu Thr

Gly Leu Glu

45
Tyr Ala Gln
60
Thr

Ser Thr

Ala val

Tyr
Thr
110
Leu

Gly Thr

Phe Pro

637875_1

gatcaccatc
gtaccaacag
ctcaggggtt
ctctgggetc
catggtattc

Gly GIn

Gly Tyr

LysS Leu

Arg Phe

Gly Leu

ser Thr
95
Gln Pro

Glu Leu

Tyr Pro
Ala
160
Ala

Lys

Tyr
175
His Arg

Lys Thr

Gly Ala
15
ser Tyr

Trp Met

Lys Leu

Ala Tyr
80
Tyr Cys

val Thr

Ala Pro

60

120
180
240
300
327



115
Ser Lys
130

ASp

Ser

Lys
145
Leu

Tyr

Thr Ser

Leu Tyr Ser
Thr
195

Lys

Thr Glin

val Asp
210
His

His His

225

<210>
<211>
<212>
<213>

<400> 299
G}u Ser val

299
217
PRT

Arg val Thr
val
35

ser

Tyr Asp
Ile
50
Gly

Leu

ser ser

65

Gln Ala Glu

Leu Ser Gly

Gin Pro Lys

115

Glu Leu GIn
130

Tyr Pro
145

Lys

Gly

Ala Gly

Tyr Ala Ala
ser
195

val

His Arg

Thr
210

Lys

300
238
PRT

<210>
<211>
<212>
<213>

<400> 300
G}u val Glin

Ser Leu Arg

Met Ash
35

Ser Ile

50

Gly Arg

Ser
Ser

Lys

Ser Thr

Phe Pro

val
165
ser

Gly

L.eu
180
Tyr Ile

Lys val

His His

Homo sapiens

Leu Thr
5

ITe ser
20
His Trp

Gly Asn

Lys Ser
Glu
85
val

Asp

Ser
100
Ala Ala

Ala Asn

Ala val

Glu
165
ser

val

ser
180
Tyr Ser

Ala Pro

Homo sapiens

Leu val
5

Leu Ser

20

Trp val

Ser Ser

Phe Thr

Ser
Glu
150
His
Ser
Cys
Glu

His
230

Gln
Cys
Tyr
ser
Gly
70

Ala
Phe
Pro
LyS
Thr
150
Thr
Tyr
Cys

Thr

Glu
cys
Arg
Ser

Ile

Gly
135
Pro
Thr
val
Asn

Pro
215

Pro
Thr
Gin
Asn
Thr
Asp
Gly
Ser
Ala
135
val
Thr
Leu

GlIn

Glu
215

ser
Ala
GIn
Ser

55
Ser

120
Gly

val
Phe
val
val

200
LysS

Pro
Gly
Gln
40

Arg
Ser
Tyr
Gly
val
120
Thr
Ala
Thr
Ser
val

200
Cys

Gly
Ala
Ala
40

Ser

Arg

Thr
Thr
Pro
Thr
185
AsSh

Ser

Ser
Ser
25

Leu
Pro
Ala
Tyr
Gly
105
Thr
Leu
Trp
Pro
Leu
185
Thr

ser

Gly
ser
25

Pro
TYr

ASp

74

Ala Ala Leu

140
val Ser Trp
155
Ala val

170

val

L.eu

Pro Ser

His Lys Pro
Ala
220

Cys Ala

val
10
Ser

Ser Gly

Ser Asn

Pro Gly Thr

Ser Gly val

Leu Ala
75
Gln

Ser

Cys Ser

Thr Lys Leu

tey Phe Pro

val Leu
140

Asp

Cys

Ala
155
Lys

Lys
Ser Gin
170
Thr

Pro Glu

His Glu Gly

Gly val
10

Gly

Leu

Phe Thr

Gly Lys Gly

Ile Ser Tyr
60

Asn Ala Lys

637875_1

125
Gly

Asn
Gln
Ser
sSer

205
Asp

Ala
Ile
Ala
45

Pro
Ile
Tyr
Thr
Pro
125
Ile
Ser
Ser
Gln

ser
205

Lys
Phe
Leu
45

Ala

Asn

Cys
Ser
Ser
ser
190
Asn

Glu

Pro
Gly
30

Pro
Asp
Thr
Asp
val
110
Ser
Ser
Ser
Asn
Trp

190
Thr

Pro
Ser
30

Glu
Asp

Ser

Leu
Gly
Ser
175
Leu
Thr

val

Gly
15

Ala
Lys
Arg
Gly
ser
95

L.eu
Ser
Asp
Pro
Asn
175
Lys

val

Gly
15

Ser
Trp
sSer

L.eu

val
Ala
160
Gly
Gly
Lys

Asp

Gln
Gly
Leu
Phe
Leu
80

Ser
Gly
Glu
Phe
val
160
Lys
Ser

Glu

Gly
Tyr
val
val

Tyr



65
Leu

Ala
Trp
Pro
Thr
145
Thr
Pro
Thr

AsSn

ser
225

<210>
<211>
<212>
<213>

<400>

Ala
1
Gly
Ser
Leu
Phe
65
Leu
ser
Gly
Glu
pPhe
145
val
Lys
Ser

Glu

<210>
<211>
<212>
<213>

<400>

Gln
Arg
Gly
Ser
130
Ala
val
Ala
val
His
210
Cys

Met
ASP
Gln
115
val
Ala
ser
val
Pro
195
Lys

Ala

301
218
PRT
Homo sapiens

301

Asn
Tyr
100
Gly
Phe
Leu
Trp
Leu
180
Ser
Pro

Ala

ser
85

Asp
Thr
Pro
Gly
Asn
165
Gin
Ser
Ser

Asp

Leu Gln Ser val
5

Gln
Asn
l.eu
50

Ser
GIn
Leu
GlIn
Glu
130
TYyr
Lys
Tyr
His

Lys
210

Arg
Thr
35

Ile
Gly
Ser
Asn
Pro
115
l.eu

Pro

Ala
Ala

Arg

195

Thr

302
231
PRT
Homo sapiens

302

val
20

val
Tyr
Ser
Glu
Gly
100
Lys
GlIn
Gly
Gly
Ala
180
Ser

val

Thr
Ash
Ser
Lys
Asp
85

Trp
Ala
Ala
Ala
val
165
Ser
Tyr
Ala

GIn val GIn Leu Gln
1 5

Thr Leu Ser Leu Thr

70
Leu

Phe
Met
Leu
Cys
150
Ser
ser
Ser

Asn

Glu
230

Leu
Ile
Trp
Asn
ser
70

Glu
val
Ala
Asn
val
150
Glu
Ser
sSer

Pro

Gln

Cys

Arg
Trp
val
Ala
135
Leu
Gly
Ser
Leu
Thr

215
val

Thr
ser
Tyr
Asn
Gly
Ala
Phe
Pro
Lys
135
Thr
Thr
TYyr
cys

Thr
215

Trp
Ala

Ala
Ser
Thr
120
Pro
val
Ala
Gly
Gly
200
Lys

Asp

Glin
Cys
Glin
Gln
Thr
Asp
Gly
Ser
120
Atla
val
Thr
Leu
Gln

200
Glu

Gly
val

Glu
Ala
105
val
Ser
Lys
Leu
Leu
185
Thr
val

His

Pro
Ser
25

Gin
Arg
Ser
Tyr
Gly
105
val
Thr
Ala
Thr
Ser
185
val

cys

Ala

Tyr

Asp
90

Tyr
ser
Ser
Asp
Thr
170
Tyr
Gin
Asp

His

Pro
Gly
Leu
Pro
Ala
Tyr
Gly
Thr
Leu
Trp
Pro
170
Leu

Thr

Ser

10

75
75
Thr
Tyr
Ser
Lys
Tyr
155
ser
ser
Thr
Lys

His
235

Ser
Ser
Pro
Ser
Ser
75

Cys
Thr
Leu
val
Lys
155
Ser
Thr

His

Ala
Asp
Ala
Ser
140
Phe
Gly
Leu
Tyr
Lys

220
His

Ala
Ser
Gly
Gly
60

Leu
Ala
Lys
Phe
Cys
140
Ala
LyS
Pro

Glu

val
Ala
Ser
125
Thr
Pro
val
Ser
Ile
205
val

His

Ser
ser
Thr
45

val
Ala
val
Leu
Pro
125
l.eu
Asp
Glin
Glu

Gly
205

Tyr
Phe
110
Thr
Ser
Glu
His
Ser
190
Cys

Glu

Gly
Asn
30

Ala
Pro
Ile
Trp
Thr

110
Pro

Ser
Ser
GIn

190
Ser

Phe
95

ASp
LYyS
Gly
Pro
Thr
175
val
Asn

Pro

Thr
15

Ile
Pro
ASp
Ser
Asp
val
Ser
Ser
ser
Ash
175
Trp

Thr

80
Cys

val
Gly
Gly
val
160
Phe
val
val

Lys

Pro
Gly
Lys
Arg
Gly
80

ASp
Leu
ser
ASp
Pro
160
Asn
Lys
val

Gly Leu Leu Lys Pro Ser Gilu
15

Gly Gly Ser phe Ser Ala Tyr
6378751



Tyr
Gly
Ser
65

Lys
Arg
Thr
Pro
val
145
Ala
Gly
Gly
Lys

ASp
225

<210>
<211>
<212>
<213>

<400>

Gin
1

Ser
Thr
val
Ala
65

Ile
Ser
Ile
Glu
ASp
145
ser
Asn
Cys
Ala
Cys
225
Ile

Leu

Trp
Glu
50

Arg
Leu
Gly
val
Ser
130
Lys
Leu
Leu
Thr
val

210
His

Gluy
Glu
Phe
val
50

Arg
Leu
Gly
Glu
Arg
130
Gly
Asp
val
Asp
Gly
210
Glin
Arg

Pro

Asnh
35

Ile
val
Asn
Gin
Ser
115
Ser
Asp
Thr
Tyr
Gln
195
Asp

His

303
680
PRT
Homo sapiens

303

AsSp
Glu
His
35

val
Arg
His
Asp
Glu
115
Ile
Gly
His
Pro
Ser
195
val
Gly
Lys

Leu

20
Trp

Asn
Thr
Ser
Leu
100
Ser
Lys
Tyr
Ser
ser
180
Thr
Lys

His

Glu
Asp
20

Arg
Leu
L.eu
val
Leu
100
AsSD
Thr
Ser
Arg
Glu
180
His
Ala
Lys
Ser

Ala

Ile
His
Ile
val
85

val
Ala
Ser

Phe

Gly

165
His

Tyr
Lys

His

Asp
5
Gly
Cys
Lys
Gln
Phe
85
Leu
Ser
Pro
Leu
Glu
165
Glu
Gly
Lys
Gly
Gin

245
Gly

Arg
Ser
Ser
70

Thr
Pro
Ser
Thr
Pro
150
val
Ser
Ile
val

His
230

Gly
Leu
Ala
Glu
Ala
70

His
Glu
Ser
Pro
val
150
Ile
Asp
Thr
Gly
Thr
230
l.eu

Gly

Gln
Gly
val
Ala
phe
Thr
Ser
135
Glu
His
ser
Cys
Glu

215
His

Asp
Ala
Lys
Glu
Gln
Gly
Leu
val
Arg
135
Glu
Glu
Gly
His
Ala
215
val
val

Tyr

Pro
40

Arg
Asp
Ala
AsSp
Lys
120
Gly
Pro
Thr
val
Asn

200
Pro

TYr
Glu
ASp
40

Thr
Ala
Leu
Ala
Phe
120
Tyr
val
Gly
Thr
l.eu
200
Ser
ser
Gln

Ser

25
Pro

Thr
Thr
Asp
Tyr
105
Gly
Gly
val
Phe
val
185
val

Lys

His
Ala
Leu
Leu
105
Ala
Arg
Tyr
Arg
Arg
185
Ala
Met
Gly
Pro

Arg

Gly
AsSp
Ser
Thr
90

Trp
Pro
Thr
Thr
Pro
170
Thr
Ash

Ser

Glu
10

Pro
Trp
l.eu
Arg
Pro
90

Lys
GIn
Ala
Leu
val
170
Phe
Gly
Arg
Thr
val

250
val

76
Lys
Tyr
Lys
75
Ala
Gly
Ser
Ala
val
155
Ala
val
His

Cys

ser
Leu
235
Gly

Leu

Gly
Asn
60

Lys
val
Glin
val
Ala
140
Ser
val
Pro
Lys

Ala
220

val
His
Leu
Gin
60

Gly
Phe
Pro
Ile
Glu
140
ASp
val
Arg
val
Leu
220
Ile
Pro

Asn

637875_1

Leu
45

Pro
Gin
Tyr
Gly
Phe
125
Leu
Trp
Leu
Ser
Pro

205
Ala

Leu
Gly
Pro
45

Ser
TYyr
Leu
His
Pro
125
Tyr
Thr
Thr
GIn
ser
205
Arg
Gly
Leu

Ala

30
Glu

Ser
Phe
Tyr
Thr
110
Pro
Gly
Asn
Gln
Ser
190
Ser

ASp

Ala
Thr
30

Gly
Glu
Leu
val
val
110
Trp
GIn
Ser
ASp
Ala
190
Gly
val
Leu
val

Ala

Trp
Leu
ser
Cys
95

Leu
Leu
Cys
ser
Ser
175
sSer
Asn

Glu

Leu
15

Thr
Thr
Arg
Thr
Lys
95

Asp
Asn
Pro
Ile
Phe
175
Ser
Arg
l.eu
Glu
val

255
Cys

Ile
LysS
Leu
80

Ala
val
Ala
Leu
Gly
160
ser
Leu
Thr

val

Arg
Ala
Tyr
Thr
Lys
80

Met
Tyr
Leu
Pro
Gin
160
Glu
Lys
Asp
Asn
Phe
240
Leu

G1n



Arg
Arg
Thr
305
Leu
ASp
Ser
Met
Leu
385
Glu
Ser
Ala
Pro
Arg
465
Ala
Ccys
Glu
Leu
Lys
545
His
Glu
Thr
Pro
val
625
Ala
Ala

His

<210>
<211>
<212>
<213>

<400>

Leu
Asp
290
val
Gly
Ile
Gly
Leu
370
Ile
Asp
Thr
His
Asp

450
Arg

Leu
Ala
Thr
530
Pro
Arg
Cys
val
Gly
610
val
val

Ser

Ala
275
Asp
Gly
Thr
Ite
Thr
355
Ser
His
Glin
His
Ser
435
Glu
Gly
Asn
L.eu
Ser
515
Gly
Pro
Glu
LyS
Ala
595
Thr
Arg
Thr
GlIn

His
675

304
680
PRT
Homo sapiens

304

260
Arg

Ala
Ala
Asn
Gly
340
Ser
Ala
Phe
Arg
Gly
420
Gly
Glu
Glu
Ala
Pro
500
Met
Cys
val
Ala
val
580
Ccys
Ser
Ser
Ala
Glu

660
His

Ala
cys
Thr
Phe
325
Ala
Gln
Glu
Ser
va'l
405
Ala
Pro
Leu
Arg
Phe
485
GIn
Gly
Ser
Leu
ser
565
Lys
Glu
His
Arg
val
645
Leu

His

Arg Arg Arg Arg Arg
1 5

Arg Arg Arg Arg Arg
20

Arg Phe érg Arg Cys
>

val val val Leu Arg

Gly
l.eu
Asn
310
Gly
ser
Ala
Pro
Ala
390
Leu
Gly
Thr
Leu
Met
470
Gly
Ala
Thr
Ser
Arg
550
Ile
Glu
Glu
val
Asp
630
Ala
Gln

His

Arg
Arg
Arg

Arg

val
TYr
295
Ala
Arg
Ser
Ala
Glu
375
Lys
Thr
Trp
Arg
Ser
455
Glu
Gly
Asn
Arg
His
535
Pro
His
His
Gly
Leu
615
val
Ile
Gly

His

Arg
Arg
Arg

Arg

val
280
Ser
Gin
Cys
ASp
Ala
360
l.eu
ASp
Pro
Glin
Met
440
Cys
Ala
Glu
Cys
val
520
Trp
Arg
Ala
Gly
Trp
600
Gly
Ser
Cys
Ser

His
680

Arg
Arg
Arg

40
Arg

265
Leu

Pro
Asp
val
Cys
345
His
Thr
val
Asn
Leu
425
Ala
Ser
Gln
Gly
Ser
505
His
Glu
Gly
Ser
Ile
585
Thr
Ala
Thr
Cys

Ser
665

Arg
Arg
25

Pro

Arg

val
Ala
Gln
Asp
330
Ser
val
Leu
Ile
Leu
410
Phe
Thr
ser
Gly
val
490
val
Cys
val
GlIn
cys
570
Pro
Leu
Tyr
Thr
Arg

650
Asp

Arg
10

Arg
Trp

Arg

77
Thr
Ser
Pro
315
Leu
Thr
Ala
Ala
Asn
395
val
Cys
Ala
Phe
Gly
475
Tyr
His
His
Glu
Pro
555
Cys
Ala
Thr

Ala

Gly
635
Ser

Tyr

Arg
Arg
Arg

Ser

Ala
Ala
300
val
Phe
Cys
Gly
Glu
380
Glu
Ala
Arg
Ile
Ser
460
Lys
Ala
Thr
Gln
Asp

540
Asn

Pro
Gly
val
620
Ser
Arg

Lys

Arg
His
Arg

Arg

637875_1

Ala
285
Pro
Thr
Ala
Phe
Ile
365
Leu
Ala
Ala
Thr
Ala
445
Arg
Leu
Ile
Ala
Gin
525
Leu
Gln
Ala
Gln
Cys
605
Asp
Thr
His

Asp

Leu
Arg
Pro

45
ser

270
Gly

Glu

Leu

Asn
Ser
Leu

Asp
670

Arg
Arg
Gly
Arg

Asn
val
Gly
Gly
335
Ser
Ala
Gln
Phe
Pro
415
Trp
Ccys
Gly
Cys
Arg
495
Pro
His
Thr
val
Gly
575
GIn
Ala
Thr
Glu
Ala

655
Asp

Arg
15

Arg
Arg

Glu

Phe
Ile
Thr
320
Glu
Gln
Met
Arg
Pro
400
Pro
Ser
Ala
Lys
Arg
480
Cys
Ala

val

Gly
560
Leu
val
l.eu
Cys
Glu
640
Gln

Lys

Arg
Arg
Tyr

Thr



Ala
65

Ile
Arg
Ile
Arg
Arg
145
Arg
Arg
Cys
Ala
Cys
225
Ite
Leu
Arg
Glu
Thr
305
Arg
Arg
Ser
Met
Ley
385
Arg
Arg
Arg
Pro
Arg
465
Ala
cys
Arg
Leu
LyS
545
His
Glu
Thr

50
Glu

Arg
Arg
Glu
Glu
130
Gly
Arg
Arg
Asp
Gly
210
Arg
Glu
Pro
Leu
Asp
290
val
Gly
Ile
Gly
l.eu
370
Arg
Arg
Arg
Arg
Arg
450
Arg
His
Leu
Arg
Thr
530
Pro
Arg
Cys
val

Glu
Arg
Arg
Glu
115
Ile
Gly
His
Pro
Arg
195
val
Gly
Arg
Leu
Ala
275
Asp
Gly
Thr
Ile
Thr
355
Arg
Arg
Arg
Arg
Ser
435
Glu
Gly
Asn
Leu
Arg
515
Gly
Pro
Glu
Arg

Arg

Leu
Arg
Leu
100
Asp
Arg
Arg
Glu
Arg
180
Arg
Ala
Arg
Arg
Ala
260
Glu
Ala
Ala
Asn
Gly
340
Ser
Arg
Arg
Glu
Arg
420
Gly
Glu
Glu
Ala
Pro
500
Arg
Cys
Arg
Ala
Arg

580
Cys

GlIn
Phe
85

Arg
Ser
Pro
Arg
Glu
165
Arg
Gly
Arg
Gly
Arg
245
Gly
Arg
cys
Thr
Phe
325
Ala
Gin
Arg
Ser
Arg
405
Arg
Pro
Leu
Arg
Arg
485
Gln
Gly
Ser
Leu
Ser
565
Arg

Arg

Arg
70

Arg
Arg
Ser
Pro
val
150
Ile
Arg
Thr
Arg
Arg
230
Arg
Arg
Gly
Arg
Asn
310
Gly
Ser
Ala
Pro
Arg
390
Leu
Gly
Arg
Leu
Met
470
Arg
Ala
Thr
Ser
Arg
550
Ile
Arg

Arg

35
Arg

Gly
Leu
val
Arg
135
Glu
Arg
Arg
His
Ala
215
val
Arg
Tyr
val
Tyr
295
Arg
Arg
Ser
Ala
Arg
375
Arg
Thr
Arg
Glu
Ser
455
Glu
Gly
Arg
Glu
His
535
Pro
His
Arg
Gly

Ala
Leu
Ala
Phe
120
Tyr
val
Gly
Arg
Leu
200
Arg
Ser
Arg
Ser
val
280
Ser
Arg
Cys
Arg
Ala
360
Leu
Arg
Pro
Arg
Arg
440
Cys
Arg
Arg
Cys
val
520
Trp
Glu
Ala
Arg

Trp

Arg
Leu
Arg
105
Arg
Arg
Tyr
Arg
Glu
185
Ala
Met
Gly
Pro
Glu
265
l.eu
Pro
Arg
val
Cys
345
His
Arg
Arg
Arg
Leu
425
Ala
ser
Gln
Gly
ser
505
Arg
Arg
Gly
Ser
Ile

585
Thr

Glu
Pro
90

Arg
GIn
Ala
Leu
val
170
Arg
Gly
Arg
Thr
Arg
250
val
val
Ala
Arg
Asp
330
ser
val
Arg
Ile
Leu
410
Phe
Arg
ser
Gly
val
490
val
Cys
Arg
Arg
Cys
570
Pro

Leu

78
Glu
Gly
Leu
Arg
Arg
Leu

155
Arg

Gly
475
Tyr
His
Arg
Arg
Pro
555
Cys
Ala

Thr

60
Gly

Phe
Pro
Ile
Arg
140
Asp
Arg
Glu
val
Leu
220
Ile
Pro
Asn
Ala
Ala
300
val
Phe
cys
Gly
Ar

380
Arg
Ala
Arg
Ile
Ser
460
Lys
Ala
Arg
Arg
Asp
540
Arg
His
Pro

Gly

6378751

Arg
Leu
Arg
Pro
125
Arg
Thr
Arg
Arg
Ser
205
Glu
Gly
l.eu
Arg
Ala
285
Pro
Arg
Ala
Arg

Ile
365

g Leu

Arg
Arg
Thr
Ala
445
Arg
Leu
Ile
Ala
Arg
525
Arg
Gln
Ala
Arg

Cys

Arg
val
val
110
Arg
Arg
Arg
Arg
Arg
190
Gly
val
Leu
val
Ala
270
Gly
Glu
Arg
Pro
Arg
350
Ala
Arg
Arg
Leu
val
430
Glu
Ser
val
Ala
Pro
510
Gly
Gly
Cys
Pro
Glu

590
Ser

Thr
Arg
95

Arg
Ash
Pro
Ile
Phe
175
Arg
Glu
Leu
Glu
val
255
Ccys
Asn
val
Gly
Gly
335
Arg
Ala
Gln
Phe
Pro
415
Trp
Ccys
Gly
Cys
Arg
495
Pro
His
Thr
val
Gly
575
Arg

Ala

Lys
80

Met
Tyr
Arg
Pro
Arg
160
Arg
Arg
Arg
Asn
Arg
240
Leu
Arg
Phe
Ile
Arg
320
Arg
Arg
Arg
Glu
Pro
400
Pro
Ser
Ala
Lys
Arg
480
Cys
Ala
val
Arg
Gly
560
lL.eu
val

teu



595
Pro Gly Thr Ser His
610
val val Arg Ser Glu
625
Arg val Thr Ala val
645
Ala ser GIn Glu Leu
660
His His His His His
675
<210> 305
<211> 14
<212> PRT
<213> Homo sapiens
<400> 305
Thr Gly Thr Ser Ser
1 5
<210> 306
<211> 7
<212> PRT
<213> Homo sapiens
<400> 306
Glu val Ser Asn Arg
1 5
<210> 307
<211> 9
<212> PRT
<213> Homo sapiens
<400> 307
Ser Ser Tyr Thr Ser
1 5
<210> 308
<211> 5
<212> PRT
<213> Homo sapiens
<400> 308
Ser Tyr Gly Ile Ser
1 5
<210> 309
<211> 17
<212> PRT
<213> Homo sapiens
<400> 309
1
Gly
<210> 310
<211> 6
<212> PRT

val
Asp
630
Ala
Gln

His

Asp

Pro

Thr

600
615

79
605

Leu Gly Ala Tyr Ala Arg Asp
620

Arg Arg Arg Arg Arg Arg Arg
635

ITe Cys Cys Glu Ser Glu His
650

Gly Ser Ser Asp Tyr Lys Asp

665
His His
680

val Gly Gly Tyr Asn Ser val

ser

Ser Met val

10

637875_1

Asn Thr Cys

Arg Arg Glu
640
Leu Ala Gln
655
Asp AsSp Lys
670

Ser

Trp Ile Ser Ala Tgr Asn Gly Asn Thr ign Tyr Ala GIn Lys val Gln

15



80
<213> Homo sapiens

<400> 310
G}y Tyr Gly Met Agp val

<210> 311

<211> 14

<212> PRT

<213> Homo sapiens

<400> 311
Tgr Gly Thr Ser Ser Asp val Gly Arg 1%P Asn Ser val Ser
5

<210> 312
<211> 7

<212> PRT

<213> Homo sapiens

<400> 312
Glu val Ser Asn Agg Pro Ser
1

<210> 313

<211> 9

<212> PRT

<213> Homo sapiens

<400> 313
ser Ser Tyr Thr Sgr Ser Ser val val
1

<210> 314

<211> 17

<212> PRT

<213> Homo sapiens

<400> 314

Trp Ile Ser Ala Tyr Asn Gly Asn Thr Asn Tyr Ala Glu Lys Leu Gln
% 5 10 15

Gly

<210> 315

<211> 6

<212> PRT

<213> Homo sapiens

<400> 315
G}y Tyr val Met Agp val

<210> 316

<211> 14

<212> PRT

<213> Homo sapiens

<400> 316

Thr Gly Thr Ser Ser Asp val Gly Ala Tyr Asn Ser val Ser
1 5 10

637875_1



81

<210> 317

<211> 9

<212> PRT

<213> Homo sapiens

<400> 317
ser Ser Tyr Thr Ser Thr Asn Met val
1 5

<210> 318

<211> 17

<212> PRT

<213> Homo sapiens

<400> 318

Trp val Ser Ala Tyr Asn Gly Asn Thr Asn Tyr Ala Gln Lys Phe Gln
% 5 10 15

Gly

<210> 319

<211> 9

<212> PRT

<213> Homo sapiens

<400> 319
Asn Ser Tyr Thr Sgr Thr Ser Met val
1

<210> 320

<211> 17

<212> PRT

<213> Homo sapiens

<400> 320

Trp val Ser Phe Tyr Asn Gly Asn Thr Asn Tyr Ala GIn Lys Leu Gln
% 5 10 15

Gly

<210> 321

<211> 7

<212> PRT

<213> Homo sapiens

<400> 321
Glu val Thr Asn Arg Pro Ser
1 5

<210> 322

<211> 14

<212> PRT

<213> Homo sapiens

<400> 322
Tgr Gly Thr Asn Sgr Asp val Gly Gly I%r Asn Ser val Ser

<210> 323
<211> 17
<212> PRT

637875_1



<213>
<400>

1
Gly

<210>
<211>
<212>
<213>

<400>

_ 82
HOMO sapiens

323

Trp Ile Ser val Tyr Asn Gly Asn Thr Agn Tyr Ala GIn Lys val G1In
5 1

15

324

17

PRT

Homo sapiens

324

Trp Ile Ser Phe Tyr Asn Gly Asn Thr Asn Tyr Ala Gln Lys X%W Gin
1 5

Gly

<210>
<211>
<212>
<213>

<400>
1
<210>
<211>
<212>
<213>

<400>

10

325

13

PRT

Homo sapiens

325

Ser Gly Ser Ser Ser Asn Ile Gly Asn Asn Phe val Ser
5

10

326

7

PRT

Homo sapiens

326

Asp Tyr Asn Lys Arg Pro Ser
1 5

<210>
<211>
<212>
<213>

<400>

327
11
PRT
Homo sapiens

327

Gly Thr Trp Asp Ser Ser Leu Ser Gly Tyr val
1 5 10

<210>
<211>
<212>
<213>

<400>
1
<210>
<211>
<212>
<213>

<400>

328

5

PRT

Homo sapiens

328

Ser Phe Gly Met His
5

329

17

PRT

Homo sapiens

329

Leu Ile Trp Asn Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser val Lys

637875_1



83
1 5 10 15
Gly

<210> 330

<211> 13

<212> PRT

<213> Homo sapiens

<400> 330
Aia Ile Ala Ala Lgu Tyr Tyr Tyr Tyr iéy Met Asp val

<210> 331

<211> 7

<212> PRT

<213> Homo sapiens

<400> 331
Asp Ser Asn Lys Arg Pro Ser
1 5

<210> 332
<211> 11
<212> PRT
<213> Homo sapiens

<400> 332
Gly Thr Trp Asp Ser Ser Leu Ser Ala I3r val
1 5

<210> 333

<211> 5

<212> PRT

<213> Homo sapiens

<400> 333
Ser Tyr Gly Met Hés
1

<210> 334

1> 17

<212> PRT

<213> Homo sapiens

<400> 334

teu Ile Trp His Asp Gly Ser Asn Thr Tyr Tyr val Asp Ser val Lys
1 5 10 15

Gly

<210> 335

<211> 13

<212> PRT

<213> Homo sapiens

<400> 335
Gly ITe Ala val Ala Tyr Tyr Tyr Tyr géy Met Asp val
1 5

<210> 336
637875..1
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<211> 17
<212> PRT
<213> Homo sapiens

<400> 336

Leu Ile Trp Ser Asp Gly Ser Asp Glu Tyr Tyr Ala Asp Ser val Lys
% 5 10 15

Gly

<210> 337
<211> 11
<212> PRT
<213> Homo sapiens

<400> 337
Gly Thr Trp Asp Ser Ser Leu Ser Ser Tyr val
1 5 10

<210> 338

<211> 17

<212> PRT

<213> Homo sapiens

<400> 338
Leu Ile Trp Ser Asp Gly Ser Asp Lys Tyr Tyr Ala Asp Ser val Lys
1 5 10 15

Gly

<210> 339

<211> 13

<212> PRT

<213> Homo sapiens

<400> 339
Sir Gly Ser Ser Sgr Asn Ile Gly Ser L%s Thr val Asn
1

<210> 340

<211> 7

<212> PRT

<213> Homo sapiens

<400> 340
Sir Asn Asn Arg Agg Pro ser

<210> 341
<211> 10
<212> PRT
<213> Homo sapiens

<400> 341
Ala Ala Trp Asp Agp Ser Leu Asnh Trp XST

<210> 342

<211> 4

<212> PRT

<213> Homo sapiens

637875_1



85
<400> 342
Tyr Trp Met Ser
1

<210> 343

<211> 17

<212> PRT

<213> Homo sapiens

<400> 343
Ain ITe Lys GIn Agp Gly ser Glu Lys T%r Tyr val Asp Ser val Lys
1 15

Gly

<210> 344
<211> 10
<212> PRT
<213> Homo sapiens

<400> 344
Glu Ser Asn Trp G}y rPhe Ala phe Asp iée

<210> 345

<211> 13

<212> PRT

<213> Homo sapiens

<400> 345
Ser Gly Ser Ser Ser Asn Ile Gly Ser Asn Thr val Asn
1 5 10

<210> 346

<211> 5

<212> PRT

<213> Homo sapiens

<400> 346
A;g Tyr Trp Met s§r

<210> 347

<211> 17

<212> PRT

<213> Homo sapiens

<400> 347

Asn Ile Lys His Asp Gly Ser Glu Lys Tyr Tyr val Asp Ser val Lys
% 5 10 15

Giy

<210> 348
<211> 10
<212> PRT
<213> Homo sapiens

<400> 348
61u Ser Asn Trp G;y Phe Ala Phe Asp XS1

637875_1



<210> 349
<211> 7

<212> PRT

<213> Homo sapiens

<400> 349
Arg Asn Asn GlIn Agg Pro Leu
1

<210> 350

<211> 5

<212> PRT

<213> Homo sapiens

<400> 350
Sgr Tyr Trp Met Sgr

<210> 351

<211> 5

<212> PRT

<213> Homo sapiens

<400> 351
Ain Phe Trp Met Sgr

<210> 352

<211> 10

<212> PRT )
<213> Homo sapiens

<400> 352
1

<210> 353

<211> 6

<212> PRT

<213> Homo sapiens

<400> 353
ATa Ala Ser Leu Gén Ser
1

<210> 354

<211> 8

<212> PRT

<213> Homo sapiens

<400> 354
Gin G1n Ser Tyr s§r Pro Ile Thr
1

<210> 355

<211> 11

<212> PRT )
<213> Homo sapiens

<400> 355

Arg Ala Ser Gln Sgr Ile Ser Tyr Leu Agn
1

86

Arg Ala Ser Gin Ser Ile Ser Ile Tyr Leu Asn
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<210> 356

<211> 7

<212> PRT

<213> Homo sapiens

<400> 356
A}a Ala Ala Ser Lgu Gln Ser

<210> 357

<211> 9

<212> PRT

<213> Homo sapiens

<400> 357
Gln Gln Ser Tyr s§r Ala Pro
1

<210> 358

<211> 11

<212> PRT

<213> Homo sapiens

<400> 358
Arg Ala Ser Gln Sgr Ile Ser
i

<210> 359

<211> 7

<212> PRT

<213> Homo sapiens

<400> 359
Ala Ala Ser Ser Lgu Gln ser
1

<210> 360

<211> 9

<212> PRT )
<213> Homo sapiens

<400> 360
Gin Glin Ser Tyr Sgr Ser Pro
1

<210> 361

<211> 5

<212> PRT

<213> Homo sapiens

<400> 361
Ser Tyr Ala Met Asn
1 5

<210> 362

<211> 16

<212> PRT )
<213> Homo sapiens

ITle Thr

ser Tyr

Ite Thr

87
10

Leu Asn
10

6378751
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<400> 362
Tgr ITe Ser Gly Sgr Gly Asn Thr Tyr E%r Ala Asp Ser val igs Gly

<210> 363

<211> 12

<212> PRT

<213> Homo sapiens

<400> 363
L{s Phe val Leu Mgt val Tyr Ala Met kgu Asp Tyr

<210> 364
<211> 17
<212> PRT
<213> Homo sapiens

<400> 364

Thr ITe Ser Gly Ser Gly Gly Asn Thr Tyr Tyr Ala Asp Ser val Lys
% 5 10 15

Gly

<210> 365

<211> 17

<212> PRT

<213> Homo sapiens

<400> 365

Thr ITe Ser Gly Ser Gly Asp Asn Thr Tyr Tyr Ala Asp Ser val Lys
% 5 10 15

Gly

<210> 366

<211> 10

<212> PRT

<213> Homo sapiens

<400> 366
Gly Tyr Ser Leu Tgr Ser Tyr Gly 1Ile ggr

<210> 367
<211> 10
<212> PRT
<213> Homo sapiens

<400> 367
Gly Tyr Ala Leu T?r Ser Tyr Gly Ile %gr

<210> 368
<211> 10
<212> PRT
<213> Homo sapiens

<400> 368

Gly Tyr Thr Leu Thr Ser Tyr Gly Ile Ser
1 5 10

6378751



<210> 369

<211> 10

<212> PRT

<213> Homo sapiens

<400> 369

Gly Tyr Ser Phe Thr
1 5

<210> 370

<211> 10

<212> PRT

<213> Homo sapiens

<400> 370
G}y Tyr Thr Phe Pgo

<210> 371
<211> 10
<212> PRT
<213> Homo sapiens

<400> 371
G%y Phe Thr Phe Sgr

<210> 372

<211> 10

<212> PRT

<213> Homo sapiens

<400> 372
G}y Phe Thr Phe Sgr

<210> 373

<211> 10

<212> PRT

<213> Homo sapiens

<400> 373
G}y Leu Thr pPhe Sgr

<210> 374

<211> 10

<212> PRT

<213> Homo sapiens

<400> 374
61y Phe Thr Phe Sgr

<210> 375
<211> 10
<212> PRT
<213> Homo sapiens

<400> 375
Gly pPhe Thr Phe Asn

Ser

Ser

Ser

Arg

Asn

Ser

Ser

Tyr

Tyr

Tyr

Tyr

Phe

Tyr

Phe

Gly

Gly

Trp

Trp

Trp

Ala

Gly

Ile

Ile

Met

Met

Met

Met

Met

89

ser
10

Ser
10

Ser
10

Ser
10

Ser
10

Asn
10

His
637875_1



<210> 376
<211> 10
<212> PRT
<213> Homo sapiens

<400> 376
Giy Phe Thr Phe Agg

<210> 377

<211> 16

<212> PRT

<213> Homo sapiens

<400> 377
Asnh Ile Lys GIn Asp
1 5

<210> 378
<211> 16
<212> PRT
<213> Homo sapiens

<400> 378
Ain ITe Lys His Agp

<210> 379
<211> 16
<212> PRT
<213> Homo sapiens

<400> 379
T?r Ile ser Gly Sgr

<210> 380
<211> 16
<212> PRT
<213> Homo sapiens

<400> 380
Tgr ITe ser Gly Sgr

<210> 381
<211> 16
<212> PRT
<213> Homo sapiens

<400> 381
Liu ITe Trp Asn Agp

<210> 382
<211> 16
<212> PRT
<213> Homo sapiens

Ser Tyr

Gly ser

Gly ser

Gly Asp

Gly Gly

Gly ser

Gly

Glu

Glu

Asn

AsSn

Asn

Met

Lys

Lys

Thr

Thr

Lys

90
10

His
10

Tyr val Asp
10

Tyr val Asp
10

Tyr Ala Asp
10

Tyr Ala Asp
10

Tyr Ala Asp
10

637875..1

Ser

Ser

Ser

Ser

Ser

val

val

val

val

val

LysS

Gly

Gly

Gly

Gly

Gly



<400> 382
Liu Ile Trp Ser Asp
5

<210> 383
<211> 16
<212> PRY
<213> Homo sapiens

<400> 383
Lgu ITe Trp Ser ASp
5

<210> 384
<211> 16
<212> PRY
<213> #Homo sapiens

<400> 384
Lgu ITe Trp His Agp

<210> 385
<211> 10
<212> PRT
<213> Homo sapiens

<400> 385
Ggu Ser Asn Trp Géy

<210~ 386
<211> 10
<212> PRT
<213> Homo sapiens

<400> 386
Giu ser Asn Trp Géy

<210> 387

<211> 6

<212> PRT

<213> Homo sapiens

<400> 387
Gly Tyr val Met Agp
1

<210> 388

<211> 11

<212> PRT

<213> Homo sapiens

<400> 388
Arg Ala Ser GlIn S?F
1

<210> 389
<211> 14
<212> PRT

91

Gly ser Asp Glu Tgr Ala Asp Ser val Eys Gly
1 5

Gly Sser Asp Lys I%r Ala Asp Ser val Eys Gly
5

Gly Ser Asn Thr I%r val Asp Ser val 5ys Gly
5

Phe Ala Phe Asp Ile
10

phe Ala Phe Asp val
10

val

1le ser 1le Tyr Egu Asn

6378751
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<213> Homo sapiens

<400> 389

Thr Gly Thr Asn Ser Asp val Gly Gly Tyr Asn Ser val Ser
1 5 10

<210> 390

<211> 14

<212> PRT

<213> Homo sapiens

<400> 390

T?r Gly Thr Ser Sgr Asp val Gly Ala {5r Asn Ser val Ser

<210> 391

<211> 14

<212> PRT

<213> Homo sapiens

<400> 391

Tgr Gly Thr ser Sgr Asp val Gly Arg i%r Asn Ser val Ser

<210> 392

<211> 7

<212> PRT

<213> Homo sapiens

<400> 392

Agg Asn Asn GIn Agg Pro Leu

<210> 393

<211> 7

<212> PRT

<213> Homo sapiens

<400> 393

Aéa Ala Ala Ser Lgu Gln ser

<210> 394

<211> 9

<212> PRT

<213> Homo sapiens

<400> 394

ng GIn ser Tyr Sgr Ala Pro Ile Thr

<210> 395

<211> 9

<212> PRT

<213> Homo sapiens

<400> 395

Ain ser Tyr Thr S§r Thr Ser Met val

<210> 396

637875_1



<211>
<212>
<213>

<400>
Ser Ser Tyr Thr Ser
5

1

<210>
<211>
<212>
<213>

<400>
Ala Ala Trp Asp Asp
5

1

<210>
<211>
<212>
<213>

<400>

9
PRT
Homo sapiens

396

397
10
PRT
Homo sapiens

397

398
11
PRT
Homo sapiens

398

G}y Thr Trp Asp Ser
5

<210>
<2131>
<212>
<213>

<400>

399
11
PRT
Homo sapiens

399

Gly Thr Trp Asp Ser
1 5

<210>
<211>
<212>
<213>

<400>

GIn
1
Thr
Tyr
Gly
Ser
65
Lys
Arg

Thr

<210>
<211>
<212>
<213>

val
l.eu
Trp
TYyr
50

Arg
Leu
Tyr
vall

400
116
PRT
Homo sapiens

400

Gln
Ser
Ser
35

Ile
val
Ser
Ser

ser
115

401
118
PRT
Homo sapiens

Leu
l.eu
20

Trp
Tyr
Thr
Ser
Ser

100
Ser

Gin
5
Thr
Ile
Tyr
Ile
val

85
Gly

Ser

Ser

Ser

Ser

Glu
Cys
Arg
Ser
Ser
70

Thr

Trp

ser

Leu

Leu

Leu

Ser
Thr
Gin
Gly
val
Ala

Phe

val

Asn

ser

Ser

Gly
val
Pro
40

Ser
Asp
Ala

Asp

val

Trp

ser

Ala

Pro
ser
25

Pro
Thr
Thr
Asp

Tyr
105

val
10

Tyr
10

Gly
Gly
Gly
Asn
Ser
Thr

90
Trp

93

val

val

Leu
Gly
Lys
Tyr
Lys
75

Ala

Gly

val
Ser
Gly
Asn
60

Asn
val

GIn

637875..1

Lys
ITe
Leu
45

Pro
Gin
Tyr

Gly

Pro
Ser
30

Glu
Ser
Phe
Tyr

Thr
110

ser
15

Ser
Trp
Leu
ser
cys

95
Leu

Glu
TYyr
Ile
Lys
Leu
Ala

val



<400>

401

Glu val GlIn Leu val Glu Ser Gly Gly

1

Ser Leu Arg Leu Ser Cys val val Ser

20 25

Trp Met Ser Trp val Arg Gln Ala Pro

35 40

Ala Asn Ile Lys GIn Asp ggy ser Glu
50
Lys Gly Arg Phe Thr Ile Ser Arg Asp

65

70

Leu GIn Met Asn Ser Leu Arg Ala Glu

85

Ala Arg Glu Ser Asn Trp Gly Phe Ala

100 105

Thr Met val Thr val Ser

<210>
<211>
<212>
<213>

<400>
1

115

402
115
PRT
Homo sapiens

402

Glu val Gln Leu V%1 Glu Ser Gly Gly

Ser Leu Arg Leu Ser Cys Ala Ala Ser

20 25

Trp Met Ser Trp val Arg Gin Ala Pro

35 40

Ala Asn Ile Lys Gln Asp ggy Ser Glu
50
Lys Gly Arg Phe Thr Ile Ser Arg Asp

65

70

Leu GIn Met Asn Ser Leu Arg Ala Glu

85

Ala Arg Asn Trp Gly Ala Phe Asp Ile

100 105

Thr val ser

<210>
<211>
<212>
<213>

<400>

115

403

6

PRT

Homo sapiens

403

Glu Asn Leu Tyr Phe Gln

1

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

5

404
14
PRT
Homo sapiens

VARIANT
1
Xaa= D, A, R or no amino acid

VARIANT
2
Xaa=Y, I, G or no amino acid

Gly
10

Gly
Gly
Lys
Ash
Asp

90
Phe

Gly
10

Gly
Gly
LyS
Asn
Asp

90
Trp

94
Leu
Phe
Lys
Tyr
Ala
Thr

Asp

Leu
Phe
LYS
Tyr
Ala
Thr
Gly

val
Thr
Gly
Tyr
60

Lys
Ala

Ile

val
Thr
Gly
Tyr
60

Lys
Ala

Glin

637875_1

GlIn
Phe
Leu
val
Asn
val

Trp

Gln
Phe
Ley
val
Asn
val
Gly

Pro
Ser
30

Glu
Asp
Ser
Tyr

Gly
110

Pro
ser
30

Glu
Asp
Ser
Tyr

Thr
110

Gly
15

Ser
Trp
Ser
Leu
TYyr

95
Glin

Gly
15

Ser
Trp
Ser
Leu
TYr

95
Met

Gly
Tyr
val
val
Tyr
80

Cys

Gly

Gly
Tyr
val
val
Tyr
80

Ccys

val



<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

VARIANT
3

95

Xaa=D, A, G or no amino acid

VARIANT
4
Xaa=F, A, L

VARIANT
5
Xaa=W, L, A

VARIANT
6

or no amino acid

or no amino acid

Xaa=S, Y, A or no amino acid

VARIANT
(H...(DND
Xaa=A, Y, R

VARIANT
(8)...(8)

or no amino acid

Xaa=Y, P or no amino acid

VARIANT
(9...9

Xaa=Y, G or

VARIANT
(10)...(10)
Xaa=D y G or

VARIANT
an...an
Xaa=A, M or

VARIANT
(12)...(12)
Xaa=F,D or

VARIANT
(13)...(13)
Xaa=b, V or

VARIANT
(14)...(14)
Xaa=V or no

no amino acid

no amino acid

no amino acid

no amino acid

no amino acid

amino acid
637875_1
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<400> 404
Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa
1 5 10

<210> 405

<211> 11

<212> PRT

<213> Homo sapiens

<220>

<221> VARIANT
<222> 1

<223> Xaa=Q or G

<220>

<221> VARIANT

<222> 2 )

<223> Xaa=S, T, A or no amino acid

<220>

<221> VARIANT

<222> 3 )

<223> Xaa=Y, W ofr no amino acid

<220>

<221> VARIANT

<222> 4 . )
<223> Xaa=D or no amino acid

<220>

<221> VARIANT

<222> 5 ] )
<223> Xaa=S or no amino acid

<220>

<221> VARIANT

<222> 6 . )
<223> Xaa=S or no amino acid

<220>

<221> VARIANT

<222> (7)...(7) . .
<223> Xaa=L, T or no amino acid

<220>

<221> VARIANT

<222> (8)...(8) ) )
<223> Xaa=A, S or nho amino acid

<220>

<221> VARIANT

<222> (9)...(9) i )
<223> Xaa=G, A, V Or no amino acid

<220>

<221> VARIANT

<222> (10)...(10) . .
<223> Xaa=S, Y, V or no amino acid

<220>
637875_1
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<221> VARIANT
<222> (1D...(1D
<223> Xaa=V or no amino acid

<400> 405
Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa
1 5 i0

<210> 406

<211> 10

<212> PRT

<213> Homo sapiens

<220>

<221> VARIANT
<222> 1

<223> Xaa=G

<220>

<221> VARIANT
<222> 2

<223> Xaa=Y, F or G

<220>

<221> VARIANT
<222> 3

<223> Xaa=T or S

<220>

<221> VARIANT
<222> 4

<223> Xaa=L or F

<220>

<221> VARIANT

<222> 5

<223> Xaa=T, S or N

<220>

<221> VARIANT
<222> 6

<223> Xaa=S or A

<220>

<221> VARIANT
<222> (7)...(D
<223> Xaa=Y or F

<220>

<221> VARIANT

<222> (8)...(8)
<223> Xaa=G, S or vy

<220>

<221> VARIANT

<222> (9...(9
<223> Xaa=I, M or W

<220>

<221> VARIANT

<222> (10)...(10)
<223> Xaa=S, N or H

637875_1



98

<400> 406
xia Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa
> 10

<210> 407

<211> 14

<212> PRT

<213> Homo sapiens

<220>

<221> VARIANT

<222> 1

<223> Xaa=T or no amino acid

<220>

<221> VARIANT
<222> 2

<223> Xaa=G or S

<220>

<221> VARIANT

<222> 3

<223> Xaa=S, T or G

<220>

<221> VARIANT
<222> 4

<223> Xaa=S

<220>

<221> VARIANT
<222> 5

<223> Xaa=S

<220>

<221> VARIANT

<222> 6

<223> Xaa=N, D or S

<220>

<221> VARIANT

<222> (7)...(7)
<223> Xaa=I, V or N

<220>

<221> VARIANT
<222> (8)...(8)
<223> Xaa=G or I

<220>

<221> VARIANT
<222> (9)...(9
<223> Xaa=A or G

<220>

<221> VARIANT

<222> (10)...(10
<223> Xaa=G, Y, S or N

<220>
637875_1
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<221> VARIANT
<222> (1)...(1D
<223> Xaa=Y or N

<220>

<221> VARIANT

<222> (12)...(12
<223> Xaa=D, S, T or F

<220>

<221> VARIANT
<222> (13)...(13)
<223> Xaa=V

<220>

<221> VARIANT
<222> (14)...(14)
<223> Xaa=S, N or H

<400> 407
Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa
1 5

<210> 408

<211> 17

<2172> PRT

<213> Homo sapiens

<220>

<221> VARIANT

<222> 1

<223> Xaa=W, S, L or no amino acid

<220>

<221> VARIANT
<222> 2

<223> Xaa=v, I or E

<220>

<223> VARIANT
<222> 3

<223> Xaa=S, wor I

<220>

<221> VARIANT

<222> 4

<223> Xaa=F, S or N

<220>

<221> VARIANT

<222> 5

<223> Xaa=Y, S, D or H

<220>

<221> VARIANT

<222> 6

<223> Xaa=N, S or G

<220>

<221> VARIANT
<222> (7)...(7)
<223> Xaa=S or G

637875_1



100

<220>

<221> VARIANT

<222> (8)...(8)

<223> Xaa=N, Y, D or R

<220>

<221> VARIANT
<222> (9... D
<223> Xaa=T, I or E

<220>

<221> VARIANT

<222> (10)...(10)
<223> Xaa=N, S, Y or D

<220>

<221> VARIANT
<222> (1D...AL
<223> Xaa=Y

<220>

<221> VARIANT
<222> (12)...(12)
<223> Xaa=A and N

<220>

<221> VARIANT
<222> (13)...(13)
<223> Xaa=Q, D or P

<220>

<221> VARIANT
<222> (14)...(14)
<223> Xaa=K or S

<220>

<221> VARIANT
<222> (15)...(15)
<223> Xaa=L or Vv

<220>

<221> VARIANT
<222> (16)...(16)
<223> Xaa=Q or K

<220>

<221> VARIANT
<222> (17)...(17)
<223> Xaa=G or S

<400> 408

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa
1 > 10 15

Xaa

637875_1
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<210> 409
<211> 7
<212> PRT
<213> Homo sapiens

<220>

<221> VARIANT

<222> 1

<223> Xaa=G, E, Sor D

<220>

<221> VARIANT

<222> 2

<223> Xaa=N, V or Yy

<220>

<221> VARIANT
<222> 3

<223> Xaa=S or N

<220>

<221> VARIANT
<222> 4

<223> Xaa=N, Q or K

<220>

<221> VARIANT
<222> 5

<223> Xaa=R

<220>

<221> VARIANT
<222> 6

<223> Xaa=P

<220>

<221> VARIANT
<222> (7)...(7)
<223> Xaa=S

<400> 409
Xaa Xaa Xaa Xaa Xaa Xaa Xaa
1 5

<210> 410

<211> 14

<212> PRT

<213> Homo sapiens

<220>

<221> VARIANT

<222> 1

<223> Xaa=D or no amino acid

<220>

<221> VARIANT

<222> 2

<223> Xaa=Y, A or no amino acid

<220>

<221> VARIANT

<222> 3

<223> Xaa=D, I or no amino acid

<220>
6378751



<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>
1

VARIANT
4
Xaa=F, A or no

VARIANT
5
Xaa=w, A or no

VARIANT
6

Xaa=S$, L or no

VARTANT

(... (7N
Xaa=A, Y, G or

VARIANT
(8)...(8

Xaa=Y, Q or no

VARIANT

(9...(D
Xaa=G, Y or L

VARIANT
(10)...(10
Xaa=y, D or Vv

VARTIANT
an...an
Xaa=G, A or P

VARIANT
(12)...a2
Xaa=M or F

VARTANT
(13)...013
Xaa=D

VARIANT
14)...(4
Xaa=V or Y

410

amino acid

amino acid

amino acid

no amino acid

amino acid

102

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa
5
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<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

411

11

PRT _
Homo saptiens

VARIANT
1
Xaa=Q, A, G or no amino acid

VARIANT
2
Xaa=S, V, T or no amino acid

VARIANT
3
Xaa::Y, N or W

VARIANT
4
Xaa=S or D

VARIANT
5
Xaa=S, Y or D

VARIANT
(3}
Xaa=S$ or T

VARIANT

(...
Xaa=L or S

VARIANT
8)...d
Xaa=S, T or N

VARIANT
...
Xaa=G, S or A

VARIANT
(10)...(10)
Xaa=S, M, Wor y

VARIANT
an...an
Xaa=V

411

103

Xaa Xaa Xaa Xaad Xaa Xaa Xaa Xaa Xaa Xaa Xaa
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<210> 412
<211> 10
<212> PRT
<213> Homo sapiens

<220>

<221> VARIANT

<222> 1

<223> Xaa=G, P or A

<220>

<221> VARIANT

<222> 2

<223> Xaa=Y, W, F, Tor S

<220>

<221> VARIANT

<222> 3

<223> Xaa=T, P, S, A, C, V, L or I

<220>

<221> VARIANT

<222> 4

<223> Xaa=i, F, I, V, M, Aory

<220>

<221> VARIANT

<222> 5

<223> Xaa=T, P, S or A

<220>

<221> VARIANT

<222> 6

<223> Xaa=S, T, Aor C

<220>

<221> VARIANT

<222> (7). ..(7)

<223> Xaa=Y, W, F, Tor S

<220>

<221> VARTIANT

<222> (8)...(8)
<223> Xaa=G, P or A

<220>

<221> VARIANT

<222> (... (D

<223> Xaa=Il, L, V, M, A or F

<220>

<221> VARIANT

<222> (10)...Q10)
<223> Xaa=S, T, A or C

<400> 412
Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa
1 5 10

637875_1



105
<210> 413
<211> 14
<212> PRT
<213> Homo sapiens

<220>

<221> VARIANT
<222> 1

<223> Xaa=T or S

<220>

<221> VARIANT

<222> 2

<223> Xaa=G, P or A

<220>

<221> VARIANT
<222> 3

<223> Xaa=T or S

<220>

<221> VARIANT

<222> 4

<223> Xaa=S, N, T, A, Cor Q

<220>

<221> VARIANT

<222> 5

<223> Xaa=S, T, A or C

<220>

<221> VARIANT
<222> 6

<223> Xaa=D or E

<220>

<221> VARIANT

<222> (7). (DD

<223> Xaa=v, I, M, L, For A

<220>

<221> VARIANT

<222> (8)...(8)
<223> Xaa=G, P or A

<220>

<221> VARIANT

<222> (9...(9

<223> Xaa=G, A, R, P, V, L, I, K, Qor N

<220>

<221> VARIANT

<222> (10)...(10)

<223> Xaa=Y, W, F, Tor S

<220>

<221> VARIANT
<222> (11)...(11D
<223> Xaa=N or Q

<220>
637875_1
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<221> VARIANT
<222> (12)...Q12)
<223> Xaa=Y, S, W, F, T, S, T, Aor C

<220>

<221> VARIANT

<222> (13)...13%»

<223> Xaa=v, I, M, L, F, or A

<220>

<221> VARIANT

<222> (14)...(14)
<223> Xaa=s, T, Aor C

<400> 413
Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa
1 5

<210> 414

<211> 17

<212> PRT

<213> Homo sapiens

<220>

<221> VARIANT

<222> 1

<223> Xaa=w, Y or F

<220>

<221> VARIANT

<222> 2

<223> Xaa=v, I, M, L, For A

<220>

<221> VARIANT

<222> 3

<223> Xaa=S, T, A or C

<220>

<221> VARIANT

<222> 4

<223> Xaa=A, F, V, L, I, Y or M

<220>

<221> VARIANT

<222> 5

<223> Xaa=Y, W, F, T or S

<220>

<221> VARIANT
<222> 6

<223> Xaa=N or Q

<220>

<221> VARIANT

<222> (7)...(D)
<223> Xaa=G, P or A

<220>

<221> VARIANT
<222> (8)...(8)
<223> Xaa=N or Q
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<220>

<221> VARIANT
<222> (9)...(9
<223> Xaa=T or S

<220>

<221> VARIANT
<222> (10)...(10)
<223> Xaa=N or Q

<220>

<221> VARIANT

<222> (11)...(AD

<223> Xaa=Y, W, F, Tor S

<220>

<221> VARIANT

<222> (12)...(12)
<223> Xaa=A, V, Lor I

<220>

<221> VARIANT

<222> (13)...(13)
<223> Xaa=Q, E, Nor D

<220>

<221> VARIANT

<222> (14)...(1%8
<223> Xaa=K, R, Q or N

<220>

<2231> VARIANT

<222> (15)...(1%

<223> Xaa=L, F, V, I, M, Aor y

<220>

<221> VARIANT
<222> (16)...(16)
<223> Xaa=Q or N

<220>

<221> VARIANT
<222> (17)...(17)
<223> Xaa=G, P or A

<400> 414

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa
1 5 10 15

Xaa

<210> 415
<211> 7

<212> PRT

<213> Homo sapiens

<220>
6378751



<221>
<222>
<223>

<220>
<221>

108
VARIANT
1
Xaa=E or D

VARIANT

<222> 2

<223>

<220>
<221>

Xaa=v, I, M, L, F or A

VARIANT

<222> 3

<223>

<220>
<221>

Xaa=S, T, A or C

VARIANT

<222> 4

<223>

<220>
<221>
<222>
<223>

<220>
<221>

Xaa=N or Q

VARIANT
5
Xaa=R, K, Q or N

VARIANT

<222> 6

<223>

<220>
<221>
<222>
<223>

<400>
1

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>

Xaa=P or A

VARIANT
a@...(7)
Xaa=S, T, A or C

415

Xaa Xaa Xaa Xaa Xaa Xaa Xaa
5

416

6

PRT

Homo sapiens

VARIANT
1
Xaa=G, P, A or no amino acid

VARIANT
2
Xaa=Y, W, F, T or S

VARIANT
3
Xaa=G, V, P, A, I, M, L or F

VARIANT
4
Xaa=M, L, F or I

VARIANT

637875_1



<222>
<223>

<220>
<221>
<222>
<223>

<400>
1

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

109
5
Xaa=D or E

VARIANT
6
Xaa=v, I, M, L, ForaA

416

Xaa Xaa Xaa Xaa Xaa Xaa
5

417

9

PRT

Homo sapiens

VARIANT
1
Xaa=S, N, T, A, C or Q

VARIANT
2
Xaa=S, T, A or C

VARIANT
3
Xaa=yY, W, F, T or s

VARTIANT
4
Xaa=T or S

VARIANT
5
Xaa=S, T, A or C

VARIANT
6
Xaa=s, T, Aor C

VARIANT
(7)...(7)
Xaa=N, S, Q, T, Aor C

VARIANT
(8)...(8)
Xaa=M, V, L, F, I or A

VARIANT
©...®
Xaa=V, I, M, L, ForaA
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<400> 417

110

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa
1

<210>
<211>
<212>
<213> Homo

<400> 418
caggtgcagg
tcctgcaagg
cctggacaag
gcacagaagt
atggagctga
tggaactacg
tca

418
363
DNA

<210>
<211>
<212>
<213>

419
121
PRT
Homo

<400> 419
G}n val Gln

Ser val Lys
His
35

Ile

Tyr Ile

Gly Trp
50
Gin Gly
65
Met

Arg

Glu Leu

Ala Arg Gly
Thr

115

Gln Gly

<210>
<211>
<212>
<213> Homo

<400> 420
gacatccaga
atcacttgcc
gggaaagttc
cggttcagtyg
gaagatgttg
gggaccaagg

<210> 421
<211> 107
<212> PRT
<213> Homo

<400> 421

420
321
DNA

Asp Ile GIn Met Thr Gln Ser Pro Ser

1

Asp Arg val ghr Ile Thr Cys Arg éga

Leu Ala Trp Tyr GIn Gln Lys Pro Gly
35 40

sapiens

tggtgcagtc
cttctggata
ggcttgagtg
ttcagggceag
gcaggctgag
actactacgg

sapiens

val
5
Ser

val

val
20
Trp val

Asn Pro

val Thr

Ser Arg
85
Asn Trp
100

Thr val

sapiens

tgacccagtc
gggcgagtca
ctaagctect
gcagtggatc
caacttattt
tggatatcaa

sapiens

5

Gln
Cys
Arg
His
Met
70

Leu

Asn

Thr

tggggctgag
caccttcacc

gatgggatgg
ggtcaccatg
atctgacgac
tatggacgtc

Ser
Lys
GIn
ser
Thr
Arg
Tyr

val

tccatectec
ggacattagc
gatctatgct
tgggacagat
ctgtcaaagg
a

gtgaagaagc
ggctactata
atcaaccctc
accagggaca
acggccgtgt
tggggccaag

Ala Glu val

ser Gly
25

Pro

Tyr

Gly Gin

Gly Ala Asn

Thr Ser
75
Thr

Asp
Asp Asp
90
Tyr Tyr Gly
105

Ser

ctgtctgeat
aattatttag
gcatccactt
ttcactctca
tatcagattg

Ser Leu
10
Ser Gln

Lys val

ctggggectc
tacactgggt

acagtggtgg
cgtccatcag
attactgtgc
ggaccacggt

Lys Lys Pro

Thr Phe Thr

Gly Leu Glu

45

Tyr Ala Gln

Ile Ser Thr

Ala val Tyr

Met val

110

Asp

agtgaaggtc
gcgacaggec
cgcaaactat
cacagcctac
gagaggcaac
caccgtctec

Gly
15
Gly Tyr

Trp Met

Lys Phe

Ala Tyr
80
Tyr Cys
95

Trp Gly

60

120
180
240
300
360
363

ctgtaggaga cagagtcacc 60
cctggtatca gcagaaacca 120
tgcaatcagg ggtcccatct 180
ccatcagcag cctacagect 240
cceccattcac ttteggeect 300

Ser Ala Ser

Asp Ile Ser

30

Pro Lys Leu
45

637875_1

val Gly
15
Asn Tyr

Leu Ile

321



111

Tyr Ala Ala Ser Thr Leu Gin Ser Gly val Pro
55

50

égr Gly ser Gly Thr éap Phe Thr Leu Thr Ile

75

Glu Asp val Ala E?r Tyr Phe Cys Gln 369 Tyr

Thr Phe Gly Pro Gly Thr Lys val Asp Ile Lys

422
366
DNA

<210>
<211>
<212>
<213> Homo

<400> 422

caggtgcage
tcctgtgeag
ccaggeaagg
gcagactccg
ctgcaaatga
gctggttacc
tcctca

<210> 423
<211> 122
<212> PRT
<213> Homo

<400> 423
Gln val Gn
Ser Leu Arg
His
35
Ile

Gly Met
val
50
Gly

Ala

Lys
65
l.eu

Arg

Gin Met

Ala Arg

Gly GIn

<210> 424
<211> 324
<212> DNA
<213> Homo

<400> 424
tcttctgage
acatgccaag
caggcecctyg
ttctetgget
gatgaggctg
ggagggacca

<210> 425
<211> 108
<212> PRT
<213> Homo

<400> 425

100

sapiens

tggtggagtc
cgtctggatt
ggctggagtg
tgaagggccg
acagcctgag
actactacta

sapiens

Leu val
5
Leu Ser
20
Trp val

Trp Tyr

Ser Thr

Ser
85
Ala

Asn

val
100

Thr Thr

sapiens

tgactcagga
gagacagcct
tacttgtcat
ccacctcagg
actattactg
agctgaccgt

sapiens

Glu
Cys
Arg
ASp
Ile
70

Leu
Gly

val

tgggggaggc
caccttcagt
ggtggcagtt
atccaccatc
agccgaggac
cggtatggac

Ser Gly

Ala Ala

Ala
40
ser

GIn

Gly
55
Ser Arg

Arg Ala

Tyr His

val
120

Thr

ccctgetgtyg
cagaggctat

105

gtggtccagce
agctatggca
atctggtatg
tccagagaca
acggctgtgt
gtctggggcce

Gly Gly val

10
Gly

Ser Phe

25

Pro Gly Lys

Thr Lys Tyr

Asp Asn Ser

Glu Asp Thr
90

Tyr Tvr 1

105

ser Ser

tctgtggect
tatgcaacct

ctatggtaaa aactaccggc

aaacacagct
taactcccgg
ccra

tccttgacca
gacagcattg

Ser Arg pPhe
60
Ser Ser Leu

Gln Ile Ala

ctgggaggtc
tgcactgggt
atggaagtac
attccaagaa
attactgtgce
aagggaccac

val Gln Pro

Thr pPhe ser

Leu Glu
45
Ala

Gly

Tyr
60
Lys

Asp

Asn Thr

Ala val Tyr

Gly Met Asp

110

Ser Gly

Gln Pro

80
Pro Phe
95

cctgagactce
ccgeccaggcet
taaatactat
cacgctgtat
gaggtcagtyg
ggtcaccgtc

Gly
15
Ser

Arg
Tyr

Trp val

Ser val

Leu Tyr
80
Tyr Cys

val Trp

60

120
180
240
300
360
366

tgggacagac agtcaggatc 60
ggtaccagca gaagccaaga 120
cccagaccga 180
tcaggcggaa 240

cctcagggat
tcactggggce
gtaaccatct

ggtgttegge

Ser Ser Glu Leu Thr Gln Asp Pro Ala val Ser val Ala teu Gly G1In
637875..1

300
324



Thr val

Thr Trp
35
Gly Lys
50
Thr Ser
65
Asp Glu

Leu val

<210>
<211>
<212>
<213> Homo

<400> 426
caggtgcage
tcctgtgeag
ccaggcaagg
gcagactccg
ctgcaaatga
gctggttacce
tcctea

<210>
<211>
<212>
<213> Homo

<400> 427
GIn val Gin
1
ser

426
366
DNA

427
122
PRT

Leu Arg

His
35
Ile

Gly Leu
val
50
Gly

Ala

Lys
65
Leu

Arg

Glin Met

Ala Arg Ser

Gly GIn Gly

115

<210>
<211>
<212>
<213> Homo

<400> 428
tcttctgagce
acatgccaag
caggccectg
ttctetgget
gatgaggctg
ggagggacca

<210> 429
<211> 108

428
324
DNA

Arg
Tyr
Asn
Gly
Ala

Phe

Ile Thr
20
GIn Gln

Tyr Arg

Asn Thr
Asp Tyr

Gly
100

Gly

sapiens

tggtggagtce
cgtctggatt
ggctggagtg
tgaagggceg
acagcctgag
actactacta

sapiens

Leu val

5
Leu Ser
20
Trp val

Trp Leu

Ser Thr
Ser
85

Ala

Asn

val
100

Thr Thr

sapiens

tgactcagga
gagacagcct
tacttgtcat
ccacctcagg
actattactg
agctgaccgt

cys
LysS
Pro
Ala
70

Tyr

Gly

Glu
Ccys
Arg
Asp
Ite
70

Leu
Gly

val

GIn Gly

Pro Arg

ser
35
ser

Gly
Leu

Cys Asn

Thr Lys

tgggggaggc
caccttcagt
ggtggcagtt
atccaccatc
agccgaggac
cggtatggac

ser Gly

Ala Ala

Ala
40
Ser

GlIn

Gly
55
Ser Arg

Arg Ala

Tyr His

val
120

Thr

ccctgetgty
cagaagttat
ctttggtaaa
aaacacagct
taactcacgg
ccta

112

10
Asp Ser Leu
25
Gln

Ala Pro

Ile Pro Asp
Thr
75

Asp

Thr Ile

Ser Arg
90
Thr

Leu val

105

gtggtccagc
agctatggct
atatggttag
tccagagaca
acggctgtgt
gtctggggece

Gly Gly val

ser Phe
25
Pro

Gly

Gly Lys

Asn Lys Tyr
ser
75

Thr

Asp Asn

Glu Asp
90
Tyr Tyr
105
Ser

Tyr

Ser

tctgtggect
tatggaagct
aacaaccggce
tcettgacca
gacatcattg

Arg Gly Tyr

val Leu val

Arg Phe Ser
60
Gly

Ala Gln

Ser Ile Gly

Leu

ctgggaggtc
tgcactgggt

atggaagtaa
attccaagaa
attactgtgc
aagggaccac

Pro

Phe Ser

Leu Glu
45
Ala Asp

Lys Asn Thr

val Tyr

Gly Met Asp

110

tgggacagac
ggtaccagca
cctcagggat
tcactggggc
gtgaccatct

6378751

15
Tyr Ala
Ile Tyr
Gly Ser
Ala Glu
80
Asn His
95
cctgagactc 60
ccgecagget 120
taaatactat 180
cacgctgtat 240
gaggtcagtg 300
ggtcaccgtc 360
366
Gly Arg
15
ser Tyr
Trp val
Ser val
Leu Tyr
80
Tyr Cys
95
val Trp
agtcaggatc 60
gaagccaaga 120
cccagaccga 180
tcaggcggaa 240
gctgttegge ggg



<212> PRT
<213> Homo sapiens
<400> 429
Sir Ser Glu Leu Thr G]
5
Thr val Arg gge Thr Cy
Ser Trp ggr Gln GIn Ly
Gly %%s Asn Asn Arg Pr
Thr ser Gly Asn Thr Al
65 70
Asp Glu Ala Asp Tyr Ty
85
Leu Leu Phe Gly Gly GI
100
<210> 430
<211> 366
<212> DNA
<213> Homo sapiens
<400> 430
caggtgcagce tggtggagtc
tcctgtgcag cgtctggatt
ccaggcaagg ggctggagtg
gcagactccg tgaagggecg
ctgctaatga acagcctgag
gctggttacc actactacta
tcctea
<210> 431
<211> 122
<212> PRT
<213> Homo sapiens
<400> 431
G}n val Gln Leu Vg1 Gl
Ser Leu Arg Leu Ser Cy
20
Gly Met gés Trp val Ar
Ala VS1 Ile Trp Phe As
5
Lys Gly Arg Ser Thr Il
65 70
Leu Leu Met Asn ggr Le
Ala Arg ser val Ala GI
100
Gly GIn Gly Thr Thr va
115
<210> 432
<211> 324
<212> DNA
<213> Homo sapiens
<400> 432
tcttctgagc tgactcagga
acatgccagg gagacagect
caggcccctg tacttgtcat
atctctgget ccacctcagg

n Asp Pro

s Gin Gly

S Pro Arg
40
Ser Gly
55

Ser

0O

a Leu

r Cys Asn

y Thr Lys

tgggggaggce
caccttcagg
ggtggcagtt
atccaccatc
agccgaggac
cggtatggac

ser Gly

Ala Ala

Ala
40
ser

Gln

Gly
55
ser Arg

Arg Ala

Tyr His

1 val

120

Thr

cectgetgty
cagaagctat

ctatggtaaa aacaaccggce

aaacacagct

113

val
10
Ser

Ala Ser

Asp Leu

Gln Ala Pro

ITe Pro Asp
Thr
75

ASp

Thr Ile

ser Arg
90
Thr

Leu val

105

gtggtccagt
aactatggca
atatggtttg
tccagagaca
acggctgtgt
gtctggggec

Gly Gly val

Ser Phe
25

Pro

Gly

Gly Lys

Asn Lys Tyr
Ser
75

Thr

Asp Asn

Glu Asp
920
Tyr Tyr
105
Ser

Tyr

ser

tctgtggect
tatgcaagct

tccttgacca

val Ala Leu

Arg Ser Tyr

val Leu val

Arg Phe Ser
60
Gly

Ala Gln

Ile Ile Gly

Leu

ctgggaggtc
tgcactgggt

atggaagtaa
attccaagaa
attactgtgce
aagggaccac

val Gln Ser

Thr Phe Arg

Leu Glu
45

Ala

Gly

Tyr
60
Lys

Asp

Asn Thr

Ala val Tyr

Gly Met Asp

110

tgggacagac
ggtaccagca

Gly Gln
15
Tyr Gly

ITe Phe

Gly Ser
Glu
80
His

Ala

Asp
95

cctgagactce
ccgecagget
taaatactat
cacgctgtat
gaggtcagtg
ggtcaccgtc

Gly
15
Asn

Arg
Tyr

Trp val

ser val

Leu Tyr
80
Tyr Cys

val Trp

agtcaggatc
gaagccaaga

cctcagggat cccagaccga
tcactgggge tcaggcggaa

6378751

60

120
180
240
300
360
366

60

120
180
240



114

gatgaggctg actattactg taaatcccgg gacatcattg
ggagggacca aactgaccgt ccta

<210>
<211>
<212>
<213> Homo

<400> 433
Sir ser Glu
Thr

433
108
PRT

val Arg

Ser Trp Tyr

35

Gly Lys Asnh
50

Thr Ser
65

ASp

Gly

Glu Ala

Leu val Phe

<210>
<211>
<212>
<213> Homo

<400> 434
caggtgcage
tcctgtgeag
ccaggcaagg
gcagactccg
ctgcaaatga
ggactggact

<210> 435
<211> 114
<212> PRT
<213> Homo

<400> 435
GIn val Gln
1
Ser

434
342
DNA

Leu Arg
His
35

ITe

Gly Met
val
50
Gly

Ala

LysS
65
L.eu

Arg

Gln Met

val Arg Asp

Ser Ser

<210>
<211>
<212>
<213>

<400>

436
324
DNA
Homo

436

sapiens

Leu ??r Gl
Ile Thr
20

Gin

Cy
Ly
Pr

Gin

Asn Arg
Al
70
Ty

Asn Thr

Asp Tyr
85
Gly

Gly Gl

100

sapiens

tggtggagtc
cgtctggatt
ggctggagtg
tgaagggcecg
acagcctgag
ggggccaggyg

sapiens

val G1
5

Ser

Leu

Leu
20
Trp

Cy

val Ar

Trp Tyr As
11
70

e

Phe Thr
Ser
85

Gly

Asn

Arg Le

100

sapiens

n Asp Pro

s Gin Gly

s Pro Arg
Ser
55

Ser

o} Gly

a Leu

r Cys Lys

y Thr Lys

tggggoaggc
caccttcagt
ggtggcagtt
attcaccatc
agccgaggac
aaccctggtc

u Ser Gly

s Ala Ala
Ala
40

Ser

g Gin

p

e

Gly
55

Ser Arg

u Arg Ala

u Asp Trp

val
10
Ser

Ala Ser

ASp Leu

Gln Ala Pro

Ile Pro Asp
Thr
75

ASp

Thr Ile

Ser Arg
90
Thr

Leu val

105

gtggtccage
agctatggca
atatggtatg
tccagagaca
acggctgtgt
accgtctect

Gly Gly val

10

Ser Gly Phe

25

Pro Gly Lys

Asn Lys Tyr

Asp Asn Ser

Glu Asp Thr
90
Gly GlIn

105

Gly

gtgaccatct

val Ala Leu

Arg Ser Tyr

val Leu val

Arg Ile
60
Gly

Ser

Ala GIn

Ile Gly

Leu

ctgggaggtc
tgcactgggt
atggaagtaa
attccaagaa
attactgtgt
ca

val Gln Pro

Thr pPhe Ser

30
Glu

Gly Leu

Tyr Ala
60

Lys

AsSp

Asn Thr

Ala val Tyr
val
110

Thr Leu

6378751

ggtgttcgge 300
324

Gly Gln
15
Tyr Ala

Ile Tyr

Gly Ser

Glu
80
His

Ala

Asp
95

60

120
180
240
300
342

cctgagactc
ccgecagget
taaatactat
cacgctgtat

gagagatcgg

Gly
15
Ser

Arg
Tyr

Trp val

Ser val

Leu Tyr
80
Tyr Cys

Thr val



tcttectgage
acatgccaag
caggeecectyg
ttctctgget
gatgaggctg
ggagggacca

<210> 437
<211> 108
<212> PRT
<213> Homo

<400> 437
Sir Ser Glu
Thr val Arg
Ser Trp Tyr
35
Gly Lys Asn
50
Thr Ser
65

Asp

Gly

Glu Ala

Leu val Phe

<210>
<211>
<212>
<213> Homo

<400> 438

caggtgcagg
tcctgtgeag
ccaggcaagg
gcagactccg
ctgcaaatga
gctggttacc
tcctca

<210>
<211>
<212>
<213> Homo

<400> 439
G}n val GIn
Ser

438
366
DNA

439
122
PRT

Leu Arg
His
35

ITe

Gly Met
val
50
Gly

Ala

Lys
65
l.eu

Arg

Gln Met

Ala Arg Ser

Gly Gln Gly

115

<210> 440

tgactcagga
gagacagcct
tacttgtcat
ccaccteagg
actattactg
agctgaccgt

sapiens

Leu T?r Gl
Ile Thr
20
Gln

Cy
Ly
Pr

Glin

Asn Arg

Al
70

Ty
G1

Ash Thr

AsSp Tyr
85
Gly Gly
100

sapiens

tggtggagtc
cgtctggatt
ggctggagtyg
tgaagggccg
acagcctgag
actactacta

sapiens

val G1
5

Ser

val

Leu
20
Trp

val Ar

Trp Tyr As
I1
70

Le

Ser Thr
Ser
85

Ala

Asn
val Gl
100
Thr

Thr va

Cys

ccctgetgty
cagaggctat
ctatggtaaa
aaacacagct
taagtcccgy
ccta

n Asp Pro

s GIn Gly

S Pro Arg
ser
55

ser

o} Gly

a Leu

r Cys Lys

Thr

y Lys

tgggggaggce
caccttcagt
ggtggcagtt
atccaccatc
agccgaggac
cggtatggac

u Ser Gly

Ala Ala

Ala
40
Ser

g GlIn

p

e

Gly
55

ser Arg

u Arg Ala

y Tyr His

7 val

120

Thr

115
tctgtggect
tatgcaagcet
aacaaccggc
tccttgacca
gacagcagtg

val
10
Ser

sSer
Asp Leu
25
Gln

Ala Pro

Ile Pro Asp
Thr
75

Asp

Thr Ile

Ser Arg

Leu Thr val

105

gtggtccagce
aactatggca
atttggtatg
tccagagaca
acggctgtgt
gtctggggcec

Gly Gly val

10
Gly

ser Phe

25

Pro Gly Lys

Ser Lys Tyr

Asp Asn Ser

Glu Asp Thr
90

Tyr Tyr

105

Ser

Tyr

Ser

tgggacagac
ggtaccagca
cctcagggat
tcactggggce
gtgaccatct

val Ala Leu

Arg Gly Tyr

val Leu val
45

Arg Phe

60

Gly

Ser

Ala Glin

Ser Ser Gly

Leu

ctggggggte
tgcactgggt
atggaagtag
attccaagaa
attactgtgce
aagggaccac

val GIn Pro

Thr Phe Ser

30
Glu

Gly Leu

Tyr Ala
60

Lys

Asp

Asn Thr

Ala val Tyr

Gly Met Asp

110

637875_1

agtcaggatc

60

gaagccaaga 120
cccagaccga 180
tcaggcggaa 240

ggtgttcggce

Gly Gln
15
Tyr Ala

Ile Tyr

Gly Ser

Glu
80
His

Ala

ASD
95

rrt

cctgagactce
ccgccagget
taaatactat
cacggtgtat
gaggtcagtg
ggtcaccgtc

Gly
15
Asn

Gly
Tyr

Trp val

Ser val

val Tyr
80
Tyr Cys

val Trp

300
324

60

120
180
240
300
360
366



<211>
<212>
<213> Homo

<400> 440
tcttetgage
acatgccaag
caggccccty
ttctetgget
gatgaggctg
ggagggacca

<210> 441
<211> 108
<212> PRT
<213> Homo

<400> 441
Ser Ser Glu
1
Thr

324
DNA

val Arg

ser Trp ;gr

Gly Lys Asn
50

Thr Ser

65

Asp

Gly

Glu Ala

Leu val phe

<210>
<211>
<212>
<213> Homo

<400> 442

caggtgcagc
tcetgtgcag
ccaggcaagg
gcagactccg
ctgcaaatga
gectggttacc
tectea

<210>
<211>
<212>
<213> Homo

<400> 443
G}n val Gln
Ser

442
366
DNA

443
122
PRT

Leu Ser
His
35
ITle

Gly Met
val
50
Gly

Ala

Lys
65
Leu

Arg

GIn Met

Ala Arg Ser

sapiens

tgactcagga
gagacagcct
tacttgtcat
ccacctcagg
actattactg
agctgaccgt

sapiens

Leu T?r Gl
Ile Thr
20

Gln

cy
Ly
Pr

Gln

Asn Arg
Al
70
Ty

Asn Thr

Asp Tyr
85
Gly

Gly Gl

100

sapiens

tggtggagtc
cgtctggatt
ggctggagtyg
tgaagggcecg
acagcctgag
actactacta

sapiens

val G1
5

sSer

Leu

Leu
20
Trp

Cy

val Ar

Trp Tyr As
11
70

Le

ser Thr

ser
85
Ala

Asn

val Gl

100

ccctgetgtyg
cagaggctat
ctatggtaaa
aaacacagct
taagtcccgg
ccta

h Asp Pro

s Gln Gly

s Pro Arg
40
Ser Gly
55

Ser

0

a Leu

r Cys Lys

y Thr Lys

tgggggaggc
caccttcagt
ggtggcagtt
atccaccatc
agccgaggac
cggtatggac

u Ser Gly

s Ala Ala
Ala
40

Ser

g Gln

p

e

Gly
55

Ser Arg

u Arg Ala

y Tyr His

Ala

Asp

116

tctgtggect
tatgcaagct
aacaaccgge
tccttgacca
gacagcagtg

val
10
Ser

Ser
Leu

Gln Ala Pro

Ile Pro Asp
Thr
75

Asp

Thr 1Ile

Ser Arg
90
Thr

Leu val

105

gtggtccage
agctatggea
atatggtatg
tccagagaca
acggctgtgt
gtctggggec

Gly Gly val

10
Ser Gly Phe
25
Pro

Gly Lys

Tyr Lys Asp
ser
75

Thr

ASp Asn

Glu Asp
90
Tyr Tyr Tyr
105

tgggacagac
ggtaccagca
cctcagggat
tcactggggce
gtgaccatct

val Ala Leu

Arg Gly Tyr

val Leu val

Arg Phe Ser
60
Gly

Ala G1n

Ser Ser Gly

L.eu

ctgggaggtc
tgcactgggt
atggaagtta
actccaagaa
attattgtgc
aagggaccac

val Gln Pro

Thr Phe Ser

Leu Glu
45
Ala

Gly

Tyr
60
Lys

Asp

Asn Thr

Ala val Tyr

Gly Met Asp

110

637875_1

agtcaggatc
gaagccaaga
cccagaccga
tcaggcggaa

ggtgttcggce

Gly GlIn
15
Tyr Ala

Ile Tyr

Gly Ser

Glu
80
His

Ala

Asp
95

cctgagtctce
ccgecagget
taaagactat
cacgctgtat
gaggtcagtyg
ggtcaccgtc

Gly
15
Ser

Arg
Tyr

Trp val

Ser val

Leu Tyr
80
Tyr Cys

val Trp

60

120
180
240
300
324

60

120
180
240
300
360
366



117

Gly GIn Gly Thr Thr val Thr val Ser Ser
1 120

115

<210>
<211>
<212>
<213> Homo

<400> 444

tcttctgage
acatgccaag
caggcccecta
ttctctgget
gatgaggctg
ggagggacta

<210> 445
<211> 108
<212> PRT
<213> Homo

<400> 445
Ser ser Glu
1
Thr

444
324
DNA

val

ser Trp

Gly Lys
50
Thr Ser
65
Asp Glu

Leu

<210>
<211>
<212>
<213> Homo

<400> 446

caggtgcagc
tcctgtgeag
ccaggccagg
gcagcctecg
ctgcaaatga

ggttcgggga
gtcaccgtct

<210> 447
<211> 125
<212> PRT
<213> Homo

<400> 447
Gin val GIn
1
Ser

446
375
DNA

Leu Arg
His
35

Ile

Gly Met
val
50
Gly

Ala

Lys Arg

sapiens

tgactcagga
gagacagcct
ttcttgtcat
ccacctcagg
actattractg
agctgaccgt

sapiens

Leu T?r Gl

Ile Thr
20
Gln

Cy
Ly
Pr

Gln
Asn Arg

Al
70
Ty

Gl

ITe Thr

Asp Tyr
85
Gly Gly
100

sapiens

tggtggcgtc
cgtctggatt
ggctggagty
tgaagggccg
acagtctgag
gtcatcgcta
ccteca

sapiens

Leu val Al
5

l.eu
20

Trp

ser Cy
val Ar
Trp Tyr As

Phe Thr I1

ccctgetgty
cagaacctat
ctatggtaaa
aatcacagct
taaatcccgg
ccta

n Asp Pro

s GIn Gly

s Pro Arg
40
Ser Gly
55

Ser

0

a Leu

r Cys Lys

y Thr Lys

tgggggaggc
caccctcagt
ggtggcagtc
attcaccatc
agccgaggac
ctactactac

a Ser Gly

s Ala Ala
Ala
40

Ser

g GIn

P
e

Gly
55

Ser Arg

tctgtggect
tatgcaagct
aacaaccggc
tccttgacca
gacatcattg

val
10
Ser

Ala ser

ASp Leu

GIn Ala Pro

Ile Pro Asp
Thr
75

Asp

Thr Ile

Ser Arg
90
Thr

Leu val

105

gtggtccage
agctatggca
atatggtatg
tccagagaca
acggctgtgt
ggtatggacyg

Gly Gly val
10

Ser Gly Phe
25
Pro Gly Gln

Ash Lys Tyr

AsSp Asn Ser

tgggacagac
ggtaccagca
cctcagggat
tcactggggc
gtaaccatct

Ala Leu

Thr Tyr

Leu val

Phe Ser

Ala Gln

Ile Gly

ctgggaggtc
tgcactgggt
atggaagtaa
attccaagaa
attactgtgc
tctggggeca

val GIn Pro

Thr Leu Ser

Leu Glu
45
Ala

Gly

Tyr Ala

60
Lys

Asn Thr

637875_1

agtcaggatc 60
gaagccaaga 120
cccagaccga 180
tcaggcggaa 240
gctgttcgge 300
324

Gly Gln

15

Tyr Ala

Ile Tyr

Gly Ser

Ala G1lu

80

Asn His

95
cctgagactc 60
ccgcecagget 120
caaatactat 180
cacgctgtat 240
gagagggggt 300
agggaccacg 360

375

Gly Arg

15

Ser Tyr

Trp val

Ser val

Leu Tyr



65

70

118
75

Leu GlIn Met Asn Ser Leu Arg Ala Glu Sgp Thr

85

Ala Arg Gly Gly Gly Ser Gly Ser His Arg Tyr
100 105

Asp val Trp Gly Gin Gly Thr Thr val Thr val
115 120

<210> 448

<211> 324

<212> DNA

<213> Homo sapiens

<400> 448

tcttctgagc tgactcagga ccctgetgtg tctgtggect

acatgccaag gagacagect cagaacctat tatgcaagcet

caggccecta ttcttgtcat ctatggtaaa aacaaccggce

ttctetggct ccaccicagg aatcacaget tccttgacca

gatgaggctg actattactg taaatcccgg gacatcattg

ggagggacta agctgaccgt ccta

<210> 449

<211> 108

<212> PRT

<213> Homo sapiens

<400> 449

Sgr Ser Glu Leu T?r Gln Asp Pro Ala Xgi Ser

Thr val Arg %ge Thr Cys GIn Gly égp Ser Leu

Ser Trp ggr GIn GIn Lys Pro ﬁgg Gin Ala Pro

Gly ggs Asn Asn Arg Pro ggr Gly Ile Pro Asp

Thr Ser Gly Ile Thr Ala Ser Leu Thr Ile Thr

65 70 75

Asp Glu Ala Asp Tyr Tyr Cys Lys Ser ggg Asp
85

Leu Leu Phe Gly Gly Gly Thr Lys Leu Thr val

100 105

<210> 450

<211> 366

<212> DNA

<213> Homo sapiens

<400> 450

caggtgcaag tggtggagtc tgggggaggc gtggtccagc

tcctgtgcag cgtctggatt caccttcagt aactatggca

ccaggcaagg ggctggagtg ggtggcagtt atatggtatg

gcagactccg tgaagggccg atccatcatc tccagagaca

ctgcaaatga acagcctgag agccgaggac acggoetgttt

gctggttacc attattacta cggtatggac gtctggggec

gcctea

<210> 451

<211> 122

<212> PRT )

<213> Homo sapiens

<400> 451

GIn val GIn val val Glu Ser Gly Gly Gly val

1

5

10

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe
20 25

Ala val Tyr
Tyr Tyr Tyr
110

Ser Ser
125

tgggacagac
ggtaccagca
cctcagggat
tcactggggce
gtaaccatct

val Ala Leu

Arg Thr Tyr

Ile Leu val

Arg Phe
50

Gly

Ser

Ala GIn

Ile Ile Gly

Ley

ctgggaggtc
tgcactgggt

atggaggtaa
attccaagag
attattgtgc
aagggaccac

val GIn Pro

Thr pPhe Ser
30

637875_1

80
Tyr Cys
95
Gly Met

agtcaggatc

60

gaagccaaga 120
cccagaccga 180
tcaggcggaa 240

gctgttegge

Gly GIn
15
Tyr Ala

Ile Tyr

Gly Ser

Glu
80
His

Ala

Asn
95

cctgagactc
ccgceaggcet
taaatactat
cacgctgtat
gaggtcagtg
ggtcaccgtc

Gly Arg
15

Asn Tyr

300
324

60

120
180
240
300
360
366



His
35
Ile

Gly Met
val
50
Gly

Ala

Lys
65
Leu

Arg

Gln Met

Ala Arg Ser

Gly G1ln Gly

115

<210>
<211>
<212>
<213> Homo

<400> 452

cagtctgeec
tcctgeactg
cacccaggcea
tctaatcget
caggctgagg
ggcggaggga

<210> 453
<211> 109
<212> PRT
<213> Homo

<400> 453
G}n Ser Ala

452
327
DNA

ser Ile Thr

val
35
Tyr

Asn Ser
Ile
50
Gly

Met
Ser Ser
65
Gln

Ala Glu

Ser Met val

<210>
<211>
<212>
<213> Homo

<400> 454
caggtgcaag
tcctgtgcag
ccaggcaagg
gcagactccg
ctgcaaatga
gctggrtacc
gcetca

<210>
<211>
<212>
<213>

454
366
DNA

455
122
PRT
Homo

Trp val Ar

Trp Tyr As
11
70

Le

Ser Ile

Ser
85
Ala

Asn
val Gl
100
Thr

Thr va

sapiens

tgactcagcc
gaaccagcag
aaccccccaa
tctetggetc
acgaggctga
ccaagctggce

sapiens

Leu Tgr GJ

ITe ser
20

Ser

Cy
Ty
Se

Trp

Glu val
Gl
70
Al

Lys Ser
Glu
85

Gly

Asp
Phe Gl
100

sapiens

tggtggagtc
cgtctggatt
ggctggagtg
tgaagggccg
acagcctgag
attattacta

sapiens

GIn Ala

g
p

e

Gly
55
Ser

Gly
Arg

u Arg Ala

y Tyr His

1 val

120

Thr

tgecctecgty
tgacgttggt
actcatgatt
caagtctggc
ttatttctge
cgtccta

n Ala

5 Gly

Gin
40
Arg

i
r

y Thr

a Asp Tyr

y Gly Thr

tgggggaggc
cacctteagt
ggtggcagtt
atccatcatc
agccgaggac
cggtatggac

119
Pro Gly Lys

Asn Lys Tyr

Asp Asn Ser

Glu Asp Thr
90

Tyr Tyr Tyr

105

Ala Ser

tctgggtetc
ggttataact
tatgaggtca
aacacggcct
agctcatata

val
10
Ser

Ser ser

Thr
25
His

ser

Pro Gly

Pro Ser Gly

Ala Leu
75

Ser

Ser
Phe Cys
90
L.eu

Lys Ala

105

gtggtccage
aactatggca
atatggtatg
tccagagaca
acggctgttt

gtctggggcc

Gly Leu

Tyr Ala
60
Lys Ser

Ala val

Gly Met

Glu
Asp
Thr
Tyr

ASp
110

ctggacagtc
ctgtctcctyg
gtaatcggcec
ccctgaccat
caagcaccag

Gly Ser

Asp val

Lys Pro
45
Ite Ser
60
Thr Ile

ser Tyr

val Leu

Pro
Gly
30

Pro
Asn
Ser

Thr

ctgggaggtc
tgcactgggt
atggaggtaa
attccaagag
attattgtgc
aagggaccac

637875_1

Trp val

Ser val

Leu Tyr
80
Tyr Cys

val Trp

gatcaccatc
gtaccaacag
ctcagggatt
ctctgggcete
catggtcttc

Gly Gln
15
Gly Tyr

Lys Leu

Arg Phe
Leu
80
Thr

Gly

ser
95

cctgagactce
ccgecagget
taaatactat
cacgctgtat
gaggtcagtg
ggtcaccgtc

60

120
180
240
300
327

60

120
180
240
300
360
366



<400> 455
G}n val Gln
Ser

Leu Arg

Gly Met His
35
val Ile
50

Gly

Ala

Lys
65
l.eu

Arg

GIn Met

Ala Arg Ser

Gly Glin Gly

115

<210>
<211>
<212>
<213> Homo

<400> 456
tcttctgage
acatgccaag
caggcccctg
ttctctgget
gatgaggctg
ggagggacca

<210> 457
<211> 108
<212> PRT
<213> Homo

<400> 457
Ser Ser Glu
1

456
324
DNA

Thr val Arg

Ser Trp Tyr

35

Gly Lys Asn
50

Thr Ser
65

Asp

Gly

Glu Ala

Leu val phe

<210>
<211>
<212>
<213> Homo

<400> 458

gaggtgcagc
tcctgtgeag

458
381
DNA

val val

Leu Ser
20
Trp val

Trp Tyr

Ser Ile
Ser
85

Ala

Asn

val
100

Thr Thr

sapiens

tgactcagga
gagacagcct
tacttgtcat
ccacgtcagg
actattactg
agctgaccgt

sapiens

teu Thr
5
Ile Thr
20
Glin Gln

Asn Arg

Asn Thr

Asp Tyr
85
Gly Gly
100

sapiens

tggtggagtc
cctecggatt

ccagggaagg ggctggagtg

gtggactctg
ctgcaaatga
gtattaatgg
accacggtca

tgaagggccg

acagcctgag

tgtatgatat
CCgtCtCCtC a

Glu
Cys
Arg
Asp
Ile
70

Leu
Gly

val

Gln
Cys
Lys
Pro
Ala
70

Tyr

Gly

120

Ser Gly Gly Gly val

Ala Ala Ser Phe

25
Pro

Gly

Ala
40
Gly

Gln Gly Lys

Gly Asn
55
ser

Lys Tyr
Ser
75

Thr

Arg Asp Asn

Arg Ala Glu Asp

90
Tyr His Tyr Tyr
105

Ala

Tyr

val
120

Thr Ser

ccectgetgtg tetgtggect
cagaggctat tatgcaagct
ctatggtaaa aacaaccggc
aaacacagct tccttgacca
taactcccgy gacaacattg
ccta

val
10
Ser

Asp Pro Ala ser

GIn Gly Asp Leu

Pro Arg Gln Ala Pro

Ser Ile Pro
55

Ser

Gly Asp

Thr
75
ASD

Leu Thr Ile

Cys Asn Ser Arg

90

Thr Leu Thr val

105

Lys

ttggtccage
agctattgga
ataaaacaag
tccagagaca
acggctgtgt
tactacggta

tgggggaggc
cacctttagt
ggtggccage
attcaccatc
agcegaggac
agactactac

val
Thr
Gly
Tyr
60

Lys
Ala

Gly

Gln
Phe
Leu
45

Ala
Ser
val

Met

Pro
Ser
30

Glu
ASp
Thr
Tyr

Asp
110

tgggacagac
ggtaccagca
cctcagggat
tcactgggge
gtgaccatct

val
Arg
val
Arg
Gly
Asn

Leu

Ala
Gly
Leu
45

Phe
Ala

Ile

Leu
Tyr
val
ser
GlIn
Gly

ctggggygtc
tgagctgggt
atggaagtga
acgccaggaa
attactgtgce
tggacgtctg

637875_1

Gly
15

Asn
Trp
Ser
l.eu
TYr

val

agtcaggatc
gaagccaaga
cccagaccga
tcaggcggaa

ggtgttcgge

Gly
15

Tyr
Ile
Gly
Ala

AsSp
95

cctgagactc
ccgccagget
gaaatactat
ctcactgtat
gagagatctt
gggccaagygg

Arg
Tyr
val
val
Tyr
80

Cys

Trp

Gln
Ala
Tyr
Ser
Glu

80
H1s

60

120
180
240
300
324

60

120
180
240
300
360
381



<210>
<211>
<212>
<213>

<400>

Glu
1

Ser

459
127
PRT
Homo

459
val G1n

Leu Arg

Trp Met Ser

35

Ala Ser 1Ile
50

Lys Gly
65

lLeu

Arg

Gln Met

Ala Arg

Gly Met Asp

115

<210>
<211>
<212>
<213> Homo

<400> 460

gatattgtga
atctcctgea
tacctgcaga
tccggggtcec
agcagagtgg
ctcactttcg

<210> 461
<211> 112
<212> PRT
<213> Homo

<400> 461
Aip Ile val
Glu

460
336
DNA

Pro Ala

Asn Gly Tyr
35

Gln Leu

50

Arg Phe

Pro

ASp
65
Ser Arg val

teu GIn Thr

<210>
<211>
<212>
<213>

<400>

462
381
DNA
Homo

462

ASp

sapiens

Leu val G1
5

Leu Ser
20

Trp

Cy

val Ar

Lys GIn As
I
70
Le

Phe Thr

ser
85
val

Asn

Leu
100
val

Le

Trp G1

sapiens

tgactcagtc
ggtctagtca
agccagggea
ctgacaggtt
aggctgagga
gcggagggac

sapiens

Met T?r G1
Ser Ile
20

Asn

Se

Tyr Le

Leu Ile

Ty

Ser Gly Se

Ala G1
85

Leu

Glu

Pro Th

100

sapiens

u Ser Gly

s Ala Ala

Ala
40
Ser

g Gin

p
e

Gly
55
Ser Arg

u Arg Ala

u Met val

Gln Gly

120

Y

tccactctec
gagcctecty
gtctccacag
cagtggcagt
tgttggggtt
caaggtagag

n ser Pro

r Cys Arg

u Asp Trp
40
r Leu Gly
55
r Gly Ser

u Asp val

r Phe Gly

121

Gly Gly Leu

Ser Gly prhe

25
Pro

Gly Lys

Glu Lys Tyr
Ala
75

Thr

Asp Ash

Glu Asp
90
Tyr Asp Ile
105
Thr

Thr val

ctgccegtca
catagtaatg
ctcctgatct
ggatcaggcea
tattactgca
atcaaa

Ser
10
Ser

Leu Leu

Ser GlIn

25

Tyr Leu Gln

Ser Asn Arg

Gly Thr Asp
75
val Tyr
90

Gly

Gly

Gly Thr

105

gaggtgcagc tggtggagtc tgggggaggc ttggtccage
tcctgtgeag ccteccggatt cacctttagt aactattgga
ccagggaagg ggctggagtg ggtggccagc ataaaacaag

637875_1

val GIn Pro

Thr Phe Ser

Gly Leu Glu
45

Tyr val

60

Arg

Asp

Asn Ser

Ala val Tyr

Asp Tyr Tyr

110
val Ser

125

Thr

cccctggaga
gatacaacta
atttgggttc
cagattttac
tgcaagctct

Pro val Thr

Ser Leu Leu
Pro
45

ser

Lys Gly
Ala
60
Phe

Gly

Thr Leu

Tyr Cys Met
Glu

110

Lys val

Gly
15

ser
Trp
Ser
Leu
Tyr
95

Tyr

Ser

Gly
Tyr
val
val
Tyr
80

Ccys

Tyr

gceggectee 60

tttggattgg 120
taatcgggcee 180
actgaaaatc 240
acaaactccg 300

Pro
15

His
Gln
val
Lys
Gln

95
Ile

Gly
Ser
Ser
Pro
Ile
Ala

Lys

336

ctggggggtc cctgagactc 60
tgagctgggt ccgecagget 120
atggaagtga gaaatactat 180



gtggactctyg
ctgcaaatga
gtactaatgg
accacggtca

<210> 463
<211> 127
<212> PRT
<213> Homo

<400> 463
G}u val GlIn
Ser Leu Arg
Met Ser
35
ITe

Trp
Ala ser
50
Lys Gly
65
Leu

Arg

Gln Met

Ala Arg Asp

Gly Met Asp

115

<210>
<211>
<212>
<213> Homo

<400> 464
gatattgtga
atctcttgca
tacctgcaga
tcecggggtce
agcagagtgg
ctcactttcg

<210> 465
<211> 112
<212> PRT
<213> Homo

<400> 465
Aip Ile val

464
336
DNA

Glu Pro Ala

Asn Gly Tyr
35
Gln Leu
50

Arg

Pro
Asp Phe
65

Ser

Arg val

Leu GIn Thr

<210>
<211>
<212>
<213>

466
342
DNA

122

tgaagggccg attcgccatc tccagagaca
acagcctgag agcecgaggac acggctgtgt
tgtatgatat agactactac tactacggta

ccgtetecte a
sapiens
Leu val Glu Ser Gly
5
Leu Ser Cys Ala Ala
20
Trp val Arg GIn Ala
40
Lys GIn Asp Gly Ser
55
Phe Ala Ile Ser Arg
70
Asn Ser Leu Arg Ala
85
Leu val Leu Met val
100
val Trp Gly GlIn Gly
120
sapiens
tgactcagtc tccactctec
ggtctagtca gagcctectg
agccagggca gtctccacag
ctgacaggtt cagtggcagt
aggctgagga tgttggagtt
gcggagggac caaggtggag
sapiens
Met Thr Gln Ser Pro
5
Ser Ile Ser Cys Arg
20
Asn Tyr Leu Asp Trp
40
Leu Ile Tyr Leu Gly
55
Ser Gly Ser Gly Ser
70
Glu Ala Glu Asp val
85
Pro teu Thr pPhe Gly
100

Homo sapiens

Gly Gly
10

Gly

Leu
ser Phe
25

Pro

Gly Lys

Glu Lys Tyr

Asp Ash Ala

Glu Asp Thr
90

Tyr Asp Ile

105

Thr

Thr vai

ctgectgtea
catagtaatg
ctcectgatcet
ggatcaggca
tattactgca
atcaaa

Ser Leu
10

Ser

Leu
Ser Gln
25
Tyr

Leu Gln

Ser Asn Arg
His
75
Tyr

Gly Thr

Gly val

Gly Thr

105

Gly

acgccaagaa ctcactgttt 240
attactgtgc gagagatctt 300
tggacgtctg gggccaaggg 360

val Gln Pro

Thr Phe Ser

Gly Leu Glu
45

Tyr val

60

Lys

Asp

Asn Ser

Ala val Tyr

Asp Tyr Tyr
110
Ser

Thr val

125

cceectggaga
ggtacaacta
atttgggttc
cacatcttac
tgcaaactct

pro val Thr

Ser Leu Leu
Pro
45

Ser

Lys Gly
Ala
60
Leu

Gly

Thr Leu

Tyr Cys Met
Glu

110

Lys val

6378751

Gly
15
Asn

Gly
Tyr
Trp val
Ser val
Phe

80
Cys

Leu

Tyr
95
Tyr Tyr

Ser

gceggectec
tttggattgg
taatcgggcc
actgaaaatc
acaaactccg

Pro
15
H1S

Gly
Ser

GIn Ser

val Pro

Lys Ile

GIn Thr
95

ITe Lys

381

60

120
180
240
300
336



<400> 466

caggtgcagc tggtggagtc tgggggaggc

tcctgtgcag cgtctggatt caccttcagt

Ccaggcaagg ggctggagtg ggtggcagtt

gcagactccg tgaagggccg attcaccatc

ctgcaaatga acagcctgag agecgaggac

ggactggact ggggccaggg aaccctggtc

<210> 467

<211> 114

<212> PRT

<213> Homo sapiens

<400> 467

Gin val GlIn Leu Vg? Glu ser Gly

Ser Leu Arg Egu Ser Cys Ala Ala

Gly Met His Trp val Arg Gln Ala
35 40

Ala val 1Te Tyr Tyr Asp Gly Ile

50 55

Lys Gly Arg Phe Thr Ile Ser Arg

65 70

Leu GIn Met Asn ggr Leu Arg Ala

Ala Arg Asp Arg Gly Leu Asp Trp

100

Ser Ser

<210> 468

<211> 339

<212> DNA

<213> Homo sapiens

<400> 468

gacatcgtga tgacccagtc tccagactcc

atcaactgca agtccagcca gagtgtttta

tggtaccagc agaaaccagg acagcctect

gaatccgggg tccctgaccg attcagtgge

atcagcagcc tgcaggctga agatgtggcea

ccgtggacgt tcggccaagg gaccaaggtg

<210> 469

<211> 113

<212> PRT

<213> Homo sapiens

<400> 469

Aip ITe val Met T?r GIn Ser Pro

Glu Aarg Ala ggr Ile Asn Cys Lys

Ser Asn Ser Lys Asn Tyr Leu val
35 40

Pro Pro Lys Leu Leu Ile Tyr Trp

50 55

Pro Asp Arg Phe Ser Gly Ser Gly

65 70

Ile Ser Ser Leu g;n Ala Glu Asp

Tyr Tyr Ser Thr Pro Trp Thr Phe

100

Lys

123

gtggcccagce
agctatggca
atatactatg
tccagagaca
acggctgtgt
accgtctect

Gly
Ser
25

Pro
Asn
Asp
Glu

Gly
105

Gly
10

Gly
Gly
Lys
Asn
Asp

90
Glin

val
Phe

Lys

ser
Thr
Gly

ctggctgtgt
tacagctcca
aagctgctca
agcgggtcty
gtttattact
gaaatcaaa

Asp
Ser
25

Trp
Ala
Ser
val

Gly
105

ser
10

sSer
Tyr
Ser
Gly
Ala

GlIn

l.eu
Gin
Gln
Thr
Thr
75

val

Gly

ctgggaggtc
tgcactgggt

atggaattaa
attccaagaa
attactgtgce

Ca

Ala
Thr
Gly
Tyr
60

Lys
Ala
Thr

Gln
Phe
Leu
Ala
Asnh
val

Leu

Pro
Ser
30

Glu
Asp
Thr
TYr

val
110

ctctgggega
acagtaagaa
tttactgggce
ggacagattt
gtcaacaata

Ala
Ser
Gln
Arg
60

Asp
Tyr
Thr

6378751

val
val
Lys
45

Glu
Phe
Tyr

Lys

Ser
Leu
30

Pro
Ser
Thr
Cys

val
110

cctgagactc
ccgcecagget
taaacactat
cacgctgtat

gagagatcgg

Gly
15

Ser
Trp
Ser
Leu
Tyr

95
Thr

gagggccacc
ctacttagtt
ctctacccgg
cactctcacce
ttatagtact

Leu
15

Tyr
Gly
Gly
Leu
GIn

95
Glu

Arg
Tyr
val
val
Tyr
80

Cys

val

Gly
ser
Gin
val
Thr
80

Gln

Ile

60
120
180

240

300
342

60

120
180
240
300
339



<210> 470
<211> 357
<212> DNA
<213> Homo

<400> 470
gaggtgceagce
tcctgtgeag
ccagggaagg
gtggactctg
ctgcaaatga
aactggggat

<210> 471
<211> 119
<212> PRT
<213> Homo

<400> 471
Glu val GIn
1

Ser Leu Arg

Trp Met Ser
35
Ala Asn Ile
50
Lys Gly Arg
65
Leu GIn Met

Ala Arg Glu

Thr Met val
115

<210> 472
<211> 327
<212> DNA
<213> Homo

<400> 472

cagtctgtgce
tcttgttcty
ccaggaacgg
gaccgattct
tctgaggatg
ggcgcaggga

<210> 473
<211> 109
<212> PRT
<213> Homo

<400> 473
G}n ser val
Arg val Thr
Thr val Asn
35
Ile Tyr Ser
50

Gly Ser Lys
65

sapiens

tggtggagtc
cctetggact
ggctggagtg
tgaagggcceg
acagcctgag
ttgcttttga

sapiens

Leu val
5

Leu Ser
20
Trp val

Lys GlIn
Phe Thr
Asn Ser
85
Ser Asn

100
Thr val

sapiens

tgactcagcc
gaagcagctc
cccccaaact
ctggctccaa
aggctgatta
ccaagctgac

sapiens

Leu Thr
Ile Sgr
Trp Tyr
AsSn Asn

Ser Gly

Glu
Cys
Arg
Asp
Ile
70

Leu
Trp

Ser

Gln
cys
Gln
Arg

Thr
70

Ser
Ala
Gln
Gly
55

Ser
Arg
Gly

Ser

Pro
Ser
Gln
Arg

55
Ser

tgggggaggc
cacctttagt

ggtggccaac
attcaccatc
agccgaggac
tatctggggc

Gly
Ala
Ala
40

Asn
Arg
Ala

Phe

accctcagey
caacatcgga
cctcatctat
gtctggeace
ttactgtgea
cgtccta

Pro
Gly
Phe
40

Pro

Ala

124

ttggtccagce
aacttttgga
ataaagcaag
tccagagaca
acggctgtgt
caagggacaa

Gly
Ser
25

Pro
AsSp
ASp
Glu

Ala
105

Gly
Gly
Gly
Lys
Asn
Asp
Phe

Leu
l.eu
LyS
TYyr
Ala
75

Thr

Asp

tctgggacce
agtaaaactg
agtaataatc
tcagectecce

gcatgggatg

ser
ser
25

Pro
Ser

Ser

Ala Ser

10

Ser Ser

Gly Thr

Gly val

Leu Ala

75

ctggggggte
tgagctgggt
atggaaatga
acgccaagaa
attactgtgc
tggtcaccgt

val
Thr
Gly
Tyr
60

Lys
Ala

Ile

GIn
Phe
Leu
45

val
Asn
val

Trp

Pro
ser
Glu
Asp
Ser
Tyr

Gly
110

ccgggcagag
taaactggta
ggcggeecte
tggccatcag
acagcctgaa

Gly

Asn

Ala

Pro

60
Ile

637875_1

Thr
Ile
Pro
45

Asp

Ser

Pro
Gly
30

Lys
Arg

Gly

cctgagactc
ccgccagget
taaatactat
ttcactgtat
gagagagtca

ctcttca

Gly
15

Asn
Trp
Ser
Leu
Tyr

GIn

ggtcaccatc
ccagcagttc
aggggtccct
tgggctecag
ttgggtgrtc

Gly
15

Ser
Leu
Phe

Leu

Gly
Phe
val
val
Tyr
80

Cys

Gly

Gln
Lys
Leu
Ser

Gln
80

60

120
180
240
300
357

60

120
180
240
300
327



125

Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Ala
85 90

Asn Trp val Phe Gly Ala Gly Thr Lys Leu Thr
100 105

<210> 474
<211> 357
<212> DNA
<213> Homo

<400> 474
gaggtgcage
tcctgtgeag
ccagggaagg
gtggactctg
ctgcaaatga
aactggggat

<210> 475
<211> 119
<212> PRT
<213> Homo

<400> 475
Giu val Gln
Leu

Ser Arg

Met Ser
35
Ile

Trp
Ala Asn
50
Lys Gly
65
Leu

Arg

Gln Met

Ala Arg Glu
val

115

Thr Met

<210>
<211>
<212>
<213> Homo

<400> 476
cagtctgtge
tcttgttctg
ccaggaacgg
gaccgattct
tctgaggatg
ggcgcaggga

<210> 477
<211> 109
<212> PRT
<213> Homo

<400> 477

476
327
DNA

sapiens

tggtggagtc
cctetggact
ggctggagtg
tgaagggcceg
acagcctgag
ttgcttttga

sapiens

Leu Vg]
Leu Ser
20

Trp val

Lys Gln

Phe Thr

Ser
85
Asn

AsSn

Ser
100

Thr val

sapiens

tgactcagcec
gaagcagctc
ccccecaaact
ctggctccaa
aggctgatta
ccaagctgac

sapiens

Glu
Cys
Arg
Asp
ITe
70

Leu
Trp

ser

tgggggaggt
cacctttagt
ggtggccaac
attcaccatc
agccgaggac
tatctggggc

Ser Gly

Ala Ala

Ala
40
Ser

Gln
Gly

55

ser Arg

Arg Ala
Gly Phe

Ser

acccteageg

caacatcgga

cctcatctat
gtctggcacc

ttactgtgca

cgtecta

ttggtccagc
aacttttgga
ataaagcaag
tccagagaca
acggcrgtgt
caagggacaa

Gly Gly Leu
10

Ser Gly

25

Pro

L.eu

Gly Lys

Glu Lys Tyr
Ala
75

Thr

ASp Asn

Glu Asp
90
Ala Phe

105

AsSp

tctgggaccce
agtaaaactg
agtaataatc
tcagectecc
acatgggatg

GIln Ser val Leu Thr GIn Pro Pro Ser Ala Ser

1

Arg val Thr §8e Ser Cys Ser Gly Ser Ser Ser

Thr val ggn Trp Tyr GIn Gln zge Pro Gly Thr

5

25

Trp Asp Asp

val Leu

c€tggggggtc
tgagctgggt
atggaagtga
acgccaagaa
attactgtgc
tggtcaccgt

val Gln Pro

Thr Phe Ser

30
Glu

Gly Leu

Tyr val
60

Lys

Asp

Asn Ser

Ala val Tyr

Ile Trp Gly

110

ccgggcagag
taaactggta
ggcggecctce
tggccatcag
acagactgaa

Gly Thr Pro
Asn Ile Gly
30

Ala Pro Lys
45

637875_1

Ser Leu
95

cctgagactc 60
ccgcecagget 120
gaaatactat 180
ttcactgtat 240
gagagagtca 300
ctcttea 357

Gly
15
Asn

Gly
Phe

Trp val

Ser val

Leu Tyr
80
Tyr Cys
95

GIn Gly

60

120
180
240
300
327

ggtcaccatc
ccagcagttce
aggggtccct
tgggctecag
ttgggtgttc

Gly Gln
15
ser Lys

lLeu Leu



126

ITe Tyr Ser Asn Asn Arg Arg Pro Ser Gly val
55

50

ggy Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala

70

Ser Glu Asp Glu Ala Asp Tyr Tyr Cys
85

Asn Trp val phe Gly Ala Gly Thr Lys Leu Thr

<210> 478
<211> 366
<212> DNA
<213> Homo

<400> 478
caggtcacct
acctgcaccg
cagcceecag
tacagaacat
gtccttacca
gtgggagcta
tcttca

<210>
<211>
<212>
<213> Homo

<400> 479
G}n val Thr
Thr

479
122
PRT

Leu Thr
Met Gly
35

Ala

Arg

Leu
50
Lys

Trp
Leu Ser
65
val

Leu Thr

Cys Ala Arg

Gly GIn Gly

115

<210>
<211>
<212>
<213> Homo

<400> 480
tcctatgtgce
acctgtggyg
caggcccectg
ttctctgget
gatgaggccg
ggagggacca

<210> 481
<211> 108
<212> PRT
<213> Homo

<400> 481

480
324
DNA

100

sapiens

tgaaggagtc
tctctgggtt
ggaaggccct
ctctgaagag
tgaccaacat
caacggatga

sapiens

Leu Lys

5
Leu Thr
20
val Ser

His Ile

Arg Leu
Thr
85

val

Met

Ile
100

Thr Met

sapiens

tgactcagcc
gaaacaacat
tgctggtegt
ccaactctgg
acttttactg
agctgaccgt

sapiens

Glu ser
Cys
Trp
Phe
Thr
70
Asn
Gly

val

tggtcctgty
ctcactcage
ggagtggctt
caggctcacc
ggaccctgty
tgcttttgat

Gly

Thr val

Ile Arg
40
Ser Asn
55
ITe Ser

Met Asp

Ala Thr

val
120

Thr

acccteggtg
tggaagtaaa
ctatgatgat
gaacacggcc

tcaggtgtgg

cCta

105

ctggtgaaac
aatgttagaa
gcacacattt
atctccaagg
gacacagcca
atctggggec

val
10
Gly

Pro Leu

ser Phe
25
Gln

Pro Pro

Asp Glu Asn
Thr
75

ASp

Lys Asp
val
90
Asp

Pro

Thr
105
Ser

Asp

Ser

tcagtggecce

agtgtgcact

agcgaccgge
accctgacca
gatagtagta

Pro Asp Arg
60

1le ser Gly
Trp Asp Asp

val Leu

ccacagagac
tgggtgtgag
tttcgaatga
acacctccaa
catattactg
aagggacaat

val Lys Pro

Ser Leu Ser

Gly Lys Ala
45

Ser Tyr

60

Ser

Arg

Lys Ser

Thr Ala Thr

Ala phe Asp

110

caggacagac

Phe Ser
Leu Gln
80

Arg Leu
95

cctcacgycty
ctggatccgt
cgaaaattcc
aagccaggty
tgcacggata
ggtcaccgtc

Thr Glu
15
Asn val

Leu Glu

Thr Ser

val
80
Tyr

Glin

Tyr
95

ITe Tre

ggccaggatt

60

120
180
240
300
360
366

60

ggtaccagca gaagccagge 120

cctcagggat
tcagcagggt
gtgatcctgt

ccctgagega

cgaagcaggy
ggtattcggc

Ser Tyr val Leu Thr GIn Pro Pro Ser val Ser val Ala Pro Gly Gln
637875_1

180
240
300
324



127

1 5 10
Thr Ala Arg %ée Thr Cys Gly Gly %sn Asn Ile
5
His Trp ;yr Gln Gln Lys Pro Géy Gln Ala Pro
5 4

AsSp ggp Ser Asp Arg Pro ggr Gly Ile Pro Glu

Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser

65 70 75

Asp Glu Ala Asp g?e Tyr Cys Gln val ggp Asp

val val phe Gly Gly Gly Thr Lys Leu Thr val
100 105

<210> 482

<211> 381

<212> DNA

<213> Homo sapiens

<400> 482

gaggtgcagc tggtggagtc tgggggaggc tiggtccage

tcctgtgecag cctectggatt cacctttagt aactattgga

ccagggaagg ggctggagtg ggtggccagc ataaagcaag

gtggactctg tgaagggccg attcaccatc tcccgagaca

ctccaaatga acagcctgcg agcecgaggac acggetgtgt

gtactaatgg tgtatgctct acactactac tactacggta

accacggtca ccgtctecte a

<210> 483

<211> 127

<212> PRT

<213> Homo sapiens

<400> 483

Glu val GlIn Leu Vé? Glu Ser Gly Gly ggy Leu

1

ser Leu Arg Eeu Ser Cys Ala Ala ggr Gly Phe
0

Trp Met ggr Trp val Arg Gln ﬁéa Pro Gly Lys

Ala ggr ITe Lys Gln Asp gly ser Glu Arg Tyr

Lys Gly Arg Phe Thr Ile Ser Arg Asp Thr Ala

65 70 75

Leu GIn Met Asn ggr Leu Arg Ala Glu ggp Thr

Ala Arg Pro Leu val Leu Met val Tyr Ala Leu
100 105

Gly Met Asp val Trp Gly His Gly Thr Thr val

115 120

<210> 484

<211> 336

<212> DNA

<213> Homo sapiens

<400> 484

gatattgtga tgactcagtc tccactctcc ctgecccgtea

atctcctgca ggtctagtca gagcctcctg catagtaatg

tacctgcaga agccagggcea gtctccacag ctcctgatet

tccggggtce ctgacaggtt cagtggcagt ggatcaggcea

agcagagtgg aggctgagga tgttggggtt tattactgca

ctcactttcg gcggagggac caaggtggag atcaaa

<210> 485

<211> 112

Gly Ser Lys

val Leu val
45

Arg Phe Ser

60

Arg

val Glu

Ser Ser Ser

Leu

ctggggggtc
tgacctgggt

atggaagtga
ccgccaagaa
attactgtgc
tggacgtctg

cccectggaga
gatacaacta
atttgggttc
cagattttac
tgcaagctct

637875_1

15
Ser val

val Tyr

Gly Ser

Ala Gly
80
ASp Pro
95

cctgagactc
ccgecaggcet
gagatactat
ctctctgtat
gagacctctt

gggccacggg

Gly Gly
15
Asn Tyr

Trp val

Ser val

Leu Tyr
80
TYyr Cys
95
Tyr Tyr

Ser

gccggectec
tttggattgg
taatcgggcc
actgaaaatc
acaaactccg

60

120
180
240
300
360
381

60

120
180
240
300
336



<212> PRT
<213> Homo sapiens

<400> 485

Asp
1
Glu
Asn
Pro
Asp
65
Ser

Leu

<210>
<211>
<212>
<213>

<400>

Gln
1
Thr
Arg
Trp
l.eu
65
val

Cys

Ile
Pro
Gly
Gln
50

Arg
Arg

Gln

val
Leu
Met
Ley
50

LysS
Leu

Ala

<210> 48
<211> 98

<212>
<213>

<400> 48

Glu
1
ser
Trp
Ala
Lys
65
Leu

Ala

val
Leu
Met
Asn
50

Gly
G1n

Arg

<210> 48
<211> 98

<212>
<213>

val
Ala
Tyr
35

l.eu
Phe
val

Thr

486
100
PRT .
Homo sapiens

486

Thr
Thr
Gly
35

Ala
Ser
Thr

Arg

7

PRT _
Homo sapiens

7
Gln

Arg
Ser
35

Ile
Arg

Met

8

PRT _
Homo sapiens

Met
Ser
20

Asn
Leu
Ser
Glu

Pro
100

Leu
Leu
20

val
His
Arg
Met

Ile
100

Leu
Leu
20

Trp
Lys
Phe

ASn

Thr
5
Ile
Tyr
Ile
Gly
Ala

85
Leu

LysS
5
Thr
Ser
Ile
i.eu

Thr
85

val
5
Ser
val
Gin
Thr

Ser
85

GIn
Ser
l.eu
Tyr
ser
70

Glu

Thr

Glu
Cys
Trp
Phe
Tﬂr

U
ASh

Glu
cys
Arg
Asp
Ile

70
Leu

Ser
Cys
Asp
Leu
Gly
ASp

Phe

Ser
Thr
Ite
Ser
55

Ile

Met

Ser
Ala
Glin
Gly
55

Ser

Arg

Pro
Arg
Trp
40

Gly
Ser
val

Gly

Gly
val
Arg
40

Asn
Ser

Asp

Gly
Ala
Ala
40

Ser
Arg

Ala

Leu
ser
25

Tyr
Ser
Gly
Gly

Gly
105

Pro
ser
Gln
Asp
LyS

Pro

Gly
Ser
25

Pro
Glu
ASp

Glu

128

Ser
10

Ser
L.eu
Asn
Thr
val

Gly

val
10

Gly
Pro
Glu
Asp

val
90

Gly
Gly
Gly
Lys
Asn

Asp
90

Leu
Glin
Gin
Arg
ASD
75

Tyr
Thr

Leu
Phe
Pro
Lys
Thr

75
ASp

Leu
Phe
Lys
Tyr
Ala

75
Thr

Pro
ser
Lys
Ala
Phe
Tyr

Lys

val
Ser
Gly
Ser
60

Ser

Thr

val
Thr
Gly
Tyr
60

Lys

Ala

637875_1

val
Leu
Pro
45

Ser
Thr
cys
val

Lys
leu
Lys
45

TYyr
Lys

Ala

GIn
Phe
Leu
val
Asn

val

Thr
Leu
Gly
Gly
Leu
Met

Glu
110

Pro
Ser
30

Ala
Ser
Ser

Thr

Pro
Ser
Glu
Asp
Ser

Tyr

Pro
15

His
Gln
val
LYS
GlIn

95
Ite

Thr
15

Asn
Leu
Thr
Gln

Tyr
95

Gly
15

ser
Trp
Ser
Leu

Tyr
95

Gly
Ser
Ser
Pro
Ile
Ala

Lys

Glu
Ala
Glu
ser
val

80
Tyr

Gly
TYyr
val
val
Tyr

80
Cys



<400> 488
G}n val Gln
Ser Leu Arg

Gly Met His
35
Ala val Ile
50
Lys Gly Arg
65
Leu Gln Met

Ala Arg

<210> 489
<211> 93
<212> PRT

Leu
Leu
20

Tr‘p
Trp
Phe

Asn

val
Ser
val
Tyr
Thr

ser
85

<213> Homo sapiens

<400> 489
Aip Ile val
Glu Pro Ala

Asn Gly Tyr
35

Pro Glin Leu
50

Asp Arg Phe

65

Ser Arg val

<210> 490
<211> 94
<212> PRT

Met
Ser
20

Asn
Leu
Ser

Glu

Thr
5
ITe
Tyr
Ile
Gly

Ala
85

<213> Homo sapiens

<400> 490
A;p Ile val
Glu Arg Ala

ser Asn Asn
35
Pro Pro Lys
50
Pro Asp Arg
65
ile Ser Ser

<210> 491
<211> 89
<212> PRT

Met
Thr
20

Lys
Leu
Phe

Leu

Thr
5
Ile
Asn
Leu
Ser

Gin
85

<213> Homo sapiens

<400> 491

GIn Ser val Leu Thr

1

5

Arg val Thr §¥e Ser

Glu
Cys
Arg
Asp
Ile

70
Leu

GIn
ser
Leu
Tyr
ser

Glu

Gin
Asn
Tyr
Ile
Gly
Ala

GIn

cys

Ser
Ala
GIn
Gly
55

Ser

Arg

Ser
Cys
Asp
Leu
55

Gly

AsSp

ser
Cys
Leu
Tyr
55

ser

Glu

Pro

Ser

Gly
Ala
Ala
40

Ser
Arg

Ala

Pro
Arg
Trp
40

Gly
Ser

val

Pro
Lys
Ala
40

Trp
Gly

ASp

Pro

Gly

Gly
ser
25

Pro
Asn
Asp

Glu

Leu
Ser
25

Tyr
Ser
Gly

Gly

Asp
Ser
25

Trp
Ala
Ser

val

Ser

Ser
25

129

Gly
Gly
Gly
Lys
Asn

Asp
90

Ser
10

Ser
Leu
Asn
Thr

val
90

ser
10

ser
Tyr
Ser
Gly

Ala
90

Ala
10
Ser

val
Phe
Lys
Tyr
Ser

75
Thr

Leu
Gln
Gln
Arg
Asp

75
Tyr

Leu
Gin
Gln
Thr
Thr

75
val

Ser

Ser

val
Thr
Gly
TYr
60

Lys

Ala

Pro
Ser
Lys
Ala
60

Phe

Tyr

Ala
Ser
Glin
Arg
60

Asp

Tyr

Gly

Asn

637875_1

Gln
Phe
Leu
45

Ala
Asn

val

val
Leu
Pro
45

ser
Thr

Cys

val
val
Lys
Glu
Phe

Tyr

Thr

Ile

Pro Gly
15
Ser Ser

Glu Trp
Asp Ser
Thr Leu

Tyr Tyr
95

Thr Pro
15

Leu His

30

Gly GlIn

Gly val

Leu Lys

Ser teu
15

Leu Tyr

30

Pro Gly

Ser Gly
Thr Leu

Cys

pro Gly

15
Gly Ser
30

Arg
Tyr
val
val
TYyr

80
Cys

Gly
Ser
Ser
Pro

Ile
80

Gly
Ser
Gln
val

Thr
80

Asn



Thr val Asn Trp Tyr
35
Ile Tyr Ser Asn Asn
50
Gly Ser Lys Ser Gly
65

Ser Glu Asp Glu Ala
85

<210> 492

<211> 87

<212> PRT

<213> Homo sapiens

<400> 492

Sir Tyr val Leu Thr
5

Thr Ala Arg Ile Thr

20
His Trp ggr Gln Glin

Tyr Agp Ser Asp Arg
5

Asn Ser Gly Asn Thr

65

Asp Glu Ala Asp Tyr
85

<210> 493

<211> 49

<212> PRT

<213> Homo sapiens

<400> 493

Gln val GIn Leu Vg1

Ser val Lys val Ser
20

Tyr Met His Trp val
35

Gly

<210> 494

<211> 98

<212> PRT

<213> Homo sapiens

<400> 494

Gln val GIn Leu val

1 5
Ser Leu Arg Leu Ser
20

Gly Met His Trp val
35

Ala val Ile Trp Tyr

50

Lys Gly Arg Phe Thr
65

Leu GIn Met Asn ggr
Ala Arg

Gln
Gln
Thr

70
Asp

Gln
cys
Lys
Pro
Ala

70
Tyr

Glin
Cys

Arg

Glu
Cys
Arg
Asp
Ile

70
Leu

GlIn
Arg
55

ser

Tyr

Pro
Gly
Pro
Ser
55

Thr

cys

Ser
Lys

GlIn

Ser
Ala
Gln
Gly
55

Ser

Arg

Leu
40

Pro
Ala

Tyr

Pro
Gly
Gly
Gly

Leu

Gly
Ala

Ala
40

Gly
Ala
Ala
40

Ser
Arg

Ala

Pro
Ser
Ser

Cys

Ser
Asn
25

Gln
Ile

Thr

Ala
Ser

25
Pro

Gly
Ser
25

Pro
Asn
Asp

Glu

130
Gly Thr Ala Pro Lys Leu Leu

Gly

Leu

val
10

Asn
Ala
Pro

Ile

Glu
10
Gly

Gly

Gly
10

Gly
Gly
Lys
Asn

Asp
90

val Pro

60
Ala Ile
75

Ser val
Ile Gly
Pro val
Glu Arg

60

ser Arg
75

val Lys
Tyr Thr

GIn Gly

val val
Phe Thr
Lys Gly
Tyr Tyr

60
Ser Lys

Thr Ala

637875_1

45

Asp Arg Phe Ser

Ser Gly Leu GIn

Ala
Ser
Leu
45

Phe

val

Lys
pPhe

Leu
45

Gln
Phe
Leu
Ala
Asn

val

Pro
Lys
val
ser

Glu

Pro
Thr

30
Glu

Pro
Ser
30

Glu
Asp
Thr

Tyr

Gly
15

ser
Ile
Gly

Ala

Gly
Gly

Trp

Gly
15

Ser
Trp
Ser
Leu

Tyr
95

80

Lys
val
Tyr
Ser

Gly
80

Ala
Tyr

Met

Arg
Tyr
val
val
Tyr

80
Cys



<210> 495

<211> 98

<212> PRT

<213> Homo sapiens

<400> 495

G}n val Gln Leu V%1

Ser Leu Arg Leu Ser

20

Gly Met ?és Trp val

Ala VS¥ Ile Trp Tyr
5

%gs Gly Arg Phe Thr

Leu GIn Met Asn ggr

Ala Arg

<210> 496

<211> 88

<212> PRT

<213> Homo sapiens

<400> 496

Aip Ile GIn Met Tgr

Asp Arg val ;Br Ile

Leu Ala ;gp Tyr Gln

Tyr Ala Ala Ser Thr
50

Zgr Gly Ser Gly Thr

Glu Asp val Ala Thr

85

<210> 497

<211> 90

<212> PRT

<213> Homo sapiens

<400> 497

G}n Ser Ala lLeu T?r

Ser Ile Thr Ile Ser

20

Asn Tyr ggW ser Trp

Met Ile Tyr Glu val
50

égr Gly Ser Lys Ser

GIn Ala Glu Asp Glu

85

<210> 498

<211> 87

<212> PRT

<213> Homo sapiens

<400> 498

Glu
cys
Arg
Asp
Ile

70
Leu

Gin
Thr
Gln
Leu
ASp

70
Tyr

Gin
Cys
Tyr
Ser
Gly

70
Ala

Ser
Ala
Gln
Gly
55

ser

Arg

Ser
Cys
Lys
Gln
Phe

Tyr

Pro
Thr
Gln
ASn
55

Asn

ASp

Gly
Ala
Ala
40

Ser
Arg

Ala

Pro
Arg
Pro
40

Ser
Thr

cys

Ala
Gly
Gln
40

Arg
Thr

Tyr

Gly
ser
25

Pro
Asn
Asp

Glu

Ser
Ala
25

Gly
Gly

Leu

Ser
Thr
25

His
Pro
Ala

Tyr

131

Gly
10

Gly
Gly
Lys
Asn

Asp
90

Ser
10

Ser
Lys
val

Thr

val
10

Ser
Pro
Ser
ser

Cys
30

val
Phe
Lys
Tyr
Ser

Thr

L.euy
Gln
val
Pro

Ile
75

Ser
Ser
Gly
Gly

Leu
75

val
Thr
Gly
Tyr
60

Lys

Ala

Ser
Gly
Pro
Ser

60
Ser

Gly
Asp
Lys
val

60
Thr

637875_1

Gln
Phe
Leu
Ala
Asn

val

Ala
Ile
Lys
45

Arg

Ser

Ser
val
Ala
45

Ser

Ile

Pro
Ser
30

Glu
ASp
Thr

Tyr

Ser
Ser
30

L.eu
Phe

Leu

Pro
Gly
30

Pro
Asn

Ser

Gly
15

Ser
Trp
ser
Leu

Tyr
95

val
15

Asn
l.eu
Ser

Gln

Gly
15

Gly
Lys
Arg

Gly

Arg
Tyr
val
val
Tyr

80
Ccys

Gly
Tyr
Ile
Gly

Pro
80

Gln
Tyr
Leu
Phe

Leu
80



Ser Ser Glu Leu T?r
1
Thr val Arg Ile Thr
20
Ser Trp ;yr Gln GlIn
5
Gly E%s Asn Asn Arg
ggr ser Gly Asn Thr

Asp Glu Ala Asp Tyr
85

<210> 499

<211> 13

<212> PRT

<213> Homo sapiens

<400> 499
Ser Gly Ser Ser Ser
1 5

<210> 500
<211> 10
<212> PRT
<213> Homo sapiens

<400> 500

Gly Phe Thr pPhe ser
1 5

<210> 501

<211> 17

<212> PRT

<213> Homo sapiens

<400> 501
Sﬁr Ile Lys Gln Agp

Gly

<210> 502

<211> 18

<212> PRT

<213> Homo sapiens

<400> 502

Asp Leu val Leu Met val Tyr Asp Ile

1 5
Asp val

<210> 503

<211> 15

<212> PRT

<213> Homo sapiens

<400> 503
1

Gln
Cys
Lys
Pro
Ala

70
Tyr

Asn

AsSn

ASp
GlIn
Pro
sSer
55

Ser

Cys

Ile

Tyr

Ser

Pro Ala

Gly Asp
25

Gly GlIn

40

Gly Ile

Leu Thr

Gly Ser

Trp Met

Glu Lys

Arg Ser Ser GIn Ser Leu Leu His Ser
5

132
val Ser val Ala Leu Gly Gln
10 15
Ser Leu Arg Ser Tyr Tyr Ala

Ala Pro val zeu val Ile Tyr
5

Pro Asp ggg Phe Ser Gly Ser

ITe Thr Gly Ala GIn Ala Glu

75 80

Lys Thr val Asn
10

ser
10

Tyr Tyr val Asp Ser val Lys
10 15

Asp Tyr Tyr Tyr Tyr Gly Met
10 15

Asn Gly Tyr Asn Leu Asp
10 15

637875_1



<210>
<211>
<212>
<213>

<400>

Leu Gly Ser Asn Arg
1 5

<210>
<211>
<212>
<213>

<400>

Met Gln Thr Leu Gln
1 5

<210>
<211>
<212>
<213>

<400>

Gln val Thr Leu Lys
1 5

Thr Leu Thr Leu Thr

<210>
<211>
<212>
<213>

<400>

Gly Phe Ser Leu Ser

1

<210>
<211>
<212>
<213>

<400>

Gly pPhe Ser Leu Ser

1

<210>
<211>
<212>
<213>

<400>

Trp Ile Arg Gln Pro
1

<210>
<211>
<212>
<213>

<400>

504

7

PRT

Homo sapiens

504

505

9

PRT

Homo sapiens

505

506

25

PRT

Homo sapiens

>06

20

507

12

PRT

Homo sapiens

507
5

508

12

PRT

Homo sapiens

508
5

509
14
PRT
Homo sapiens

509
5

510

25

PRT

Homo sapiens

510

Ala

Thr

Glu
cys

Asn

Asn

Pro

Ser

Pro

Ser

Thr

Ala

val

Gly

133

Leu Thr

Gly Pro val Leu val Lys Pro Thr Glu
10 15

val Ser

25

Arg Met Gly val Ser
10

Arg Met Gly val Ser
10

Lys Ala LSU Glu Trp Leu Ala
1
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Glu val Gln Leu v§1 Glu ser Gly Gly Gly Leu val GlIn Pro Gly Gly
1 10 15
Ser Leu Arg Leu Ser Cys Ala Ala Ser
20 25

<210> 511
<211> 10
<212> PRT
<213> Homo sapiens

<400> 511
Gly Phe Thr Phe Ser Ser Tyr Trp Met Ser
1 5 10

<210> 512
<211> 10
<212> PRT
<213> Homo sapiens

<400> 512
Gly Leu Thr Phe Ser Asn Phe Trp Met Ser
1 5 10

<210> 513
<211> 10
<212> PRT
<213> Homo sapiens

<400> 513
Gly Phe Thr Phe Ser Asn Tyr Trp Met Tgr
1 5 1

<210> 514
<211> 14
<212> PRT
<213> Homo sapiens

<400> 514
Trp val Arg GIn Ala pro Gly Lys Gly Leu Glu Trp val Ala
1 10

<210> 515

<211> 25

<212> PRT

<213> Homo sapiens

<400> 515

Gln val Gin Leu V%E Glu ser Gly Gly ggy val val Gln Pro Gly Arg
1 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser

20 25
<210> 516
<211> 25
<212> PRT
<213> Homo sapiens
<400> 516
Gln val GIn Leu v§1 Glu Ser Gly Gly Ggy val Ala GIn Pro Gly Arg
1 1 15
Ser Leu Arg Leu Ser Cys Ala Ala Ser
20 25
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<210>
<211>
<212>
<213> Homo sapiens

<400> 517
Gly pPhe Thr phe Sgr
1

517
10
PRT

<210>
<211>
<212>
<213>

518

14

PRT _
Homo sapiens

<400> 518
Trp val Arg Glin A;a
1

<210>
<211>
<212>
<213>

519
16
PRT
Homo sapiens

<400> 519
His ITe Phe Sser Agn

<210>
<211>
<212>
<213>

520
16
PRT
Homo sapiens

<400> 520
H}s Ile Phe Ser Agn

<210>
<211>
<212>
<213> Homo sapiens

<400> 521

Arg Leu Thr Ile Sgr
1

Met Thr Asn ggt AsSp

521
33
PRT

Ile

<210>
<211>
<212>
<213> Homo sapiens

<400> 522
val Gly Ala Thr Thr
1 5

522
11
PRT

<210> 523
<211> 11

Ser Tyr Gly

Pro Gly Lys

Asp Glu Lys

Asp Glu Asn

Lys Asp Thr

Pro val Asp

Asp Asp Ala

Met

Gly

Ser

Ser

Ser

Thr
25

Phe

135

His
10

Leu Glu Trp val Ala

10

Tyr Ser Thr Ser Leu

10

Tyr Arg Thr Ser
10

Leu

Lys Ser Gin val val
10
Ala Thr Tyr Tyr Cys

30

Asp Ile
10

637875_1
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15

Lys Ser
15

Leu Thr
15
Ala Arg
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<212> PRT
<213> Homo sapiens

<400> 523
Tgp Gly GIn Gly Thr Met val Thr val Ser Ser
5 10

<210> 524
<211> 11
<212> PRT
<213> Homo sapiens

<400> 524
Trp Gly Gln Gly Thr Thr val Thr val igr Ser
1 5

<210> 525

<211> 11

<212> PRT

<213> Homo sapiens

<400> 525
Trp Gly His Gly Thr Thr val Thr val Sgr Ser
1 5 1

<210> 526

<211> 17

<212> PRT

<213> Homo sapiens

<400> 526

Asn Ile Lys GIn Asp Gly Ser Glu Lys Tyr Tyr val Asp Ser val Lys
1 5 - 10 15

Gly

<210> 527

<211> 17

<212> PRT

<213> Homo sapiens

<400> 527

Asn Ile Lys GIn Asp Gly Asn Asp Lys Tyr Tyr val Asp Ser val Lys
% 5 10 15

Gly

<210> 528

<211> 17

<212> PRT

<213> Homo sapiens

<400> 528

Ser Ile Lys Gln Asp Gly Ser Glu Arg Tyr Tyr val Asp Ser val Lys
% 5 10 15

Gly

<210> 529

<211> 32

<212> PRT

<213> Homo sapiens
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<400> 529
Arg Phe Thr Ile Ser
1 5

Met Asn Ser Leu Arg
20

<210> 530

<211> 32

<212> PRT

<213> Homo sapiens

<400> 530

Arg Phe Thr Ile Ser
1 5
Met Asn Ser Leu Arg

20

<210> 531
<211> 32
<212> PRT
<213> Homo sapiens
<400> 531
Arg Phe Ala Ile Ser

1 5

Met Asn Ser Leu Arg
20

<210> 532

<211> 32

<212> PRT

<213> Homo sapiens

<400> 532
Agg Phe Thr Ile Sgr

Met Asn Ser Leu Arg
20

<210> 533

<211> 10

<212> PRT

<213> Homo sapiens

<400> 533
Glu ser Asn Trp Ggy

<210> 534

<211> 18

<212> PRT

<213> Homo sapiens

<400> 534
Pgo Leu val Leu Mgt
Asp val

<210> 535
<211> 17

Arg

Ala

Arg
Ala

Arg

Ala

Ar‘g
Ala

Phe

val

Asp

Glu

AsSp
Glu

Asp

Glu

ASp
Glu

Ala

Tyr

Asn

Asp

Ashn

Asp

Asn

Asp

Thr

Asp

Phe

Ala

Ala

Thr
25

Ala

Thr
25

Ala

Thr
25

Ala

Thr
25

ASp

Leu

137

Lys
10
Ala

Arg
10
Ala

LYyS
10
Ala

Lys
10
Ala

Ile
10

Asn

val

Ash

val

Asn

val

AsSn

val

Ser

Tyr

Ser

Tyr

Ser

Tyr

Ser

Tyr

Leu

Tyr

Leu

Tyr

Leu

Tyr

Leu

Tyr

Tyr

Cys
30

Tyr

Cys
30

Phe

cys
30

Tyr

cys
30

Leu
15
Ala

lLeu

Ala

Leu -
15
Ala

Leu

Ala

Gln

Arg

Gln

Arg

Gln

Arg

GIn

Arg

His Tyr Tyr Tyr Tyr Gly Met
i0 15
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<212> PRT
<213> Homo sapiens

<400> 535

val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser val Lys
% 5 10 15

Gly

<210> 536

<211> 17

<212> PRT

<213> Homo sapiens

<400> 536

val I7e Tyr Tyr Asp Gly Ile Asn Lys His Tyr Ala Asp Ser val Lys
% 5 10 15

Gly

<210> 537

<211> 32

<212> PRT

<213> Homo sapiens

<400> 537
Arg Phe Thr Ile Sgr Arg Asp Asn Ser L%s Asn Thr Leu Tyr Leu Gln
1 1 15
Met Asn Ser Egu Arg Ala Glu Asp ;hr Ala val Tyr Tyr ggs Ala Arg
5

<210> 538
<21il> 5

<212> PRT

<213> Homo sapiens

<400> 538
A;p Arg Gly Leu Agp

<210> 539
<211> 11
<212> PRT
<213> Homo sapiens

<400> 539
T;p Gly G1n Gly Thr Leu val Thr val Sgr Ser
5 1

<210> 540

<211> 23

<212> PRT

<213> Homo sapiens

<400> 540

Asp Ile val Met Thr GIn Ser Pro Leu SSP teu Pro val Thr pPro Gly
1 5 1

Glu Pro Ala Ser Ile Ser Cys

<210> 541
<211> 15
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<212> PRT
<213> Homo sapiens

<400> 541
Trp Tyr Leu Gln Lys Pro Gly Gln Ser Pro GIn Leu teu Ile Tyr
1 5 1 15

<210> 542

<211> 23

<212> PRYT

<213> Homo sapiens

<400> 542

Asp ITe val Met Thr Gin Ser Pro Asp Ser Leu Ala val Ser Leu Gly
1 5 10 15

Glu Arg Ala ggr Ile Asn Cys

<210> 543
<211> 17
<212> PRT
<213> Homo sapiens

<400> 543

Lys Ser Ser GIn Ser val Leu Tyr Ser Ser Asn Asn Lys Asn Tyr Leu
% 5 10 15

Ala

<210> 544
<211> 17
<212> PRT
<213> Homo sapiens

<400> 544

Lys Ser Ser GIn Ser Vval Leu Tyr Ser Ser Ash Ser Lys Asn Tyr Leu
ZL_E 5 10 15

va

<210> 545

<211> 15

<212> PRT

<213> Homo sapiens

<400> 545
Trp Tyr GIn GIn Lys Pro Gly Gln Pro Pro Lys Leu Leu Ile Tyr
1 5 10 15

<210> 546

<211> 22

<212> PRT

<213> Homo sapiens

<400> 546

GIn Ser val Leu Thr Gln Pro Pro Ser éga Ser Gly Thr Pro ggy Gln
1 5

Arg val Thr gge Ser Cys

<210> 547
<211> 13
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<212> PRT

<213> Homo sapiens

<400> 547

Ser Gly Ser Ser Ser Asn Ile Gly Ser Asn Thr val Asn
1 5 10

<210> 548

<211> 13

<212> PRT

<213> Homo sapiens

<400> 548

Ser Gly Ser Ser Ser Asn Ile Gly Ser Lys Thr val Asn
1 5 10

<210> 549

<211> 15

<212> PRT

<213> Homo sapiens

<400> 549

Trp Tyr GIn GIn Leu Pro Gly Thr Ala Pro Lys Leu Leu Ile Tyr
1 5 10 15

<210> 550

<211> 15

<212> PRT

<213> Homo sapiens

<400> 550

Trp Tyr Gin GIn Phe Pro Gly Thr Ala Pro Lys Leu Leu Ile Tyr
1 5 10 15

<210> 551

<211> 22

<212> PRT

<213> Homo sapiens

<400> 551

Ser Tyr val Leu Thr GIn Pro Pro Ser Xgl ser val Ala Pro Gly Lys
1 5 15

Thr Ala Arg gge Thr Cys

<210> 552

<211> 22

<212> PRT

<213> Homo sapiens

<400> 552

ser Tyr val Leu T?r Gln Pro Pro Ser val Ser val Ala Pro Gly GlIn
1 15

Thr Ala Arg %ée Thr Cys

<210> 553

<211> 11

<212> PRT

<213> Homo sapiens

<400> 553
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Gly Gly Ash Asn Ile
1 5

<210> 554

<211> 15

<212> PRT

<213> Homo sapiens

<400> 554
T;p Tyr GlIn GlIn Lgs

<210> 555

<211> 15

<212> PRT

<213> Homo sapiens

<400> 555
T;p Tyr Gin GIn Lgs

<210> 556

<211> 32

<212> PRT i
<213> Homo sapiens

<400> 556

Gly val Pro Asp Agg

Leu Lys Ile Ser Arg
20

<210> 557

<211> 32

<212> PRT i
<213> Homo sapiens

<400> 557
G}y val Pro Asp Agg

Leu Lys Ile Ser Arg
20

<210> 558

<211> 9

<212> PRT

<213> Homo sapiens

<400> 558
Met Gln Ala Leu ng
1

<210> 559
<211> 10
<212> PRT
<213> Homo sapiens

<400> 559
phe Gly Gly Gly T?r
1

Gly

Pro

Pro

Phe
Val

Phe

val

Thr

Lys

Ser

Gly

Gly

Ser

Glu

Ser

Glu

Pro

val

Lys

Gin

Gln

Gly

Ala

Gly

Ala

Leu

141

Ser val
10

Ala Pro
10

Ala Pro
10

Ser Gly

10
Glu Asp
25

Ser Gly

10
Glu Asp
25

Thr

Ile Lys
10

His

val

val

Ser

val

Ser

val

Leu

Leu

Gly
Gly

Gly
Gly
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val

val

Thr

val

Thr
val

Ile

val

ASp

Tyr
30

His

Tyr
30

Tyr
15

Tyr
15

Phe
15
Tyr

Leu
15
Tyr

Thr

cys

Thr

Cys



<210> 560
<211> 7

<212> PRT

<213> Homo sapiens

<400> 560
Tgp Ala ser Thr Agg

<210> 561

<211> 32

<212> PRT

<213> Homo sapiens

<400> 561
Gly val Pro Asp Arg
1 5

teu Thr Ile Ser Ser
20

<210> 562

<211> 9

<212> PRT

<213> Homo sapiens

<400> 562
G}n GIn Tyr Tyr Sgr

<210> 563

<211> 10

<212> PRT

<213> Homo sapiens

<400> 563
Pge Gly Gln Gly T?r

<210> 564

<211> 7

<212> PRT

<213> Homo sapiens

<400> 564
Ser Asn Asn GIn Arg
1 5

<210> 565
<211> 7

<212> PRT

<213> Homo sapiens

<400> 565
Sir Ash Asn Arg Agg

<210> 566

<211> 32

<212> PRT

<213> Homo sapiens

<400> 566

Glu

Phe

Leu

Thr

LyS

Pro

Pro

142

Ser

Ser Gly Ser Eéy Ser Gly Thr Asp Phe Thr
15
Gln Ala g;u Asp val Ala val Tyr Tyr Cys
30

Pro Trp Thr

val Glu Tle Lys

10

Ser

Ser
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Gly val Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser
1 5 10 1
Leu Ala Ile Ser Gly Leu Gln Ser ggu Asp Glu Ala Asp Tyr Tyr Cys
20 30

<210> 567

<211> 10

<212> PRT

<213> Homo sapiens

<400> 567
Ala Ala Trp Asp Asp Ser Leu Asn Trp ¥S1
1 5

<210> 568

<211> 10

<212> PRT

<213> Homo sapiens

<400> 568
Aia Thr Trp Asp Asp Arg Leu Asn Trp Xg?
5

<210> 569

<211> 10

<212> PRT

<213> Homo sapiens

<400> 569
Phe Gly Ala Gly Thr Lys Leu Thr val Lgu
1 5 1

<210> 570

<211> 7

<212> PRT

<213> Homo sapiens

<400> 570
Tyr Asp Ser Asp Arg Pro Ser
1 5

<210> 571

<211i> 7

<212> PRT

<213> Homo sapiens

<400> 571
Asp Asp Ser Asp Arg Pro Ser
1 5

<210> 572

<211> 32

<212> PRT

<213> Homo sapiens

<400> 572

Gly Ile Pro Glu Arg Phe Ser Gly Ser égn Ser Gly Asn Thr Ala Thr
1 5 15

Leu Thr Ile ggr Arg val Glu Ala Gly Asp Glu Ala Asp g%r Tyr Cys
25

637875_1



<210> 57
<211> 32
<212> PR

<213>

<400> 57

Gly Ile Pro Glu A

1

3
T

3

Homo sapiens

rg Phe Ser
5

Leu Thr ITe ggr Arg val Glu

<210> 57
<211> 11
<212> PRT
<213> Homo sapiens

<400> 57
G}n val Trp Asp Ser Ser Ser
5

<210> 57
<211> 10
<212> PRT

<213>

<400> 57
P?e Gly Gly Gly Thr Lys Leu
5

<210> 57
<211> 12
<212> PRT

T
<213>

<220>

<223>

<400> 57
Glu Met Gln Leu

1

4

4

5

5

6
7

6

synthetic

Ser Leu Arg Leu

Trp
Ala
Lys
65

l.eu
Ala

Gly

Met
Asn
50

Gly
GIn
Arg

Met

<210> 57
<211> 112
<212> PRT

<213>

<220>

<223>

<400> 57

LYyS
35

Ile
Arg
Met
ASp
AsSp
115

7

7

20
Trp

Asn
Phe
Asn
Ile

100
val

synthetic

Homo sapiens

val
Ser
val
Gln
Thr
Ser
85

val

Trp

Glu
Cys
Arg
Asp
Ile
70

Leu
Leuy

Gly

Artificial Sequence

Ser
Ala
GIn
Gly
55

ser
Arg
Met

Glin

Artificial Sequence

Gly
Ala

Asp

Thr

Gly
Ala
Ala
40

Ser
Arg
Ala
val

Gly
120

Ser

Gly
25

Pro

val

Gly
Ser
25

Pro
Glu
Asp
Glu
Tyr

105
Thr

144

Asn Ser Gly Asn Thr Ala Thr
10

15

Asp Glu Ala Asp ggr Phe Cys

val val

10

Leu
10

Gly
10

Gly
Gly
Lys
Asn
Asp
90

ASp

Thr

Leu
Phe
Lys
Tyr
Ala
75

Thr
Met

val

val
Thr
Gly
Tyr
60

Lys
Ala
Asp

Thr

637875_1

Gln
Phe
Leu
val
Asn
val
Tyr

val
125

Pro
Ser
30

Glu
Asp
Ser
Tyr
Tyr

110
Ser

Gly
15

ser
Trp
Ser
Leu
Tyr
95

Tyr

Ser

Gly
His
val
val
Phe
80

Cys

Tyr
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Asp ITe val Met Thr Gln Ser Pro Leu Ser Leu Pro val Thr Pro Gly

1 5 10 15

Glu Pro Ala Ser Ile Ser Cys Arg ggr Ser GIn Ser Leu Leu His Ser

20 30
Asn Gly Asn Asn Tyr Leu Asp zgp Tyr Leu GIn Lys Pro Gly GIn Ser
35 45
Pro Gin Leu Leu Ile Tyr Egu Gly Ser Asn Arg éga Ser Gly val Pro
50

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys Ile
65 70 75 80
Ser Arg val Glu Ala Glu Asp val Gly gg? Tyr Tyr Cys Met GlIn Thr

85 95
teuy GIn Thr Pro Leu Thr rhe Gly Gly Gly Thr Lys val Glu Ile Lys
100 105 110

<210> 578

<211> 10

<212> PRT

<213> Homo sapiens

<400> 578 )

Gly Phe Thr Phe Ser Ser His Trp Met Lys
1 5 10

<210> 579

<211> 17

<212> PRT

<213> Homo sapiens

<400> 579

Asn Ile Asn GIn Asp Gly Ser Glu Lys Tyr Tyr val Asp Ser val Lys
1 5 10 15

Gly

<210> 580

<211> 18

<212> PRT

<213> Homo sapiens

<400> 580

Asp Ile val Leu Met val Tyr Asp Met Asp Tyr Tyr Tyr Tyr Gly Met
1 5 10 15

Asp val

<210> 581

<211> 16

<212> PRT

<213> Homo sapiens

<400> 581 )

Arg Ser Ser Gln Ser Leu Leu His Ser Asn Gly Asn Asn Tyr Leu Asp
1 5 10 15

<210> 582

<211> 112

<212> PRT

<213> Artificial Sequence

<220>

<223> synthetic
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<220>

<221> VARIANT

<222> 75

<223> Xaa = H or D

<220>

<221> VARIANT

<222> 76

<223> Xaa = F or L

<220>

<221> VARIANT

<222> 96

<223> Xaa =T or A

<400> 582

Asp 17e val Met T?r Gln ser

1

Glu Pro Ala Ser Ile Ser Cys
20

Asn Gly %sn Asn Tyr Leu Asp

5
Pro Gln Leu Leu Ile Tyr Leu
50 55

Asp Arg phe Ser Gly Ser Gly

65 70

Ser Arg val Glu gga Glu Asp

Lteu GIn Thr Pro Leu Thr Phe
100

<210> 583

<211> 127

<212> PRT

<213> Artificial Sequence

<220>

<223> Synthetic

<220>

<221> VARIANT

<222> 31

<223> Xaa = §S or N

<220>

<2231> VARIANT

<222> 35

<223> Xaa = S or 7T

<220>

<221> VARIANT

<222> 58

<223> Xaa = K or R

<220>

<221> VARIANT

<222> 69

<223> Xaa = Aor T

<220>

<221> VARIANT

<222> 74

<223> Xaa = Nor T

<220>

Pro
Arg
Trp
40

Gly
Ser
val

Gly

Leu
ser
25

Tyr
Ser
Gly
Gly

Gly
105

146

Ser Leu Pro

10
ser

Gin Ser

Leu GIn Lys
Ala
60

Xaa

Asn Arg

Thr Xaa
75
Tyr

val Tyr

Gly Thr Lys
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val
teu
Pro
45

Ser
Thr
Cys

va'l

Thr
Leu
Gly
Gly
leu
Met

Glu
110

Pro
15

His
Gln
val
Lys
Glin

95
I1le

Gly
ser
Ser
Pro
Ile
80

Xaa

Lys
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<221> VARIANT
<222> (76)...(76)
<223> Xaa = K or R

<220>

<221> VARIANT
<222> (80)...(80)
<223> Xaa = Y or F

<220>

<221> VARIANT
<222> (99)...(99
<223> Xaa = D or P

<220>

<221> VARIANT
<222> (106)...(106)
<223> Xaa = D or A

<220>

<221> VARIANT
<222> (107)...C107)
<223> Xaa = 1 or L

<220>

<221> VARIANT
<222> (108)...(108)
<223> Xaa = D or H

<220>

<221> VARIANT
<222> (119)...(119
<223> Xaa = Q or H

<400> 583
Glu val GIn Leu val Glu Ser Gly Gly géy Leu val Gln Pro géy Gly

1 5
Ser Leu Arg Egu Ser Cys Ala Ala ggr Gly Phe Thr Phe §8r Xaa Tyr
Trp Met éga Trp val Arg Gln ﬁéa Pro Gly Lys Gly Zgu Glu Trp val
Ala ggr ITe Lys GlIn Asp géy Ser Glu Xaa Tyr g&r val Asp Ser val
Lys Gly Arg Phe Xaa Ile Ser Arg Asp Xaa Ala Xaa Asn Ser Leu Xaa
65 70 75 80
Leu GIn Met Asn ger Leu Arg Ala Glu ggp Thr Ala val Tyr ggr Cys

5
Ala Arg Xaa Leu val Leu Met val Tyr Xaa Xaa Xaa Tyr Tyr Tyr Tyr
100 105 110
Gly Met Asp val Trp Gly Xaa Gly Thr Thr val Thr val Ser Ser
115 120 125

<210> 584

<211> 9

<212> PRT

<213> Artificial Sequence

<220>
<223> synthetic

<220>
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<221> VARIANT
<222> 3
<223> Xaa = T or A

<400> 584
Met Gln Xaa Leu Gin Thr Pro Leu Thr
1 5

<210> 585
<211> 10
<212> PRT
<213> Artificial Sequence

<220>
<223> Synthetic

<220>

<221> VARIANT
<222> 6

<223> Xaa = S or N

<220>

<221> VARIANT
<222> 10

<223> Xaa = Sor T

<400> 585
Gly Phe Thr pPhe Ser Xaa Tyr Trp Met éga
1 5

<210> 586

<211> 17

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic

<220>

<221> VARIANT
<222> 9

<223> Xaa = K or R

<400> 586

Ser Ile Lys GIn Asp Gly Ser Glu Xaa Tyr Tyr val Asp Ser val Lys
% 5 10 15

Gly

<210> 587

<211> 18

<212> PRT

<213> Artificial Seguence

<220>
<223> Synthetic

<220>

<221> VARIANT
<222> 1

<223> Xaa =D or P

<220>
<221> VARIANT
<222> 8
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<223> Xaa = D or A
<220>
<221> VARIANT
<222> 9
<223> Xaa = I or L
<220>
<221> VARIANT
<222> 10
<223> Xaa = D or H
<400> 587
1
Asp val
<210> 588
<211> 113
<212> PRT
<213> Artificial sequence
<220>
<223> Synthetic
<400> 588
Agp Ile val Met Thr Gln Ser
5
Glu Arg Ala Egr Ile Asn Cys
Ser Asn ggn Arg Asn Phe Leu
Pro Pro Asn Leu Leu Ile Tyr
50 55
Pro Asp Arg Phe ser Gly Ser
65 70
ITe Ser Ser Leu ggn Ala Glu
Tyr Tyr Thr Thr Pro Tyr Thr
100
LYS
<210> 589
<211> 118
<212> PRT
<213> Artificial Sequence
<220>
<223> Ssynthetic
<400> 589
G}u val Gln Leu Vg? Glu Ser
Ser Leu Arg sgu Ser Cys Ala
Ala Met ggn Trp val Arg Gln
Ser Thr Ile Ser Gly Ser Gly
50 55
Lys Gly Arg Phe Ile Ile Ser
65 70
Leu GIn Met Asn Ser Leu Arg
85
Ala Lys Asp Ser Asn Trp Gly

Pro
LyS
Gly
40

Trp
Gly
ASp

Phe

Gly
Ala
Ala
40

Gly
Arg
Ala

Asn

Asp
Ser
25

Trp
Ala
Ser
val

Gly
105

Gly
Ser
25

Pro
Thr
AsSp
Glu

Phe

149

Ser Leu Ala
10
ser Gin Ser

Tyr Gln Gln

Ser Thr Arg
Gly Thr asp
75
Ala val Tyr

Gln Gly Thr

Gly Leu val
10
Gly Phe Thr

Gly Lys Gly

Thr Asn Tyr
60
Ser Ser Lys
75
Asp Thr Ala
90
Asp Leu Trp
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val
val
Lys
Glu
Phe
Tyr

Lys

Gln
Phe
L.eu
45

Ala
His
val

Gly

Ser
Leu
30

Pro
Ser
Thr
Cys

Leu
110

Pro
Asn
30

ASp
ASp
Thr
Tyr

Arg

Leu
15

Tyr
Gly
Gly
Leu
Gln

95
Glu

Gly
15

Asn
Trp
Ser
Leu
Tyr

95
Gly

Xaa Leu val Leu Met val Tyr Xaa Xaa Xaa Tyr Tyr Tyr Tyr Gly Met
5 10 15

Gly
Arg
Gln
val
Thr
80

GIn

Ile

Gly
TYyr
val
val
Tyr
80

Cys

Thr



150
100 105 110
Leu val Thr val Ser Ser
115
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