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Peptides related to the extracellular juxtamembrane region adjacent to TMD1 of human iRhom2

Peptide IAmino acids [Sequence

Peptide 1 431-447 AQHVTTQLVLRNKGVYE-C-Biotin/KLH

Peptide 2 426-447 IAPVGFAQHVTTQLVLRNKGVYE-C-Biotin/KLH

Peptide 3 431-459 AQHVTTQLYLRNKGVYESVKYIQQENFWVY-C-Biotin/KLH
Peptide 4 426-459 APVGFAQHVTTQLVLRNKGVYESVKYIQQENFWV-C-Biotin/KLH

Peptides related to Loop1 of human iRhom2

Peptide Amino acids [Sequence

Peptide 5 474-498 KLH/Biotin-C-SP-Abu-IRKDGQIEQLVLRERDLERDSG

Peptide 6 508-548 KLH/Biotin-CIQTQRKD-Abu-SETLATFVKWQDDTGPPMDKSDLGQKRTSGAV
Peptide 7 578-600 TEQARSNHTGFLHMD-Abu-EIKGRPC-Biotin/KLH

Peptides related to C-terminus of human iRhom2

Peptide IAmino acids [Sequence

Peptide 8 824-839 IYPINWPWIEHLT-Abu-F-C-Biotin/KLH

Peptide 9 819-839 LVLWLYIYPINWPWIEHLT-Abu-F-C-Biotin/KLH

Peptide 10 824-856 YIYPINWPWIEHLTCFPFTSRFCEKYELDQVLH-C-Biotin/KLH
Peptide 11 819-856 LVLWLYIYPINWPWIEHLTCFPFTSRFCEKYELDQVLH-C-Biotin/KLH

Peptides related to the extracellular juxtamembrane region adjacent to TMD1 of human iRhom1

Peptide IAmino acids  [Sequence

Peptide 1b 433-449 ISQHETVDSVLRNRGVYE-C-Biotin

Peptide 2b 428-449 IAPVGFSQHETVDSVLRNRGVYE-C-Biotin

Peptide 3b 433-461 SQHETVDSVLRNRGVYENVKYVQQENFWI-C-Biotin
Peptide 4b 428-461 JAPVGFSQHETVDSVLRNRGVYENVKYVQQENFWI-C-Biotin
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Name Posistions |length
N terminus 1-409 409
TMD1 410-430 21
JMD with Loop1l 431-660 230
TMD2 661 —681 21
Loop2 682 —-692 11
TMD3 693-713 21
Loop3 714-715 2
TMD4 716-736 21
Loop4 737-747 11
TMD5 748 -768 21
Loop5 769-773 5
TMD6 774-794 21
Loop6 795-802 8
TMD7 803 -823 21
C-terminus 824 - 856 32
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A: JMD plus optionally
part of TMID1
(Peptides 1-4)

B: Loop 1 (Peptide 5)

B: Loop 1 (Peptide 6)

B: Loop 1 (Peptide 7) |

C: C-terminus
(Peptides 8-11)
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