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1

30

DNA

Artificial Sequence

Short DNA

1

acgggtatga tacttctatg atcgtacgat

<210>
<211>
<212>
<213>

<220>
<223>

<400>

acgaacattc ctaagtctga aatttatcac ccgccatata gacgtatcac caggcagttg

2

79

DNA

Artificial Sequence

Long DNA

2

agttatcgta cgatcatag

<210>
<211>
<212>
<213>

<220>
<223>

3

80

DNA

Artificial Sequence

Tetrahedron 1

30

60

79



<400> 3

acgaacattc ctaagtctga aatttatcac ccgccatagt agacgtatca ccaggcagtt 60
gagttatcgt acgatcatag 80
<210> 4

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Tetrahedron 2

<400> 4
attcagactt aggaatgttc gacatgcgag ggtccaatac cgacgattac agcttgctac 60

acgtttacag tcgtattgca 80

<210> 5

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Tetrahedron 3

<400> 5
actactatgg cgggtgataa aacgtgtagc aagctgtaat cgacgggaag agcatgccca 60

tccttattct agacgttact 80

<210> 6

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Tetrahedron 4

<400> 6
acggtattgg accctcgcat gactcaactg cctggtgata cgaggatggg catgctcttc 60

ccgtttaact atagctacaa 80

210> 7

<211> 28

<212> DNA

<213> Artificial Sequence



<220>
<223> Overhang DNA

<400> 7
aagtatcata cccgtctcca cgaaaaaa

<210> 8
<211> 80
<212> DNA

<213> Artificial Sequence

<220>
<223> Tetrahedron 1 Click

<400> 8
acgaacattc ctaagtctga aatttatcac ccgccatagt agacgtatca ccaggcagtt

gagttatcgt acgatcatag

<210> 9
<211> 28
<212> DNA

<213> Artificial Sequence

<220>
<223> Overhang DNA Label Click

<400> 9
aagtatcata cccgtctcca cgaaaaaa

<210> 10
<211> 20
<212> DNA

<213> Artificial Sequence

<220>
<223> Forward primer

<400> 10
atcacccgcc atagtagacg

<210> 11
<211> 22
<212> DNA

<213> Artificial Sequence

<220>
<223> Reverse primer

<400> 11

28

60

80

28

20



cgtggagacg ggtatgatac tt

<210> 12

<211> 30

<212> DNA

<213> Artificial Sequence

<220>
<223> Ab-Tetrahedron 1

<400> 12
acgggtatga tacttctatg atcgtacgat

<210> 13

<211> 30

<212> DNA

<213> Artificial Sequence

<220>
<223> Ab-Tetrahedron 2

<400> 13
acgggtatga tactttgcaa tacgactgta

<210> 14

<211> 30

<212> DNA

<213> Artificial Sequence

<220>
<223> Ab-Tetrahedron 3

<400> 14
acgggtatga tacttagtaa cgtctagaat

<210> 15

<211> 30

<212> DNA

<213> Artificial Sequence

<220>
<223> Ab-Tetrahedron 4

<400> 15
acgggtatga tacttttgta gctatagtta

<210> 16
<211> 38
<212> DNA

22

30

30

30

30



<213> Artificial Sequence

<220>
<223> L1
<400> 16

aagtatcata cccgtctcca cgacttagaa tcaaaaaa

<210> 17
<211> 38
<212> DNA

<213> Artificial Sequence

<220>
<223> L2
<400> 17

aagtatcata cccgtagttg ctggacgatt gtaaaaaa

<210> 18
<211> 38
<212> DNA

<213> Artificial Sequence

<220>
<223> L3
<400> 18

aagtatcata cccgttcacc gtagctcaat ggaaaaaa

<210> 19
<211> 118
<212> DNA

<213> Artificial Sequence

<220>
<223> Tetrahedron 1-L1

<400> 19
acgaacattc ctaagtctga aatttatcac ccgccatagt agacgtatca ccaggcagtt

gagttatcgt acgatcatag aagtatcata cccgtctcca cgacttagaa tcaaaaaa

<210> 20
<211> 20
<212> DNA

<213> Artificial Sequence

<220>
<223> forward primer

38

38

38

60

118



<400> 20
atcacccgcc atagtagacg

<210> 21

<211> 21

<212> DNA

<213> Artificial Sequence

<220>
<223> reverse primer

<400> 21
gattctaagt cgtggagacg g

<210> 22

<211> 118

<212> DNA

<213> Artificial Sequence

<220>
<223> Tetrahedron 1-L2

<400> 22
acgaacattc ctaagtctga aatttatcac ccgccatagt agacgtatca ccaggcagtt

gagttatcgt acgatcatag aagtatcata cccgtagttg ctggacgatt gtaaaaaa

<210> 23

<211> 20

<212> DNA

<213> Artificial Sequence

<220>
<223> forward primer

<400> 23
atcacccgcc atagtagacg

<210> 24

<211> 20

<212> DNA

<213> Artificial Sequence

<220>
<223> reverse primer

<400> 24
acaatcgtcc agcaactacg

20

21

60

118

20

20



<210> 25

<211> 118

<212> DNA

<213> Artificial Sequence

<220>
<223> Tetrahedron 1-L3

<400> 25
acgaacattc ctaagtctga aatttatcac ccgccatagt agacgtatca ccaggcagtt 60

gagttatcgt acgatcatag aagtatcata cccgttcacc gtagctcaat ggaaaaaa 118

<210> 26

<211> 20

<212> DNA

<213> Artificial Sequence

<220>
<223> Forward primer

<400> 26
atcacccgcc atagtagacg 20

<210> 27

<211> 20

<212> DNA

<213> Artificial Sequence

<220>
<223> Reverse primer

<400> 27
ccattgagct acggtgaacg 20

<210> 28

<211> 118

<212> DNA

<213> Artificial Sequence

<220>
<223> Tetrahedron 2-L1

<400> 28
attcagactt aggaatgttc gacatgcgag ggtccaatac cgacgattac agcttgctac 60
acgtttacag tcgtattgca aagtatcata cccgtctcca cgacttagaa tcaaaaaa 118

<210> 29



<211> 20
<212> DNA
<213> Artificial Sequence

<220>
<223> Forward primer

<400> 29
gacatgcgag ggtccaatac 20

<210> 30

<211> 21

<212> DNA

<213> Artificial Sequence

<220>
<223> Reverse primer

<400> 30
gattctaagt cgtggagacg g 21

<210> 31

<211> 118

<212> DNA

<213> Artificial Sequence

<220>
<223> Tetrahedron 2-L2

<400> 31
attcagactt aggaatgttc gacatgcgag ggtccaatac cgacgattac agcttgctac 60

acgtttacag tcgtattgca aagtatcata cccgtagttg ctggacgatt gtaaaaaa 118

<210> 32

<211> 20

<212> DNA

<213> Artificial Sequence

<220>
<223> Forward primer

<400> 32
gacatgcgag ggtccaatac 20

<210> 33

<211> 20

<212> DNA

<213> Artificial Sequence



<220>
<223> Reverse primer

<400> 33
acaatcgtcc agcaactacg

<210> 34
<211> 118
<212> DNA
<213> Artificial Sequence

<220>
<223> Tetrahedron 2-L3

<400> 34
attcagactt aggaatgttc gacatgcgag ggtccaatac cgacgattac agcttgctac

acgtttacag tcgtattgca aagtatcata cccgttcacc gtagctcaat ggaaaaaa

<210> 35

<211> 20

<212> DNA

<213> Artificial Sequence

<220>
<223> Forward primer

<400> 35
gacatgcgag ggtccaatac

<210> 36

<211> 20

<212> DNA

<213> Artificial Sequence

<220>
<223> Reverse primer

<400> 36
ccattgagct acggtgaacg

<210> 37

<211> 118

<212> DNA

<213> Artificial Sequence

<220>
<223> Tetrahedron 3-L1

<400> 37

20

60

118

20

20



actactatgg cgggtgataa aacgtgtagc aagctgtaat cgacgggaag agcatgccca 60

tccttattct agacgttact aagtatcata cccgtctcca cgacttagaa tcaaaaaa 118

<210> 38

<211> 20

<212> DNA

<213> Artificial Sequence

<220>
<223> Forward primer

<400> 38
agctgtaatc gacgggaaga 20

<210> 39

<211> 21

<212> DNA

<213> Artificial Sequence

<220>
<223> Reverse primer

<400> 39
gattctaagt cgtggagacg g 21

<210> 40

<211> 118

<212> DNA

<213> Artificial Sequence

<220>
<223> Tetrahedron 3-L2

<400> 40
actactatgg cgggtgataa aacgtgtagc aagctgtaat cgacgggaag agcatgccca 60

tccttattct agacgttact aagtatcata cccgtagttg ctggacgatt gtaaaaaa 118

<210> 41

<211> 20

<212> DNA

<213> Artificial Sequence

<220>
<223> Forward primer

<400> 41
agctgtaatc gacgggaaga 20



<210> 42

<211> 20

<212> DNA

<213> Artificial Sequence

<220>
<223> Reverse primer

<400> 42
acaatcgtcc agcaactacg

<210> 43

<211> 118

<212> DNA

<213> Artificial Sequence

<220>
<223> Tetrahedron 3-L3

<400> 43
actactatgg cgggtgataa aacgtgtagc aagctgtaat cgacgggaag agcatgccca

tccttattct agacgttact aagtatcata cccgttcacc gtagctcaat ggaaaaaa

<210> 44

<211> 20

<212> DNA

<213> Artificial Sequence

<220>
<223> Forward primer

<400> 44
agctgtaatc gacgggaaga

<210> 45

<211> 20

<212> DNA

<213> Artificial Sequence

<220>
<223> Reverse primer

<400> 45
ccattgagct acggtgaacg

<210> 46
<211> 118
<212> DNA

20

60

118

20

20



<213> Artificial Sequence

<220>
<223> Tetrahedron 4-L1

<400> 46
acggtattgg accctcgcat gactcaactg cctggtgata cgaggatggg catgctcttc 60

ccgtttaact atagctacaa aagtatcata cccgtctcca cgacttagaa tcaaaaaa 118

<210> 47

<211> 20

<212> DNA

<213> Artificial Sequence

<220>
<223> Forward primer

<400> 47
tcaactgcct ggtgatacga 20

<210> 48

<211> 21

<212> DNA

<213> Artificial Sequence

<220>
<223> Reverse primer

<400> 48
gattctaagt cgtggagacg g 21

<210> 49

<211> 118

<212> DNA

<213> Artificial Sequence

<220>
<223> Tetrahedron 4-L2

<400> 49
acggtattgg accctcgcat gactcaactg cctggtgata cgaggatggg catgctcttc 60

ccgtttaact atagctacaa aagtatcata cccgtagttg ctggacgatt gtaaaaaa 118

<210> 50

<211> 20

<212> DNA

<213> Artificial Sequence



<220>
<223> Forward primer

<400> 50
tcaactgcct ggtgatacga

<210> 51

<211> 20

<212> DNA

<213> Artificial Sequence

<220>
<223> Reverse primer

<400> 51
acaatcgtcc agcaactacg

<210> 52

<211> 118

<212> DNA

<213> Artificial Sequence

<220>
<223> Tetrahedron 4-L3

<400> 52
acggtattgg accctcgcat gactcaactg cctggtgata cgaggatggg catgctcttc

ccgtttaact atagctacaa aagtatcata cccgttcacc gtagctcaat ggaaaaaa

<210> 53

<211> 20

<212> DNA

<213> Artificial Sequence

<220>
<223> Forward primer

<400> 53
tcaactgcct ggtgatacga

<210> 54

<211> 20

<212> DNA

<213> Artificial Sequence

<220>
<223> Reverse primer

<400> 54

20

20

60

118

20



ccattgagct acggtgaacg

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

acactctttc cctacacgac gctcttccga tctnnnnnnc ccgccatagt agacgtatc

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

acactctttc cctacacgac gctcttccga tctnnnnnnc gccatagtag acgtatcacc

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

55

59

DNA

Artificial Sequence

Tetrahedron 1 A

misc_feature
(34)..(39)
nis a, c, g, or t

55

56

60

DNA

Artificial Sequence

Tetrahedron 1 B

misc_feature
(34)..(39)
nis a, c, g, or t

56

57

61

DNA

Artificial Sequence

Tetrahedron 1 C

misc_feature
(34)..(39)
nis a, c, g, or t

57



acactctttc cctacacgac gctcttccga tctnnnnnng ccatagtaga cgtatcacca

g

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

acactctttc cctacacgac gctcttccga tctnnnnnnt agtagacgta tcaccaggca

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

acactctttc cctacacgac gctcttccga tctnnnnnna gtagacgtat caccaggca

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

58

60

DNA

Artificial Sequence

Tetrahedron 1 D

misc_feature
(34)..(39)
nis a, c, g, or t

58

59

59

DNA

Artificial Sequence

Tetrahedron 1 E

misc_feature
(34)..(39)
nis a, c, g, or t

59

60

59

DNA

Artificial Sequence

Tetrahedron 2 A

misc_feature
(34)..(39)
nis a, c, g, or t



<400> 60

acactctttc cctacacgac gctcttccga tctnnnnnng ggtccaatac cgacgatta 59
<210> 61

<211> 60

<212> DNA

<213> Artificial Sequence

<220>
<223> Tetrahedron 2 B

<220>

<221> misc_feature

<222> (34)..(39)

<223> nis a, c, g, or t

<400> 61

acactctttc cctacacgac gctcttccga tctnnnnnng gtccaatacc gacgattaca 60
<210> 62

<211> 60

<212> DNA

<213> Artificial Sequence

<220>
<223> Tetrahedron 2 C

<220>

<221> misc_feature

<222> (34)..(39)

<223> nis a, c, g, or t

<400> 62

acactctttc cctacacgac gctcttccga tctnnnnnnt ccaataccga cgattacagc 60
<210> 63

<211> 61

<212> DNA

<213> Artificial Sequence

<220>
<223> Tetrahedron 2 D

<220>

<221> misc_feature

<222> (34)..(39)

<223> nis a, c, g, or t



<400> 63

acactctttc cctacacgac gctcttccga tctnnnnnnc aataccgacg attacagctt 60
g 61
<210> 64

<211> 59

<212> DNA

<213> Artificial Sequence

<220>
<223> Tetrahedron 2 E

<220>

<221> misc_feature

<222> (34)..(39)

<223> nis a, c, g, or t

<400> 64

acactctttc cctacacgac gctcttccga tctnnnnnnt accgacgatt acagcttgc 59
<210> 65

<211> 59

<212> DNA

<213> Artificial Sequence

<220>
<223> Tetrahedron 3 A

<220>

<221> misc_feature

<222> (34)..(39)

<223> nis a, c, g, or t

<400> 65

acactctttc cctacacgac gctcttccga tctnnnnnnc aagctgtaat cgacgggaa 59
<210> 66

<211> 58

<212> DNA

<213> Artificial Sequence

<220>
<223> Tetrahedron 3 B

<220>
<221> misc_feature



<222> (34)..(39)
<223> nis a, c, g, or t

<400> 66

acactctttc cctacacgac gctcttccga tctnnnnnna gctgtaatcg acgggaag 58
<210> 67

<211> 59

<212> DNA

<213> Artificial Sequence

<220>
<223> Tetrahedron 3 C

<220>

<221> misc_feature

<222> (34)..(39)

<223> nis a, c, g, or t

<400> 67

acactctttc cctacacgac gctcttccga tctnnnnnnc tgtaatcgac gggaagagc 59
<210> 68

<211> 59

<212> DNA

<213> Artificial Sequence

<220>
<223> Tetrahedron 3 D

<220>

<221> misc_feature

<222> (34)..(39)

<223> nis a, c, g, or t

<400> 68

acactctttc cctacacgac gctcttccga tctnnnnnng taatcgacgg gaagagcat 59
<210> 69

<211> 58

<212> DNA

<213> Artificial Sequence

<220>
<223> Tetrahedron 3 E

<220>
<221> misc_feature



<222>
<223>

<400>

acactctttc cctacacgac gctcttccga tctnnnnnna atcgacggga agagcatg

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

acactctttc cctacacgac gctcttccga tctnnnnnnc ctggtgatac gaggatgg

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

acactctttc cctacacgac gctcttccga tctnnnnnnc tggtgatacg aggatggg

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>

(34)..(39)
nis a, c, g, or t

69

70

58

DNA

Artificial Sequence

Tetrahedron 4 A

misc_feature
(34)..(39)
nis a, c, g, or t

70

71

58

DNA

Artificial Sequence

Tetrahedron 4 B

misc_feature
(34)..(39)
nis a, c, g, or t

71

72

58

DNA

Artificial Sequence

Tetrahedron 4 C

misc_feature



<222> (34)..(39)
<223> nis a, c, g, or t

<400> 72
acactctttc cctacacgac gctcttccga tctnnnnnng tgatacgagg atgggcat

<210> 73

<211> 58

<212> DNA

<213> Artificial Sequence

<220>
<223> Tetrahedron 4 D

<220>

<221> misc_feature

<222> (34)..(39)

<223> nis a, c, g, or t

<400> 73
acactctttc cctacacgac gctcttccga tctnnnnnnt gatacgagga tgggcatg

<210> 74

<211> 57

<212> DNA

<213> Artificial Sequence

<220>
<223> Tetrahedron 4 E

<220>

<221> misc_feature

<222> (34)..(39)

<223> nis a, c, g, or t

<400> 74
acactctttc cctacacgac gctcttccga tctnnnnnna tacgaggatg ggcatgc

<210> 75

<211> 54

<212> DNA

<213> Artificial Sequence

<220>
<223> Label

<400> 75
gtgactggag ttcagacgtg tgctcttccg atctcgtgga gacgggtatg atac



<210>
<211>
<212>
<213>

<220>
<223>

<400>

76

45

DNA

Artificial Sequence

Round 2 Read 1

76

aatgatacgg cgaccaccga gatctacact ctttccctac acgac

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

77

49

DNA

Artificial Sequence

Round 2 Read 2

misc_feature
(25)..(39)
one of the below listed index SEQ

77

caagcagaag acggcatacg agatnnnnnn gtgactggag ttcagacgt

<210>
<211>
<212>
<213>

<220>
<223>

<400>
cgtgat

<210>
<211>
<212>
<213>

<220>
<223>

<400>
acatcg

78

6

DNA

Artificial Sequence

Index 1

78

79

6

DNA

Artificial Sequence

Index 2

79

45

49



<210> 80

<211> 6

<212> DNA

<213> Artificial Sequence

<220>
<223> Index 3

<400> 80
gcctaa

<210> 81

<211> 6

<212> DNA

<213> Artificial Sequence

<220>
<223> 1Index 4

<400> 81
tggtca

<210> 82

<211> 6

<212> DNA

<213> Artificial Sequence

<220>
<223> Index 5

<400> 82
cactgt

<210> 83

<211> 6

<212> DNA

<213> Artificial Sequence

<220>
<223> Index 6

<400> 83
attggc

<210> 84

<211> 6

<212> DNA

<213> Artificial Sequence



<220>
<223> Index 7

<400> 84
gatctg

<210> 85

<211> 6

<212> DNA

<213> Artificial Sequence

<220>
<223> Index 8

<400> 85
tcaagt

<210> 86

<211> 6

<212> DNA

<213> Artificial Sequence

<220>
<223> Index 9

<400> 86
ctgatc

<210> 87

<211> 6

<212> DNA

<213> Artificial Sequence

<220>
<223> 1Index 10

<400> 87
aagcta

<210> 88

<211> 6

<212> DNA

<213> Artificial Sequence

<220>
<223> 1Index 11

<400> 88
gtagcc



<210>
<211>
<212>
<213>

<220>
<223>

<400>
tacaag

<210>
<211>
<212>
<213>

<220>
<223>

<400>

89

6

DNA

Artificial Sequence

Index 12

89

90

15

DNA

Artificial Sequence

complementary to first portion

90

aagtatcata cccgt

<210>
<211>
<212>
<213>

<220>
<223>

<400>
atcata

<210>
<211>
<212>
<213>

<220>
<223>

<400>

91

6

DNA

Artificial Sequence

complementary to second portion

91

92

15

DNA

Artificial Sequence

complementary to second portion

92

aagtatcata cccgt

<210>
<211>
<212>
<213>

93

17

DNA

Artificial Sequence

15

15



<220>
<223>

<400>

unique identifier

93

ctccacgact tagaatc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

94

17

DNA

Artificial Sequence

unique identifier

94

agttgctgga cgattgt

<210>
<211>
<212>
<213>

<220>
<223>

<400>

95

17

DNA

Artificial Sequence

unique identifier

95

tcaccgtagc tcaatgg

17

17

17



