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1

10

PRT_ L

Artificial Sequence

Synthetic
1

Gly Tyr Met Phe Thr Ser Tyr Gly ITle Ser
1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5 10

2

17

PRT

Artificial Sequence

Synthetic
2

Trp val Ser Thr Tyr Asn Gly Asp Thr Asn Tyr Ala GIln Lys Phe Gln
1 5 10 15

Gly

<210>
<211>
<212>
<213>

<220>
<223>

<400>

3

17

PRT

Artificial Sequence

Synthetic
3

val Leu Gly Tyr Tyr Asp Ser Ile Asp Gly Tyr Tyr Tyr Gly Met Asp
1 5 10 15

val
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<210> 4

<211> 11

<212> PRT

<213> Artificial Sequence

<220>

<223> Synthetic

<400> 4

Gly Gly Asn Asn ITle Gly Asp Lys Ser Vval His
1 5 10
<210> 5

<211> 7

<212> PRT

<213> Artificial Sequence

<220>

<223> Synthetic

<400> 5

Leu Asp Thr Glu Arg Pro Ser
1 5

<210> 6

<211> 11

<212> PRT

<213> Artificial Sequence

<220>

<223> Synthetic

<400> 6

Gln val Trp Asp Ser Gly Ser Asp His val val
1 5 10
<210> 7

<211> 126

<212> PRT

<213> Artificial Sequence

<220>

<223> Synthetic

<400> 7

Glu val GIn Leu val GIn Ser Gly Ala Glu val Lys Lys Pro Gly Ala
1 5 10 15

Ser val Lys val Ser Cys Lys Ala Ser Gly Tyr Met Phe Thr Ser Tyr
20 25 30
Gly ITe Ser Trp val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Trp val Ser Thr Tyr Asn Gly Asp Thr Asn Tyr Ala GIn Lys Phe
50 55 60
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Gln Gly Arg val Thr val Thr Thr Asp Thr Ser Thr Ser Thr Ala Tyr
65 7 75 80

Met Glu Leu Arg Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg val Leu Gly Tyr Tyr Asp Ser Ile Asp Gly Tyr Tyr Tyr Gly
100 105 110

Met Asp val Trp Gly GIn Gly Thr Thr val Thr val Ser Ser
115

120 125
<210> 8
<211> 109
<212> PRT
<213> Artificial Sequence
<220>
<223> Synthetic
<400> 8

Gln Ser val Leu Thr GIn Pro Pro Ser Leu Ser val Ala Pro Gly Lys
1 5 10 15

Thr Ala Thr Phe Thr Cys Gly Gly Asn Asn Ile Gly Asp Lys Ser val
20 25 30

His Trp Tyr Arg GIn Lys Pro Gly GIn Ala Pro val Leu val Met Tyr
35 40 45

Leu Asp Thr Glu Arg Pro Ser Gly Ile Pro Glu Arg Met Ser Gly Ser
50 55 60

Asn Phe Gly Asn Thr Ala Thr Leu Thr Ile Thr Arg val Glu Ala Gly
65 70 75 80

Asp Glu Ala Asp Tyr Tyr Cys Gln val Trp Asp Ser Gly Ser Asp His
85 90 95

val val phe Gly Gly Gly Thr Lys Leu Thr val Leu Gly

100 105
<210> 9
<211> 456
<212> PRT
<213> Artificial Sequence
<220>
<223> Synthetic
<400> 9

Glu val GIn Leu val GIn Ser Gly Ala Glu val Lys Lys Pro Gly Ala
1 5 10 15

Page 3



Ser

Gly

Gln

65

Met

Ala

Met

Thr

Ser

145

Glu

His

Ser

cys

Glu

225

Pro

Lys

val

val

Ile

Trp

50

Gly

Glu

Arg

Asp

Pro

Thr

val

Asn

210

Pro

Glu

Asp

Asp

Lys

ser

35

val

Arg

Leu

val

val

115

Gly

Gly

val

Phe

val

195

val

Lys

Leu

Thr

val
275

val

20

Trp

Ser

val

Arg

Leu

100

Trp

Pro

Thr

Thr

Pro

180

Thr

Asn

Ser

Leu

Leu

260

Ser

Ser

val

Thr

Thr

Ser

85

Gly

Gly

Ser

Ala

val

165

Ala

val

cys

Gly

Met

cys

Arg

Tyr

val

70

Leu

Tyr

Gln

val

Ala

150

Ser

val

Pro

Lys

Asp

230

Gly

Glu

X20104PCTSequenceListingST25

Lys Ala Ser Gly Tyr Met Phe
25

Gln

Asn

55

Thr

Arg

Tyr

Gly

Phe

135

Leu

Trp

Leu

Ser

Pro

215

Lys

Pro

Ser

Asp

Ala

40

Gly

Thr

Ser

Asp

Thr

120

Pro

Gly

Asn

Gln

Ser

200

Ser

Thr

Ser

Arg

Pro
280

Pro

Asp

Asp

Glu

ser

105

Thr

Leu

Cys

Ser

ser

185

Ser

Asn

His

val

Thr

265

Glu

Gly

Thr

Thr

Asp

90

Ile

val

Ala

Leu

Gly

Ser

Leu

Thr

Thr

Phe

250

Pro

val

Gln

Asn

sSer

75

Thr

Asp

Thr

Pro

val

155

Ala

Gly

Gly

Lys

Glu

Lys

Page 4

Gly

Tyr

60

Thr

Ala

Gly

val

Ser

140

Lys

Leu

Leu

Thr

val

220

Pro

Phe

val

Phe

Leu

45

Ala

Ser

val

Tyr

Ser

125

Ser

Asp

Thr

Tyr

Gln

205

Asp

Pro

Pro

Thr

Asn
285

Thr

30

Glu

Gln

Thr

Tyr

Tyr

110

Ser

Lys

Tyr

Ser

ser

190

Thr

Lys

Cys

Pro

Cys

270

Trp

Ser

Trp

Lys

Ala

Tyr

95

Tyr

Ala

Ser

Phe

Gly

Leu

Tyr

Arg

Pro

Tyr

Tyr

Met

Phe

Tyr

80

cys

Gly

Ser

Thr

Pro

160

val

Ser

Ile

val

Ala

240

Pro

val

val



Asp

Tyr

305

Asp

Leu

Arg

Lys

Lys

Ser

Ser

Ser

Gly

Asn

Trp

Pro

Glu

Asn

370

Ile

Thr

Lys

cys

Leu
450

<210>
<211>
<212>
<213>

<220>
<223>

<400>

val

Ser

Leu

Ala

Pro

355

Gln

Ala

Thr

Leu

ser

435

Ser

10
214
PRT

Glu

Thr

Asn

Pro

340

Gln

val

val

Pro

Thr

420

val

Leu

val

Tyr

Gly

Ile

val

Ser

Glu

Pro

405

val

Met

Ser

Arg

Lys

Glu

Tyr

Leu

Trp

val

Asp

Pro

X20104PCTSequenceListingST25

295

val

Glu

Lys

Thr

Thr

375

Glu

Leu

Lys

Glu

Artificial Sequence

Synthetic

10

Gln Ser val Leu Thr Gln Pro
1 5

Thr Ala Thr Phe Thr Cys Gly

20

His Trp Tyr Arg GIln Lys Pro
35

Leu Asp Thr Glu Arg Pro Ser

val

Tyr

Thr

Leu

360

cys

Ser

Asp

Ser

Ala

440

Lys

Pro

Gly

Gly

40

Gly

Ser

Lys

Ile

345

Pro

Leu

Asn

Ser

Arg

Leu

Ser

Asn
25

Gln

val Leu
315

Cys Lys

330

ser Lys

Pro Ser

val Lys

Gly Gln

395

Asp Gly

Trp Gln

His Asn

Leu Ser
10

Asn Ile

Ala Pro

Pro Glu
Page 5

Thr

val

Ala

Arg

Gly

Pro

Ser

Gln

His

val

val

Arg

val

Ser

Lys

Glu

365

Phe

Glu

Phe

Gly

Tyr
445

Ala

Asp

Leu

45

Met

Asn Ala Lys Thr Lys Pro Arg Glu
300

Leu

Asn

Tyr

Asn

Phe

Asn

430

Thr

Pro

Lys

val

Ser

Glu

Met

Pro

Asn

Leu

415

val

Gln

Gly
15
Ser

Met

Gly

Gln

Gln

320

Pro

Thr

Ser

Tyr

400

Tyr

Phe

Lys

Lys

val

Tyr

Ser



Asn

65

Asp

val

Ala

Ala

Ala

145

val

Ser

Tyr

Ala

50

Phe

Glu

val

Ala

Asn

130

val

Glu

Ser

Ser

Pro
210

<210>
<211>
<212>
<213>

<400>

Gly

Ala

Phe

Pro
115

Lys

Thr

Thr

Tyr

cys
195

Ala

11
795
PRT
Homo

11

Met Gly Ala
1

val Ala Gly

Gly Arg Ala
35

Phe Gly Ser
50

Gly Pro Met

65

Asn

Asp

Gly

Ser

Ala

val

Thr

Leu

180

Gln

Glu

Thr

Tyr

85

Gly

val

Thr

Ala

Thr

165

Ser

val

cys

sapiens

Pro

Ala

20

Ala

Gly

Gly

Ala
5

Ser
Glu
Asp

Pro

Ala

70

Tyr

Gly

Thr

Leu

Leu

Thr

Ser

Cys

Ser

val

Ala

Thr
70

55

Thr

Cys

Thr

Leu

val

135

Lys

Ser

Thr

His

Ala

Glu

Pro

val

55

val

Leu

Gln

Lys

Phe

120

Cys

Ala

Lys

Pro

Glu
200

Leu

Ser

Gly

40

Glu

Trp

Thr

val

Leu

105

Pro

Leu

Asp

Gln

Glu

185

Gly

Ala

Leu

25

Pro

Leu

val

Ile

Trp

90

Thr

Pro

Ile

Ser

Ser

170

Gln

Ser

Leu

10

Gly

Glu

Ser

Lys

Thr

75

Asp

val

Ser

sSer

ser

155

Asn

Trp

Thr

Cys

Thr

Pro

Cys

Asp
75
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Arg

Ser

Leu

sSer

Asp

Pro

Asn

Lys

val

val

Glu

Gly

Pro

60

Gly

val

Gly

Gly

Glu

125

Phe

val

Lys

Ser

Glu
205

Ala

Gln

Gln

45

Pro

Thr

X20104PCTSequenceListingST25
60

Glu

Ser

Gln

110

Glu

Tyr

Lys

Tyr

His

190

Lys

val

Arg

30

Glu

Pro

Gly

Ala

Asp

95

Pro

Leu

Pro

Ala

Ala

175

Arg

Thr

Ala

15

val

Leu

Gly

Leu

Gly

80

His

Lys

Gln

Gly

Ser

val

val

val

Gly

val
80



Pro

Ser

val

Asp

Asn

Gly

Leu

val

225

val

Ala

val

Asn

Gly

Ser

His

Leu

Asp

Ala

val

Pro

Glu

val

210

val

Leu

Asn

Tyr

Gly

Thr

His

Asn

Glu

Glu

Pro

Pro

Thr

His

195

Met

Glu

Glu

Gln

Ser

275

Ser

Ala

Asn

Ser

Arg

100

His

Asp

Tyr

Ala

Pro

180

Arg

Glu

Asn

Arg

Thr

260

Asp

Lys

Gly

val

Ile
340

val

85

Ser

Phe

Gly

Trp

Ala

165

Ser

Ile

Ser

Lys

Ser

245

Ala

Ala

val

Ala

Thr

325

Gly

Leu

Gly

Ser

Glu

Thr

150

Asn

Gly

val

Phe

230

Pro

val

Pro

Gly

Asn

310

Phe

Phe

X20104PCTSequenceListingST25

val Gly Pro Gln Arg Leu val Leu
90

Ala

val

Asp

135

Arg

Thr

Ser

Gly

val

215

Gly

His

Leu

His

Pro

295

Thr

Glu

Ser

Tyr

Arg

Glu

Pro

val

Trp

Ile

200

Pro

Ser

Arg

Gly

Ile

280

Asp

Thr

Asp

His

Ser

105

val

Ala

Glu

Arg

Leu

185

Lys

Ser

Pro

Ser

265

Gln

Gly

Asp

Ala

His
345

Cys

Thr

Glu

Arg

Phe

170

Lys

Leu

Asp

Arg

Ile

250

Asp

Trp

Thr

Lys

Gly

330

Ser

Arg

Asp

Asp

Met

155

Arg

Asn

Arg

Arg

Gln

235

Leu

val

Leu

Pro

Glu

315

Glu

Ala

Page 7

Gln

Ala

Thr

140

Asp

Cys

Gly

His

Gly

Thr

Gln

Glu

Lys

Tyr

Leu

Tyr

Trp

Arg

Pro

125

Gly

Lys

Pro

Arg

Gln

205

Asn

Tyr

Ala

Phe

His

285

val

Glu

Thr

Leu

Leu

110

Ser

val

Lys

Ala

Glu

190

Gln

Tyr

Thr

Gly

His

270

val

Thr

val

Cys

val
350

Asn

95

Thr

Ser

Asp

Leu

Ala

175

Phe

Trp

Thr

Leu

Leu

255

Cys

Glu

val

Leu

Leu

335

val

Arg

Gly

Thr

Leu

160

Gly

Arg

Ser

Cys

240

Pro

Lys

val

Leu

Ser

320

Leu



Pro

Ala

val

385

Leu

Gln

val

val

Ala

465

val

Pro

Asp

Lys

Pro

545

Phe

Cys

Ala

His

Ala

Gly

val

Arg

Ser

450

Arg

val

val

Leu

His

530

Leu

Leu

Lys

Tyr

Arg
610

Glu

355

Ile

Ala

Ser

Ser

Ile

435

Glu

Leu

Met

Thr

Ser

515

Lys

Tyr

Arg

Pro

Gln

595

Asp

Glu

Leu

val

Pro

Leu

420

Ala

Leu

Thr

Ala

val

500

Asp

Asn

val

Ala

Pro

580

val

Leu

Glu

Ser

Thr

Thr

405

Glu

Arg

Glu

Leu

Glu

485

Ala

Leu

Ile

Leu

Ala

Ala

Leu

Tyr

Leu

390

val

Ser

Leu

Leu

Gly

Ala

val

val

Ile

val

550

Arg

Glu

Arg

Ala

X20104PCTSequenceListingST25

val

Gly

Cys

His

Asn

Ser

Pro

455

Lys

Ile

Lys

Ser

Asn

535

Glu

Pro

Gln

Gly

Glu Ala Asp Glu Ala Gly Ser val

360

val

Arg

Lys

Ala

Ser

440

Ala

Pro

Gly

Met

Glu

520

Leu

Tyr

Pro

Leu

Met

600

Asn

Gly

Leu

Ile

Ser

425

Gly

Asp

Leu

Ile

Leu

505

Met

Leu

Ala

Gly

Thr

585

Glu

val

Phe

Arg

Ser

410

Asn

Glu

Pro

Gly

Asp

Lys

Glu

Gly

Ala

Leu

570

Phe

Tyr

Leu

Phe

Ser

395

Arg

Ser

Gly

Lys

Glu

475

Lys

Asp

Met

Ala

Lys

Asp

Lys

Leu

val

Page 8

Leu

380

Pro

Phe

Ser

Pro

Trp

Gly

Asp

Asp

Met

540

Gly

Tyr

Asp

Ala

Thr
620

365

Phe

Pro

Pro

Asn

Thr

445

Glu

Cys

Arg

Ala

Asn

Ser

Leu

Ser

605

Glu

Ile

Lys

Leu

Thr

430

Leu

Leu

Phe

Ala

Thr

510

Met

Gln

Leu

Phe

val

590

Lys

Asp

Leu

Lys

Ala

Ser

Gly

Ala

495

Asp

Ile

Gly

Arg

575

Ser

Cys

Asn

Tyr

val

Gly

Arg

Leu

Asn

Arg

Gln

480

Lys

Lys

Gly

Gly

Glu

560

Thr

Cys

val



Met

625

Tyr

Pro

Gly

Gly

Met

705

Glu

Asp

Leu

Ser

Pro
785

Lys

Tyr

Glu

val

Ile

690

Asp

Cys

Leu

Ser

Ser

770

Ala

<210>
<211>
<212>
<213>

<220>
<223>

<400>

gaggtccagc tggtacagtc
tcctgcaagg
cctggacaag
gcgcagaagt
atggagctga
ggatactatg

acggtcaccg

Ala

Lys Lys

Ala Leu

660

Leu Leu

675

Pro val

Lys Pro
Trp His
Asp Arg

Ala
755

Pro

Ser Ser

Pro Pro

12
1368
DNA

Asp

Thr

645

Phe

Trp

Glu

Ala

Ala

725

val

Phe

Gly

Ser

Phe

630

Thr

Asp

Glu

Glu

Asn

710

Ala

Leu

Glu

Asp

ser
790

X20104PCTSequenceListingST25

Gly Leu Ala Arg Asp val His Asn
635

Asn

Arg

Ile

Leu

695

Cys

Pro

Thr

Tyr

Asp

775

Gly

Artificial Sequence

Synthetic
12

cttctggcta
ggcttgagtg
tccagggcag
ggagcctgag
atagtataga

tctcaagcgce

Gly

val

Phe

680

Phe

Thr

Ser

val

Ser

760

Ser

Gly

tggagctgag
catgtttacc
gatgggatgg
agtcaccgtg
atctgaggac
tggctactac

tagcaccaag

Leu Pro

650

Arg

Tyr Thr His

Thr Leu Gly

Lys Leu Leu

His Leu

715

Asp

Arg Pro Thr

730

Thr Thr

745

Ser

Pro Gly Gly

val Phe Ala

Thr
795

Ser Arg

gtgaagaagc
agctatggga
gtcagcactt
accacagaca
acggccgtgt
tacggtatgg

ggcccatcgg
Page 9

val Lys Trp

val
670

ser Asp

Ser Pro

685

Gly

Lys Glu Gly

Tyr Met Ile

Phe Lys Leu

Asp Glu Tyr

750

Gln Asp Thr

765

His Leu

780

Asp

ctggggcctc
tcagttgggt
acaatggtga
catccacgag
attactgtgc

acgtctgggg

tcttccccct

Leu

Met

655

Ser

Tyr

Met

val

735

Leu

Pro

Leu

agtgaaagtc
gcgacaggcc
cacaaactat
cacagcctac
gagagtcttg
ccaagggacc

ggcaccctcc

Phe

Pro

Arg

Arg

720

Asp

Ser

Pro

60
120
180
240
300
360
420



tccaagagca
gaaccggtga
gctgtcctac
agcttgggca
gacaagagag
cctgaactcc
atgatctccc
gaggtcaagt
c€gggaggagc
gactggctga
atcgagaaaa
ccceccatcecc
ttctatccca
aagaccacgc
gtggacaaga
ctgcacaacc
<210>
<211>
<212>
<213>

<220>
<223>

13
642
DNA

<400> 13
cagtctgtgc

acctgtgggg
caggcccctg
atgtctggct
gatgaggccg
ggagggacca
ccgcectect
ttctacccgg
gtggagacca
agcctgacgc

gggagcaccg

cctctggggg
cggtgtcgtg
agtcctcagg
cccagaccta
ttgagcccaa
tggggggacc
ggacccctga
tcaactggta
agtacaacag
atggcaagga
ccatctccaa
gggaggagat
gcgacatcgc
ctcccgtgcet
gcaggtggca

actacacgca

Synthetic

tgactcagcc
gaaacaacat
tcctggtcat
ccaactttgg
actattactg
agctgaccgt
ctgaggagct
gagccgtgac
ccacaccctc
ctgagcagtg
tggagaagac

X20104PCTSequenceListingST25

cacagcggcc
gaactcaggc
actctactcc
catctgcaac
atcttgtgac
gtcagtcttc
ggtcacatgc
tgtggacggc
cacgtaccgt
gtacaagtgc
agccaaaggg
gaccaagaac
cgtggagtgg
ggactccgac

gcaggggaac

gaagagcctc

Artificial Sequence

accctcactg
tggagacaag
gtatcttgat
gaacacggcc
tcaggtgtgg
cctaggtcag
tcaagccaac
agtggcctgg
caaacaaagc
gaagtcccac

agtggcccct

ctgggctgcec
gccctgacca
ctcagcagcg
gtgaatcaca
aaaactcaca
ctctteccecc
gtggtggtgg
gtggaggtgc
gtggtcagcg
aaggtctcca
cagccccgag
caagtcagcc
gagagcaatg
ggctccttct
gtcttctcat

tccctgtcetce

tcagtggccc
agtgttcact
accgaacggc
accctgacga
gatagtggta
cctaaggctg
aaggccacac
aaggcagata
aacaacaagt
agaagctaca

gcagaatgct

page 10

tggtcaagga
gcggcgtgca
tggtgaccgt
agcccagcaa
catgcccacc
caaaacccaa
acgtgagcca
ataatgccaa
tcctcaccgt
acaaagccct
aaccacaggt
tgacctgcct
ggcagccgga
tcctctattc
gctccgtgat

cgggcaaa

caggaaagac
ggtaccggca
cctcagggat
tcaccagggt
gtgatcatgt
ccceccteggt
tggtgtgtct
gcagccccgt
acgcggceceag
gctgccaggt

ct

ctacttcccc
caccttcccg
gccctccagce
caccaaggtg
gtgcccagca
ggacaccctc
cgaagaccct
gacaaagccg
cctgcaccaa
cccagccccc
gtacaccctg
ggtcaaaggc
gaacaactac
caagctcacc

gcatgaggct

ggccaccttt
gaagccaggc
ccctgagcga
cgaagccggg
ggtcttcggce
cactctgttc
cataagtgac
caaggcggga
cagctacctg

cacgcatgaa

480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1368

60
120
180
240
300
360
420
480
540
600
642



