AQEVTQIPAALSVPEGENLVLNCSFTDSAIYNLQWFRQDPGKGLTSLLLITPWQREQTS
GRLNASLDKSSGRSTLYIAASQPGDSATYLCAVRPLVDPTYIPTFGRGTSLIVHPYIQNP
DPAVYQLRDSKSSDKSVCLFTDFDSQTNVSQSKDSDVYITDKCVLDMRSMDFKSNSA
VAWSNKSDFACANAFNNSIIPEDT (SEQ ID No: 1)

Figure 1a

GCCCAAGAAGTTACCCAAATCCCGGCAGCCCTGAGTGTCCCGGAAGGTGAAAATC
TGGTCCTGAATTGCTCGTTTACCGATAGCGCCATTTACAACCTGCAGTGGTTTCGTC
AAGATCCGGGCAAAGGTCTGACCAGCCTGCTGCTGATCACGCCGTGGCAGCGTGA
ACAAACCAGCGGCCGCCTGAATGCCTCTCTGGATAAAAGCTCTGGTCGCAGCACCC
TGTATATTGCAGCATCACAGCCGGGTGACTCGGCTACGTACCTGTGTGCGGTGCGT
CCGCTGGTTGATCCGACCTATATCCCGACGTTTGGCCGCGGTACCAGTCTGATTGTT
CATCCGTATATCCAGAACCCGGATCCGGCGGTCTACCAACTGCGTGATAGTAAAAG
TTCCGACAAATCCGTGTGCCTGTTTACCGATTTCGACTCACAGACGAATGTTTCAC
AATCGAAAGATTCGGACGTCTATATTACCGATAAATGTGTGCTGGACATGCGCAGC
ATGGATTTCAAAAGCAACTCTGCAGTCGCTTGGAGTAATAAATCCGACTTTGCGTG
CGCCAACGCATTCAACAATTCTATTATCCCGGAAGATACG (SEQ ID No: 2)
Figure 1b

GVTQTPKFQVLKTGQSMTLQCAQDMNHEYMSWYRQDPGMGLRLIHYSVAIQTTDQG
EVPNGYNVSRSTTEDFPLRLLSAAPSQTSVYFCASSYVGNTGELFFGEGSRLTVLEDLK
NVFPPEVAVFEPSEAEISHTQKATLVCLATGFYPDHVELSWWVNGKEVHSGVCTDPQP
LKEQPALNDSRYALSSRLRVSATFWQDPRNHFRCQVQFYGLSENDEWTQDRAKPVTQ
IVSAEAWGRAD (SEQ ID No: 3)

Figure 2a

GGTGTTACCCAGACGCCGAAATTCCAAGTCCTGAAAACCGGCCAGTCGATGACGC
TGCAGTGTGCACAAGATATGAATCATGAATATATGAGCTGGTACCGCCAAGACCC
GGGTATGGGCCTGCGTCTGATTCACTATAGCGTGGCCATCCAGACCACGGATCAAG
GTGAAGTTCCGAACGGCTACAATGTCTCCCGCTCAACCACGGAAGACTTTCCGCTG
CGTCTGCTGAGCGCAGCACCGTCGCAGACCAGCGTGTATTTCTGCGCAAGCTCTTA
CGTTGGTAACACCGGCGAACTGTTTTTCGGTGAAGGCAGCCGCCTGACGGTCCTGG
AAGATCTGAAAAATGTGTTTCCGCCGGAAGTCGCGGTGTTCGAACCGTCCGAAGCC
GAAATTTCACATACCCAGAAAGCAACGCTGGTGTGCCTGGCTACCGGTTTTTATCC
GGATCATGTGGAACTGTCTTGGTGGGTTAACGGTAAAGAAGTGCACAGTGGCGTTT
GTACGGATCCGCAGCCGCTGAAAGAACAACCGGCACTGAATGACTCCCGTTATGC
TCTGAGTTCCCGTCTGCGCGTTTCAGCCACCTTCTGGCAGGATCCGCGTAACCACTT
TCGCTGTCAGGTCCAATTCTACGGTCTGTCTGAAAATGATGAATGGACCCAGGACC
GTGCAAAACCGGTCACGCAAATCGTGAGTGCAGAAGCTTGGGGCCGTGCAGAT
(SEQ ID No: 4)

Figure 2b

EVQLVESGGGLVQPGGSLRLSCAASGYSFTGYTMNWVRQAPGKGLEWVALINPYKG
VSTYNQKFKDRFTISVDKSKNTAYLQMNSLRAEDTAVYYCARSGYYGDSDWYFDVW
GQGTLVTVSS (SEQ ID No: 5)

Figure 3a
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GAAGTTCAGCTGGTCGAAAGCGGTGGCGGTCTGGTCCAACCGGGCGGTTCACTGC

GTCTGTCGTGTGCGGCCTCTGGTTATAGTTTTACCGGCTACACGATGAATTGGGTTC
GCCAGGCACCGGGTAAAGGCCTGGAATGGGTCGCTCTGATTAACCCGTATAAAGG

CGTGTCTACCTACAATCAGAAATTTAAAGATCGCTTCACCATCAGCGTGGACAAAT
CTAAAAACACGGCATATCTGCAAATGAATAGTCTGCGTGCAGAAGATACCGCTGT

GTATTACTGCGCTCGCTCTGGTTATTACGGCGATAGTGACTGGTATTTTGACGTTTG
GGGTCAGGGCACCCTGGTGACCGTTAGTTCC (SEQ ID No: 6)

Figure 3b

EVQLVESGGGLVQPGGSLRLSCAASGYSFTGYTMNWVRQAPGKGLEWVALINPYKG
VSTYNQKFKDRFTISVDKSKNTAYLQMNSLRAEDTAVYYCARSGYYGDSDWYFDVW
GQGTLVTVSSGGGGSNAGVTQTPKFQVLKTGQSMTLQCAQDMNHEYMSWYRQDPG
MGLRLIHYSVAIQTTDQGEVPNGYNVSRSTTEDFPLRLLSAAPSQTSVYFCASSYVGNT
GELFFGEGSRLTVLEDLKNVFPPEVAVFEPSEAEISHTQKATLVCLATGFYPDHVELSW
WVNGKEVHSGVCTDPQPLKEQPALNDSRYALSSRLRVSATFWQDPRNHFRCQVQFYG
LSENDEWTQDRAKPVTQIVSAEAWGRAD (SEQ ID No: 7)

Figure 4a

GAAGTTCAGCTGGTCGAAAGCGGTGGCGGTCTGGTCCAACCGGGCGGTTCACTGC
GTCTGTCGTGTGCGGCCTCTGGTTATAGTTTTACCGGCTACACGATGAATTGGGTTC
GCCAGGCACCGGGTAAAGGCCTGGAATGGGTCGCTCTGATTAACCCGTATAAAGG
CGTGTCTACCTACAATCAGAAATTTAAAGATCGCTTCACCATCAGCGTGGACAAAT
CTAAAAACACGGCATATCTGCAAATGAATAGTCTGCGTGCAGAAGATACCGCTGT
GTATTACTGCGCTCGCTCTGGTTATTACGGCGATAGTGACTGGTATTTTGACGTTTG
GGGTCAGGGCACCCTGGTGACCGTTAGTTCCGGCGGTGGCGGTAGCAACGCAGGT
GTTACCCAGACGCCGAAATTCCAAGTCCTGAAAACCGGCCAGTCTATGACGCTGCA
GTGTGCGCAAGATATGAACCATGAATACATGAGTTGGTACCGTCAGGACCCGGGT
ATGGGTCTGCGTCTGATTCACTATTCTGTGGCGATCCAGACCACGGATCAAGGTGA
AGTTCCGAACGGCTACAATGTCTCGCGTAGCACCACGGAAGACTTTCCGCTGCGTC
TGCTGTCCGCAGCTCCGTCCCAGACCTCAGTGTATTTCTGCGCCTCATCGTACGTTG
GTAACACCGGCGAACTGTTTTTCGGTGAAGGCAGCCGTCTGACGGTCCTGGAAGAT
CTGAAAAATGTGTTTCCGCCGGAAGTCGCAGTGTTCGAACCGTCGGAAGCTGAAAT
TAGCCATACCCAGAAAGCGACGCTGGTTTGCCTGGCCACCGGTTTTTATCCGGATC
ATGTGGAACTGTCCTGGTGGGTTAACGGTAAAGAAGTGCACTCAGGCGTTTGTACG
GATCCGCAGCCGCTGAAAGAACAACCGGCGCTGAATGACTCGCGCTATGCCCTGA
GCTCTCGTCTGCGCGTTAGCGCGACCTTCTGGCAGGATCCGCGTAACCACTTTCGC
TGTCAGGTCCAATTCTACGGTCTGTCCGAAAATGATGAATGGACCCAGGACCGTGC
GAAACCGGTCACGCAAATCGTGTCAGCGGAAGCCTGGGGCCGCGCAGAT (SEQ ID
No: 8)
Figure 4b

GGGGS (SEQ ID No: 9)
Figure 5

DIQMTQSPSSLSASVGDRVTITCRASQDIRNYLNWYQQKPGKAPKLLIYYTSRLESGVP

SRFSGSGSGTDYTLTISSLQPEDFATYYCQQGNTLPWTFGQGTKVEIK (SEQ ID No: 10)
Figure 6a
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GATATTCAGATGACGCAATCCCCGAGTTCCCTGTCAGCTTCGGTTGGTGATCGTGT
CACCATTACGTGTCGCGCGAGCCAGGACATCCGTAACTATCTGAATTGGTACCAGC
AAAAACCGGGTAAAGCTCCGAAACTGCTGATTTATTACACCTCCCGTCTGGAATCA
GGTGTGCCGTCGCGTTTTAGCGGCTCTGGTAGTGGCACCGATTATACCCTGACGAT
CTCATCGCTGCAGCCGGAAGACTTTGCGACGTATTACTGCCAGCAAGGCAACACCC
TGCCGTGGACGTTCGGTCAGGGCACCAAAGTTGAAATCAAA (SEQ ID No: 11)
Figure 6b

DIQMTQSPSSLSASVGDRVTITCRASQDIRNYLNWYQQKPGKAPKLLIYYTSRLESGVP
SRFSGSGSGTDYTLTISSLQPEDFATYYCQQGNTLPWTFGQGTKVEIKGGGGSNAGVT
QTPKFQVLKTGQSMTLQCAQDMNHEYMSWYRQDPGMGLRLIHYSVAIQTTDQGEVP
NGYNVSRSTTEDFPLRLLSAAPSQTSVYFCASSYVGNTGELFFGEGSRLTVLEDLKNVF
PPEVAVFEPSEAEISHTQKATLVCLATGFYPDHVELSWWVNGKEVHSGVCTDPQPLKE
QPALNDSRYALSSRLRVSATFWQDPRNHFRCQVQFYGLSENDEWTQDRAKPVTQIVS
AEAWGRAD (SEQ ID No: 12)
Figure 7a

GATATTCAGATGACGCAATCCCCGAGTTCCCTGTCAGCTTCGGTTGGTGATCGTGT

CACCATTACGTGTCGCGCGAGCCAGGACATCCGTAACTATCTGAATTGGTACCAGC
AAAAACCGGGTAAAGCTCCGAAACTGCTGATTTATTACACCTCCCGTCTGGAATCA
GGTGTGCCGTCGCGTTTTAGCGGCTCTGGTAGTGGCACCGATTATACCCTGACGAT
CTCATCGCTGCAGCCGGAAGACTTTGCGACGTATTACTGCCAGCAAGGCAACACCC
TGCCGTGGACGTTCGGTCAGGGCACCAAAGTTGAAATCAAAGGCGGTGGCGGTAG
CAATGCCGGTGTTACCCAGACGCCGAAATTCCAAGTCCTGAAAACCGGCCAGTCG

ATGACGCTGCAGTGTGCACAAGATATGAATCATGAATATATGAGCTGGTACCGCC

AAGACCCGGGTATGGGCCTGCGTCTGATTCACTATAGCGTGGCCATCCAGACCACG
GATCAAGGTGAAGTTCCGAACGGCTACAATGTCTCCCGCTCAACCACGGAAGACTT
TCCGCTGCGTCTGCTGAGCGCAGCACCGTCGCAGACCAGCGTGTATTTCTGCGCAA
GCTCTTACGTTGGTAACACCGGCGAACTGTTTTTCGGTGAAGGCAGCCGCCTGACG
GTCCTGGAAGATCTGAAAAATGTGTTTCCGCCGGAAGTCGCGGTGTTCGAACCGTC
CGAAGCCGAAATTTCACATACCCAGAAAGCAACGCTGGTGTGCCTGGCTACCGGTT
TTTATCCGGATCATGTGGAACTGTCTTGGTGGGTTAACGGTAAAGAAGTGCACAGT
GGCGTTTGTACGGATCCGCAGCCGCTGAAAGAACAACCGGCACTGAATGACTCCC

GTTATGCTCTGAGTTCCCGTCTGCGCGTTTCAGCCACCTTCTGGCAGGATCCGCGTA
ACCACTTTCGCTGTCAGGTCCAATTCTACGGTCTGTCTGAAAATGATGAATGGACC
CAGGACCGTGCAAAACCGGTCACGCAAATCGTGAGTGCAGAAGCCTGGGGCCGCG
CAGAT (SEQ ID No: 13)

Figure 7b

EVQLVESGGGLVQPGGSLRLSCAASGYSFTGYTMNWVRQAPGKCLEWVALINPYKG
VSTYNQKFKDRFTISVDKSKNTAYLQMNSLRAEDTAVYYCARSGYYGDSDWYFDVW
GQGTLVTVSS (SEQ ID No: 14)

Figure 8a

GAAGTTCAGCTGGTCGAAAGCGGTGGCGGTCTGGTCCAACCGGGCGGTTCACTGC
GTCTGTCGTGTGCGGCCTCTGGTTATAGTTTTACCGGCTACACGATGAATTGGGTTC
GCCAGGCACCGGGTAAATGCCTGGAATGGGTCGCTCTGATTAACCCGTATAAAGG
CGTGTCTACCTACAATCAGAAATTTAAAGATCGCTTCACCATCAGCGTGGACAAAT
CTAAAAACACGGCATATCTGCAAATGAATAGTCTGCGTGCAGAAGATACCGCTGT
GTATTACTGCGCTCGCTCTGGTTATTACGGCGATAGTGACTGGTATTTTGACGTTTG
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GGGTCAGGGCACCCTGGTGACCGTTAGTTCC (SEQ ID No: 15)
Figure 8b

DIQMTQSPSSLSASVGDRVTITCRASQDIRNYLNWYQQKPGKAPKLLIYYTSRLESGVP
SRFSGSGSGTDYTLTISSLQPEDFATYYCQQGNTLPWTFGCGTKVEIKR (SEQ ID No:
16)

Figure 9a

GATATTCAGATGACGCAGTCTCCGAGCAGCCTGTCCGCCTCCGTGGGTGACCGTGT
TACCATTACCTGTCGTGCCAGCCAAGATATTCGTAACTATCTGAATTGGTACCAGC
AAAAACCGGGTAAAGCCCCGAAACTGCTGATTTATTACACCTCGCGTCTGGAAAG
CGGCGTGCCGTCTCGCTTTAGTGGCTCCGGTTCAGGCACCGATTATACCCTGACGA
TCAGCTCTCTGCAGCCGGAAGACTTTGCAACGTATTACTGCCAGCAGGGTAACACC
CTGCCGTGGACGTTCGGTTGCGGCACCAAAGTTGAAATTAAACGT (SEQ ID No: 17)

Figure 9b

EVQLVESGGGLVQPGGSLRLSCAASGYSFTGYTMNWVRQAPGKCLEWVALINPYKG
VSTYNQKFKDRFTISVDKSKNTAYLQMNSLRAEDTAVYYCARSGYYGDSDWYFDVW
GQGTLVTVSSGGGGSNAGVTQTPKFQVLKTGQSMTLQCAQDMNHEYMSWYRQDPG
MGLRLIHYSVAIQTTDQGEVPNGYNVSRSTTEDFPLRLLSAAPSQTSVYFCASSYVGNT
GELFFGEGSRLTVLEDLKNVFPPEVAVFEPSEAEISHTQKATLVCLATGFYPDHVELSW
WVNGKEVHSGVCTDPQPLKEQPALNDSRYALSSRLRVSATFWQDPRNHFRCQVQFYG
LSENDEWTQDRAKPVTQIVSAEAWGRAD (SEQ ID No: 18)

Figure 10a

GAAGTTCAGCTGGTCGAAAGCGGTGGCGGTCTGGTCCAACCGGGCGGTTCACTGC
GTCTGTCGTGTGCGGCCTCTGGTTATAGTTTTACCGGCTACACGATGAATTGGGTTC
GCCAGGCACCGGGTAAATGCCTGGAATGGGTCGCTCTGATTAACCCGTATAAAGG
CGTGTCTACCTACAATCAGAAATTTAAAGATCGCTTCACCATCAGCGTGGACAAAT
CTAAAAACACGGCATATCTGCAAATGAATAGTCTGCGTGCAGAAGATACCGCTGT
GTATTACTGCGCTCGCTCTGGTTATTACGGCGATAGTGACTGGTATTTTGACGTTTG
GGGTCAGGGCACCCTGGTGACCGTTAGTTCCGGCGGTGGCGGTAGCAACGCAGGT
GTTACCCAGACGCCGAAATTCCAAGTCCTGAAAACCGGCCAGTCTATGACGCTGCA
GTGTGCGCAAGATATGAACCATGAATACATGAGTTGGTACCGTCAGGACCCGGGT
ATGGGTCTGCGTCTGATTCACTATTCTGTGGCGATCCAGACCACGGATCAAGGTGA
AGTTCCGAACGGCTACAATGTCTCGCGTAGCACCACGGAAGACTTTCCGCTGCGTC
TGCTGTCCGCAGCTCCGTCCCAGACCTCAGTGTATTTCTGCGCCTCATCGTACGTTG
GTAACACCGGCGAACTGTTTTTCGGTGAAGGCAGCCGTCTGACGGTCCTGGAAGAT
CTGAAAAATGTGTTTCCGCCGGAAGTCGCAGTGTTCGAACCGTCGGAAGCTGAAAT
TAGCCATACCCAGAAAGCGACGCTGGTTTGCCTGGCCACCGGTTTTTATCCGGATC
ATGTGGAACTGTCCTGGTGGGTTAACGGTAAAGAAGTGCACTCAGGCGTTTGTACG
GATCCGCAGCCGCTGAAAGAACAACCGGCGCTGAATGACTCGCGCTATGCCCTGA
GCTCTCGTCTGCGCGTTAGCGCGACCTTCTGGCAGGATCCGCGTAACCACTTTCGC
TGTCAGGTCCAATTCTACGGTCTGTCCGAAAATGATGAATGGACCCAGGACCGTGC
GAAACCGGTCACGCAAATCGTGTCAGCGGAAGCCTGGGGCCGCGCAGAT (SEQ ID
No: 19)

Figure 10b
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EVQLVESGGGLVQPGGSLRLSCAASGYSFTGYTMNWVRQAPGKGLEWVALINPYKG
VSTYNQKFKDRFTISVDKSKNTAYLQMNSLRAEDTAVYYCARSGYYGDSDWYFDVW
GCGTLVTVSS (SEQ ID No: 20)

Figure 11a

GAAGTTCAGCTGGTCGAAAGCGGTGGCGGTCTGGTCCAACCGGGCGGTTCACTGC
GTCTGTCGTGTGCGGCCTCTGGTTATAGTTTTACCGGCTACACGATGAATTGGGTTC
GCCAGGCACCGGGTAAAGGCCTGGAATGGGTCGCTCTGATTAACCCGTATAAAGG
CGTGTCTACCTACAATCAGAAATTTAAAGATCGCTTCACCATCAGCGTGGACAAAT
CTAAAAACACGGCATATCTGCAAATGAATAGTCTGCGTGCAGAAGATACCGCTGT
GTATTACTGCGCTCGCTCTGGTTATTACGGCGATAGTGACTGGTATTTTGACGTTTG
GGGTTGCGGCACCCTGGTGACCGTTAGTTCC (SEQ ID No: 21)

Figure 11b

DIQMTQSPSSLSASVGDRVTITCRASQDIRNYLNWYQQKPGKCPKLLIYYTSRLESGVP
SRFSGSGSGTDYTLTISSLQPEDFATY YCQQGNTLPWTFGQGTKVEIKR (SEQ ID No: 22)

Figure 12a

GATATTCAGATGACGCAGTCTCCGAGCAGCCTGTCCGCCTCCGTGGGTGACCGTGT
TACCATTACCTGTCGTGCCAGCCAAGATATTCGTAACTATCTGAATTGGTACCAGC

AAAAACCGGGTAAATGCCCGAAACTGCTGATTTATTACACCTCGCGTCTGGAAAGC
GGCGTGCCGTCTCGCTTTAGTGGCTCCGGTTCAGGCACCGATTATACCCTGACGAT

CAGCTCTCTGCAGCCGGAAGACTTTGCAACGTATTACTGCCAGCAGGGTAACACCC
TGCCGTGGACGTTCGGTCAGGGCACCAAAGTTGAAATTAAACGT (SEQ ID No: 23)

Figure 12b

EVQLVESGGGLVQPGGSLRLSCAASGYSFTGYTMNWVRQAPGKGLEWVALINPYKG
VSTYNQKFKDRFTISVDKSKNTAYLQMNSLRAEDTAVYYCARSGYYGDSDWYFDVW
GCGTLVTVSSGGGGSNAGVTQTPKFQVLKTGQSMTLQCAQDMNHEYMSWYRQDPG
MGLRLIHYSVAIQTTDQGEVPNGYNVSRSTTEDFPLRLLSAAPSQTSVYFCASSYVGNT
GELFFGEGSRLTVLEDLKNVFPPEVAVFEPSEAEISHTQKATLVCLATGFYPDHVELSW
WVNGKEVHSGVCTDPQPLKEQPALNDSRYALSSRLRVSATFWQDPRNHFRCQVQFYG
LSENDEWTQDRAKPVTQIVSAEAWGRAD (SEQ ID No: 24)

Figure 13a

GAAGTTCAGCTGGTCGAAAGCGGTGGCGGTCTGGTCCAACCGGGCGGTTCACTGC
GTCTGTCGTGTGCGGCCTCTGGTTATAGTTTTACCGGCTACACGATGAATTGGGTTC
GCCAGGCACCGGGTAAAGGCCTGGAATGGGTCGCTCTGATTAACCCGTATAAAGG
CGTGTCTACCTACAATCAGAAATTTAAAGATCGCTTCACCATCAGCGTGGACAAAT
CTAAAAACACGGCATATCTGCAAATGAATAGTCTGCGTGCAGAAGATACCGCTGT
GTATTACTGCGCTCGCTCTGGTTATTACGGCGATAGTGACTGGTATTTTGACGTTTG
GGGTTGCGGCACCCTGGTGACCGTTAGTTCCGGCGGTGGCGGTAGCAACGCAGGT
GTTACCCAGACGCCGAAATTCCAAGTCCTGAAAACCGGCCAGTCTATGACGCTGCA
GTGTGCGCAAGATATGAACCATGAATACATGAGTTGGTACCGTCAGGACCCGGGT
ATGGGTCTGCGTCTGATTCACTATTCTGTGGCGATCCAGACCACGGATCAAGGTGA
AGTTCCGAACGGCTACAATGTCTCGCGTAGCACCACGGAAGACTTTCCGCTGCGTC
TGCTGTCCGCAGCTCCGTCCCAGACCTCAGTGTATTTCTGCGCCTCATCGTACGTTG
GTAACACCGGCGAACTGTTTTTCGGTGAAGGCAGCCGTCTGACGGTCCTGGAAGAT
CTGAAAAATGTGTTTCCGCCGGAAGTCGCAGTGTTCGAACCGTCGGAAGCTGAAAT
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TAGCCATACCCAGAAAGCGACGCTGGTTTGCCTGGCCACCGGTTTTTATCCGGATC
ATGTGGAACTGTCCTGGTGGGTTAACGGTAAAGAAGTGCACTCAGGCGTTTGTACG
GATCCGCAGCCGCTGAAAGAACAACCGGCGCTGAATGACTCGCGCTATGCCCTGA
GCTCTCGTCTGCGCGTTAGCGCGACCTTCTGGCAGGATCCGCGTAACCACTTTCGC
TGTCAGGTCCAATTCTACGGTCTGTCCGAAAATGATGAATGGACCCAGGACCGTGC
GAAACCGGTCACGCAAATCGTGTCAGCGGAAGCCTGGGGCCGCGCAGAT (SEQ ID
No: 25)
Figure 13b

DIQMTQSPSSLSASVGDRVTITCRASQDIRNYLNWYQQKPGKCPKLLIYYTSRLESGVP
SRFSGSGSGTDYTLTISSLQPEDFATYYCQQGNTLPWTFGQGTKVEIKGGGGSNAGVT
QTPKFQVLKTGQSMTLQCAQDMNHEYMSWYRQDPGMGLRLIHYSVAIQTTDQGEVP
NGYNVSRSTTEDFPLRLLSAAPSQTSVYFCASSYVGNTGELFFGEGSRLTVLEDLKNVF
PPEVAVFEPSEAEISHTQKATLVCLATGFYPDHVELSWWVNGKEVHSGVCTDPQPLKE
QPALNDSRYALSSRLRVSATFWQDPRNHFRCQVQFYGLSENDEWTQDRAKPVTQIVS
AEAWGRAD (SEQ ID No: 26)

Figure 14a

GATATTCAGATGACGCAGTCTCCGAGCAGCCTGTCCGCCTCCGTGGGTGACCGTGT
TACCATTACCTGTCGTGCCAGCCAAGATATTCGTAACTATCTGAATTGGTACCAGC
AAAAACCGGGTAAATGCCCGAAACTGCTGATTTATTACACCTCGCGCCTGGAAAG
CGGTGTGCCGTCTCGTTTTAGCGGTTCTGGCAGTGGTACCGATTATACCCTGACGA
TCTCATCGCTGCAGCCGGAAGACTTTGCGACGTATTACTGCCAGCAGGGTAACACC
CTGCCGTGGACGTTCGGCCAGGGTACCAAAGTTGAAATCAAAGGTGGCGGTGGCA
GCAATGCCGGCGTTACCCAGACGCCGAAATTCCAAGTCCTGAAAACCGGCCAGTC
TATGACGCTGCAGTGTGCACAAGATATGAACCATGAATACATGAGTTGGTACCGCC
AAGACCCGGGCATGGGTCTGCGTCTGATTCACTATAGCGTGGCCATCCAGACCACG
GATCAAGGCGAAGTTCCGAACGGTTACAATGTCTCCCGCTCAACCACGGAAGACTT
TCCGCTGCGTCTGCTGAGCGCAGCACCGTCGCAGACCAGCGTGTATTTCTGCGCAA
GCTCTTACGTTGGCAACACCGGTGAACTGTTTTTCGGCGAAGGTTCTCGCCTGACG
GTCCTGGAAGATCTGAAAAATGTGTTTCCGCCGGAAGTCGCGGTGTTCGAACCGTC
GGAAGCCGAAATTAGCCATACCCAGAAAGCAACGCTGGTGTGCCTGGCTACCGGC
TTTTATCCGGATCATGTGGAACTGTCCTGGTGGGTTAACGGCAAAGAAGTGCACTC
AGGTGTTTGTACGGATCCGCAGCCGCTGAAAGAACAACCGGCACTGAATGACTCG
CGTTATGCTCTGAGTTCCCGTCTGCGCGTTAGCGCCACCTTCTGGCAGGATCCGCGT
AACCACTTTCGCTGTCAGGTCCAATTCTACGGCCTGTCCGAAAATGATGAATGGAC
CCAGGACCGTGCAAAACCGGTCACGCAAATCGTGTCAGCAGAAGCCTGGGGCCGC
GCAGAT (SEQ ID No: 27)

Figure 14b

DIQMTQSPSSLSASVGDRVTITCRASQDIRNYLNWYQQKPGKAPKLLIYYTSRLESGVP
SRFSGSGSGTDYTLTISSLQPEDFATYYCQQGNTLPWTFGCGTKVEIKGGGGSNAGVT
QTPKFQVLKTGQSMTLQCAQDMNHEYMSWYRQDPGMGLRLIHYSVAIQTTDQGEVP
NGYNVSRSTTEDFPLRLLSAAPSQTSVYFCASSYVGNTGELFFGEGSRLTVLEDLKNVF
PPEVAVFXPSEAEISHTQKATLVCLATGFYPDHVELSWWVNGKEVHSGVCTDPQPLKE
QPALNDSRYALSSRLRVSATFWQDPRNHFRCQVQFYGLSENDEWTQDRAKPVTQIVS
AEAWGRAD (SEQ ID No: 28)

Figure 15a

GATATTCAGATGACGCAGTCTCCGAGCAGCCTGTCCGCCTCCGTGGGTGACCGTGT
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TACCATTACCTGTCGTGCCAGCCAAGATATTCGTAACTATCTGAATTGGTACCAGC

AAAAACCGGGTAAAGCCCCGAAACTGCTGATTTATTACACCTCGCGTCTGGAAAG

CGGCGTGCCGTCTCGCTTTAGTGGCTCCGGTTCAGGCACCGATTATACCCTGACGA
TCAGCTCTCTGCAGCCGGAAGACTTTGCAACGTATTACTGCCAGCAGGGtAACACCC
TGCCGTGGACGTTCGGTTGCGGCACCAAAGTTGAAATCAAAGGTGGCGGTGGCAG

CAATGCCGGCGTTACCCAGACGCCGAAATTCCAAGTcCTGAAAACCGGCCAGTCTA
TGACGCTGCAGTGTGCACAAGATATGAACCATGAATACATGAGTTGGTACCGCCA

AGACCCGGGCATGGGTCTGCGTCTGATTCACTATAGCGTGGCCATCCAGACCACGG
ATCAAGGCGAAGTTCCGAACGGTTACAATGTCTCCCGCTCAACCACGGAAGACTTT
CCGCTGCGTCTGCTGAGCGCAGCACCGTCGCAGACCAGCGTGTATTTCTGCGCAAG
CTCTTACGTTGGCAACACCGGTGAACTGTTTTTCGGCGAAGGTTCTCGCCTGACGG

TCCTGGAAGATCTGAAAAATGTGTTTCCGCCGGAAGTCGCGGTGTTCRAACCGTCG
GAAGCCGAAATTAGCCATACCCAGAAAGCAACGCTGGTGTGCCTGGCTACCGGCT

TTTATCCGGATCATGTGGAACTGTCCTGGTGGGTTAACGGCAAAGAAGTGCACTCA
GGTGTTTGTACGGATCCGCAGCCGCTGAAAGAACAACCGGCACTGAATGACTCGC

GTTATGCTCTGAGTTCCCGTCTGCGCGTTAGCGCCACCTTCTGGCAGGATCCGCGT

AACCACTTTCGCTGTCAGGTCCAATTCTACGGCCTGTCCGAAAATGATGAATGGAC
CCAGGACCGTGCAAAACCGGTCACGCAAATCGTGTCAGCAGAAGCCTGGGGCCGC
GCAGAT (SEQ ID No: 29)

Figure 15b

SQQGEEDPQALSIQEGENATMNCSYKDRITNLQWYRQNSGRGLVHLILIRSNEREKHSGRL
RVTLDTSKKSSSLLITASRAADTASYFCATDLEAEYKYIFGTGTRLKVLANIQNPDPAVYQL
RDSKSSDKSVCLFTDFDSQTNVSQSKDSDVYITDKTVLDMRSMDFKSNSAVAWSNKSDFA
CANAFNNSIIPEDTFFCSPESS (SEQ ID No: 30)

Figure 16 a

AGTCAACAGGGAGAAGAGGATCCTCAGGCCTTGAGCATCCAGGAGGGTGAAAATGCC
ACCATGAACTGCAGTTACAAAGATCGTATAACCAATTTACAGTGGTATAGACAAAATTC
AGGTAGAGGCCTTGTCCACCTAATTTTAATACGTTCAAATGAAAGAGAGAAACACAGT
GGAAGATTAAGAGTCACGCTTGACACTTCCAAGAAAAGCAGTTCCTTGTTGATCACGG
CTTCCCGGGCAGCAGACACTGCTTCTTACTTCTGTGCTACGGACCTGGAAGCAGAATAC
AAATACATCTTTGGAACAGGCACCAGGCTGAAGGTTTTAGCAAATATCCAGAACCCAG
ACCCCGCCGTGTATCAGCTGAGGGACTCCAAGAGCTCCGATAAGAGCGTGTGCCTGTT
CACCGACTTTGATTCTCAGACAAACGTGAGCCAGTCTAAGGACAGCGACGTGTACATC
ACCGACAAGACAGTGCTGGATATGCGCTCCATGGACTTCAAGAGCAACTCCGCCGTGG
CCTGGTCTAATAAGAGCGATTTCGCCTGCGCCAACGCCTTTAACAATTCCATCATCCCTG
AGGATACCTTCTTTTGTTCTCCAGAAAGTTCCTAA (SEQ ID No: 31)

Figure 16 b

EVQLVESGGGLVQPGGSLRLSCAASGYSFTGYTMNWVRQAPGKGLEWVALINPYKGVST

YNQKFKDRFTISVDKSKNTAYLQMNSLRAEDTAVYYCARSGYYGDSDWYFDVWGCGTL

VTVSSGGGGSETGVTQSPTHLIKTRGQQVTLRCSSQSGHNTVSWYQQALGQGPQFIFQYY

RQVANGRGNFPPRFSGLQFPNYSSELNVNALELDDSALYLCASSKDAGPVFFGQGTRLTVV
EDLKNVFPPEVAVFEPSECEISHTQKATLVCLATGFYPDHVELSWWVNGKEVHSGVSTDPQ
PLKEQPALNDSRYALSSRLRVSATFWQNPRNHFRCQVQFYGLSENDEWTQDRAKPVTQIV

SAEAWGRAD (SEQ ID No: 32)

Figure 17 a

GAAGTTCAGCTGGTCGAAAGCGGTGGCGGTCTGGTCCAACCGGGCGGTTCACTGCGTC
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TGTCGTGTGCGGCCTCTGGTTATAGTTTTACCGGCTACACGATGAATTGGGTTCGCCAG
GCACCGGGTAAAGGCCTGGAATGGGTCGCTCTGATTAACCCGTATAAAGGCGTGTCTAC
CTACAATCAGAAATTTAAAGATCGCTTCACCATCAGCGTGGACAAATCTAAAAACACGG
CATATCTGCAAATGAATAGTCTGCGTGCAGAAGATACCGCTGTGTATTACTGCGCTCGCT
CTGGTTATTACGGCGATAGTGACTGGTATTTTGACGTTTGGGGTTGCGGCACCCTGGTG
ACCGTTAGTTCCGGCGGTGGCGGTAGCGAAACTGGAGTAACCCAAAGTCCCACACACC
TGATCAAAACGAGAGGACAGCAAGTGACTCTGAGATGCTCTTCTCAGTCTGGGCACAA
CACTGTGTCCTGGTACCAACAGGCCCTGGGTCAGGGGCCCCAGTTTATCTTTCAGTATT
ATAGGCAGGTGGCGAATGGCAGAGGAAACTTCCCTCCTAGATTCTCAGGTCTCCAGTTC
CCTAATTATAGCTCTGAGCTGAATGTGAACGCCTTGGAGCTGGACGACTCGGCCCTGTA
TCTCTGTGCCAGCAGCAAGGACGCGGGTCCGGTTTTCTTTGGACAAGGCACCAGACTC
ACAGTTGTAGAGGACCTGAAGAACGTGTTCCCCCCTGAGGTGGCCGTGTTTGAGCCAA
GCGAGTGCGAGATCTCCCACACCCAGAAGGCCACCCTGGTGTGCCTGGCCACAGGCTT
CTACCCCGATCACGTGGAGCTGAGCTGGTGGGTGAACGGCAAGGAGGTGCACAGCGG
CGTGTCCACCGACCCACAGCCCCTGAAGGAGCAGCCTGCCCTGAATGATTCTAGATAC
GCCCTGTCTAGCCGGCTGAGAGTGAGCGCCACCTTTTGGCAGAACCCACGGAATCACT
TCAGATGTCAGGTGCAGTTTTATGGCCTGAGCGAGAACGATGAGTGGACCCAGGACAG
GGCAAAGCCAGTGACACAGATCGTGTCCGCCGAGGCTTGGGGTCGTGCAGATTAA
(SEQ ID No: 33)

Figure 17 b

IQNPDPAVYQLRDSKSSDKSVCLFTDFDSQTNVSQSKDSDVYITDKTVLDMRSMDEFKS
NSAVAWSNKSDFACANAFNNSIIPEDTFFPSP (SEQ ID No: 34)

Figure 18

DLNKVFPPEVAVFEPSEAEISHTQKATLVCLATGFFPDHVELSWWVNGKEVHSGVSTD
PQPLKEQPALNDSRYCLSSRLRVSATFWQNPRNHFRCQVQFYGLSENDEWTQDRAKP
VTQIVSAEAWGRA (SEQ ID No: 35)

Figure 19

DLKNVFPPEVAVFEPSEAEISHTQKATLVCLATGFYPDHVELSWWVNGKEVHSGVST
DPQPLKEQPALNDSRYCLSSRLRVSATFWQNPRNHFRCQVQFYGLSENDEWTQDRAK
PVTQIVSAEAWGRA (SEQ ID No: 36)

Figure 20

SLLMWITQC (SEQ ID No: 37)
Figure 21

FMNKFIYEI (SEQ ID No: 38)
Figure 22
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Figure 23
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Figure 24
SEQID NO: 16 |
SEQIDNO: 14  |—| Linker —  SEQID NO:
| SEQIID NO:
Figure 25
SEQID NO: 22 |
SEQ ID N(IJ; 20 | Linker —{  sea D NO:
| SEQllD NO:
Figure 26
SEQID NO: 20 |
SEQ ID N(|): 22 |— Linker —  seaID NO:
| SEQ|ID NO:
Figure 27
SEQID NO: 14 |
SEQ ID NCIJ: 16 |— Linker —  SsEQID NO:
| SEQllD NO:

Figure 28
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Figure 33a
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