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binding in BV ELISA
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Relaxin A

CAGCTCTACTCAGCGCTCGCTAATAAGTGTTGTCATGTGGGATGCACAAAGCGGTCTCTCGCCAGATTC
TGC

Relaxin B

AGCTGGATGGAAGAAGTGATTAAACTGTGTGGCCGCGAACTGGTGCGCGCGCAGATTGCGATTTGCGGC
ATGAGCACCTGGAGC

FcHO1

GACAAGACCCATACATGTCCTCCATGCCCGGCGCCTGAGTTCGAGGGCGGACCCTCCGTGTTCCTGTTC
CCCCCAAAGCCCAAGGACACCCTGATGATCTCCCGGACCCCCGAAGTGACCTGCGTGGTGGTGGACGTG
TCCCACGAGGACCCTGAAGTGAAGTTCAATTGGTACGTGGACGGCGTGGAAGTGCACAACGCCAAGACC
AAGCCCAGAGAGGAACAGTACAACTCCACCTACCGGGTGGTGTCCGTGCTGACCGTGCTGCACCAGGAC
TGGCTGAACGGCAAAGAGTACAAGTGCAAGGTCTCCAACAAGGCCCTGCCCGCCTCCATCGARAAAGACC
ATCTCCAAGGCCAAGGGCCAGCCCCGCGAGCCTCAGGTGTGCACACTGCCCCCCAGCCGGGAAGAGATG
ACCAAGAACCAGGTGTCCCTGTCCTGTGCCGTGARAGGCTTCTACCCCTCCGATATCGCTGTGGAATGG
GAGTCCAACGGCCAGCCCGAGAACAACTACAAGACCACCCCCCCTGTGCTGGACTCCGACGGCTCATTC
TTCCTGGTGTCCAAGCTGACCGTGGACAAGTCCCGGTGGCAGCAGGGCAACGTGTTCTCCTGCTCCGTG
ATGCACGAGGCCCTGCACAACCACTACACCCAGAAAAGCTTGTCCCTGAGCCCCGGC

FcKO1

GACAAGACCCATACATGTCCTCCATGCCCGGCGCCTGAGTTCGAGGGCGGACCCTCCGTGTTCCTGTTC
CCCCCAAAGCCCAAGGACACCCTGATGATCTCCCGGACCCCCGAAGTGACCTGCGTGGTGGTGGACGTG
TCCCACGAGGACCCTGAAGTGAAGTTCAATTGGTACGTGGACGGCGTGGAAGTGCACAACGCCAAGALCC
AAGCCCAGAGAGGAACAGTACAACTCCACCTACCGGGTGGTGTCCGTGCTGACCGTGCTGCACCAGGAC
TGGCTGAACGGCAAAGAGTACAAGTGCAAGGTCTCCAACAAGGCCCTGCCCGCCTCCATCGAAAAGACC
ATCTCCAAGGCCAAGGGCCAGCCCCGCGAGCCTCAGGTGTACACACTGCCCCCCTGCCGGGAAGAGATG
ACCAAGAACCAGGTGTCCCTGTGGTGTCTGGTGARAGGCTTCTACCCCTCCGATATCGCTGTGGAATGG
GAGTCCAACGGCCAGCCCGAGAACAACTACAAGACCACCCCCCCTGTGCTGGACTCCGACGGCTCATTC
TTCCTGTACTCCAAGCTGACCGTGGACAAGTCCCGGTGGCAGCAGGGCAACGTGTTCTCCTGCTCCGTG
ATGCACGAGGCCCTGCACAACCACTACACCCAGAAAAGCTTGTCCCTGAGCCCCGGC

RELAX0010

GATAAAACCCATACCTGCCCGCCGTGCCCGGCGCCGGAACTGCTGGGCGGCCCGAGCGTGTTTCTGTTT
CCGCCGAAACCGAAAGATACCCTGATGATTAGCCGCACCCCGGAAGTGACCTGCGTGGTGGTGGATGTG
AGCCATGAAGATCCGGAAGTGAAATTTAACTGGTATGTGGATGGCGTGGAAGTGCATAACGCGAARAACC
AANACCGCGCGAAGAACAGTATAACAGCACCTATCGCGTGGTGAGCGTGCTGACCGTGCTGCATCAGGAT
TGGCTGAACGGCAAAGAATATAAATGCAAAGTGAGCAACAAAGCGCTGCCGGCGCCGATTGAAAAAACC
ATTAGCAAAGCGAAAGGCCAGCCGCGCGAACCGCAGGTGTATACCCTGCCGCCGAGCCGCGATGAACTG
ACCAAAARACCAGGTGAGCCTGACCTGCCTGGTGARAAGGCTTTTATCCGAGCGATATTGCGGT

SUBSTITUTE SHEET (RULE 26)
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Fig 11 Continued

GGAATGGGAAAGCAACGGCCAGCCGGAAAACAACTATAAAACCACCCCGCCGGTGCTGGATAGCGATGG
CAGCTTTTTTCTGTATAGCAAACTGACCGTGGATAAAAGCCGCTGGCAGCAGGGCAACGTGTTTAGCTG
CAGCGTGATGCATGAAGCGCTGCATAACCATTATACCCAGAARAAGCCTGAGCCTGAGCCCGGGCAAAGG
CGGCGGCGGCAGCGGCGGCGGCGGCAGCGGCGGCGGCGGCAGCCAGCTGTATAGCGCGCTGGCGAACAA
ATGCTGCCATGTGGGCTGCACCAAACGCAGCCTGGCGCGCTTTTGCGGCGGCGGCGEGCAGCGGCGGLGE
CGGCAGCGGCGGCGGCGGCAGCAGCTGGATGGAAGAAGTGATTAAACTGTGTGGCCGCGAACTGGTGCG
CGCGCAGATTGCGATTTGCGGCATGAGCACCTGGAGC

R1x011
GGAGGAGCGGGTGGAGCTTGTCCTCCATGCCCGGCGCCTGAGTTCGAGGGCGGACCCTCCGTGTTCCTG
TTCCCCCCAAAGCCCAAGGACACCCTGATGATCTCCCGGACCCCCGAAGTGACCTGCGTGGTGGTGGAC
GTGTCCCACGAGGACCCTGAAGTGAAGTTCAATTGGTACGTGGACGGCGTGGAAGTGCACAACGCCAAG
ACCAAGCCCAGAGAGGAACAGTACAACTCCACCTACCGGGTGGTGTCCGTGCTGACCGTGCTGCACCAG
GACTGGCTGAACGGCAAAGAGTACAAGTGCAAGGTCTCCAACAAGGCCCTGCCCGCCTCCATCGAAAAG
ACCATCTCCAAGGCCAAGGGCCAGCCCCGCGAGCCTCAGGTGTACACACTGCCCCCCTGCCGGGAAGAG
ATGACCAAGAACCAGGTGTCCCTGTGGTGTCTGGTGARAGGCTTCTACCCCTCCGATATCGCTGTGGAA
TGGGAGTCCAACGGCCAGCCCGAGAACAACTACAAGACCACCCCCCCTGTGCTGGACTCCGACGGCTCA
TTCTTCCTGTACTCCAAGCTGACCGTGGACAAGTCCCGGTGGCAGCAGGGCAACGTGTTCTCCTGCTCC
GTGATGCACGAGGCCCTGCACAACCACTACACCCAGAAGTCTCTAAGCTTGAGCCCCGGCGGAGGTGGT
GGAAGCGGAGGAGGTGGCTCTGGAGGGGGTGGAAGCGGAGGTGGAGGTGGATCCCAGCTCTACTCAGCG
CTCGCTAATAAGTGTTGTCATGTGGGATGCACAAAGCGGTCTCTCGCCAGATTCTGC

R1x011lb
GGAGGAGCGGGTGGAGCTTGTCCTCCATGCCCGGCGCCTGAGTTCGAGGGCGGACCCTCCGTGTTCCTG
TTCCCCCCAAAGCCCAAGGACACCCTGATGATCTCCCGGACCCCCGAAGTGACCTGCGTGGTGGTGGAC
GTGTCCCACGAGGACCCTGAAGTGAAGTTCAATTGGTACGTGGACGGCGTGGAAGTGCACAACGCCAAG
ACCAAGCCCAGAGAGGAACAGTACAACTCCACCTACCGGGTGGTGTCCGTGCTGACCGTGCTGCACCAG
GACTGGCTGAACGGCAAAGAGTACAAGTGCAAGGTCTCCAACAAGGCCCTGCCCGCCTCCATCGAAAAG
ACCATCTCCAAGGCCAAGGGCCAGCCCCGCGAGCCTCAGGTGTACACACTGCCCCCCAGCCGGGAAGAG
ATGACCAAGAACCAGGTGTCCCTGTGGTGTCTGGTGAAAGGCTTCTACCCCTCCGATATCGCTGTGGAA
TGGGAGTCCAACGGCCAGCCCGAGAACAACTACAAGACCACCCCCCCTGTGCTGGACTCCGACGGCTCA
TTCTTCCTGTACTCCAAGCTGACCGTGGACAAGTCCCGGTGGCAGCAGGGCAACGTGTTCTCCTGCTCC
GTGATGCACGAGGCCCTGCACAACCACTACACCCAGAAGTCTCTAAGCTTGAGCCCCGGCGGAGGTGGT
GGAAGCGGAGGAGGTGGCTCTGGAGGGGGTGGAAGCGGAGGTGGAGGTGGATCCCAGCTCTACTCAGCG
CTCGCTAATAAGTGTTGTCATGTGGGATGCACAAAGCGGTCTCTCGCCAGATTCTGC

R1x011DD

GACAAGACCCACACCTGTCCTCCATGCCCGGCGCCTGAGTTCGAGGGCGGACCCTCCGTGTTCCTGTTC
CCCCCAAAGCCCAAGGACACCCTGATGATCTCCCGGACCCCCGAAGTGACCTGCGTGGTGGTGGACGTG
TCCCACGAGGACCCTGAAGTGAAGTTCAATTGGTACGTGGACGGCGTGGAAGTGCACAACGCCAAGACC
AAGCCCAGAGAGGAACAGTACAACTCCACCTACCGGGTGGTGTCCGTGCTGACCGTGCTGCACCAGGAC
TGGCTGAACGGCAAAGAGTACAAGTGCAAGGTCTCCAACAAGGCCCTGCCCGCCTCCATCGAAA

SUBSTITUTE SHEET (RULE 26)
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Fig 11 Continued

AGACCATCTCCAAGGCCAAGGGCCAGCCCCGCGAGCCTCAGGTGTACACACTGCCCCCCTGCCGGGAAG
AGATGACCAAGAACCAGGTGTCCCTGTGGTGTCTGGTGARAAGGCTTCTACCCCTCCGATATCGCTGTGG
ARATGGGAGTCCAACGGCCAGCCCGAGAACAACTACAAGACCACCCCCCCTGTGCTGGACTCCGACGGCT
CATTCTTCCTGTACTCCAAGCTGACCGTGGACAAGTCCCGGTGGCAGCAGGGCAACGTGTTCTCCTGCT
CCGTGATGCACGAGGCCCTGCACAACCACTACACCCAGAAGTCTCTAAGCTTGAGCCCCGGCGGAGGTG
GTGGAAGCGGAGGAGGTGGCTCTGGAGGGGGTGGAAGCGGAGGTGGAGGTGGATCCCAGCTCTACTCAG
CGCTCGCTAATAAGTGTTGTCATGTGGGATGCACAAAGCGGTCTCTCGCCAGATTCTGC

R1x012

GGAGGAGCGGGTGGAGCTTGTCCTCCATGCCCGGCGCCTGAGTTCGAGGGCGGACCCTCCGTGTTCCTG
TTCCCCCCAAAGCCCAAGGACACCCTGATGATCTCCCGGACCCCCGAAGTGACCTGCGTGGTGGTGGAC
GTGTCCCACGAGGACCCTGAAGTGAAGTTCAATTGGTACGTGGACGGCGTGGAAGTGCACAACGCCAAG
ACCAAGCCCAGAGAGGAACAGTACAACTCCACCTACCGGGTGGTGTCCGTGCTGACCGTGCTGCACCAG
GACTGGCTGAACGGCAAAGAGTACAAGTGCAAGGTCTCCAACAAGGCCCTGCCCGCCTCCATCGAAAAG
ACCATCTCCAAGGCCAAGGGCCAGCCCCGCGAGCCTCAGGTGTGCACACTGCCCCCCAGCCGGGAAGAG
ATGACCAAGAACCAGGTGTCCCTGTCCTGTGCCGTGAAAGGCTTCTACCCCTCCGATATCGCTGTGGAA
TGGGAGTCCAACGGCCAGCCCGAGAACAACTACAAGACCACCCCCCCTGTGCTGGACTCCGACGGCTCA
TTCTTCCTGGTGTCCAAGCTGACCGTGGACAAGTCCCGGTGGCAGCAGGGCAACGTGTTCTCCTGCTCC
GTGATGCACGAGGCCCTGCACAACCACTACACCCAGAAGTCTCTAAGCTTGAGCCCCGGCGGAGGTGGT
GGAAGCGGAGGAGGTGGCTCTGGAGGGGGTGGAAGCGGAGGTGGAGGTGGATCCCAGCTCTACTCAGCG
CTCGCTAATAAGTGTTGTCATGTGGGATGCACAAAGCGGTCTCTCGCCAGATTCTGC

R1x012b

GGAGGAGCGGGTGGAGCTTGTCCTCCATGCCCGGCGCCTGAGTTCGAGGGCGGACCCTCCGTGTTCCTG
TTCCCCCCAAAGCCCAAGGACACCCTGATGATCTCCCGGACCCCCGAAGTGACCTGCGTGGTGGTGGAC
GTGTCCCACGAGGACCCTGAAGTGAAGTTCAATTGGTACGTGGACGGCGTGGAAGTGCACAACGCCAAG
ACCAAGCCCAGAGAGGAACAGTACAACTCCACCTACCGGGTGGTGTCCGTGCTGACCGTGCTGCACCAG
GACTGGCTGAACGGCAAAGAGTACAAGTGCAAGGTCTCCAACAAGGCCCTGCCCGCCTCCATCGAAAAG
ACCATCTCCAAGGCCAAGGGCCAGCCCCGCGAGCCTCAGGTGTACACACTGCCCCCCAGCCGGGAAGAG
ATGACCAAGAACCAGGTGTCCCTGTCCTGTGCCGTGARAAGGCTTCTACCCCTCCGATATCGCTGTGGAA
TGGGAGTCCAACGGCCAGCCCGAGAACAACTACAAGACCACCCCCCCTGTGCTGGACTCCGACGGCTCA
TTCTTCCTGGTGTCCAAGCTGACCGTGGACAAGTCCCGGTGGCAGCAGGGCAACGTGTTCTCCTGCTCC
GTGATGCACGAGGCCCTGCACAACCACTACACCCAGAAGTCTCTAAGCTTGAGCCCCGGCGGAGGTGGT
GGAAGCGGAGGAGGTGGCTCTGGAGGGGGTGGAAGCGGAGGTGGAGGTGGATCCCAGCTCTACTCAGCG
CTCGCTAATAAGTGTTGTCATGTGGGATGCACARAAGCGGTCTCTCGCCAGATTCTGC

R1x012DD

GACAAGACCCACACCTGTCCTCCATGCCCGGCGCCTGAGTTCGAGGGCGGACCCTCCGTGTTCCTGTTC
CCCCCAAAGCCCAAGGACACCCTGATGATCTCCCGGACCCCCGAAGTGACCTGCGTGGTGGTGGACGTG
TCCCACGAGGACCCTGAAGTGAAGTTCAATTGGTACGTGGACGGCGTGGAAGTGCACAACGCCAAGALCC
AAGCCCAGAGAGGAACAGTACAACTCCACCTACCGGGTGGTGTCCGTGCTGACCGTGCTGCACCAGGAC
TGGCTGAACGGCAAAGAGTACAAGTGCAAGGTCTCCAACAAGGCCCTGCCCGCCTCCATCGAAA

SUBSTITUTE SHEET (RULE 26)
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Fig 11 Continued

AGACCATCTCCAAGGCCAAGGGCCAGCCCCGCGAGCCTCAGGTGTACACACTGCCCCCCTGCCGGGAAG
AGATGACCAAGAACCAGGTGTCCCTGTGGTGTCTGGTGARAAGGCTTCTACCCCTCCGATATCGCTGTGG
ARATGGGAGTCCAACGGCCAGCCCGAGAACAACTACAAGACCACCCCCCCTGTGCTGGACTCCGACGGCT
CATTCTTCCTGTACTCCAAGCTGACCGTGGACAAGTCCCGGTGGCAGCAGGGCAACGTGTTCTCCTGCT
CCGTGATGCACGAGGCCCTGCACAACCACTACACCCAGAAGTCTCTAAGCTTGAGCCCCGGCGGAGGTG
GTGGAAGCGGAGGAGGTGGCTCTGGAGGGGGTGGAAGCGGAGGTGGAGGTGGATCCAGCTGGATGGAAG
AAGTGATTAAACTGTGTGGCCGCGAACTGGTGCGCGCGCAGATTGCGATTTGCGGCATGAGCACCTGGA
GC

R1x013

GGAGGAGCGGGTGGAGCTTGTCCTCCATGCCCGGCGCCTGAGTTCGAGGGCGGACCCTCCGTGTTCCTG
TTCCCCCCAAAGCCCAAGGACACCCTGATGATCTCCCGGACCCCCGAAGTGACCTGCGTGGTGGTGGAC
GTGTCCCACGAGGACCCTGAAGTGAAGTTCAATTGGTACGTGGACGGCGTGGAAGTGCACAACGCCAAG
ACCAAGCCCAGAGAGGAACAGTACAACTCCACCTACCGGGTGGTGTCCGTGCTGACCGTGCTGCACCAG
GACTGGCTGAACGGCAAAGAGTACAAGTGCAAGGTCTCCAACAAGGCCCTGCCCGCCTCCATCGAAAAG
ACCATCTCCAAGGCCAAGGGCCAGCCCCGCGAGCCTCAGGTGTACACACTGCCCCCCTGCCGGGAAGAG
ATGACCAAGAACCAGGTGTCCCTGTGGTGTCTGGTGARAGGCTTCTACCCCTCCGATATCGCTGTGGAA
TGGGAGTCCAACGGCCAGCCCGAGAACAACTACAAGACCACCCCCCCTGTGCTGGACTCCGACGGCTCA
TTCTTCCTGTACTCCAAGCTGACCGTGGACAAGTCCCGGTGGCAGCAGGGCAACGTGTTCTCCTGCTCC
GTGATGCACGAGGCCCTGCACAACCACTACACCCAGAAGTCTCTAAGCTTGAGCCCCGGCGGAGGTGGT
GGAAGCGGAGGAGGTGGCTCTGGAGGGGGTGGAAGCGGAGGTGGAGGTGGATCCAGCTGGATGGAAGAA
GTGATTAAACTGTGTGGCCGCGAACTGGTGCGCGCGCAGATTGCGATTTGCGGCATGAGCACCTGGAGC

R1x013b

GGAGGAGCGGGTGGAGCTTGTCCTCCATGCCCGGCGCCTGAGTTCGAGGGCGGACCCTCCGTGTTCCTG
TTCCCCCCAAAGCCCAAGGACACCCTGATGATCTCCCGGACCCCCGAAGTGACCTGCGTGGTGGTGGAC
GTGTCCCACGAGGACCCTGAAGTGAAGTTCAATTGGTACGTGGACGGCGTGGAAGTGCACAACGCCAAG
ACCAAGCCCAGAGAGGAACAGTACAACTCCACCTACCGGGTGGTGTCCGTGCTGACCGTGCTGCACCAG
GACTGGCTGAACGGCAAAGAGTACAAGTGCAAGGTCTCCAACAAGGCCCTGCCCGCCTCCATCGAAAAG
ACCATCTCCAAGGCCAAGGGCCAGCCCCGCGAGCCTCAGGTGTACACACTGCCCCCCAGCCGGGAAGAG
ATGACCAAGAACCAGGTGTCCCTGTGGTGTCTGGTGAAAGGCTTCTACCCCTCCGATATCGCTGTGGAA
TGGGAGTCCAACGGCCAGCCCGAGAACAACTACAAGACCACCCCCCCTGTGCTGGACTCCGACGGCTCA
TTCTTCCTGTACTCCAAGCTGACCGTGGACAAGTCCCGGTGGCAGCAGGGCAACGTGTTCTCCTGCTCC
GTGATGCACGAGGCCCTGCACAACCACTACACCCAGAAGTCTCTAAGCTTGAGCCCCGGCGGAGGTGGT
GGAAGCGGAGGAGGTGGCTCTGGAGGGGGTGGAAGCGGAGGTGGAGGTGGATCCAGCTGGATGGAAGAA
GTGATTAAACTGTGTGGCCGCGAACTGGTGCGCGCGCAGATTGCGATTTGCGGCATGAGCACCTGGAGC

R1x013DD

GACAAGACCCAYACMTGTCCTCCATGCCCGGCGCCTGAGTTCGAGGGCGGACCCTCCGTGTTCCTGTTC
CCCCCAAAGCCCAAGGACACCCTGATGATCTCCCGGACCCCCGAAGTGACCTGCGTGGTGGTGGACG

SUBSTITUTE SHEET (RULE 26)
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Fig 11 Continued

TGTCCCACGAGGACCCTGAAGTGAAGTTCAATTGGTACGTGGACGGCGTGGAAGTGCACAACGCCAAGA
CCAAGCCCAGAGAGGAACAGTACAACTCCACCTACCGGGTGGTGTCCGTGCTGACCGTGCTGCACCAGG
ACTGGCTGAACGGCAAAGAGTACAAGTGCAAGGTCTCCAACAAGGCCCTGCCCGCCTCCATCGARARAGA
CCATCTCCAAGGCCAAGGGCCAGCCCCGCGAGCCTCAGGTGTGCACACTGCCCCCCAGCCGGGAAGAGA
TGACCAAGAACCAGGTGTCCCTGTCCTGTGCCGTGAAAGGCTTCTACCCCTCCGATATCGCTGTGGAAT
GGGAGTCCAACGGCCAGCCCGAGAACAACTACAAGACCACCCCCCCTGTGCTGGACTCCGACGGCTCAT
TCTTCCTGGTGTCCAAGCTGACCGTGGACAAGTCCCGGTGGCAGCAGGGCAACGTGTTCTCCTGCTCCG
TGATGCACGAGGCCCTGCACAACCACTACACCCAGAAGTCTCTAAGCTTGAGCCCCGGCGGAGGTGGTG
GAAGCGGAGGAGGTGGCTCTGGAGGGGGTGGAAGCGGAGGTGGAGGTGGATCCCAGCTCTACTCAGCGC
TCGCTAATAAGTGTTGTCATGTGGGATGCACAAAGCGGTCTCTCGCCAGATTCTGC

R1x014

GGAGGAGCGGGTGGAGCTTGTCCTCCATGCCCGGCGCCTGAGTTCGAGGGCGGACCCTCCGTGTTCCTG
TTCCCCCCAAAGCCCAAGGACACCCTGATGATCTCCCGGACCCCCGAAGTGACCTGCGTGGTGGTGGAC
GTGTCCCACGAGGACCCTGAAGTGAAGTTCAATTGGTACGTGGACGGCGTGGAAGTGCACAACGCCAAG
ACCAAGCCCAGAGAGGAACAGTACAACTCCACCTACCGGGTGGTGTCCGTGCTGACCGTGCTGCACCAG
GACTGGCTGAACGGCAAAGAGTACAAGTGCAAGGTCTCCAACAAGGCCCTGCCCGCCTCCATCGAAAAG
ACCATCTCCAAGGCCAAGGGCCAGCCCCGCGAGCCTCAGGTGTGCACACTGCCCCCCAGCCGGGAAGAG
ATGACCAAGAACCAGGTGTCCCTGTCCTGTGCCGTGAAAGGCTTCTACCCCTCCGATATCGCTGTGGAA
TGGGAGTCCAACGGCCAGCCCGAGAACAACTACAAGACCACCCCCCCTGTGCTGGACTCCGACGGCTCA
TTCTTCCTGGTGTCCAAGCTGACCGTGGACAAGTCCCGGTGGCAGCAGGGCAACGTGTTCTCCTGCTCC
GTGATGCACGAGGCCCTGCACAACCACTACACCCAGAAGTCTCTAAGCTTGAGCCCCGGCGGAGGTGGT
GGAAGCGGAGGAGGTGGCTCTGGAGGGGGTGGAAGCGGAGGTGGAGGTGGATCCAGCTGGATGGAAGAA
GTGATTAAACTGTGTGGCCGCGAACTGGTGCGCGCGCAGATTGCGATTTGCGGCATGAGCACCTGGAGC

R1x014b

GGAGGAGCGGGTGGAGCTTGTCCTCCATGCCCGGCGCCTGAGTTCGAGGGCGGACCCTCCGTGTTCCTG
TTCCCCCCAAAGCCCAAGGACACCCTGATGATCTCCCGGACCCCCGAAGTGACCTGCGTGGTGGTGGAC
GTGTCCCACGAGGACCCTGAAGTGAAGTTCAATTGGTACGTGGACGGCGTGGAAGTGCACAACGCCAAG
ACCAAGCCCAGAGAGGAACAGTACAACTCCACCTACCGGGTGGTGTCCGTGCTGACCGTGCTGCACCAG
GACTGGCTGAACGGCAAAGAGTACAAGTGCAAGGTCTCCAACAAGGCCCTGCCCGCCTCCATCGAAAAG
ACCATCTCCAAGGCCAAGGGCCAGCCCCGCGAGCCTCAGGTGTACACACTGCCCCCCAGCCGGGAAGAG
ATGACCAAGAACCAGGTGTCCCTGTCCTGTGCCGTGARAAGGCTTCTACCCCTCCGATATCGCTGTGGAA
TGGGAGTCCAACGGCCAGCCCGAGAACAACTACAAGACCACCCCCCCTGTGCTGGACTCCGACGGCTCA
TTCTTCCTGGTGTCCAAGCTGACCGTGGACAAGTCCCGGTGGCAGCAGGGCAACGTGTTCTCCTGCTCC
GTGATGCACGAGGCCCTGCACAACCACTACACCCAGAAGTCTCTAAGCTTGAGCCCCGGCGGAGGTGGT
GGAAGCGGAGGAGGTGGCTCTGGAGGGGGTGGAAGCGGAGGTGGAGGTGGATCCAGCTGGATGGAAGAA
GTGATTAAACTGTGTGGCCGCGAACTGGTGCGCGCGCAGATTGCGATTTGCGGCATGAGCACCTGGAGC
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R1x014DD

GACAAGACCCACACCTGTCCTCCATGCCCGGCGCCTGAGTTCGAGGGCGGACCCTCCGTGTTCCTGTTC
CCCCCAAAGCCCAAGGACACCCTGATGATCTCCCGGACCCCCGAAGTGACCTGCGTGGTGGTGGACGTG
TCCCACGAGGACCCTGAAGTGAAGTTCAATTGGTACGTGGACGGCGTGGAAGTGCACAACGCCAAGACC
AAGCCCAGAGAGGAACAGTACAACTCCACCTACCGGGTGGTGTCCGTGCTGACCGTGCTGCACCAGGAC
TGGCTGAACGGCAAAGAGTACAAGTGCAAGGTCTCCAACAAGGCCCTGCCCGCCTCCATCGAAAAGACC
ATCTCCAAGGCCAAGGGCCAGCCCCGCGAGCCTCAGGTGTGCACACTGCCCCCCAGCCGGGAAGAGATG
ACCAAGAACCAGGTGTCCCTGTCCTGTGCCGTGAAAGGCTTCTACCCCTCCGATATCGCTGTGGAATGG
GAGTCCAACGGCCAGCCCGAGAACAACTACAAGACCACCCCCCCTGTGCTGGACTCCGACGGCTCATTC
TTCCTGGTGTCCAAGCTGACCGTGGACAAGTCCCGGTGGCAGCAGGGCAACGTGTTCTCCTGCTCCGTG
ATGCACGAGGCCCTGCACAACCACTACACCCAGAAGTCTCTAAGCTTGAGCCCCGGCGGAGGTGGTGGA
AGCGGAGGAGGTGGCTCTGGAGGGGGTGGAAGCGGAGGTGGAGGTGGATCCAGCTGGATGGAAGAAGTG
ATTAAACTGTGTGGCCGCGAACTGGTGCGCGCGCAGATTGCGATTTGCGGCATGAGCACCTGGAGC

R1x020

GACAAGACCCACACCTGTCCTCCATGCCCGGCGCCTGAGTTCGAGGGCGGACCCTCCGTGTTCCTGTTC
CCCCCAAAGCCCAAGGACACCCTGATGATCTCCCGGACCCCCGAAGTGACCTGCGTGGTGGTGGACGTG
TCCCACGAGGACCCTGAAGTGAAGTTCAATTGGTACGTGGACGGCGTGGAAGTGCACAACGCCAAGACC
AAGCCCAGAGAGGAACAGTACAACTCCACCTACCGGGTGGTGTCCGTGCTGACCGTGCTGCACCAGGAC
TGGCTGAACGGCAAAGAGTACAAGTGCAAGGTCTCCAACAAGGCCCTGCCCGCCTCCATCGAAAAGACC
ATCTCCAAGGCCAAGGGCCAGCCCCGCGAGCCTCAGGTGTACACACTGCCCCCCTGCCGGGAAGAGATG
ACCAAGAACCAGGTGTCCCTGTGGTGTCTGGTGAAAGGCTTCTACCCCTCCGATATCGCTGTGGAATGG
GAGTCCAACGGCCAGCCCGAGAACAACTACAAGACCACCCCCCCTGTGCTGGACTCCGACGGCTCATTC
TTCCTGTACTCCAAGCTGACCGTGGACAAGTCCCGGTGGCAGCAGGGCAACGTGTTCTCCTGCTCCGTG
ATGCACGAGGCCCTGCACAACCACTACACCCAGAAGTCTCTAAGCTTGAGCCCCGGCGGAGGTGGTGGA
AGCGGAGGAGGTGGCTCTGGTGGAGGGGGCGGATCCCAGCTCTACTCAGCGCTCGCTAATAAGTGTTGT
CATGTGGGATGCACAAAGCGGTCTCTCGCCAGATTCTGC

R1x021

GACAAGACCCACACCTGTCCTCCATGCCCGGCGCCTGAGTTCGAGGGCGGACCCTCCGTGTTCCTGTTC
CCCCCAAAGCCCAAGGACACCCTGATGATCTCCCGGACCCCCGAAGTGACCTGCGTGGTGGTGGACGTG
TCCCACGAGGACCCTGAAGTGAAGTTCAATTGGTACGTGGACGGCGTGGAAGTGCACAACGCCAAGACC
AAGCCCAGAGAGGAACAGTACAACTCCACCTACCGGGTGGTGTCCGTGCTGACCGTGCTGCACCAGGAC
TGGCTGAACGGCAAAGAGTACAAGTGCAAGGTCTCCAACAAGGCCCTGCCCGCCTCCATCGAAAAGACC
ATCTCCAAGGCCAAGGGCCAGCCCCGCGAGCCTCAGGTGTGCACACTGCCCCCCAGCCGGGAAGAGATG
ACCAAGAACCAGGTGTCCCTGTCCTGTGCCGTGAAAGGCTTCTACCCCTCCGATATCGCTGTGGAATGG
GAGTCCAACGGCCAGCCCGAGAACAACTACAAGACCACCCCCCCTGTGCTGGACTCCGACGGCTCATTC
TTCCTGGTGTCCAAGCTGACCGTGGACAAGTCCCGGTGGCAGCAGGGCAACGTGTTCTCCTGCTCCGTG
ATGCACGAGGCCCTGCACAACCACTACACCCAGAAGTCTCTAAGCTTGAGCCCCGGCGGAGGTGGTGGA
AGCGGAGGAGGTGGCTCTGGTGGAGGGGGCGGATCCAGCTGGATGGAAGAAGTGATTAAACTGTGTGGC
CGCGAACTGGTGCGCGCGCAGATTGCGATTTGCGGCATGAGCACCTGGAGC

SUBSTITUTE SHEET (RULE 26)
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R1x022

GACAAGACCCACACCTGTCCTCCATGCCCGGCGCCTGAGTTCGAGGGCGGACCCTCCGTGTTCCTGTTC
CCCCCAAAGCCCAAGGACACCCTGATGATCTCCCGGACCCCCGAAGTGACCTGCGTGGTGGTGGACGTG
TCCCACGAGGACCCTGAAGTGAAGTTCAATTGGTACGTGGACGGCGTGGAAGTGCACAACGCCAAGACC
AAGCCCAGAGAGGAACAGTACAACTCCACCTACCGGGTGGTGTCCGTGCTGACCGTGCTGCACCAGGAC
TGGCTGAACGGCAAAGAGTACAAGTGCAAGGTCTCCAACAAGGCCCTGCCCGCCTCCATCGAAAAGACC
ATCTCCAAGGCCAAGGGCCAGCCCCGCGAGCCTCAGGTGTACACACTGCCCCCCTGCCGGGAAGAGATG
ACCAAGAACCAGGTGTCCCTGTGGTGTCTGGTGAAAGGCTTCTACCCCTCCGATATCGCTGTGGAATGG
GAGTCCAACGGCCAGCCCGAGAACAACTACAAGACCACCCCCCCTGTGCTGGACTCCGACGGCTCATTC
TTCCTGTACTCCAAGCTGACCGTGGACAAGTCCCGGTGGCAGCAGGGCAACGTGTTCTCCTGCTCCGTG
ATGCACGAGGCCCTGCACAACCACTACACCCAGAAGTCTCTAAGCTTGAGCCCCGGCGGAGGAGGTGGC
TCTGGTGGAGGGGGCGGATCCCAGCTCTACTCAGCGCTCGCTAATAAGTGTTGTCATGTGGGATGCACA
AAGCGGTCTCTCGCCAGATTCTGC

R1x023

GACAAGACCCACACCTGTCCTCCATGCCCGGCGCCTGAGTTCGAGGGCGGACCCTCCGTGTTCCTGTTC
CCCCCAAAGCCCAAGGACACCCTGATGATCTCCCGGACCCCCGAAGTGACCTGCGTGGTGGTGGACGTG
TCCCACGAGGACCCTGAAGTGAAGTTCAATTGGTACGTGGACGGCGTGGAAGTGCACAACGCCAAGACC
AAGCCCAGAGAGGAACAGTACAACTCCACCTACCGGGTGGTGTCCGTGCTGACCGTGCTGCACCAGGAC
TGGCTGAACGGCAAAGAGTACAAGTGCAAGGTCTCCAACAAGGCCCTGCCCGCCTCCATCGAAAAGACC
ATCTCCAAGGCCAAGGGCCAGCCCCGCGAGCCTCAGGTGTGCACACTGCCCCCCAGCCGGGAAGAGATG
ACCAAGAACCAGGTGTCCCTGTCCTGTGCCGTGAAAGGCTTCTACCCCTCCGATATCGCTGTGGAATGG
GAGTCCAACGGCCAGCCCGAGAACAACTACAAGACCACCCCCCCTGTGCTGGACTCCGACGGCTCATTC
TTCCTGGTGTCCAAGCTGACCGTGGACAAGTCCCGGTGGCAGCAGGGCAACGTGTTCTCCTGCTCCGTG
ATGCACGAGGCCCTGCACAACCACTACACCCAGAAGTCTCTAAGCTTGAGCCCCGGCGGAGGAGGTGGC
TCTGGTGGAGGGGGCGGATCCAGCTGGATGGAAGAAGTGATTAAACTGTGTGGCCGCGAACTGGTGCGC
GCGCAGATTGCGATTTGCGGCATGAGCACCTGGAGC

R1x024

GACAAGACCCACACCTGTCCTCCATGCCCGGCGCCTGAGTTCGAGGGCGGACCCTCCGTGTTCCTGTTC
CCCCCAAAGCCCAAGGACACCCTGATGATCTCCCGGACCCCCGAAGTGACCTGCGTGGTGGTGGACGTG
TCCCACGAGGACCCTGAAGTGAAGTTCAATTGGTACGTGGACGGCGTGGAAGTGCACAACGCCAAGACC
AAGCCCAGAGAGGAACAGTACAACTCCACCTACCGGGTGGTGTCCGTGCTGACCGTGCTGCACCAGGAC
TGGCTGAACGGCAAAGAGTACAAGTGCAAGGTCTCCAACAAGGCCCTGCCCGCCTCCATCGAAAAGACC
ATCTCCAAGGCCAAGGGCCAGCCCCGCGAGCCTCAGGTGTACACACTGCCCCCCTGCCGGGAAGAGATG
ACCAAGAACCAGGTGTCCCTGTGGTGTCTGGTGAAAGGCTTCTACCCCTCCGATATCGCTGTGGAATGG
GAGTCCAACGGCCAGCCCGAGAACAACTACAAGACCACCCCCCCTGTGCTGGACTCCGACGGCTCATTC
TTCCTGTACTCCAAGCTGACCGTGGACAAGTCCCGGTGGCAGCAGGGCAACGTGTTCTCCTGCTCCGTG
ATGCACGAGGCCCTGCACAACCACTACACCCAGAAGTCTCTAAGCTTGAGCCCCGGCGGTGGAGGGGGC
GGATCCCAGCTCTACTCAGCGCTCGCTAATAAGTGTTGTCATGTGGGATGCACAAAGCGGTCTCTCGCC
AGATTCTGC
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R1x025

GACAAGACCCACACCTGTCCTCCATGCCCGGCGCCTGAGTTCGAGGGCGGACCCTCCGTGTTCCTGTTC
CCCCCAAAGCCCAAGGACACCCTGATGATCTCCCGGACCCCCGAAGTGACCTGCGTGGTGGTGGACGTG
TCCCACGAGGACCCTGAAGTGAAGTTCAATTGGTACGTGGACGGCGTGGAAGTGCACAACGCCAAGACC
AAGCCCAGAGAGGAACAGTACAACTCCACCTACCGGGTGGTGTCCGTGCTGACCGTGCTGCACCAGGAC
TGGCTGAACGGCAAAGAGTACAAGTGCAAGGTCTCCAACAAGGCCCTGCCCGCCTCCATCGAAAAGACC
ATCTCCAAGGCCAAGGGCCAGCCCCGCGAGCCTCAGGTGTGCACACTGCCCCCCAGCCGGGAAGAGATG
ACCAAGAACCAGGTGTCCCTGTCCTGTGCCGTGAAAGGCTTCTACCCCTCCGATATCGCTGTGGAATGG
GAGTCCAACGGCCAGCCCGAGAACAACTACAAGACCACCCCCCCTGTGCTGGACTCCGACGGCTCATTC
TTCCTGGTGTCCAAGCTGACCGTGGACAAGTCCCGGTGGCAGCAGGGCAACGTGTTCTCCTGCTCCGTG
ATGCACGAGGCCCTGCACAACCACTACACCCAGAAGTCTCTAAGCTTGAGCCCCGGCGGTGGAGGGGGL
GGATCCAGCTGGATGGAAGAAGTGATTAAACTGTGTGGCCGCGAACTGGTGCGCGCGCAGATTGCGATT
TGCGGCATGAGCACCTGGAGC

R1x026

GACAAGACCCACACCTGTCCTCCATGCCCGGCGCCTGAGTTCGAGGGCGGACCCTCCGTGTTCCTGTTC
CCCCCAAAGCCCAAGGACACCCTGATGATCTCCCGGACCCCCGAAGTGACCTGCGTGGTGGTGGACGTG
TCCCACGAGGACCCTGAAGTGAAGTTCAATTGGTACGTGGACGGCGTGGAAGTGCACAACGCCAAGACC
AAGCCCAGAGAGGAACAGTACAACTCCACCTACCGGGTGGTGTCCGTGCTGACCGTGCTGCACCAGGAC
TGGCTGAACGGCAAAGAGTACAAGTGCAAGGTCTCCAACAAGGCCCTGCCCGCCTCCATCGAAAAGACC
ATCTCCAAGGCCAAGGGCCAGCCCCGCGAGCCTCAGGTGTACACACTGCCCCCCTGCCGGGAAGAGATG
ACCAAGAACCAGGTGTCCCTGTGGTGTCTGGTGAAAGGCTTCTACCCCTCCGATATCGCTGTGGAATGG
GAGTCCAACGGCCAGCCCGAGAACAACTACAAGACCACCCCCCCTGTGCTGGACTCCGACGGCTCATTC
TTCCTGTACTCCAAGCTGACCGTGGACAAGTCCCGGTGGCAGCAGGGCAACGTGTTCTCCTGCTCCGTG
ATGCACGAGGCCCTGCACAACCACTACACCCAGAAGTCTCTAAGCTTGAGCCCCGGCGCACCTGCTCCC
GCACCAGCCCCTGCTCCCGCACCAGCCCCTGCTCCCGCACCAGCCGGATCCCAGCTCTACTCAGCGCTC
GCTAATAAGTGTTGTCATGTGGGATGCACAAAGCGGTCTCTCGCCAGATTCTGC

R1x027

GACAAGACCCACACCTGTCCTCCATGCCCGGCGCCTGAGTTCGAGGGCGGACCCTCCGTGTTCCTGTTC
CCCCCAAAGCCCAAGGACACCCTGATGATCTCCCGGACCCCCGAAGTGACCTGCGTGGTGGTGGACGTG
TCCCACGAGGACCCTGAAGTGAAGTTCAATTGGTACGTGGACGGCGTGGAAGTGCACAACGCCAAGACC
AAGCCCAGAGAGGAACAGTACAACTCCACCTACCGGGTGGTGTCCGTGCTGACCGTGCTGCACCAGGAC
TGGCTGAACGGCAAAGAGTACAAGTGCAAGGTCTCCAACAAGGCCCTGCCCGCCTCCATCGAAAAGACC
ATCTCCAAGGCCAAGGGCCAGCCCCGCGAGCCTCAGGTGTGCACACTGCCCCCCAGCCGGGAAGAGATG
ACCAAGAACCAGGTGTCCCTGTCCTGTGCCGTGAAAGGCTTCTACCCCTCCGATATCGCTGTGGAATGG
GAGTCCAACGGCCAGCCCGAGAACAACTACAAGACCACCCCCCCTGTGCTGGACTCCGACGGCTCATTC
TTCCTGGTGTCCAAGCTGACCGTGGACAAGTCCCGGTGGCAGCAGGGCAACGTGTTCTCCTGCTCCGTG
ATGCACGAGGCCCTGCACAACCACTACACCCAGAAGTCTCTAAGCTTGAGCCCCGGCGCACCTGCTCCC
GCACCAGCCCCTGCTCCCGCACCAGCCCCTGCTCCCGCACCAGCCGGATCCAGCTGGATGGAAGAAGTG
ATTAAACTGTGTGGCCGCGAACTGGTGCGCGCGCAGATTGCGATTTGCGGCATGAGCACCTGGAGC
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R1x028

GACAAGACCCACACCTGTCCTCCATGCCCGGCGCCTGAGTTCGAGGGCGGACCCTCCGTGTTCCTGTTC
CCCCCAAAGCCCAAGGACACCCTGATGATCTCCCGGACCCCCGAAGTGACCTGCGTGGTGGTGGACGTG
TCCCACGAGGACCCTGAAGTGAAGTTCAATTGGTACGTGGACGGCGTGGAAGTGCACAACGCCAAGACC
AAGCCCAGAGAGGAACAGTACAACTCCACCTACCGGGTGGTGTCCGTGCTGACCGTGCTGCACCAGGAC
TGGCTGAACGGCAAAGAGTACAAGTGCAAGGTCTCCAACAAGGCCCTGCCCGCCTCCATCGAAAAGACC
ATCTCCAAGGCCAAGGGCCAGCCCCGCGAGCCTCAGGTGTGCACACTGCCCCCCAGCCGGGAAGAGATG
ACCAAGAACCAGGTGTCCCTGTCCTGTGCCGTGAAAGGCTTCTACCCCTCCGATATCGCTGTGGAATGG
GAGTCCAACGGCCAGCCCGAGAACAACTACAAGACCACCCCCCCTGTGCTGGACTCCGACGGCTCATTC
TTCCTGGTGTCCAAGCTGACCGTGGACAAGTCCCGGTGGCAGCAGGGCAACGTGTTCTCCTGCTCCGTG
ATGCACGAGGCCCTGCACAACCACTACACCCAGAAGTCTCTAAGCTTGAGCCCCGGCGCAGCTCCTGCT
CCCGCACCAGCCCCTGCTCCCGCACCAGCCGGATCCCAGCTCTACTCAGCGCTCGCTAATAAGTGTTGT
CATGTGGGATGCACAAAGCGGTCTCTCGCCAGATTCTGC

R1x029

GACAAGACCCACACCTGTCCTCCATGCCCGGCGCCTGAGTTCGAGGGCGGACCCTCCGTGTTCCTGTTC
CCCCCAAAGCCCAAGGACACCCTGATGATCTCCCGGACCCCCGAAGTGACCTGCGTGGTGGTGGACGTG
TCCCACGAGGACCCTGAAGTGAAGTTCAATTGGTACGTGGACGGCGTGGAAGTGCACAACGCCAAGALCC
AAGCCCAGAGAGGAACAGTACAACTCCACCTACCGGGTGGTGTCCGTGCTGACCGTGCTGCACCAGGAC
TGGCTGAACGGCARAAGAGTACAAGTGCAAGGTCTCCAACAAGGCCCTGCCCGCCTCCATCGAAAAGACC
ATCTCCAAGGCCAAGGGCCAGCCCCGCGAGCCTCAGGTGTACACACTGCCCCCCTGCCGGGAAGAGATG
ACCAAGAACCAGGTGTCCCTGTGGTGTCTGGTGAAAGGCTTCTACCCCTCCGATATCGCTGTGGAATGG
GAGTCCAACGGCCAGCCCGAGAACAACTACAAGACCACCCCCCCTGTGCTGGACTCCGACGGCTCATTC
TTCCTGTACTCCAAGCTGACCGTGGACAAGTCCCGGTGGCAGCAGGGCAACGTGTTCTCCTGCTCCGTG
ATGCACGAGGCCCTGCACAACCACTACACCCAGAAGTCTCTAAGCTTGAGCCCCGGCGCAGCTCCTGCT
CCCGCACCAGCCCCTGCTCCCGCACCAGCCGGATCCAGCTGGATGGAAGAAGTGATTAAACTGTGTGGC
CGCGAACTGGTGCGCGCGCAGATTGCGATTTGCGGCATGAGCACCTGGAGC

R1x030

GACAAGACCCACACCTGTCCTCCATGCCCGGCGCCTGAGTTCGAGGGCGGACCCTCCGTGTTCCTGTTC
CCCCCAAAGCCCAAGGACACCCTGATGATCTCCCGGACCCCCGAAGTGACCTGCGTGGTGGTGGACGTG
TCCCACGAGGACCCTGAAGTGAAGTTCAATTGGTACGTGGACGGCGTGGAAGTGCACAACGCCAAGACC
AAGCCCAGAGAGGAACAGTACAACTCCACCTACCGGGTGGTGTCCGTGCTGACCGTGCTGCACCAGGAC
TGGCTGAACGGCAAAGAGTACAAGTGCAAGGTCTCCAACAAGGCCCTGCCCGCCTCCATCGAAAAGACC
ATCTCCAAGGCCAAGGGCCAGCCCCGCGAGCCTCAGGTGTACACACTGCCCCCCTGCCGGGAAGAGATG
ACCAAGAACCAGGTGTCCCTGTGGTGTCTGGTGAAAGGCTTCTACCCCTCCGATATCGCTGTGGAATGG
GAGTCCAACGGCCAGCCCGAGAACAACTACAAGACCACCCCCCCTGTGCTGGACTCCGACGGCTCATTC
TTCCTGTACTCCAAGCTGACCGTGGACAAGTCCCGGTGGCAGCAGGGCAACGTGTTCTCCTGCTCCGTG
ATGCACGAGGCCCTGCACAACCACTACACCCAGAAGTCTCTAAGCTTGAGCCCCGGCGCACCAGCCCCT
GCTCCCGCACCAGCCGGATCCCAGCTCTACTCAGCGCTCGCTAATAAGTGTTGTCATGTGGGATGCACA
AAGCGGTCTCTCGCCAGATTCTGC
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R1x031

GACAAGACCCACACCTGTCCTCCATGCCCGGCGCCTGAGTTCGAGGGCGGACCCTCCGTGTTCCTGTTC
CCCCCAAAGCCCAAGGACACCCTGATGATCTCCCGGACCCCCGAAGTGACCTGCGTGGTGGTGGACGTG
TCCCACGAGGACCCTGAAGTGAAGTTCAATTGGTACGTGGACGGCGTGGAAGTGCACAACGCCAAGACC
AAGCCCAGAGAGGAACAGTACAACTCCACCTACCGGGTGGTGTCCGTGCTGACCGTGCTGCACCAGGAC
TGGCTGAACGGCAAAGAGTACAAGTGCAAGGTCTCCAACAAGGCCCTGCCCGCCTCCATCGAAAAGACC
ATCTCCAAGGCCAAGGGCCAGCCCCGCGAGCCTCAGGTGTGCACACTGCCCCCCAGCCGGGAAGAGATG
ACCAAGAACCAGGTGTCCCTGTCCTGTGCCGTGAAAGGCTTCTACCCCTCCGATATCGCTGTGGAATGG
GAGTCCAACGGCCAGCCCGAGAACAACTACAAGACCACCCCCCCTGTGCTGGACTCCGACGGCTCATTC
TTCCTGGTGTCCAAGCTGACCGTGGACAAGTCCCGGTGGCAGCAGGGCAACGTGTTCTCCTGCTCCGTG
ATGCACGAGGCCCTGCACAACCACTACACCCAGAAGTCTCTAAGCTTGAGCCCCGGCGCACCAGCCCCT
GCTCCCGCACCAGCCGGATCCAGCTGGATGGAAGAAGTGATTAAACTGTGTGGCCGCGAACTGGTGCGC
GCGCAGATTGCGATTTGCGGCATGAGCACCTGGAGC

R1x041E

GACAAGACCCACACCGCTTGTCCTCCATGCCCGGCGCCTGAGTTCGAGGGCGGACCCTCCGTGTTCCTG
TTCCCCCCAAAGCCCAAGGACACCCTGATGATCTCCCGGACCCCCGAAGTGACCTGCGTGGTGGTGGAC
GTGTCCCACGAGGACCCTGAAGTGAAGTTCAATTGGTACGTGGACGGCGTGGAAGTGCACAACGCCAAG
ACCAAGCCCAGAGAGGAACAGTACAACTCCACCTACCGGGTGGTGTCCGTGCTGACCGTGCTGCACCAG
GACTGGCTGAACGGCAAAGAGTACAAGTGCAAGGTCTCCAACAAGGCCCTGCCCGCCTCCATCGAAAAG
ACCATCTCCAAGGCCAAGGGCCAGCCCCGCGAGCCTCAGGTGTACACACTGCCCCCCTGCCGGGAAGAG
ATGACCAAGAACCAGGTGTCCCTGTGGTGTCTGGTGAAAGGCTTCTACCCCTCCGATATCGCTGTGGAA
TGGGAGTCCAACGGCCAGCCCGAGAACAACTACAAGACCACCCCCCCTGTGCTGGACTCCGACGGCTCA
TTCTTCCTGTACTCCAAGCTGACCGTGGACAAGTCCCGGTGGCAGCAGGGCAACGTGTTCTCCTGCTCC
GTGATGCACGAGGCCCTGCACAACCACTACACCCAGAAGTCTCTAAGCTTGAGCCCCGGCGGAGGTGGT
GGAAGCGGAGGAGGTGGCTCTGGAGGGGGTGGAAGCGGAGGTGGAGGTGGATCCCAGCTCTACTCAGCG
CTCGCTAATGAGTGTTGTCATGTGGGATGCACAAAGCGGTCTCTCGCCAGATTCTGC

R1x041H

GACAAGACCCACACCGCTTGTCCTCCATGCCCGGCGCCTGAGTTCGAGGGCGGACCCTCCGTGTTCCTG
TTCCCCCCAAAGCCCAAGGACACCCTGATGATCTCCCGGACCCCCGAAGTGACCTGCGTGGTGGTGGAC
GTGTCCCACGAGGACCCTGAAGTGAAGTTCAATTGGTACGTGGACGGCGTGGAAGTGCACAACGCCAAG
ACCAAGCCCAGAGAGGAACAGTACAACTCCACCTACCGGGTGGTGTCCGTGCTGACCGTGCTGCACCAG
GACTGGCTGAACGGCAAAGAGTACAAGTGCAAGGTCTCCAACAAGGCCCTGCCCGCCTCCATCGAAAAG
ACCATCTCCAAGGCCAAGGGCCAGCCCCGCGAGCCTCAGGTGTACACACTGCCCCCCTGCCGGGAAGAG
ATGACCAAGAACCAGGTGTCCCTGTGGTGTCTGGTGAAAGGCTTCTACCCCTCCGATATCGCTGTGGAA
TGGGAGTCCAACGGCCAGCCCGAGAACAACTACAAGACCACCCCCCCTGTGCTGGACTCCGACGGCTCA
TTCTTCCTGTACTCCAAGCTGACCGTGGACAAGTCCCGGTGGCAGCAGGGCAACGTGTTCTCCTGCTCC
GTGATGCACGAGGCCCTGCACAACCACTACACCCAGAAGTCTCTAAGCTTGAGCCCCGGCGGAGGTGGT
GGAAGCGGAGGAGGTGGCTCTGGAGGGGGTGGAAGCGGAGGTGGAGGTGGATCCCAGCTCTACTCAGCG
CTCGCTAATCACTGTTGTCATGTGGGATGCACAAAGCGGTCTCTCGCCAGATTCTGC
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R1x041L

GACAAGACCCACACCGCTTGTCCTCCATGCCCGGCGCCTGAGTTCGAGGGCGGACCCTCCGTGTTCCTG
TTCCCCCCAAAGCCCAAGGACACCCTGATGATCTCCCGGACCCCCGAAGTGACCTGCGTGGTGGTGGAC
GTGTCCCACGAGGACCCTGAAGTGAAGTTCAATTGGTACGTGGACGGCGTGGAAGTGCACAACGCCAAG
ACCAAGCCCAGAGAGGAACAGTACAACTCCACCTACCGGGTGGTGTCCGTGCTGACCGTGCTGCACCAG
GACTGGCTGAACGGCAAAGAGTACAAGTGCAAGGTCTCCAACAAGGCCCTGCCCGCCTCCATCGAAAAG
ACCATCTCCAAGGCCAAGGGCCAGCCCCGCGAGCCTCAGGTGTACACACTGCCCCCCTGCCGGGAAGAG
ATGACCAAGAACCAGGTGTCCCTGTGGTGTCTGGTGAAAGGCTTCTACCCCTCCGATATCGCTGTGGAA
TGGGAGTCCAACGGCCAGCCCGAGAACAACTACAAGACCACCCCCCCTGTGCTGGACTCCGACGGCTCA
TTCTTCCTGTACTCCAAGCTGACCGTGGACAAGTCCCGGTGGCAGCAGGGCAACGTGTTCTCCTGCTCC
GTGATGCACGAGGCCCTGCACAACCACTACACCCAGAAGTCTCTAAGCTTGAGCCCCGGCGGAGGTGGT
GGAAGCGGAGGAGGTGGCTCTGGAGGGGGTGGAAGCGGAGGTGGAGGTGGATCCCAGCTCTACTCAGCG
CTCGCTAATTTGTGTTGTCATGTGGGATGCACAAAGCGGTCTCTCGCCAGATTCTGC

R1x041M

GACAAGACCCACACCGCTTGTCCTCCATGCCCGGCGCCTGAGTTCGAGGGCGGACCCTCCGTGTTCCTG
TTCCCCCCAAAGCCCAAGGACACCCTGATGATCTCCCGGACCCCCGAAGTGACCTGCGTGGTGGTGGAC
GTGTCCCACGAGGACCCTGAAGTGAAGTTCAATTGGTACGTGGACGGCGTGGAAGTGCACAACGCCAAG
ACCAAGCCCAGAGAGGAACAGTACAACTCCACCTACCGGGTGGTGTCCGTGCTGACCGTGCTGCACCAG
GACTGGCTGAACGGCAAAGAGTACAAGTGCAAGGTCTCCAACAAGGCCCTGCCCGCCTCCATCGAAAAG
ACCATCTCCAAGGCCAAGGGCCAGCCCCGCGAGCCTCAGGTGTACACACTGCCCCCCTGCCGGGAAGAG
ATGACCAAGAACCAGGTGTCCCTGTGGTGTCTGGTGAAAGGCTTCTACCCCTCCGATATCGCTGTGGAA
TGGGAGTCCAACGGCCAGCCCGAGAACAACTACAAGACCACCCCCCCTGTGCTGGACTCCGACGGCTCA
TTCTTCCTGTACTCCAAGCTGACCGTGGACAAGTCCCGGTGGCAGCAGGGCAACGTGTTCTCCTGCTCC
GTGATGCACGAGGCCCTGCACAACCACTACACCCAGAAGTCTCTAAGCTTGAGCCCCGGCGGAGGTGGT
GGAAGCGGAGGAGGTGGCTCTGGAGGGGGTGGAAGCGGAGGTGGAGGTGGATCCCAGCTCTACTCAGCG
CTCGCTAATATGTGTTGTCATGTGGGATGCACAAAGCGGTCTCTCGCCAGATTCTGC

R1x044E

GACAAGACCCACACCGCTTGTCCTCCATGCCCGGCGCCTGAGTTCGAGGGCGGACCCTCCGTGTTCCTG
TTCCCCCCAAAGCCCAAGGACACCCTGATGATCTCCCGGACCCCCGAAGTGACCTGCGTGGTGGTGGAC
GTGTCCCACGAGGACCCTGAAGTGAAGTTCAATTGGTACGTGGACGGCGTGGAAGTGCACAACGCCAAG
ACCAAGCCCAGAGAGGAACAGTACAACTCCACCTACCGGGTGGTGTCCGTGCTGACCGTGCTGCACCAG
GACTGGCTGAACGGCAAAGAGTACAAGTGCAAGGTCTCCAACAAGGCCCTGCCCGCCTCCATCGAAAAG
ACCATCTCCAAGGCCAAGGGCCAGCCCCGCGAGCCTCAGGTGTACACACTGCCCCCCTGCCGGGAAGAG
ATGACCAAGAACCAGGTGTCCCTGTGGTGTCTGGTGAAAGGCTTCTACCCCTCCGATATCGCTGTGGAA
TGGGAGTCCAACGGCCAGCCCGAGAACAACTACAAGACCACCCCCCCTGTGCTGGACTCCGACGGCTCA
TTCTTCCTGTACTCCAAGCTGACCGTGGACAAGTCCCGGTGGCAGCAGGGCAACGTGTTCTCCTGCTCC
GTGATGCACGAGGCCCTGCACAACCACTACACCCAGAAGTCTCTAAGCTTGAGCCCCGGCGGAGGTGGT
GGAAGCGGAGGAGGTGGCTCTGGAGGGGGTGGAAGCGGAGGTGGAGGTGGATCCCAGCTCTACTCAGCG
CTCGCTAATAAGTGTTGTCATGTGGGATGCACAAAGGAGTCTCTCGCCAGATTCTGC
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R1x044H

GACAAGACCCACACCGCTTGTCCTCCATGCCCGGCGCCTGAGTTCGAGGGCGGACCCTCCGTGTTCCTG
TTCCCCCCAAAGCCCAAGGACACCCTGATGATCTCCCGGACCCCCGAAGTGACCTGCGTGGTGGTGGAC
GTGTCCCACGAGGACCCTGAAGTGAAGTTCAATTGGTACGTGGACGGCGTGGAAGTGCACAACGCCAAG
ACCAAGCCCAGAGAGGAACAGTACAACTCCACCTACCGGGTGGTGTCCGTGCTGACCGTGCTGCACCAG
GACTGGCTGAACGGCAAAGAGTACAAGTGCAAGGTCTCCAACAAGGCCCTGCCCGCCTCCATCGAAAAG
ACCATCTCCAAGGCCAAGGGCCAGCCCCGCGAGCCTCAGGTGTACACACTGCCCCCCTGCCGGGAAGAG
ATGACCAAGAACCAGGTGTCCCTGTGGTGTCTGGTGAAAGGCTTCTACCCCTCCGATATCGCTGTGGAA
TGGGAGTCCAACGGCCAGCCCGAGAACAACTACAAGACCACCCCCCCTGTGCTGGACTCCGACGGCTCA
TTCTTCCTGTACTCCAAGCTGACCGTGGACAAGTCCCGGTGGCAGCAGGGCAACGTGTTCTCCTGCTCC
GTGATGCACGAGGCCCTGCACAACCACTACACCCAGAAGTCTCTAAGCTTGAGCCCCGGCGGAGGTGGT
GGAAGCGGAGGAGGTGGCTCTGGAGGGGGTGGAAGCGGAGGTGGAGGTGGATCCCAGCTCTACTCAGCG
CTCGCTAATAAGTGTTGTCATGTGGGATGCACAAAGCACTCTCTCGCCAGATTCTGC

R1x051A

GACAAGACCCACACCTGTCCTCCATGCCCGGCGCCTGAGTTCGAGGGCGGACCCTCCGTGTTCCTGTTC
CCCCCAAAGCCCAAGGACACCCTGATGATCTCCCGGACCCCCGAAGTGACCTGCGTGGTGGTGGACGTG
TCCCACGAGGACCCTGAAGTGAAGTTCAATTGGTACGTGGACGGCGTGGAAGTGCACAACGCCAAGACC
AAGCCCAGAGAGGAACAGTACAACTCCACCTACCGGGTGGTGTCCGTGCTGACCGTGCTGCACCAGGAC
TGGCTGAACGGCAAAGAGTACAAGTGCAAGGTCTCCAACAAGGCCCTGCCCGCCTCCATCGAAAAGACC
ATCTCCAAGGCCAAGGGCCAGCCCCGCGAGCCTCAGGTGTACACACTGCCCCCCTGCCGGGAAGAGATG
ACCAAGAACCAGGTGTCCCTGTGGTGTCTGGTGAAAGGCTTCTACCCCTCCGATATCGCTGTGGAATGG
GAGTCCAACGGCCAGCCCGAGAACAACTACAAGACCACCCCCCCTGTGCTGGACTCCGACGGCTCATTC
TTCCTGTACTCCAAGCTGACCGTGGACAAGTCCCGGTGGCAGCAGGGCAACGTGTTCTCCTGCTCCGTG
ATGCACGAGGCCCTGCACAACCACTACACCCAGAAGTCTCTAAGCTTGAGCCCCGGCGGAGGTGGTGGA
AGCGGAGGAGGTGGCTCTGGAGGGGGTGGAAGCGGAGGTGGAGGTGGATCCCAGCTCTACTCAGCGCTC
GCTAATAAGTGTTGTCATGTGGGATGCACAAAGCGGTCTCTCGCCGCCTTCTGC

R1x051I

GACAAGACCCACACCTGTCCTCCATGCCCGGCGCCTGAGTTCGAGGGCGGACCCTCCGTGTTCCTGTTC
CCCCCAAAGCCCAAGGACACCCTGATGATCTCCCGGACCCCCGAAGTGACCTGCGTGGTGGTGGACGTG
TCCCACGAGGACCCTGAAGTGAAGTTCAATTGGTACGTGGACGGCGTGGAAGTGCACAACGCCAAGACC
AAGCCCAGAGAGGAACAGTACAACTCCACCTACCGGGTGGTGTCCGTGCTGACCGTGCTGCACCAGGAC
TGGCTGAACGGCAAAGAGTACAAGTGCAAGGTCTCCAACAAGGCCCTGCCCGCCTCCATCGAAAAGACC
ATCTCCAAGGCCAAGGGCCAGCCCCGCGAGCCTCAGGTGTACACACTGCCCCCCTGCCGGGAAGAGATG
ACCAAGAACCAGGTGTCCCTGTGGTGTCTGGTGAAAGGCTTCTACCCCTCCGATATCGCTGTGGAATGG
GAGTCCAACGGCCAGCCCGAGAACAACTACAAGACCACCCCCCCTGTGCTGGACTCCGACGGCTCATTC
TTCCTGTACTCCAAGCTGACCGTGGACAAGTCCCGGTGGCAGCAGGGCAACGTGTTCTCCTGCTCCGTG
ATGCACGAGGCCCTGCACAACCACTACACCCAGAAGTCTCTAAGCTTGAGCCCCGGCGGAGGTGGTGGA
AGCGGAGGAGGTGGCTCTGGAGGGGGTGGAAGCGGAGGTGGAGGTGGATCCCAGCTCTACTCAGCGCTC
GCTAATAAGTGTTGTCATGTGGGATGCACAAAGCGGTCTCTCGCCATCTTCTGC
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R1Ix051M

GACAAGACCCACACCTGTCCTCCATGCCCGGCGCCTGAGTTCGAGGGCGGACCCTCCGTGTTCCTGTTC
CCCCCAAAGCCCAAGGACACCCTGATGATCTCCCGGACCCCCGAAGTGACCTGCGTGGTGGTGGACGTG
TCCCACGAGGACCCTGAAGTGAAGTTCAATTGGTACGTGGACGGCGTGGAAGTGCACAACGCCAAGACC
AAGCCCAGAGAGGAACAGTACAACTCCACCTACCGGGTGGTGTCCGTGCTGACCGTGCTGCACCAGGAC
TGGCTGAACGGCAAAGAGTACAAGTGCAAGGTCTCCAACAAGGCCCTGCCCGCCTCCATCGAAAAGACC
ATCTCCAAGGCCAAGGGCCAGCCCCGCGAGCCTCAGGTGTACACACTGCCCCCCTGCCGGGAAGAGATG
ACCAAGAACCAGGTGTCCCTGTGGTGTCTGGTGAAAGGCTTCTACCCCTCCGATATCGCTGTGGAATGG
GAGTCCAACGGCCAGCCCGAGAACAACTACAAGACCACCCCCCCTGTGCTGGACTCCGACGGCTCATTC
TTCCTGTACTCCAAGCTGACCGTGGACAAGTCCCGGTGGCAGCAGGGCAACGTGTTCTCCTGCTCCGTG
ATGCACGAGGCCCTGCACAACCACTACACCCAGAAGTCTCTAAGCTTGAGCCCCGGCGGAGGTGGTGGA
AGCGGAGGAGGTGGCTCTGGAGGGGGTGGAAGCGGAGGTGGAGGTGGATCCCAGCTCTACTCAGCGCTC
GCTAATAAGTGTTGTCATGTGGGATGCACAAAGCGGTCTCTCGCCATGTTCTGC

R1x051Q

GACAAGACCCACACCTGTCCTCCATGCCCGGCGCCTGAGTTCGAGGGCGGACCCTCCGTGTTCCTGTTC
CCCCCAAAGCCCAAGGACACCCTGATGATCTCCCGGACCCCCGAAGTGACCTGCGTGGTGGTGGACGTG
TCCCACGAGGACCCTGAAGTGAAGTTCAATTGGTACGTGGACGGCGTGGAAGTGCACAACGCCAAGACC
AAGCCCAGAGAGGAACAGTACAACTCCACCTACCGGGTGGTGTCCGTGCTGACCGTGCTGCACCAGGAC
TGGCTGAACGGCAAAGAGTACAAGTGCAAGGTCTCCAACAAGGCCCTGCCCGCCTCCATCGAAAAGACC
ATCTCCAAGGCCAAGGGCCAGCCCCGCGAGCCTCAGGTGTACACACTGCCCCCCTGCCGGGAAGAGATG
ACCAAGAACCAGGTGTCCCTGTGGTGTCTGGTGAAAGGCTTCTACCCCTCCGATATCGCTGTGGAATGG
GAGTCCAACGGCCAGCCCGAGAACAACTACAAGACCACCCCCCCTGTGCTGGACTCCGACGGCTCATTC
TTCCTGTACTCCAAGCTGACCGTGGACAAGTCCCGGTGGCAGCAGGGCAACGTGTTCTCCTGCTCCGTG
ATGCACGAGGCCCTGCACAACCACTACACCCAGAAGTCTCTAAGCTTGAGCCCCGGCGGAGGTGGTGGA
AGCGGAGGAGGTGGCTCTGGAGGGGGTGGAAGCGGAGGTGGAGGTGGATCCCAGCTCTACTCAGCGCTC
GCTAATAAGTGTTGTCATGTGGGATGCACAAAGCGGTCTCTCGCCCAGTTCTGC

R1x0518

GACAAGACCCACACCTGTCCTCCATGCCCGGCGCCTGAGTTCGAGGGCGGACCCTCCGTGTTCCTGTTC
CCCCCAAAGCCCAAGGACACCCTGATGATCTCCCGGACCCCCGAAGTGACCTGCGTGGTGGTGGACGTG
TCCCACGAGGACCCTGAAGTGAAGTTCAATTGGTACGTGGACGGCGTGGAAGTGCACAACGCCAAGACC
AAGCCCAGAGAGGAACAGTACAACTCCACCTACCGGGTGGTGTCCGTGCTGACCGTGCTGCACCAGGAC
TGGCTGAACGGCAAAGAGTACAAGTGCAAGGTCTCCAACAAGGCCCTGCCCGCCTCCATCGAAAAGACC
ATCTCCAAGGCCAAGGGCCAGCCCCGCGAGCCTCAGGTGTACACACTGCCCCCCTGCCGGGAAGAGATG
ACCAAGAACCAGGTGTCCCTGTGGTGTCTGGTGAAAGGCTTCTACCCCTCCGATATCGCTGTGGAATGG
GAGTCCAACGGCCAGCCCGAGAACAACTACAAGACCACCCCCCCTGTGCTGGACTCCGACGGCTCATTC
TTCCTGTACTCCAAGCTGACCGTGGACAAGTCCCGGTGGCAGCAGGGCAACGTGTTCTCCTGCTCCGTG
ATGCACGAGGCCCTGCACAACCACTACACCCAGAAGTCTCTAAGCTTGAGCCCCGGCGGAGGTGGTGGA
AGCGGAGGAGGTGGCTCTGGAGGGGGTGGAAGCGGAGGTGGAGGTGGATCCCAGCTCTACTCAGCGCTC
GCTAATAAGTGTTGTCATGTGGGATGCACAAAGCGGTCTCTCGCCTCCTTCTGC
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R1x051Y

GACAAGACCCACACCTGTCCTCCATGCCCGGCGCCTGAGTTCGAGGGCGGACCCTCCGTGTTCCTGTTC
CCCCCAAAGCCCAAGGACACCCTGATGATCTCCCGGACCCCCGAAGTGACCTGCGTGGTGGTGGACGTG
TCCCACGAGGACCCTGAAGTGAAGTTCAATTGGTACGTGGACGGCGTGGAAGTGCACAACGCCAAGACC
AAGCCCAGAGAGGAACAGTACAACTCCACCTACCGGGTGGTGTCCGTGCTGACCGTGCTGCACCAGGAC
TGGCTGAACGGCAAAGAGTACAAGTGCAAGGTCTCCAACAAGGCCCTGCCCGCCTCCATCGAAAAGACC
ATCTCCAAGGCCAAGGGCCAGCCCCGCGAGCCTCAGGTGTACACACTGCCCCCCTGCCGGGAAGAGATG
ACCAAGAACCAGGTGTCCCTGTGGTGTCTGGTGAAAGGCTTCTACCCCTCCGATATCGCTGTGGAATGG
GAGTCCAACGGCCAGCCCGAGAACAACTACAAGACCACCCCCCCTGTGCTGGACTCCGACGGCTCATTC
TTCCTGTACTCCAAGCTGACCGTGGACAAGTCCCGGTGGCAGCAGGGCAACGTGTTCTCCTGCTCCGTG
ATGCACGAGGCCCTGCACAACCACTACACCCAGAAGTCTCTAAGCTTGAGCCCCGGCGGAGGTGGTGGA
AGCGGAGGAGGTGGCTCTGGAGGGGGTGGAAGCGGAGGTGGAGGTGGATCCCAGCTCTACTCAGCGCTC
GCTAATAAGTGTTGTCATGTGGGATGCACAAAGCGGTCTCTCGCCTACTTCTGC

R1x052E

GACAAGACCCACACCTGTCCTCCATGCCCGGCGCCTGAGTTCGAGGGCGGACCCTCCGTGTTCCTGTTC
CCCCCAAAGCCCAAGGACACCCTGATGATCTCCCGGACCCCCGAAGTGACCTGCGTGGTGGTGGACGTG
TCCCACGAGGACCCTGAAGTGAAGTTCAATTGGTACGTGGACGGCGTGGAAGTGCACAACGCCAAGACC
AAGCCCAGAGAGGAACAGTACAACTCCACCTACCGGGTGGTGTCCGTGCTGACCGTGCTGCACCAGGAC
TGGCTGAACGGCAAAGAGTACAAGTGCAAGGTCTCCAACAAGGCCCTGCCCGCCTCCATCGAAAAGACC
ATCTCCAAGGCCAAGGGCCAGCCCCGCGAGCCTCAGGTGTACACACTGCCCCCCTGCCGGGAAGAGATG
ACCAAGAACCAGGTGTCCCTGTGGTGTCTGGTGAAAGGCTTCTACCCCTCCGATATCGCTGTGGAATGG
GAGTCCAACGGCCAGCCCGAGAACAACTACAAGACCACCCCCCCTGTGCTGGACTCCGACGGCTCATTC
TTCCTGTACTCCAAGCTGACCGTGGACAAGTCCCGGTGGCAGCAGGGCAACGTGTTCTCCTGCTCCGTG
ATGCACGAGGCCCTGCACAACCACTACACCCAGAAGTCTCTAAGCTTGAGCCCCGGCGGAGGTGGTGGA
AGCGGAGGAGGTGGCTCTGGAGGGGGTGGAAGCGGAGGTGGAGGTGGATCCCAGCTCTACTCAGCGCTC
GCTAATAAGTGTTGTCATGTGGGATGCACAAAGCGGTCTCTCGCCAGAGAGTGC

R1x0521I

GACAAGACCCACACCTGTCCTCCATGCCCGGCGCCTGAGTTCGAGGGCGGACCCTCCGTGTTCCTGTTC
CCCCCAAAGCCCAAGGACACCCTGATGATCTCCCGGACCCCCGAAGTGACCTGCGTGGTGGTGGACGTG
TCCCACGAGGACCCTGAAGTGAAGTTCAATTGGTACGTGGACGGCGTGGAAGTGCACAACGCCAAGACC
AAGCCCAGAGAGGAACAGTACAACTCCACCTACCGGGTGGTGTCCGTGCTGACCGTGCTGCACCAGGAC
TGGCTGAACGGCAAAGAGTACAAGTGCAAGGTCTCCAACAAGGCCCTGCCCGCCTCCATCGAAAAGACC
ATCTCCAAGGCCAAGGGCCAGCCCCGCGAGCCTCAGGTGTACACACTGCCCCCCTGCCGGGAAGAGATG
ACCAAGAACCAGGTGTCCCTGTGGTGTCTGGTGAAAGGCTTCTACCCCTCCGATATCGCTGTGGAATGG
GAGTCCAACGGCCAGCCCGAGAACAACTACAAGACCACCCCCCCTGTGCTGGACTCCGACGGCTCATTC
TTCCTGTACTCCAAGCTGACCGTGGACAAGTCCCGGTGGCAGCAGGGCAACGTGTTCTCCTGCTCCGTG
ATGCACGAGGCCCTGCACAACCACTACACCCAGAAGTCTCTAAGCTTGAGCCCCGGCGGAGGTGGTGGA
AGCGGAGGAGGTGGCTCTGGAGGGGGTGGAAGCGGAGGTGGAGGTGGATCCCAGCTCTACTCAGCGCTC
GCTAATAAGTGTTGTCATGTGGGATGCACAAAGCGGTCTCTCGCCAGAATCTGC
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R1x055

GACAAGACCCACACCTGTCCTCCATGCCCGGCGCCTGAGTTCGAGGGCGGACCCTCCGTGTTCCTGTTC
CCCCCAAAGCCCAAGGACACCCTGATGATCTCCCGGACCCCCGAAGTGACCTGCGTGGTGGTGGACGTG
TCCCACGAGGACCCTGAAGTGAAGTTCAATTGGTACGTGGACGGCGTGGAAGTGCACAACGCCAAGACC
AAGCCCAGAGAGGAACAGTACAACTCCACCTACCGGGTGGTGTCCGTGCTGACCGTGCTGCACCAGGAC
TGGCTGAACGGCAAAGAGTACAAGTGCAAGGTCTCCAACAAGGCCCTGCCCGCCTCCATCGAAAAGACC
ATCTCCAAGGCCAAGGGCCAGCCCCGCGAGCCTCAGGTGTACACACTGCCCCCCTGCCGGGAAGAGATG
ACCAAGAACCAGGTGTCCCTGTGGTGTCTGGTGAAAGGCTTCTACCCCTCCGATATCGCTGTGGAATGG
GAGTCCAACGGCCAGCCCGAGAACAACTACAAGACCACCCCCCCTGTGCTGGACTCCGACGGCTCATTC
TTCCTGTACTCCAAGCTGACCGTGGACAAGTCCCGGTGGCAGCAGGGCAACGTGTTCTCCTGCTCCGTG
ATGCACGAGGCCCTGCACAACCACTACACCCAGAAGTCTCTAAGCTTGAGCCCCGGCGGAGGTGGTGGA
AGCGGAGGAGGTGGCTCTGGAGGGGGTGGAAGCGGAGGTGGAGGTGGATCCTCCTGGATGGAGGAGGTT
ATCAAGCTGTGTGGACGCGAACTGGTGCGCGCTCAGATCGCGATATGCGGGATGTCCACATGGTCAGGC
GGCGGCAGCGGCGGCGGCAGCGGCCAGCTCTACTCAGCGCTCGCTAATAAGTGTTGTCATGTGGGATGC
ACAAAGCGGTCTCTCGCCAGATTCTGC

R1x056

GACAAGACCCACACCTGTCCTCCATGCCCGGCGCCTGAGTTCGAGGGCGGACCCTCCGTGTTCCTGTTC
CCCCCAAAGCCCAAGGACACCCTGATGATCTCCCGGACCCCCGAAGTGACCTGCGTGGTGGTGGACGTG
TCCCACGAGGACCCTGAAGTGAAGTTCAATTGGTACGTGGACGGCGTGGAAGTGCACAACGCCAAGACC
AAGCCCAGAGAGGAACAGTACAACTCCACCTACCGGGTGGTGTCCGTGCTGACCGTGCTGCACCAGGAC
TGGCTGAACGGCAAAGAGTACAAGTGCAAGGTCTCCAACAAGGCCCTGCCCGCCTCCATCGAAAAGACC
ATCTCCAAGGCCAAGGGCCAGCCCCGCGAGCCTCAGGTGTGCACACTGCCCCCCAGCCGGGAAGAGATG
ACCAAGAACCAGGTGTCCCTGTCCTGTGCCGTGAAAGGCTTCTACCCCTCCGATATCGCTGTGGAATGG
GAGTCCAACGGCCAGCCCGAGAACAACTACAAGACCACCCCCCCTGTGCTGGACTCCGACGGCTCATTC
TTCCTGGTGTCCAAGCTGACCGTGGACAAGTCCCGGTGGCAGCAGGGCAACGTGTTCTCCTGCTCCGTG
ATGCACGAGGCCCTGCACAACCACTACACCCAGAAGTCTCTAAGCTTGAGCCCCGGCGGAGGTGGTGGA
AGCGGAGGAGGTGGCTCTGGAGGGGGTGGAAGCGGAGGTGGAGGTGGATCCTCCTGGATGGAGGAGGTT
ATCAAGCTGTGTGGACGCGAACTGGTGCGCGCTCAGATCGCGATATGCGGGATGTCCACATGGTCAGGC
GGCGGCAGCGGCGGCGGCAGCGGCCAGCTCTACTCAGCGCTCGCTAATAAGTGTTGTCATGTGGGATGC
ACAAAGCGGTCTCTCGCCAGATTCTGC

R1x061H

TCCTGGATGGAAGAAGTGATCAAGCTCTGCGGCAGAGAACTCGTGCGGGCCCAGATCGCTATCTGCGGC
ATGTCTACTTGGAGCGCGGCCGCGGGTGGAGGTGGATCCGGAGGAGGTGGAAGCGGAGGAGGTGGAAGC
GGAGGAGGTGGAAGCGCTTGTCCTCCATGCCCGGCGCCTGAGTTCGAGGGCGGACCCTCCGTGTTCCTG
TTCCCCCCAAAGCCCAAGGACACCCTGATGATCTCCCGGACCCCCGAAGTGACCTGCGTGGTGGTGGAC
GTGTCCCACGAGGACCCTGAAGTGAAGTTCAATTGGTACGTGGACGGCGTGGAAGTGCACAACGCCAAG
ACCAAGCCCAGAGAGGAACAGTACAACTCCACCTACCGGGTGGTGTCCGTGCTGACCGTGCTGCACCAG
GACTGGCTGAACGGCAAAGAGTACAAGTGCAAGGTCTCCAACAAGGCCCTGCCCGCCTCCATCGAAAAG
ACCATCTCCAAGGCCAAGGGCCAGCCCCGCGAGCCTCAGGTGTGCACACTGCCCCCCAGCCGGGAAGAG
ATGACCAAGAACCAGGTGTCCCTGTCCTGTGCCGTGARAAGGCTTCTACCCCTCCGATATCGCTGTGGAA
TGGGAGTCCAACGGCCAGCCCGAGAACAACTACAAGACCACCCCCCCTGTGCTGGACTC
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CGACGGCTCATTCTTCCTGGTGTCCAAGCTGACCGTGGACAAGTCCCGGTGGCAGCAGGGCAACGTGTT
CTCCTGCTCCGTGATGCACGAGGCCCTGCACAACCACTACACCCAGAAGTCTCTGTCCCTGAGCCCCGG
C

R1x062K

CAGCTGTACTCTGCCCTGGCCAACAAGTGTTGCCACGTGGGCTGCACCAAGAGATCCCTGGCCAGATTC
TGTGCGGCCGCGGGTGGAGGTGGATCCGGAGGAGGTGGAAGCGGAGGAGGTGGAAGCGGAGGAGGTGGA
AGCGCTTGTCCTCCATGCCCGGCGCCTGAGTTCGAGGGCGGACCCTCCGTGTTCCTGTTCCCCCCARAAG
CCCAAGGACACCCTGATGATCTCCCGGACCCCCGAAGTGACCTGCGTGGTGGTGGACGTGTCCCACGAG
GACCCTGAAGTGAAGTTCAATTGGTACGTGGACGGCGTGGAAGTGCACAACGCCAAGACCAAGCCCAGA
GAGGAACAGTACAACTCCACCTACCGGGTGGTGTCCGTGCTGACCGTGCTGCACCAGGACTGGCTGAAC
GGCAAAGAGTACAAGTGCAAGGTCTCCAACAAGGCCCTGCCCGCCTCCATCGARARAGACCATCTCCAAG
GCCAAGGGCCAGCCCCGCGAGCCTCAGGTGTACACACTGCCCCCCTGCCGGGAAGAGATGACCAAGAAC
CAGGTGTCCCTGTGGTGTCTGGTGAAAGGCTTCTACCCCTCCGATATCGCTGTGGAATGGGAGTCCAAC
GGCCAGCCCGAGAACAACTACAAGACCACCCCCCCTGTGCTGGACTCCGACGGCTCATTCTTCCTGTAC
TCCAAGCTGACCGTGGACAAGTCCCGGTGGCAGCAGGGCAACGTGTTCTCCTGCTCCGTGATGCACGAG
GCCCTGCACAACCACTACACCCAGAAGTCTCTGTCCCTGAGCCCCGGL

R1x076

CAGCTGTACTCTGCCCTGGCCAACAAGTGTTGCCACGTGGGCTGCACCAAGAGATCCCTGGCCAGATTC
TGTGCGGCCGCGGGTGGAGGTGGATCCGGAGGAGGTGGAAGCGGAGGAGGTGGAAGCGGAGGAGGTGGA
AGCGCTTGTCCTCCATGCCCGGCGCCTGAGTTCGAGGGCGGACCCTCCGTGTTCCTGTTCCCCCCARAAG
CCCAAGGACACCCTGATGATCTCCCGGACCCCCGAAGTGACCTGCGTGGTGGTGGACGTGTCCCACGAG
GACCCTGAAGTGAAGTTCAATTGGTACGTGGACGGCGTGGAAGTGCACAACGCCARAGACCAAGCCCAGA
GAGGAACAGTACAACTCCACCTACCGGGTGGTGTCCGTGCTGACCGTGCTGCACCAGGACTGGCTGAAC
GGCAAAGAGTACAAGTGCAAGGTCTCCAACAAGGCCCTGCCCGCCTCCATCGARAAGACCATCTCCAAG
GCCAAGGGCCAGCCCCGCGAGCCTCAGGTGTACACACTGCCCCCCTGCCGGGAAGAGATGACCAAGAAC
CAGGTGTCCCTGTGGTGTCTGGTGAAAGGCTTCTACCCCTCCGATATCGCTGTGGAATGGGAGTCCAAC
GGCCAGCCCGAGAACAACTACAAGACCACCCCCCCTGTGCTGGACTCCGACGGCTCATTCTTCCTGTAC
TCCAAGCTGACCGTGGACAAGTCCCGGTGGCAGCAGGGCAACGTGTTCTCCTGCTCCGTGATGCACGAG
GCCCTGCACAACCACTACACCCAGAAGTCTCTAAGCTTGAGCCCCGGCGGAGGTGGTGGAAGCGGAGGA
GGTGGCTCTGGAGGGGGTGGAAGCGGAGGTGGAGGTGGATCCCAGCTCTACTCAGCGCTCGCTAATAAG
TGTTGTCATGTGGGATGCACAAAGCGGTCTCTCGCCAGATTCTGC

R1x077

TCCTGGATGGAAGAAGTGATCAAGCTCTGCGGCAGAGAACTCGTGCGGGCCCAGATCGCTATCTGCGGC
ATGTCTACTTGGAGCGCGGCCGCGGGETGGAGGTGGATCCGGAGGAGGTGGAAGCGGAGGAGGTGGAAGC
GGAGGAGGTGGAAGCGCTTGTCCTCCATGCCCGGCGCCTGAGTTCGAGGGCGGACCCTCCGTGTTCCTG
TTCCCCCCAAAGCCCAAGGACACCCTGATGATCTCCCGGACCCCCGAAGTGACCTGCGTGGTGGTGGAC
GTGTCCCACGAGGACCCTGAAGTGAAGTTCAATTGGTACGTGGACGGCGTGGAAGTGCACAACGCCAAG
ACCAAGCCCAGAGAGGAACAGTACAACTCCACCTACCGGGTGGTGTCCGTGCTGACCGTGCTGCACCAG
GACTGGCTGAACGGCAAAGAGTACAAGTGCAAGGTCTCCAACAAGGCCCTGCCCGCCTCCAT
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CGAAARAGACCATCTCCAAGGCCAAGGGCCAGCCCCGCGAGCCTCAGGTGTGCACACTGCCCCCCAGCCG
GGAAGAGATGACCAAGAACCAGGTGTCCCTGTCCTGTGCCGTGAAAGGCTTCTACCCCTCCGATATCGC
TGTGGAATGGGAGTCCAACGGCCAGCCCGAGAACAACTACAAGACCACCCCCCCTGTGCTGGACTCCGA
CGGCTCATTCTTCCTGGTGTCCAAGCTGACCGTGGACAAGTCCCGGTGGCAGCAGGGCAACGTGTTCTC
CTGCTCCGTGATGCACGAGGCCCTGCACAACCACTACACCCAGAAGTCTCTAAGCTTGAGCCCCGGCGG
AGGTGGTGGAAGCGGAGGAGGTGGCTCTGGAGGGGGTGGAAGCGGAGGTGGAGGTGGATCCAGCTGGAT
GGAAGAAGTGATTAAACTGTGTGGCCGCGAACTGGTGCGCGCGCAGATTGCGATTTGCGGCATGAGCAC
CTGGAGC

R1x014DDdel2aa

GACAAGACCCACACCTGTCCTCCATGCCCGGCGCCTGAGTTCGAGGGCGGACCCTCCGTGTTCCTGTTC
CCCCCAAAGCCCAAGGACACCCTGATGATCTCCCGGACCCCCGAAGTGACCTGCGTGGTGGTGGACGTG
TCCCACGAGGACCCTGAAGTGAAGTTCAATTGGTACGTGGACGGCGTGGAAGTGCACAACGCCAAGALCC
AAGCCCAGAGAGGAACAGTACAACTCCACCTACCGGGTGGTGTCCGTGCTGACCGTGCTGCACCAGGAC
TGGCTGAACGGCARAAGAGTACAAGTGCAAGGTCTCCAACAAGGCCCTGCCCGCCTCCATCGAAAAGACC
ATCTCCAAGGCCAAGGGCCAGCCCCGCGAGCCTCAGGTGTGCACACTGCCCCCCAGCCGGGAAGAGATG
ACCAAGAACCAGGTGTCCCTGTCCTGTGCCGTGAAAGGCTTCTACCCCTCCGATATCGCTGTGGAATGG
GAGTCCAACGGCCAGCCCGAGAACAACTACAAGACCACCCCCCCTGTGCTGGACTCCGACGGCTCATTC
TTCCTGGTGTCCAAGCTGACCGTGGACAAGTCCCGGTGGCAGCAGGGCAACGTGTTCTCCTGCTCCGTG
ATGCACGAGGCCCTGCACAACCACTACACCCAGAAGTCTCTAAGCTTGAGCCCCGGCGGAGGTGGTGGA
AGCGGAGGAGGTGGCTCTGGAGGGGGTGGAAGCGGAGGTGGAGGTGGATCCAGCTGGATGGAAGAAGTG
ATTAAACTGTGTGGCCGCGAACTGGTGCGCGCGCAGATTGCGATTTGCGGCATGAGCACC

R1x014DDdel3aa

GACAAGACCCACACCTGTCCTCCATGCCCGGCGCCTGAGTTCGAGGGCGGACCCTCCGTGTTCCTGTTC
CCCCCAAAGCCCAAGGACACCCTGATGATCTCCCGGACCCCCGAAGTGACCTGCGTGGTGGTGGACGTG
TCCCACGAGGACCCTGAAGTGAAGTTCAATTGGTACGTGGACGGCGTGGAAGTGCACAACGCCAAGACC
AAGCCCAGAGAGGAACAGTACAACTCCACCTACCGGGTGGTGTCCGTGCTGACCGTGCTGCACCAGGAC
TGGCTGAACGGCAAAGAGTACAAGTGCAAGGTCTCCAACAAGGCCCTGCCCGCCTCCATCGAAAAGACC
ATCTCCAAGGCCAAGGGCCAGCCCCGCGAGCCTCAGGTGTGCACACTGCCCCCCAGCCGGGAAGAGATG
ACCAAGAACCAGGTGTCCCTGTCCTGTGCCGTGAAAGGCTTCTACCCCTCCGATATCGCTGTGGAATGG
GAGTCCAACGGCCAGCCCGAGAACAACTACAAGACCACCCCCCCTGTGCTGGACTCCGACGGCTCATTC
TTCCTGGTGTCCAAGCTGACCGTGGACAAGTCCCGGTGGCAGCAGGGCAACGTGTTCTCCTGCTCCGTG
ATGCACGAGGCCCTGCACAACCACTACACCCAGAAGTCTCTAAGCTTGAGCCCCGGCGGAGGTGGTGGA
AGCGGAGGAGGTGGCTCTGGAGGGGGTGGAAGCGGAGGTGGAGGTGGATCCAGCTGGATGGAAGAAGTG
ATTAAACTGTGTGGCCGCGAACTGGTGCGCGCGCAGATTGCGATTTGCGGCATGAGC

R347R1x011DD

GAGGTGCAGCTGCTCGAGTCAGGGGGAGGCTTGGTACAGCCGGGGGGGTCCCTGAGACTCTCCTGTACA
ACCTCTGGATTCACCTTTAACACGTATGCCATGAGTTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGAA
TGGCTCTCAGGTATTAATAACAATGGTCGGACTGCATTCTACGCAGACTCCGTGAAGGGCCGCTTC
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ACCATCTCCAGAGACAACTCCAAAAACACACTTTATCTGCAARATTAATAGTCTGAGAGCGGACGACACG
GCCGTTTATTTCTGTGCGAAAGATGTCAGATTTATCGCAGTGCCTGGTGACTCCTGGGGCCAGGGAACC
CTGGTCACCGTCTCCTCAGCCTCCACCAAGGGCCCATCGGTCTTCCCCCTGGCCCCCAGCAGCAAGAGC
ACCAGCGGCGGCACAGCCGCCCTGGGCTGCCTGGTGAAGGACTACTTCCCCGAGCCCGTGACCGTGTCC
TGGAACAGCGGAGCCCTGACCTCCGGCGTGCACACCTTCCCCGCCGTGCTGCAGAGCAGCGGCCTGTAC
AGCCTGAGCAGCGTGGTGACAGTGCCAAGCAGCAGCCTGGGCACCCAGACCTACATCTGCAACGTGAAC
CACAAGCCCAGCAACACCAAGGTGGACAAGAGAGTTGAGCCCAAATCTTGTGACAAGACCCACACCTGT
CCTCCATGCCCGGCGCCTGAGTTCGAGGGCGGACCCTCCGTGTTCCTGTTCCCCCCAAAGCCCAAGGAC
ACCCTGATGATCTCCCGGACCCCCGAAGTGACCTGCGTGGTGGTGGACGTGTCCCACGAGGACCCTGAA
GTGAAGTTCAATTGGTACGTGGACGGCGTGGAAGTGCACAACGCCAAGACCAAGCCCAGAGAGGAACAG
TACAACTCCACCTACCGGGTGGTGTCCGTGCTGACCGTGCTGCACCAGGACTGGCTGAACGGCAAAGAG
TACAAGTGCAAGGTCTCCAACAAGGCCCTGCCCGCCTCCATCGAAAAGACCATCTCCAAGGCCAAGGGC
CAGCCCCGCGAGCCTCAGGTGTACACACTGCCCCCCTGCCGGGAAGAGATGACCAAGAACCAGGTGTCC
CTGTGGTGTCTGGTGAAAGGCTTCTACCCCTCCGATATCGCTGTGGAATGGGAGTCCAACGGCCAGCCC
GAGAACAACTACAAGACCACCCCCCCTGTGCTGGACTCCGACGGCTCATTCTTCCTGTACTCCAAGCTG
ACCGTGGACAAGTCCCGGTGGCAGCAGGGCAACGTGTTCTCCTGCTCCGTGATGCACGAGGCCCTGCAC
AACCACTACACCCAGAAGTCTCTAAGCTTGAGCCCCGGCGGAGGTGGTGGAAGCGGAGGAGGTGGCTCT
GGAGGGGGTGGAAGCGGAGGTGGAGGTGGATCCCAGCTCTACTCAGCGCTCGCTAATAAGTGTTGTCAT
GTGGGATGCACAAAGCGGTCTCTCGCCAGATTCTGC

R347R1x014DD

GAGGTGCAGCTGCTCGAGTCAGGGGGAGGCTTGGTACAGCCGGGGGGGTCCCTGAGACTCTCCTGTACA
ACCTCTGGATTCACCTTTAACACGTATGCCATGAGTTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGAA
TGGCTCTCAGGTATTAATAACAATGGTCGGACTGCATTCTACGCAGACTCCGTGAAGGGCCGCTTCACC
ATCTCCAGAGACAACTCCAAAAACACACTTTATCTGCAAATTAATAGTCTGAGAGCGGACGACACGGCC
GTTTATTTCTGTGCGAAAGATGTCAGATTTATCGCAGTGCCTGGTGACTCCTGGGGCCAGGGAACCCTG
GTCACCGTCTCCTCAGCCTCCACCAAGGGCCCATCGGTCTTCCCCCTGGCCCCCAGCAGCAAGAGCACC
AGCGGCGGCACAGCCGCCCTGGGCTGCCTGGTGAAGGACTACTTCCCCGAGCCCGTGACCGTGTCCTGG
AACAGCGGAGCCCTGACCTCCGGCGTGCACACCTTCCCCGCCGTGCTGCAGAGCAGCGGCCTGTACAGC
CTGAGCAGCGTGGTGACAGTGCCAAGCAGCAGCCTGGGCACCCAGACCTACATCTGCAACGTGAACCAC
AAGCCCAGCAACACCAAGGTGGACAAGAGAGTTGAGCCCAAATCTTGTGACAAGACCCACACCTGTCCT
CCATGCCCGGCGCCTGAGTTCGAGGGCGGACCCTCCGTGTTCCTGTTCCCCCCAAAGCCCAAGGACACC
CTGATGATCTCCCGGACCCCCGAAGTGACCTGCGTGGTGGTGGACGTGTCCCACGAGGACCCTGAAGTG
AAGTTCAATTGGTACGTGGACGGCGTGGAAGTGCACAACGCCAAGACCAAGCCCAGAGAGGAACAGTAC
AACTCCACCTACCGGGTGGTGTCCGTGCTGACCGTGCTGCACCAGGACTGGCTGAACGGCARAGAGTAC
AAGTGCAAGGTCTCCAACAAGGCCCTGCCCGCCTCCATCGARAAGACCATCTCCAAGGCCAAGGGCCAG
CCCCGCGAGCCTCAGGTGTGCACACTGCCCCCCAGCCGGGAAGAGATGACCAAGAACCAGGTGTCCCTG
TCCTGTGCCGTGARAAGGCTTCTACCCCTCCGATATCGCTGTGGAATGGGAGTCCAACGGCCAGCCCGAG
AACAACTACAAGACCACCCCCCCTGTGCTGGACTCCGACGGCTCATTCTTCCTGGTGTCCARGCTGACC
GTGGACAAGTCCCGGTGGCAGCAGGGCAACGTGTTCTCCTGCTCCGTGATGCACGAGGCCCTGCACAAC
CACTACACCCAGAAGTCTCTAAGCTTGAGCCCCGGCGGAGGTGGTGGAAGCGGAGGAGGTGGCTCTGGA
GGGGGTGGAAGCGGAGGTGGAGGTGGATCCAGCTGGATGGAAGAAGTGATTAAACTGTGTGGCCGCGAA
CTGGTGCGCGCGCAGATTGCGATTTGCGGCATGAGCACCTGGAGC
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R347 L

GAGCTCGTGTTGACTCAGCCTGCCTCCGTGTCTGGGTCTCCTGGACAGTCGATCACCATCTCCTGCACT
GGAACCAGCAGTGACGTTGGTGGTTATAACTATGTCTCCTGGTACCAACAGCACCCAGGCAAAGCCCCC
AAACTCATGATTTATGATGTCAGTAAGCGGCCCTCAGGGGTTTCTAATCGCTTCTCTGGCTCCAAGTCT
GGCAACACGGCCTCCCTGACCATCTCTGGGCTCCAGGCTGAGGACGAGGCTGATTATTACTGCAGCTCA
TATACAAGCAGCAGCACTTTGGTATTCGGCGGAGGGACCAAGCTGACCGTCCTAGGTCAGCCCAAGGCT
GCCCCCTCGGTCACTCTGTTCCCGCCCTCCTCTGAGGAGCTTCAAGCCAACAAGGCCACACTGGTGTGT
CTCATAAGTGACTTCTACCCGGGAGCCGTGACAGTGGCCTGGAAGGCAGATAGCAGCCCCGTCAAGGCG
GGAGTGGAGACCACCACACCCTCCAAACAAAGCAACAACAAGTACGCGGCCAGCAGCTATCTGAGCCTG
ACGCCTGAGCAGTGGAAGTCCCACAGAAGCTACAGCTGCCAGGTCACGCATGAAGGGAGCACCGTGGAG
AAGACAGTGGCCCCTACAGAATGTTCA

RELAX0126

GATAAAACCCATACCTGCCCGCCGTGCCCGGCGCCGGAACTGCTGGGCGGCCCGAGCGTGTTTCTGTTT
CCGCCGAAACCGARAAGATACCCTGATGATTAGCCGCACCCCGGAAGTGACCTGCGTGGTGGTGGATGTG
AGCCATGAAGATCCGGAAGTGAAATTTAACTGGTATGTGGATGGCGTGGAAGTGCATAACGCGARAAACC
ARANCCGCGCGAAGAACAGTATAACAGCACCTATCGCGTGGTGAGCGTGCTGACCGTGCTGCATCAGGAT
TGGCTGAACGGCAAAGAATATAAATGCAAAGTGAGCAACARAAGCGCTGCCGGCGCCGATTGAAAAAACC
ATTAGCAAAGCGAAAGGCCAGCCGCGCGAACCGCAGGTGTATACCCTGCCGCCGAGCCGCGATGAACTG
ACCAAAAACCAGGTGAGCCTGACCTGCCTGGTGAAAGGCTTTTATCCGAGCGATATTGCGGTGGAATGG
GAAAGCAACGGCCAGCCGGAAAACAACTATARARCCACCCCGCCGGTGCTGGATAGCGATGGCAGCTTT
TTTCTGTATAGCAARACTGACCGTGGATAAAAGCCGCTGGCAGCAGGGCAACGTGTTTAGCTGCAGCGTG
ATGCATGAAGCGCTGCATAACCATTATACCCAGAAAAGCCTGAGCCTGAGCCCGGGCAAAGGCGGCAGC
CCGCAGCTGTATAGCGCGCTGGCGAACAAATGCTGCCATGTGGGCTGCACCAAACGCAGCCTGGCGCGC
TTTTGCGGCGGCGGCAGCGGCGGCGGCAGCGGCAGCTGGATGGAAGAAGTGATTAAACTGTGTGGCCGC
GAACTGGTGCGCGCGCAGATTGCGATTTGCGGCATGAGCACCTGGAGC

RELAX0127

GATAAGACACACACCTGTCCTCCATGTCCTGCTCCAGAACTGCTCGGCGGACCCTCTGTGTTCCTGTTT
CCTCCAAAGCCTAAGGACACCCTGATGATCTCTCGGACCCCTGAAGTGACCTGCGTGGTGGTGGATGTG
TCTCACGAGGATCCCGAAGTGAAGTTCAATTGGTACGTGGACGGCGTGGAAGTGCACAACGCCAAGACC
AAGCCTAGAGAGGAACAGTACAACTCCACCTACAGAGTGGTGTCCGTGCTGACCGTGCTGCACCAGGAT
TGGCTGAACGGCAAAGAGTACAAGTGCAAGGTGTCCAACAAGGCCCTGCCTGCTCCTATCGAAAAGACC
ATCTCCAAGGCTAAGGGCCAGCCTCGGGAACCTCAGGTTTACACACTGCCTCCATCTCGGGACGAGCTG
ACCAAGAATCAGGTGTCCCTGACCTGCCTGGTCAAGGGCTTCTACCCTTCCGATATCGCCGTGGAATGG
GAGTCCAATGGCCAGCCTGAGAACAACTACAAGACCACACCTCCTGTGCTGGACTCCGACGGCTCATTC
TTCCTGTACTCCAAGCTGACAGTGGACAAGTCTCGGTGGCAGCAGGGCAACGTGTTCTCCTGTTCTGTG
ATGCACGAGGCCCTGCACAACCACTACACCCAGAAGTCCCTGTCTCTGTCCCCTGGAAAAGGCGGTTCT
GGTGGCTCTCCTCAGCTGTACTCTGCCCTGGCCAACAAGTGTTGTCACGTGGGCTGCACCAAGCGGTCC
CTGGCTAGATTTTGTGGCGGTGGAAGTGGCGGCGGATCCGGCTCTTGGATGGAAGAGGTTATCAAGCTG
TGCGGCAGAGAACTCGTGCGGGCCCAGATCGCTATCTGTGGCATGTCCACCTGGTCC
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RELAX0128

GATAAGACACATACCTGTCCTCCATGTCCTGCTCCAGAGCTGCTCGGAGGCCCTTCCGTGTTTCTGTTC
CCTCCAAAGCCTAAGGACACCCTGATGATCTCTCGGACCCCTGAAGTGACCTGCGTGGTGGTGGATGTG
TCTCACGAGGATCCCGAAGTGAAGTTCAATTGGTACGTGGACGGCGTGGAAGTGCACAACGCCAAGACC
AAGCCTAGAGAGGAACAGTACAACTCCACCTACAGAGTGGTGTCCGTGCTGACCGTGCTGCACCAGGAT
TGGCTGAACGGCARAAGAGTACAAGTGCAAGGTGTCCAACAAGGCCCTGCCTGCTCCTATCGAAAAGACC
ATCTCCAAGGCCAAGGGCCAGCCTAGGGAACCCCAGGTTTACACCTTGCCTCCATCTCGGGACGAGCTG
ACCAAGAACCAGGTGTCCCTGACCTGTCTGGTCAAGGGCTTCTACCCCTCCGATATCGCCGTGGAATGG
GAGTCTAATGGCCAGCCTGAGAACAACTACAAGACCACACCTCCTGTGCTGGACTCCGACGGCTCATTC
TTCCTGTACTCCAAGCTGACAGTGGACAAGTCCAGATGGCAGCAGGGCAACGTGTTCTCCTGCTCCGTG
ATGCACGAGGCCCTGCACAATCACTACACCCAGAAGTCCCTGTCTCTGTCCCCTGGCAAAGGTGGCAGC
GGAGGTTCCGGAGGATCTCCTCAGCTGTACTCTGCCCTGGCCAACAAGTGTTGCCACGTGGGCTGCACC
AAGAGATCCCTGGCCAGATTTTGTGGCGGCGGATCTGGCGGAGGTTCCGGCTCTTGGATGGAAGAAGTG
ATCAAGCTCTGCGGCAGAGAACTCGTGCGGGCCCAGATCGCTATCTGCGGCATGTCTACCTGGTCC

RELAX0009

TTCAATTGGTACGTGGACGGCGTGGAAGTGCACAACGCCAAGACCAAGCCCAGAGAGGAACAGTACAAC
TCCACCTACCGGGTGGTGTCCGTGCTGACCGTGCTGCACCAGGACTGGCTGAACGGCAAAGAGTACAAG
TGCAAGGTCTCCAACAAGGCCCTGCCCGCCTCCATCGAARAAGACCATCTCCAAGGCCAAGGGCCAGCCC
CGCGAGCCTCAGGTGTACACACTGCCCCCCAGCCGGGARAGAGATGACCAAGAACCAGGTGTCCCTGACC
TGTCTGGTGAAAGGCTTCTACCCCTCCGATATCGCTGTGGAATGGGAGTCCAACGGCCAGCCCGAGAAC
AACTACAAGACCACCCCCCCTGTGCTGGACTCCGACGGCTCATTCTTCCTGTACTCCAAGCTGACCGTG
GACAAGTCCCGGTGGCAGCAGGGCAACGTGTTCTCCTGCTCCGTGATGCACGAGGCCCTGCACAACCAC
TACACCCAGAAGTCTCTGTCCCTGAGCCCCGGC

R1x014d

GACAAGACCCACACCGCTTGTCCTCCATGCCCGGCGCCTGAGTTCGAGGGCGGACCCTCCGTGTTCCTG
TTCCCCCCAAAGCCCAAGGACACCCTGATGATCTCCCGGACCCCCGAAGTGACCTGCGTGGTGGTGGAC
GTGTCCCACGAGGACCCTGAAGTGAAGTTCAATTGGTACGTGGACGGCGTGGAAGTGCACAACGCCAAG
ACCAAGCCCAGAGAGGAACAGTACAACTCCACCTACCGGGTGGTGTCCGTGCTGACCGTGCTGCACCAG
GACTGGCTGAACGGCAAAGAGTACAAGTGCAAGGTCTCCAACAAGGCCCTGCCCGCCTCCATCGAAAAG
ACCATCTCCAAGGCCAAGGGCCAGCCCCGCGAGCCTCAGGTGTGCACACTGCCCCCCAGCCGGGAAGAG
ATGACCAAGAACCAGGTGTCCCTGTCCTGTGCCGTGARAAGGCTTCTACCCCTCCGATATCGCTGTGGAA
TGGGAGTCCAACGGCCAGCCCGAGAACAACTACAAGACCACCCCCCCTGTGCTGGACTCCGACGGCTCA
TTCTTCCTGGTGTCCAAGCTGACCGTGGACAAGTCCCGGTGGCAGCAGGGCAACGTGTTCTCCTGCTCC
GTGATGCACGAGGCCCTGCACAACCACTACACCCAGAAGTCTCTAAGCTTGAGCCCCGGCGGAGGTGGT
GGAAGCGGAGGAGGTGGCTCTGGAGGGGGTGGAAGCGGAGGTGGAGGTGGATCCAGCTGGATGGAAGAA
GTGATTAAACTGTGTGGCCGCGAACTGGTGCGCGCGCAGATTGCGATTTGCGGCATGAGCACCTGGAGC
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R1x042R

GACAAGACCCACACCGCTTGTCCTCCATGCCCGGCGCCTGAGTTCGAGGGCGGACCCTCCGTGTTCCTG
TTCCCCCCAAAGCCCAAGGACACCCTGATGATCTCCCGGACCCCCGAAGTGACCTGCGTGGTGGTGGAC
GTGTCCCACGAGGACCCTGAAGTGAAGTTCAATTGGTACGTGGACGGCGTGGAAGTGCACAACGCCAAG
ACCAAGCCCAGAGAGGAACAGTACAACTCCACCTACCGGGTGGTGTCCGTGCTGACCGTGCTGCACCAG
GACTGGCTGAACGGCAAAGAGTACAAGTGCAAGGTCTCCAACAAGGCCCTGCCCGCCTCCATCGAAAAG
ACCATCTCCAAGGCCAAGGGCCAGCCCCGCGAGCCTCAGGTGTACACACTGCCCCCCTGCCGGGAAGAG
ATGACCAAGAACCAGGTGTCCCTGTGGTGTCTGGTGAAAGGCTTCTACCCCTCCGATATCGCTGTGGAA
TGGGAGTCCAACGGCCAGCCCGAGAACAACTACAAGACCACCCCCCCTGTGCTGGACTCCGACGGCTCA
TTCTTCCTGTACTCCAAGCTGACCGTGGACAAGTCCCGGTGGCAGCAGGGCAACGTGTTCTCCTGCTCC
GTGATGCACGAGGCCCTGCACAACCACTACACCCAGAAGTCTCTAAGCTTGAGCCCCGGCGGAGGTGGT
GGAAGCGGAGGAGGTGGCTCTGGAGGGGGTGGAAGCGGAGGTGGAGGTGGATCCCAGCTCTACTCAGCG
CTCGCTAATAAGTGTTGTCGAGTGGGATGCACAAAGCGGTCTCTCGCCAGATTCTGC

R1x052A

GACAAGACCCACACCTGTCCTCCATGCCCGGCGCCTGAGTTCGAGGGCGGACCCTCCGTGTTCCTGTTC
CCCCCAAAGCCCAAGGACACCCTGATGATCTCCCGGACCCCCGAAGTGACCTGCGTGGTGGTGGACGTG
TCCCACGAGGACCCTGAAGTGAAGTTCAATTGGTACGTGGACGGCGTGGAAGTGCACAACGCCAAGACC
AAGCCCAGAGAGGAACAGTACAACTCCACCTACCGGGTGGTGTCCGTGCTGACCGTGCTGCACCAGGAC
TGGCTGAACGGCAAAGAGTACAAGTGCAAGGTCTCCAACAAGGCCCTGCCCGCCTCCATCGAAAAGACC
ATCTCCAAGGCCAAGGGCCAGCCCCGCGAGCCTCAGGTGTACACACTGCCCCCCTGCCGGGAAGAGATG
ACCAAGAACCAGGTGTCCCTGTGGTGTCTGGTGAAAGGCTTCTACCCCTCCGATATCGCTGTGGAATGG
GAGTCCAACGGCCAGCCCGAGAACAACTACAAGACCACCCCCCCTGTGCTGGACTCCGACGGCTCATTC
TTCCTGTACTCCAAGCTGACCGTGGACAAGTCCCGGTGGCAGCAGGGCAACGTGTTCTCCTGCTCCGTG
ATGCACGAGGCCCTGCACAACCACTACACCCAGAAGTCTCTAAGCTTGAGCCCCGGCGGAGGTGGTGGA
AGCGGAGGAGGTGGCTCTGGAGGGGGTGGAAGCGGAGGTGGAGGTGGATCCCAGCTCTACTCAGCGCTC
GCTAATAAGTGTTGTCATGTGGGATGCACAAAGCGGTCTCTCGCCAGAGCGTGC
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