CB00029_Sequence_List.ST25
SEQUENCE LISTING

<110> oOxford BioTherapeutics

<120> ANTIBODIES SPECIFIC TO CADHERIN-17
<130> 0800029

<160> 137

<170> PatentIn version 3.3

<210> 1

<211> 10

<212> PRT

<213> Mus musculus
<400> 1

Gly Phe Thr Phe Ser Asn Tyr Gly Met Ser
1 5 10

<210> 2

<211> 10

<212> PRT

<213> Mus musculus

<400> 2

Gly Tyr Thr Phe Ser Asp His Ala Ile His
1 5 10
<210> 3

<211> 10

<212> PRT

<213> Mus musculus

<400> 3

Gly Tyr Thr Phe Thr Asp His Ala Ile His
i 5 10
<210> 4

<211> 10

<212> PRT

<213> Mus musculus

<400> 4

Gly Tyr Thr Leu Thr Asp His Thr Ile His
1 5 10
<210> 5

<211> 17

<212> PRT

<213> Mus musculus

<400> 5

Ala ITe Asn Arg Asp Gly Gly Thr Thr 1%r Tyr Thr Asp Asn val Lys
1 5 15

Gly
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<210>
<211>
<212>
<213>

<400>

0B00029_Sequence_List.ST25

6

17

PRT

MuUs musculus

6

Tyr Ile Tyr Pro Arg His Gly Thr Thr Asn Tyr Asn Glu Asn Phe Lys
1 5

Gly

<210>
<211>
<212>
<213>

<400>

10 15

7

17

PRT

MUs musculus

7

Tyr Ile Tyr Pro Glu His Gly Thr Ile Lys Tyr Asn Glu Lys Phe Lys
1 5 i0 15

Gly

<210>
<211>
<212>
<213>

<400>

b3
i7
PRT ‘
Mus musculus

8

Tyr ITe Tyr Pro Arg Asp Gly Ile Thr Gly Tyr Asn Glu Lys pPhe Lys
1 5 10 15

Gly

<210>
<211>
<21272>
<213>

<400>

9

i7

PRT

Mus musculus

9

Tyr Ile Tyr Pro érg Asp Gly Phe Thr E%s Tyr Asn Glu Lys Phe Lys
1 15

Gly

<210>
<211>
<212>
<213>

10

17

PRT

Mus musculus
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<400> 10

Tyr ITe Tyr Pro Glu His Gly Ser Ile Thr Tyr Asn Glu Lys Phe Lys
1 5 10 15

Gly

<210> 11

<211l> 17

<212> PRT

<213> M™Mus musculus

<400> 11

Tyr Ile Tyr Pro Arg Asp Asp Phe Ala Lys val Asn Glu Lys Phe Lys
1 5 10 15

Gly

<210> 12

<211> 17

<212> PRT

<213> Mus musculus

<400> 12

Tyr ITe Tyr Pro Glu His Gly Thr Ile Thr Tyr Asn Glu Lys Phe Lys
1 5 10 15
Gly

<210> 13

<211> 17

<212> PRT

<213> Mus musculus

<400> 13

Tyr Ile Phe Pro Arg Asp Ala Phe Ser Leu Asn Asn Glu Lys Phe Lys
1 5 15

Gly

<210> 14

<211 11

<212> PRT

<213> Mus musculus
<400> 14

Phe Leu Leu Trp Asp Gly Trp Tyr Phe Asp val
1 5 10

<210> 15
<211> 9
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<2iZ2> PRT
<213> Mus musculus
<400> 15

Arg Asn Tyr Phe Tyr val Met Asp Tyr
1 5

<210> 16

<211> 9

<212> PRT

<213> Mus musculus
<400> 16

Thr Asn Tyr Phe Tyr val Met Glu Tyr
1 5
<210> 17

<211> 13

<212> PRT

<213> Mus musculus
<400> 17

Gly Tyr Ser Tyr Arg Asn Tyr Ala Tyr Tyr Tyr Asp Tyr
1 5 10

<210> 18

<211> 9

<212> PRT

<213> Mus musculus
<400> 18

Arg Asn Tyr Leu Tyr I'le Met Asp Tyr
1 5

<210> 19

<211> 9

<212> PRT

<213> Mus musculus
<400> 19

Thr Asn Tyr Phe Tyr Thr Met Asp Tyr
1 5

<210> 20

<211> 9

<212> PRT

<213> Mus musculus
<400> 20

Arg Asn Tyr Leu Tyr val Met Asp Tyr
1 5

<210> 21
<211> 9
<212> PRT

<213> Mus musculus
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<400> 21

Thr Asn Tyr Leu Tyr
1 5

<210> 22
<211> 16
<212> PRT

<213> Mus musculus
<400> 22

Arg Ser Ser Gln Ser

1 5
<210> 23

<Z211> 16

<212> PRT

<213> Mus musculus
<400> 23

Thr Ser Ser Lys Ser
1 5

<210> 24
<211> 17
<212> PRT

<213> Mus musculus
<400> 24

Lys Ser Ser Gln Ser
1 5

Ala

<210> 25

<211> 16

<212> PRT

<213> Mus musculus
<400> 25

Arg Ser Sser Lys Ser
1 5
<210> 26

<211> 16

<212> PRT

<213> Mus musculus
<400> 26

Arg Ser Ser Lys Ser
1 5
<210> 27

<211> 16

0B00029_Sequence_List.$T25

Ite Met Asp Tyr

Leu Leu His Ser Asn Gly Asn Thr Tyr Leu His

10 15

Leu Leu Arg Ser Asn Gly Asn Thr Tyr Leu Tyr
10 - 15

Leu Leu His Ser Ser Asn Gln Lys Asn Tyr Leu
15

L.eu Leu Arg Ser Asn Gly Asn Thr Tyr Leu Tyr
10 15

Leu lLeu Arg Thr Asn Gly Asn Thr Tyr Leu His
1 15
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<212> PRT
<213> Mus musculus
<400> 27

Arg Ser Thr Lys Ser lLeu Leu Arg Ser Asn Gly Asn Thr Tyr Leu Tyr
1 5 10 15

<210> 28

<211> 7

<212> PRT

<213> Mus musculus

<400> 28

Lys val Ser Asn Arg Phe Ser
1 5

<210> 29

<211> 7

<212> PRT

<213> Mus musculus

<400> 29

Arg Met Ser Asn Leu Ala Ser
1 ) 5

<210> 30

- <211> 7

<212> PRT

<213> Mus musculus

<400> 30

Trp Ala Ser Thr Arg Glu Ser
1 5

<210> 31

<211> 7

<212> PRT

<213> Mus musculus
<400> 31

Arg Leu Ser Asn Leu Ala Ser
1 5

<210> 32

«<211> 8§

<212> PRT

<213> Mus musculus

<400> 32

Ser Gln Ser Thr His val Leu Thr
1 5

<210> 33
<211> 9
<212> PRT

<213> Mus musculus
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<400> 33

Met Gin His Leu Glu Tyr Pro Phe Thr
1 5

<210> 34

<211> 9

<212> PRT

<213> Mus musculus

<400> 34

Gln GIn Tyr Tyr Ser Tyr Pro Trp Thr
i 5

<210> 35

<211> 260

<212> PRT

<213> Mus musculus

<400> 35

Lteu Gly Lys Pro Trp Arg Tyr Pro Arg Phe val His Gly Glu Asn Lys
1 5 10 15

val Lys GIn Ser Thr Ile Ala Leu Ala lLeu Leu Pro Leu Leu Phe Thr
20 25 30

Pro val Ala Lys Ala Glu val GIn Leu Leu Glu Thr Gly Gly Gly val
35 40 45

val Lys Pro Gly Gly Ser Leu Lys Leu Ser Cys Ala Ala ser Gly Phe
50 55 60

Thr Phe Ser Asn Tyr Gly Met Ser Trp val Arg Gin Thr Pro Glu Lys
55 70 75 80

Arg Leu Glu Trp §%1 Ala Ala Ile Asn ggg Asp Gly Gly Thr ggr Tyr

Tyr Thr Asp Asn val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala
100 105 110

Lys Asn Ser Leu Tyr Leu Gln Met Ser Ser lLeu Arg Ser Glu Asp Thr
115 120 125

Ala Leu Tyr Tyr Cys Ala Arg GIn Phe Leu Leu Trp Asp Gly Trp Tyr
130 135 140

phe Asp val Trp Gly Ala Gly Thr Thr val Thr val Ser Ser Ala Lys
145 150 155 160

Thr Thr Pro Pro Ser val Tyr Pro Leu Ala Pro Gly Ser Ala Ala Gln
165 170 175
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Thr Asn Ser Met val Thr Leu Gly Cys Leu val Lys Gly Tyr phe Pro
180 185 190

Glu Pro val Thr val Thr Trp Asn Ser Gly Ser Leu Ser Ser Gly val
195 200 205

His Thr rhe Pro Ala val Leu Gin Ser Asp Leu Tyr Thr Leu Ser Ser
210 215 220

ser val Thr val Pro Ser Ser Thr Trp Pro Ser Glu Thr val Thr Cys
225 230 235 240

Asn val Ala His Pro Ala Ser Ser Thr Lys val Asp Lys Lys Ile val
245 250 255

Pro Arg Asp Cys

260
<210> 36
<211> 258
<212> PRT
<213> Mus muscuius
<400> 36

Leu Gly Lys Pro Trp Arg Tyr Pro Arg Phe val His Gly Glu Asn Lys
1 5 10 15

val Lys Gln Ser Thr Ile Ala Leu Ala Leu Leu Pro Leu Leu Phe Thr
20 25 30

Pro val Ala Lys Ala GlIn val GlIn Leu GIn Gin Ser Asp Ala Glu Leu
35 40 45

val Lys Pro Gly Ala Ser val Lys Ile Ser Cys Lys val Ser Gly Tyr
50 55 60

Thr Phe Ser Asp His Ala Ile His Trp Met Ser Gln Arg Pro Gly Gln
65 70 75 80

Gly Leu Lys Trp Ile Gly Tyr Ile Tyr Pro Arg His Gly Thr Thr Asn
85 90 95

Tyr Asn Glu Asn Phe Lys Gly Lys Ala Thr Leu Thr Ala Asp Thr Ser
100 105 110

Ser Ser Thr Ala Tyr Met Gln Leu Asn Ser Leu Thr Ser Glu Asp Ser
115 120 125

Ala val Tyr Phe Cys Ala Arg Met Arg Asn Tyr Phe Tyr val Met Asp
130 135 140
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Tyr

145

Pro

Ser

val

Phe

Thr

225

Ala

Asp

Trp

Pro

Met

Thr

Pro

210

val

His

Cys

<210>
<211i>
<212>
<213>

<400>

Gly

ser

val

val

195

Ala

Pro

Pro

37
258
PRT

Gin

val

Thr

180

Thr

val

Ser

Ala

Gly

Tyr

165

Leu

Trp

Leu

Ser

Ser
245

Mus musculus

37

Leu Gly Lys
1

val

Pro

val

Thr

65

Gly

Tyr

Ser

Lys

val

Lys

50

Phe

Leu

Asn

Ser

Gln

Ala

35

Pro

Thr

Glu

Glu

Thr

Pro

Ser

20

LYS

Gly

Asp

Trp

Lys

100

Ala

Trp
5

Thr
Ala

Ala

Ile
RS

Phe

Tyr

Thr

150

Pro

Gly

Asn

Gln

Thr

230

Ser

Arg

Ile

Glin

Ser

Ala

70

Gly

Lys

Met

Leu

Cys

Sar

Ser

215

Trp

Thr

Tyr

Ala

val

val

55

1le

Tyr

Gly

GIn

OB00029_sequence _List.5T25
Ser val Thr val ser Ser Ala Lys

Ala

Leu

Gly

Asp

Pro

LYyS

Pro

Leu

Leu

40

Lys

His

Ile

Lys

Leu

Pro

val

185

Ser

Leu

Ser

val

Arg

Ala

25

Leu

ITe

Trp

Tyr

Ala

105

ASn

Gly

170

Lys

Leu

Tyr

Glu

ASp
250

phe

10

Leu

GIn

ser

val

Pro

90

Thr

155

Ser

Gly

Ser

Thr

Thr

235

LYS

val

Leu

Gin

Cys

Lys

75

Glu

l.eu

Ala

Tyr

Ser

Leu

220

val

Lys

His

Pro

sSer

Lys

60

GlIn

His

Thy

Ser Leu Thr

Page 9

Ala

Phe

Gly

Ser

Thr

Ile

Gly

Leu

ASD

45

Ala

Arg

Gly

Ala

Ser

Gln

Pro

190

val

Ser

Cys

val

Glu

Leu

30

Ala

Ser

Pro

Thr

ASD

110

Glu

Thr

Thr

175

Glu

His

Ser

Asn

Pro
255

Asn

15

Phe

Glu

Gly

Glu

Ile

95

LyS

Asp

Thr

160

AsSn

Pro

Thr

val

val

240

Arg

Lys

Thr

Leu

Tyr

Gln

80

LyS

Ser

ser



Ala

Tyr

145

Pro

ser

val

Phe

Thr

225

Ala

ASp

val

130

Trp

Pro

Met

Thr

Pro

210

val

Cys

<210>
<211>
<212>

<213>

<400

115

Tyr

Gly

Ser

val

val

195

Ala

Pro

Pro

38

262
PRT
Mus musculus

38

Eeu Gly Lys

val

Pro

val

Thr

65

Gly

Lys

val

l.eu

Gin

Ala
35

Pro

Thr

Glu

Phe

Glin

val

Thr

180

Thr

val

Ser

Ala

Pro

Ser

20

Lys

Gly

Asp

Trp

cys

Gly

Tyr

165

Leu

Trp

Leu

Ser

ser
245

Trp

Thr

Ala

Ala

His

Ile
85

Ser

Thr

150

Pro

Gly

Asn

Gin

Thr

230

ser

Arg

Ile

Glu

Ser

Thr

70

Gly

Leu

Cys

sSer

Ser

215

Trp

Thr

Tyr

Ala

val

val

35

Ile

Tyr

0B00029_Sequence_List.5T25

120

Leu Thr Asn Tyr Phe

val

Ala

Leu

Gly

200

Asp

Pro

LYs

Pro

Leu

GlIn

40

LysS

His

Ile

Thr

Pro

val

185

ser

Leu

ser

val

Arg

Ala

25

l.eu

Met

Trp

TYyr

val

Gly

Lys

Leu

Tyr

Glu

Asp
250

Phe

10

Leu

Gln

Ser

Met

Pro

Ser

155

Ser

Gly

Ser

Thr

Thr

235

Lys

val

Leu

Gin

Cys

Lys

Arg

140

Ser

Ala

Tyr

Ser

Leu

220

val

Lys

His

Pro

ser

ASp

Page 10

125

Tyr

Ala

Ala

Phe

Thr

Ile

Gly

Leu

val

45

val

Arg

Gly

val

LYS

GIn

Pro

190

val

ser

Cys

val

Glu

l.eu

30

Ala

Ser

Pro

Ile

Met

Thr

Thr

175

GTu

His

Ser

Asn

Pro
255

Asn

15

Phe

Glu

Gly

Glu

Thr
95

Thr

160

Asn

Pro

Thr

val

val

240

Arg

Lys

Thr

Leu

Tyr

GIn

80

Gly



Tyr

Ser

Ala

Tyr

145

Ala

Ala

Phe

Gly

ser

225

Thr

Asn

Ser

val

130

Tyr

LYS

Gln

Pro

val

210

ser

Cys

Glu

Thr

115

Tyr

TYr

Thr

Thr

Glu

195

ser

Asn

Ile val Pro

<210>
<211>
<212>
<213>

<400>

39
258
PRT

LYS

100

Ala

Phe

AsSp

Thr

Asn

180

Pro

Thr

val

Phe

Tyr

Cys

Tyr

Pro

165

Ser

val

Phe

Thr

ala

245

Asp

Mus musculus

39

Leu Gly Lys Pro Trp
1 5

val Lys GIn Ser Thr
20

Pro val Ala Lys Ala

35

val Lys Pro Gly Ala
50

LYS

Met

Ala

Trp

Pro

Met

Thr

Pro

val

230

His

Cys

Arg

ITe

GIn

ser

Gly

Glin

Arg

Gly

Ser

val

val

Ala

215

Pro

Pro

Tyr

Atla

val

val
55

OB00029 _sequence L.ist.ST25

Lys

Leu

1206

Trp

Gln

val

Thr

Thr

200

val

Ser

Ala

Pro

leu

Gln

40

Lys

Ala Thr Leu Thr Ala Asp

105

Asn Ser

Gly Tyr

Gly Thr

Tyr Pro
170

Leu Gly
185

Trp Asn

Leu Gn

ser Thr

Ser Ser
250

Arg Phe
10

Ala Leu
25

Leu G1n

Ile Ser

Leu

ser

Thr

155

Leu

Cys

ser

Ser

Trp

Thr

val

Leu

Gln

Cys

Thr

Tyr

140

Leu

Ala

Leu

Gly

220

Pro

Lys

His

Pro

Ser

Lys
60

Page 11

ser

125

Arg

Thr

Pro

vai

Ser

205

Leu

Ser

val

Gly

Leu

Asp
45

116

Gluy

Ash

val

Gly

LyS

196

Leu

Tyr

Glu

Asp

Glu
Lau
30

Ala

ser

Thr

AsSp

Tyr

Ser

Ser

175

Gly

Ser

Thr

Thr

LYS
255

Ash
15
Phe

Asp

Gly

ser

Ser

Ala

Ser

160

Ala

Tyr

Ser

Leu

val

240

Lys

Lys

Thr

Leu

Tvyr



Thr

65

Gly

Tyr

Ser

Ala

Tyr

145

Pro

Ser

va'l

Phe

Thr

225

Ala

Asp

Phe

Leu

Asn

ser

val

130

Trp

Pro

Met

Thr

Pro

210

val

His

Cys

<210>
<211>
<212>
<213>

<400>

Thr

Glu

Glu

Thr

115

Tyr

Gly

Ser

val

val

195

Ala

Pro

Pro

40
258
PRT

ASp

Trp

Lys

100

Ala

Phe

GlIn

val

Thr

180

Thr

val

Ser

Ala

His

Ile

85

Phe

Tyr

Cys

Gly

Tyr

165

Leu

Trp

Leu

Ser

ser
245

Mus musculus

40

Ala

70

Gly

LyS

Met

Ala

Thr

150

Pro

Gly

Asn

GIn

Thr

230

Ser

Ile

Tyr

Gly

Gin

Arg

Ser

Leu

Cys

Ser

Ser

215

Trp

Thr

OB00029_Sequence_List.ST25

His Trp val Lys GIn Arg Pro
75

Ile

Lys

Leu

120

Leu

val

Ala

Leu

Pro

Lys

Tyr

Ala

105

Asn

Arg

Thr

Pro

val

185

Ser

Leu

Ser

val

Pro

a0

Thr

Ser

Ash

val

Gly

Lys

Leu

TYyr

Glu

250

Glu

Leu

Leu

Tyr

Ser

155

Ser

Gly

ser

Thr

Thr

235

Lys

His

Thr

Thr

Leu

140

Ser

Ala

Tyr

ser

Leu

220

vatl

Lys

Gly

Ala

ser

125

Tyr

Ala

Ala

Phe

Gly

ser

Thr

Ile

Thr

Ile

LyS

Gln

Pro

180

val

ser

Cys

val

Glu

Ile

95

Lys

ASp

Met

Thr

Thr

175

Glu

His

Ser

ASh

Pro
255

Gin

80

Lys

ser

Ser

Asp

Thr

160

Asn

Pro

Thr

val

val

240

Arg

Lteu Gly Lys Pro Erp Arg Tyr Pro Arg Phe val His Gly Glu Asn Lys
1 15

10

val Lys GIn Ser Thr Ile Ala Leu Ala Leu Leu Pro Leu Leu Phe Thr

20

25
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Pro

val

Thr

65

Gly

Tyr

ser

Ala

Tyr

145

Pro

ser

val

Phe

Thr

225

Ala

Asp

val

Leu

Asn

ser

val

130

Trp

Pro

Met

Thr

Pro

210

val

His

Cys

<210>
<211>
<212>
<213>

<400

Ala

35

Pro

Thr

Glu

Glu

Thr

115

Tyr

Gly

Ser

val

val

195

Ala

Pro

Pro

41
258
PRT

Lys

Gly

ASD

Trp

Lys

100

Ala

Phe

Gln

val

Thr

180

Thr

val

Ser

Ala

Ala

Ala

His

Ile

85

Phe

Tyr

Cys

Gly

Tyr

165

Leu

Trp

Leu

Ser

Ser
245

Mus musculus

41

Leu Gly Lys Pro Trp

Gin

ser

Ala

70

Gly

Lys

Met

Ser

Thr

150

Pro

Gly

AsSh

Gln

Thr

230

Ser

val

55

Ile

Tyr

Gly

Gln

Arg

Ser

Leu

Cys

ser

Ser

215

Trp

Thr

OB00029_Sequence._List.5T25
val GIn Leu GIn Gln Ser Asp Ala

40

LYS

His

Ile

LysS

Leu

120

Leu

val

L.eu

Gly

200

Asp

Pro

Lys

Iie

Trp

Tyr

Ala

105

Asn

Thr

Thr

Pro

val

i85

Ser

Leu

Ser

val

ser

val

Pro

90

Thr

Ser

Asn

val

Gly

Lys

Leu

Tyr

Glu

Cys

Leu

Leu

Tyr

Ser

155

Ser

Gly

ser

Thr

Thr

235

Lys

Lys

60

Gln

His

Thr

Thr

Phe

140

Ser

Ala

Tyr

Ser

Leu

220

val

Lys

45

Ala

Arg

Gly

Ala

Ser

125

Tyr

Ala

Ala

Phe

Thr

Ile

ser

Pro

Thr

Asp

110

Glu

val

Lys

Gln

Pro

190

val

Ser

Cys

val

Glu

Gly

Glu

Ile

95

Lys

Asp

Met

Thr

Thr

175

Glu

His

sSer

Asn

Pro
255

Leu

Tyr

Gin

30

Lys

Ser

Ser

Thr

160

Asn

Pro

Thr

val

val

240

Arg

Arg Tyr Pro Arg Phe val His Gly Glu Asn Lys
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val

Pro

val

Thr

65

Gly

Tyr

Ser

Thr

Tyr

145

Pro

Ser

val

Phe

Thr

225

Ala

Asp

Lys

val

Leu

Asn

Ser

val

130

Trp

Pro

Met

Thr

Pro

210

val

His

Cys

<210>

Ala

35

Pro

Thr

Glu

Giu

Thr

115

Tyr

Gly

ser

val

val

195

Ala

Pro

Pro

42

Ser

20

Lys

Gly

Asp

Trp

LYysS

100

Ala

Phe

Gln

val

Thr

180

Thr

val

Ser

Ala

Thr

Ala

Ala

His

Ile

85

Phe

Tyt

Cys

Gly

Tyr

165

Leu

Trp

Leu

Ser

Ser
245

ITe

Gln

ser

Ala

70

Gly

LYS

Met

Ala

Thr

150

Pro

Gly

Asn

GIn

Thr

230

Ser

Ala

va'l

val

55

Ite

Tyr

Gly

Glin

Arg

Ser

Leu

cys

Ser

ser

215

Trp

Thr

0B00029_Sequence_List.ST25
10

Ley
Gln
40

Lys

His

LYS

Leu

120

Met

val

Ala

Leu

Gly

ASp

Pro

Lys

Ala Leu Leu Pro Leu Leu

25

Leu Gin

Ile ser

Trp Met

Tyr Pro

90

Ala Thr

105

Asn Ser

Thr Asn

Thr val

Pro Gly

val Lys

185

Ser ieu

Leu Tyr

ser Glu

val Asp

Gln

Cys

Lys

75

Arg

tLeu

Leu

Tyr

ser

155

Ser

Gly

Ser

Thr

Thr

235

Lys

Ser

Lys

60

Gln

Asp

Thr

Thr

Phe

140

ser

Ala

Tyr

Ser

l.ey

220

val

Lys

Page 14

Asp

45

val

Arg

Gly

Ala

Ser

125

TYr

Ala

Ala

Phe

Gly

Ser

Thr

Ile

30

Ala

Ser

Pro

Phe

ASp

116

Glu

Thr

Lys

GIn

Pro

190

val

Ser

Cys

val

15

Phe

Glu

Gly

Glu

Thr

95

Thr

Asp

Met

Thr

Thr

175

Glu

His

Ser

Asn

Pro
255

Thr

Leu

Tyr

GIn

30

Lys

Ser

Ser

ASD

Thr

160

Asn

Pro

Thr

val

val

240

Arg



<211>
<21i2>
<213>

<400>

258
PRT

Mus musculus

42

Lteu Gly Lys
1

val

Pro

val

Thr

65

Gly

Tyr

ser

Ala

Tyr

145

Pro

Ser

val

Phe

Thr

225

Ala

Lys

val

Leu

Asn

Ser

val

130

Trp

Pro

Met

Thr

Pro

210

val

His

GlIn

Ala

35

Pro

Thr

Glu

Glu

Thr

115

Tyr

Gly

Ser

val

val

195

Ala

Pro

Pro

Pro

ser

20

Lys

Gly

Asp

Trp

Lys

100

Ala

Phe

Gln

val

Thr

180

Thr

val

Ser

Ala

Trp
5
Thr
Ala
Ala
His
Ite
85
Phe
Tyr
Cys
Gly
Tyr
165
teu
Trp
Ley

Ser

ser
245

Arg

Ile

Gln

Ser

Ala

70

Gly

LYsS

Met

Ser

Thr

150

Pro

Gly

Asn

Gin

Thr

230

Ser

TYr

Ala

val

val

55

Tyr

Gly

GIn

Arg

135

ser

Ley

cys

Ser

Ser

215

Trp

Thr

0B00029_Sequence, List.sT25

Pro
L.eu
Gin
40

Lys

Ile

Lys

Leu

120

Leu

val

Ala

Leu

Gly

AsSD

Pro

Lys

Arg
Ala

25

Leu

Trp

TYr

Ala

105

Asn

Thr

Pro

val

185

Ser

L.eu

Ser

val

Phe

10

Leu

GIn

Ser

val

Pro

90

Thr

ser

Asn

val

Gly

Lys

Leu

Tyr

Glu

va'l

t.eu

Gln

Cys

Lys

Glu

Leu

Leu

Tyr

ser

155

Ser

Gly

Ser

Thr

Thr
235

His

Pro

Ser

Lys

60

Gln

Thr

Thr

rhe

140

Ser

Ala

Tyr

Ser

l.eu

220

val

ASp LYS LYS
250

page 15

Gly

lLeu

Asp

45

Ala

Arg

Gly

Ala

Ser

125

Tyr

Ala

Ala

Phe

Gly

Ser

Thr

Ile

Giu

Leu

30

Ala

Ser

Pro

Thr

AsSp

110

Glu

val

Lys

Gin

Pro

190

val

ser

Cys

val

Asn

15

Phe

Asp

Gly

Glu

ITe

85

Lys

Asp

Met

Thr

Thr

175

Glu

His

ser

Asn

Pro
255

Lys

Thr

Leu

Tyr

Gin

80

LYS

Ser

Ser

Glu

Thr

160

Asn

Pro

Thr

val

val

240

Arg



OB00029_sequence_List.S5T25

ASp Cys

<210> 43

<211> 258

<212> PRT

<213> wMus musculus
<400> 43

teu Gly Lys Pro Trp Arg Tyr Pro Arg Phe val His Gly Glu Asn Lys
1

val Lys GIn Ser Thr ITe Ala Leu Ala Leu Leu Pro Leu Leu Phe Thr
20 25 30

Pro val Ala Lys Ala Gln val G1n Leu GIn GIn ser Asp Ala Glu Leu
35 40 45

val Lgs Pro Gly Ala Ser val Lys Ile Ser Cys E%s Ala Ser Gly Tyr
5 55

Thr Phe Thr Asp His Ala Ile His Trp val Lys Gln Arg Pro GTu GlIn
65 70 75 80

Gly Leu Glu Trp Ile Gly Tyr Ile Tyr Pro Glu His Gly Ser Ile Thr
85 90 95

Tyr Asn Glu Lys Phe Lys Gly Lys Ala Thr Leu Thr Ala Asp Lys Ser
100 105 110

Ser Ser Thr val Tyr Met His Leu Asn Ser Leu Thr Ser Glu Asp Ser
115 120 125

Ala val Tyr phe Cys Ala Arg Leu Arg Asn Tyr Leu Tyr val Met Asp
130 135 140

Tyr Trp Gly GIn Gly Thr Ser val Thr val Ser Ser ala Lys Thr Thr
145 150 155 160

Pro Pro Ser val Tyr Pro Leu Ala Pro Gly Ser Ala Ala GIn Thr Asn
165 170 175

ser Met val Thr Leu Gly Cys Leu val Lys Gly Tyr Phe Pro Glu Pro
180 i85 190

val Thr val Thr Trp Asn Ser Gly Ser Leu Ser Ser Gly val His Thr
195 200 205

Phe Pro Ala val Leu Gln Ser Asp Leu Tyr Thr Leu Ser Ser ser val
210 215 220

page 16



0B00029_Sequence_List.ST25
Thr val Pro Ser Ser Thr Trp Pro Ser Glu Thr val Thr Cys Asn val
225 230 235 240

Ala His Pro Ala Ser Ser Thr Lys val Asp Lys Lys Ile val Pro Arg
245 250 255

Asp Cys
<210> 44
<211> 258
<212> PRT

<213> Mus musculus
<400> 44

teu Gy Lys Pro Trp Arg Tyr Pro Arg Phe val His Gly Glu Asn Lys
1 5 10 15

val Lys Gln Ser Thr 1le Ala teu Ala Leu teu Pro Leu Leu pPhe Thr
20 25 30

Pro val Ala Lys Ala GIn val GIn Leu GIn Gln Ser Glu Ala Glu Leu
35 40 45

val Lys Pro Gly Ala Ser val Lys Leu Ser Cys Lys Ala Ser Gly Tyr
50 55 60

Thr Phe Thr Asp His Ala Ile His Trp Met Lys GIn Arg Pro Glu Gln
65 70 75 80

Gly Leu Glu Trp Ile Gly Tyr Tle Tyr Pro Arg Asp Asp Phe Ala Lys
85 90 95

val Asn Glu Lys Phe Lys Gly Lys Ala Thr Leu Thr Ala Asp Thr Ser
100 105 110

Ser Ser Thr Ala Tyr Met GIn Leu Asn Ser Leu Thr Ser Glu Asp Ser
115 120 125

Ala val Tyr Phe Cys Ala Arg Met Thr Asn Tyr Leu Tyr Ile Met Asp
130 135 140

Tyr Trp Gly Gln Gly Thr sSer val Thr val Ser Ser Ala Lys Thr Thr
145 150 155 160

Pro Pro Ser val Tyr Pro Leu Ala Pro Gly Ser Ala Ala GIn Thr Asn
165 170 175

Ser Met val Thr Leu Gly Cys Leu val Lys Gly Tyr Phe Pro Glu Pro
180 185 190

Page 17



val

Phe

Thr

225

Ala

AsD

Thr val Thr Trp
195

Pro Ala val Leu

210

val Pro Ser Ser

His Pro Ala Ser

Cys

<210>
<211
<212>
<213>

<400>

45
258
PRT

245

Mus musculus

45

Leu Gly Lys Pro
1

val

Pro

val

Thr

65

Gly

Tyr

Ser

Ala

Tyr

145

Pro

Lys

val

Leu
Asn
ser
va'l
130

Trp

Pro

Gln Ser
20

Ala Lys
35

Pro Gly

Thr Asp

Glu Trp

Glu Lys

100

Thr val
115
Tyr Phe

Gly Gln

Ser val

Trp
5
Thr
Ala
Ala
His
Ile
85
Phe
Tyr
Cys

Gly

Tyr

Asn
Gin
Thr
230

ser

Arg

ITle

GIn

Ser

Ala

70

Gly

LYyS

Met

Ala

Thr

150

Pro

Ser
215

Trp

Thr

Tyr

Ala

val

val

55

Ile

Tyr

Gly

His

Arg

135

Ser

l.eu

0B00029_sequence_List.sT25
ser Gly Ser Leu Ser Ser Gly val

200

ASp Leu

Pro ser

Lys val

Pro Arg

Leu Ala
25

Gln Leu
40

Lys Ile

His Trp

rle Tyr

Lys Ala

105

Leu Asn
120
Leu Arg

va'l Thr

Ala Pro

Tyt

Glu

Phe

10

Leu

Gln

ser

val

Pro

90

Thr

Ser

Asn

va'l

Thr
Thr

235

LYys

val

Leu

Gln

Cys

Leu

Leu

Tyr

Ser
155

Ley
220

val

Lys

His

Pro

Ser

Lys

60

Gln

His

Thr

Thr

Leu

140

Ser

Gly Ser Ala
Page 18

205

Ser

Thr

Ile

Gly

Leu

Asp

45

Ala

Arg

Gly

Ala

Ser

125

Tyr

Ala

Ala

Ser

Cys

val

Glu

Leu

30

Ala

ser

Pro

Thr

ASD

110

Glu

Ile

Lys

Glin

His

Ser

Asn

Pro
255

Ash

15

Phe

Glu

Gly

Glu

Ile

95

Lys

Asp

Met

Thr

Thr

Thr

val

val

240

Arg

Lys

Thr

L.eu

Tyr

Gln

80

Thr

Ser

Ser

Asp

Thr

160

Asn



Ser

val

Phe

Thr

225

Ala

ASp

Met

Thr

Pro

210

val

Cys

<210>
<211>
<212>
<213>

<400>

val

val

195

Ala

Pro

Pro

46
258
PRT

Thr

180

Thr

val

Ser

Ala

165

Leu

Trp

Leu

Ser

Ser
245

Mus musculus

46

Leu Gly Lys
1

val

Pro

val

Thr

65

Gly

Asnh

ser

Ala

Lys

val

Leu

Asn

ser

val
130

Gln

ala

35

Pro

ser

Glu

Glu

Thr

115

Tyr

Pro

ser

20

Lys

Gly

Asp

Trp

Lys

100

Ala

Phe

Trp

5

Thr

Ala

Ala

His

Ile

85

rhe

Tyr

Cys

Gly

Asn

GIn

Thr

230

Ser

Arg

Ile

Glin

Ser

Ala

70

Gly

Lys

Met

Ala

Cys

ser

Ser

215

Trp

Thr

TYr

Ala

val

val

55

Ile

Tyr

Gly

Glu

Arg

0B00029_Sequence_List.S$T25
1

teu val Lys Gly Tyr Phe

Gly
200
Asp

Pro

Lys

Pro

Leu

GlIn

40

Lys

His

Ile

LYyS

Leu

120

Met

185

Ser

Leu

Ser

val

Arg

ala

25

Leu

Ile

Trp

Phe

Ala

105

Thr

Arg

Leu

Tyr

Glu

250

Phe
10

Leu
Gln
Ser
Met
Pro
990

Thr

ser

Asn

Ser

Thr

Thr

235

Lys

val

Leu

Gln

Cys

Lys

75

Arg

Leu

Ley

Tyr

ser

Leu

220

val

Lys

His

Pro

Ser

ASp

Ser

Thr

rhe
140

Page 19

Thr

Ile

Gly

Leu

Asp

45

vai

Arg

Ala

Ala

Phe

125

Tyr

Pro

190

val

ser

Cys

val

Glu

Leu

30

ala

ser

Pro

Phe

val

175

Glu

His

Ser

Ash

Pro
255

Asn

15

Phe

Ala

Gly

Glu

Ser

95

Thr

ASD

Met

Pro

Thr

val

val

240

Arg

Lys

Thr

Leu

TYr

Gln

80

Leu

ser

Ser

ASp



Tyr

145

Pro

Ser

val

Phe

Thr

225

Ala

Asp

Trp

Pro

Met

Thr

Pro

210

val

His

Cys

<210>
<211>
<212>
<213>

<400

Gly

Ser

val

val

195

Ala

Pro

Pro

47
275
PRT

G1In

val

Thr

180

Thr

val

Ser

Ala

Trp

Leu

ser

Ser
245

Mus musculus

47

Arg Ile Leu Pro

1

Thr

Ala

val

Gin

65

Gly

Lys

Arg

Ala

val

50

Ala

AsSn

Leu

Phe

Ala

35

Leu

Ser

Thr

Leu

Phe

20

Gly

Thr

ITe

Tyr

Ile
100

AsD
5

Gly
Leu
GlIn
Ser
Leu

&5

Tyr

Thr

150

Thr

Gly

Asn

GlIn

Thr

230

Ser

Ala

Trp

Leu

Thr

Lys

Ser

Leu

Cys

Ser

Ser

215

Trp

Thr

Phe

Ser

Leu

Pro

55

Arg

Trp

val

OB00029_Sequence_List.sTZ5

val Thr val

Ala

teu

Pro

Lys

Tyr

Glu

Leu

40

Leu

Ser

Tyr

ser

Pro

val

185

Ser

l.eu

Ser

val

Arg

Thr

25

Ala

Ser

Ser

Leu

Ash
105

Gly

170

Lys

Leu

Tyr

Glu

Asn

10

Met

Ala

Leu

Gln

L.eu

90

Arg

Ser Ser Ala Lys

155

ser Ala

Gly Tyr

Ser ser

Thr Leu

220

Thr val
235

Lys Lys

Ser ifeu

Lys Tyr

GIn Pro

Pro val

60

Ser Leu
75

Lys Pro

Phe Ser

Page 20

Ala

Phe

Thr

Ile

Leu

Leu

Ala

45

Thr

Leu

Gly

Gly

GlIn

Pro

190

val

Ser

Cys

val

Phe

leu

30

Met

Leu

His

GIn

val
110

Thr

Thr

175

Glu

His

Ser

Asn

Pro
255

Leu

15

Pro

Ala

Gly

ser

Ser

95

Pro

Thr

160

Asn

Pro

Thr

val

val

240

Arg

His

Thr

Asp

Asp

Asn

80

Pro

Asp



Arg

Arg

His

145

ASp

Thr

Lys

Gly

Ser

225

Asn

val

Tyr

Phe

val

130

val

Ala

Ser

ASp

val

210

Met

Ser

LYyS

Ala

<210>
<211>
<212>
<213>

<400>

ser

115

Glu

Leu

Ala

Gly

Ile

195

LeL

Ser

Tyr

Ser

Ser

275

48
276
PRT

Gly

Ala

Thr

Pro

Gly

AsSn

AsSn

Ser

Thr

Phe
260

Ser

Glu

Phe

Thr

165

Ala

val

Ser

Thr

cys

245

Asn

Mus musculus

48

Arg Ile Leu Pro Asp
1 5

Thr Arg pPhe Phe Gly
20

Ala Ala Ala Gly Leu

35

Ile val Met Thr Gin

50

Gly

ASD

ser

Lys

Tre

Leu

230

Glu

Arg

Ala

Trp

Leu

Ala

0B00029_Sequence_List.ST25

Ser Gly Thr Asp Phe Thr Leu Lys

Ley

135

Ala

Ser

val

Trp

Thr

215

Thr

Ala

Asn

Phe

Ser

l.eu

120

Gly

Gly

Ile

val

Lys

Asp

Leu

Thr

Glu

Tyr

Glu

ey

40

Pro

val

Thr

Phe

GIn

Thr

His

ser
265

Arg

Thr

25

Ala

Ser

Tyr

Lys

Pro

170

Phe

Asp

Asp

Lys

Lys

Tyr

Asn

10

Met

Ala

val

Phe

Leu

155

Pro

Leu

Gly

Ser

Asp

235

Thr

Pro

ser

Lys

Gln

Pro

Cys

140

Glu

Ser

Asn

Ser

Lys

Glu

Ser

TYr

Leu

Tyr

Pro

val
60

Page 21

125

Ser

Leu

ser

Asn

Glu

205

Asp

Tyr

Thr

Asp

Leu

Leu

Ala

45

Thr

Gin

Lys

Glu

rhe

190

Arg

Ser

Glu

Ser

val
270

Phe

ley

30

Met

Pro

Ile

Ser

Arg

Gin

175

Tvyr

GIn

Thr

Arg

Pro

255

Pro

Leu
15
Pro

Ala

Gly

Thr

Thr

Ala

160

Leu

Pro

Asn

Tyr

His

240

ITe

Asp

Thr

Asp

Glu



Ser

65

Gly

Gln

Arg

Arg

Glu

145

Ala

Leu

Pro

AsSn

TYyr

225

His

Ile

Asp

val

Asn

Leu

Phe

val

130

Tyr

ASp

Thr

Lys

Gly

210

ser

Asn

val

TYr

<210>
<211>
<212>
<213>

<400>

Ser

Thr

Leu

Ser

115

Glu

Pro

Ala

Ser

195

val

Met

Ser

Lys

Ala

275

49
277
PRT

Ile

Tyr

Ile

100

Gly

Ala

Phe

Ala

Gly

Ile

Leu

ser

Tyr

Ser

260

Ser

Ser

Leu

85

Tyr

ser

Glu

Thr

Pro

165

Gly

Asn

ASh

sSer

Thr

245

Phe

Mus musculus

49

cys

Tyr

Arg

Gly

Asp

Phe

150

Thr

Ala

va'l

Ser

Thr

230

Cys

Asn

Try

Met

ser

val

135

Gly

val

Ser

Lys

Trp

Leu

Glu

Arg

0B00029_sequence List.ST25
Thr Ser Ser Lys Ser Leu Leu Arg
75

Phe

Ser

Ser

Ser

val

Thr

Ala

Asn

Leu

Ash

105

Thr

val

Gly

Ile

val

185

Lys

Asp

Leu

Thr

Glu
265

GIn

20

Leu

Ala

Tyr

Thr

Phe

170

Cys

Ile

Gin

Thr

Arg

Ala

Phe

Tyr

Phe

Asp

ASp

Lys

235

Lys

Tyr

Pro

ser

Thr

Cys

140

Leu

Pro

Leu

Gly

Ser

220

ASp

Thr

Pro

Gly

Gly

Lteu

125

Met

Glu

Ser

Asn

ser

205

Lys

Glu

Ser

Tyr

Gln

val

110

Arg

Gln

Ile

Ser

AsSnh

190

Glu

Asp

Tyr

Thr

ASp

Ser
Ser

95

Pro

His

Lys

Glu

175

Phe

Arg

Ser

Glu

Ser

255

val

Asn

80

Pro

Asp

Ser

Leu

Thr

240

Pro

Pro

Arg Ile Leu Pro Asp Ala Phe Tyr Arg Asn Ser Leu Leu Phe Leu His
1 5 10

15

Thr Arg Phe Phe Gly Trp Ser Glu Thr Met Lys Tyr Leu Leu Pro Thr
Page 22



Ala

Tle

Pro

Asp

Thr

Tyr

145

Arg

GIn

Tyr

GIn

Thr

225

Arg

Pro

Pro

Ala

val

50

val

Gln

Lys

Arg

ser

130

Ser

Ala

Leu

Pro

Asn

210

Tyr

His

Ile

ASD

<210>

Ala

35

Met

Thr

Lys

val

fhe

115

val

Tyr

Asp

Thr

LYS

Gly

Ser

Asnh

val

Tyr
275

50

20

Gly

Ser

Met

Asn

Leuy

100

Thr

LYsS

Pro

Ala

Ser

180

Asp

val

Met

Ser

Lys

Ala

Leu

Gln

ser

Tyr

85

Ile

Gly

ser

Trp

Ala

165

Gly

Ile

Leu

Ser

TYr

245

ser

Ser

Leu

Ser

Cys

70

Leu

Tyr

Ser

Glu

Thr

150

Pro

Gly

Asn

AsSn

Ser

230

Thr

Phe

OB00029_Sequence_List.sT25
25

Leu Leu Ala

Pro

55

Lys

Ala

Trp

Gly

AsSp

Phe

Thr

Ala

val

Ser

215

Thr

Cys

Asn

sSer
Ser
Trp
Ala
ser
120
Leu
G1y
val
Ser
L.ys
Trp
Leu

Glu

Arg

Ser

Ser

TYyr

Ser

105

Gly

Ala

Gly

Ser

val

185

Trp

Thr

Thr

Ala

Asn
265

Ala G1n Pro

Leu

Gln

GIn

90

Thr

Thr

val

Gly

Ile

170

val

LYS

ASp

Leu

Thr

250

Glu

Ala

Ser

75

Gln

ATg

Asp

Tyr

Thr

155

Phe

Cys

Ile

Gln

Thr

235

His

Ser

val

60

Leu

Lys

Glu

Phe

Tyr

140

Arg

Pro

Phe

AsSp

220

Lys

Lys

Tyr

Page 23

Ala

45

Ser

Leu

Pro

Ser

Thr

125

Cys

Leu

Pro

Leu

ASp

Thr

Pro

30

Met

val

His

Gly

Gly

Leu

Gln

Glu

Ser

Asn

190

ser

Lys

Glu

ser

Tyr
270

Ala

Gly

Ser

Gln

95

val

Thr

Glin

Ile

Ser

i75

Asn

Glu

Asp

Tyr

Thr

255

Asp

ASD

Glu

Ser

80

Ser

Pro

Ile

Tyr

Phe

Arg

Ser

Glu

240

Ser

val



<211>
<212>
<213>

<400>

276
PRT

Mus musculus

50

Arg Ile Leu

1

Thr

Ala

Ile

ser

65

Gly

Gin

Arg

Arg

Glu

145

Ala

l.eu

Pro

Asn

Tyr

225

His

Arg

Ala

val

50

val

ASn

Leu

Phe

val

130

Tyr

Asp

Thr

Lys

Gly

210

Ser

Asn

Phe

Ala

35

Met

ser

Thr

Leu

Ser

115

Glu

Pro

Ala

Ser

ASD

val

Met

Ser

Pro

Phe

20

Gly

Thr

Ile

Tyr

Ile

100

Gly

Ala

Phe

Ala

Gly

Ile

Leu

Ser

Tyr

Asp

5

Gly

Leu

Gln

ser

Leu

85

Tyr

Sear

Glu

Thr

Pro

165

Gly

Asn

Asn

Ser

Thr
245

Ala
Trp
Leu
Ala
Cys
Tyr
Arg
Gly
ASD
Phe
150
Thr
Ala
val
Ser
Thr

230

Cys

Phe

Ser

Leu

Ala

55

Arg

Trp

Leu

Ser

val

135

Gly

val

Ser

Lys

Trp

215

Leu

Glu

0OB00029_sequence_List.sT25

Tyr

Glu

Leu

40

Pro

ser

Phe

Ser

Gly

Gly

Ser

Ser

va'l

Trp

200

Thr

Thr

Ala

Arg

Thr

25

Ala

Ser

Ser

Leu

Asn

105

Thr

val

Gly

Ile

val

185

LYS

ASD

Leu

Thr

Asn

10

Met

Ala

val

Lys

Gin

90

Leu

Ala

Tyr

Thr

Phe

170

Cys

Ile

Glin

The

His
250

Ser

LYS

G1In

Pro

Ser

75

Arg

Ala

Phe

Tyr

Lys

155

Pro

Phe

Asp

ASD

LyS

Lys

Leu

Tyr

Pro

val

60

Leu

Pro

Ser

Thr

Cys

140

Leu

Pro

Leu

Gly

Ser

220

Asp

Thr

Page 24

Leu

Leu

Ala

45

Thr

l.eu

Gly

Gly

Leu

125

Met

Glu

Ser

Asn

ser

205

Lys

Glu

ser

Phe

Leu

30

Met

Pro

Arg

GlIn

val

110

Arg

GIin

Ile

Ser

Asn

190

Glu

ASp

Tyr

Thr

Leu

15

Pro

Ala

Gly

ser

Ser

95

Pro

Ile

His

LysS

Glu

175

Phe

Arg

sSer

Glu

ser
255

His

Thr

Asp

Glu

Asn

80

Pro

Asp

Ser

Leu

Tyr

Gin

Thr

240G

Pro



0B00029_Sequence_List.5T25

Ile val Lys Ser Phe Asn Arg Asn Glu Ser Tyr Pro Tyr Asp val Pro
260 265 270

Asp Tyr Ala Ser

275
<210> 51
<211> 276
<212> PRT
<213> Mus musculus
<400> 51

Arg Ile Leu Pro Asp Ala Phe Tyr Arg Asn Ser Leu Leu Phe Leu His
i 5 10 15

Thr Arg Phe Phe Gly Trp Ser Glu Thr Ile Lys Tyr Leu Leu Pro Thr
20 25 30

Ala Ala Ala Gly Leu Leu Leu Leu Ala Ala GIn Pro Ala Met Ala Asp
35 40 45

ITe val Met Thr GIn Ala ééa Pro Ser val Pro g81 Thr Pro Gly Glu
50

Ser val Ser Ile Ser Cys Thr Ser Ser Lys Ser Leu Leu Arg Ser Asn
65 70 75 80

Gly Asn Thr Tyr Leu Tyr Trp Phe Leu Gin Arg Pro Gly Gln Ser Pro
85 90 95

GIn Leu Leu Ile Tyr Arg Met Ser Asn Leu Ala Ser Gly val Pro Asp
100 105 110

Arg Phe Ser Gly Ser Gly Ser Gly Thr Ala Phe Thr Leu Arg Ile Ser
115 120 125

Arg val Glu Ala Glu Asp val Gly val Tyr Tyr Cys Met GIn His Leu
130 135 140

Glu Tyr Pro Phe Thr Phe Gly Ser Gly Thr Lys Leu Glu Ile Lys Arg
145 150 155 160

Ala Asp Ala Ala Pro Thr val Ser Ile Leu Pro Pro Ser Ser Glu Gln
165 170 175

Leu Thr Ser Gly Gly Ala Ser val val Cys Phe Leu Asn Asn Phe Tyr
180 185 190

Pro Lys Asp Ile Asn val Lys Trp Lys Ile Asp Gly Ser Glu Arg Gin
195 200 205

Page 25



Asn

Tyr

225

His

Ile

ASp

Gly val
210

Ser

Asn

val

Tyr

<210>
<211>
<212>
<213>

<400>

Met

ser

LYS

Ala
275

52
276
PRT

Leu

Ser

Tyr

Ser

260

Ser

Asn

Ser

Thr

245

Phe

Mus musculus

52

Arg Ile Leu
1

Thr

Ala

Ile

Ser

65

Gly

Gin

Arg

Arg

Glu
145

Arg

Ala

val

50

val

Asn

lLeu

Phe

val

130

Tyr

Phe

Ala

35

Met

Ser

Thr

Leu

Ser

115

Glu

Pro

Pro

Phe

20

Gly

Thr

Ile

Tyr

Ile

1060

Gly

Ala

Phe

AsSp
5
Gly
Leu
Gln
sSer
Leu
85
TYyr
Ser

Glu

Thr

Ser
Thr
230

cys

ASnh

Ala

Trp

Leu

Ala

Cys

His

Arg

Gly

Asp

Phe
150

Trp
215
Leu

Glu

Arg

Phe

Ser

Leu

Ala

55

Arg

Trp

Met

Ser

val

135

Gly

OB00029 _Sequence List.5T25

Thr Asp GIn Asp Ser

Thr

Ala

AsSn

Tyr

Glu

Leu

40

Pro

Ser

Phe

Ser

Gly

Gly

Ser

Leu

Thr

Glu
265

Arg

Thr

25

Ala

Ser

ser

Leu

Asn

105

Thr

val

Gly

Thr
His
250

ser

Asn

10

Met

Ala

val

Lys

Gin

90

lLeu

val

Tyr

Thr

Lys
235
Lys

Tyr

Ser

LYys

Gln

Pro

Ser

75

Arg

Ala

Phe

Tyr

Lys
155

220

Asp

Thr

Pro

Leu

Tyr

Pro

val

60

Leu

Pro

ser

Thr

Cys

140

Leu

Page 26

Lys

Glu

Ser

Tyr

Leu

Leu

Ala

435

Thr

Leu

Gly

Gly

Leu

125

Met

Asp

Tyr

Thr

Asp
270

pPhe

L.eu

30

Met

Pro

Arg

GIn

val

116

Arg

Gln

Ile

Ser

Glu

ser

255

val

Leu

15

Pro

Ala

Gly

Thr

ser

95

Pro

Ile

His

LYS

Thr

Arg

240

Pro

Pro

Thr

ASD

Glu

Ash

80

Pro

Asp

Ser

Leu

Arg
160



0B00029_sequence_List.ST25
Ala Asp Ala Ala Pro Thr val Ser Ile Phe Pro Pro Ser Ser Glu Gin
165 170 175

Leu Thr ser Gly Gly Ala ser val val Cys Phe Leu Ash Asn Phe Tyr
180 185 190

Pro Lys Asp Ile Asn val Lys Trp Lys Ile Asp Gly Ser Glu Arg Gln
195 200 205

Asn Gly val Leu Asn Ser Trp Thr Asp Gln Asp Ser Lys Asp Ser Thr
210 215 220

Tyr Ser Met Ser Ser Thr Leu Thr Leu Thr Lys Asp Glu Tyr Glu Arg
225 230 235 240

His Asn Ser Tyr Thr Cys Glu Ala Thr His Lys Thr ser Thr Ser Pro
245 250 255

ITe val Lys Ser Phe Asn Arg Asn Glu Ser Tyr Pro Tyr Asp Val Pro
260 265 270

Asp Tyr Ala Ser

275
<210> 53
<211> 276
<212> PRT
<213> Mus musculus
<400> 53

Arg Ile Leu Pro Tyr Ala Phe Tyr Arg Asn Ser Leu Leu Phe Leu His
1 5 10 15

Thr Arg Phe ghe Gly Trp Ser Glu Thr Met tys Tyr Leu Leu Pro Thr
0 25 30

Ala Ala Ala Gly Leu Leu Leu Leu Ala Ala GIn Pro Ala Met Ala Asp
35 40 45

Ile val Met Thr GIn Ala Ala Pro Ser val Pro val Thr Pro Gly Glu
50 55 60

Ser val Ser Ile Ser Cys Arg Ser Ser Lys Ser Leu Leu Arg Ser Asn
65 70 75 80

Gly Asn Thr Tyr Leu Tyr Trp Phe Leu GIn Arg Pro Gly GlIn Ser Pro
85 90 95

Gln Leu Leu Ile Tyr Arg Leu Ser Asn Leu Ala Ser Gly val Pro Asp
100 105 110

Arg Phe Ser Gly Ser Gly Ser Gly Thr Ala Phe Thr Leu Arg Ile Ser
Page 27



Arg val
130

Glu Tyr
145

Ala Asp

Leu Thr

Pro Lys

Asn Gly
210

Tyr Ser
225

His Asn

Ile val

ASp Tyr

<210>
<211>
<212>
<213>
<40Q0>
Arg Ile
1

Thr Arg

Ala Ala

Ite val

ser val
65

115

Glu

Pro

Ala

Ser

Asp

195

val

Met

Ser

Lys

Ala

275

54
276
PRT

Ala

Phe

Ala

Gly

Ile

Leu

ser

Tyr

Ser

260

Ser

Glu

Thr

Pro

165

Gly

Asn

Asn

Ser

Thr

245

Phe

Mus musculus

54

Leu

Phe

Ala

35

Met

Ser

Pro
Phe
20

Gly

Ile

Asp
5
Gly

Leu

Thr Gln

ser

Asp

Phe

150

Thr

Ala

val

Ser

Thr

230

cys

Asn

Ala

Trp

lL.ey

Ala

Cys
70

val

135

Gly

val

Ser

Lys

Leu

Glu

Arg

Phe

Ser

L.eu

Ala

55

Thr

OR0O00DZ29_Sequence Li1sTt.5T25

120

Gly val Tyr Tyr Cys

Ser

ser

val

Trp

200

Thr

Thr

Ala

Asn

Tyr

Glu

Leu

40

Pro

ser

Gly

val

185

Lys

Asp

Leu

Thr

Glu
265

Arg

Thr

25

Ala

Ser

Ser

Thr

rhe

170

Cys

Ile

Gin

Thr

His

250

ser

Asn

10

Met

Ala

val

Phe

ASp

Asp

Lys

Lys

Tyr

Ser

Lys

Gln

Pro

140

Leu

Pro

Leu

Gly

ser

220

Asp

Thr

Pro

Leu

Tyr

Pro

val
60

Lys Ser Leu

75

Page 28

125

Met

Glu

Ser

Asn

ser

205

Lys

Glu

ser

Tyr

Leu

Leu

Ala

45

Thr

Leu

Gin

Ile

Ser

Asn

190

Glu

AsSD

Tyr

Thr

Asp
270

Phe

Ley

30

Met

Pro

Arg

His

Lys

Glu

175

Phe

Arg

Ser

Glu

ser

255

val

Leu

i5

Pro

Ala

Gly

ser

Leu

Arg
160

Thr

240

Pro

Pro

His

Thr

AsSp

Glu

Asn
80



Gly

GIn

Arg

Arg

Glu

145

Ala

Leu

Pro

Asn

TYyr

225

His

Ile

Ash

Leu

Phe

val

130

Tyr

ASp

Thr

Lys

Gly

ser

Asn

val

Thr

Leu

Ser

115

Glu

Pro

Ala

Ser

Met

ser

Lys

Tyr

Ile

100

Gly

Ala

Phe

Ala

Gly

Ile

Leu

ser

Ser
260

Leu

85

Tyr

Ser

Glu

Thr

Pro

165

Gly

Asn

AsSnh

ser

Thr

245

Phe

Asp Tyr Ala Ser

<210>
<211>
<212>
<213>

<400>

1

275

55

276

PRT

Mus musculus

55

Tyr

Arg

Gly

Asp

Phe

150

Thr

Ata

val

Ser

Thr

230

Asn

0B00029_Seguence_List.5T25

Trp Phe Leu GIn Arg Pro Gly Gln
90

Met

Ser

val

135

Gly

val

ser

Lys

L.eu

Glu

Arg

ser

Gly

Gly

Ser

ser

val

Trp

200

Thr

Thr

Ala

Asn

Asn

105

Thr

val

Gly

Ile

val

185

Lys

Asp

Leu

Thr

Glu
265

l.ey

Ala

Tyr

Thr

ser

170

Cys

Ile

GIn

Thr

His

250

Ser

Ala

Phe

Tyr

Pro

Phe

Asp

Asp

LysS

235

Lys

Tyr

Ser

Thr

Cys

140

Leu

Pro

Leu

Gly

Ser

220

ASp

Thr

Pro

Gly

Leu

125

Met

Glu

Ser

Asn

Ser

205

Lys

Glu

Ser

Tyr

Thr Arg Phe Phe Gly Trp Ser Glu ;hr Met Lys Tyr Leu
20 5

Page 29

val

110

Arg

GlIn

Ile

Ser

AsSnh

190

Glu

ASp

Tyr

Thr

270

ser

95

Pro

Ile

His

Lys

Glu

175

Phe

Arg

ser

Glu

ser

255

val

Pro

ASD

Ser

Leu

Tyr

Gln

Thr

Arg

Pro

Pro

Arg Ile Leu Pro Asp Ala pPhe Tyr Arg Asn Ser Leu Leu Phe Leu His
5 10

l.eu Pro Thr

30



Ala

ser

65

Gly

Gin

Arg

Arg

GTu

145

Ala

Leu

Pro

Asn

Tyr

225

His

Tle

AsSp

Ala

val

50

val

ASnh

Leu

Phe

val

130

TYyr

AsSp

Thr

Lys

Ash

val

Tyr

<210>
<211>
<212>

Ala

35

Met

Ser

Thr

Leu

Ser

115

Glu

Pro

Ala

Ser

Met

Ser

Lys

Ala
275

56
276
PRT

Gly

Thr

Ile

Tyr

Ile

1060

Gly

Ala

Phe

Ala

Gly

Ile

Leu

Ser

Tyr

Ser

260

ser

Leu

Gln

ser

Leu

85

Tyr

Ser

Glu

Thr

Pro

165

Gly

Asn

Asn

Ser

Thr

245

Phe

Leu

Ala

Cys

70

Tyr

Arg

Gly

Asp

Phe

150

Thr

Ala

val

Ser

Thr

230

cys

ASN

Leu

Ala

55

Arg

Trp

Met

ser

val

135

Gly

val

Ser

LYyS

Trp

Leu

Glu

Arg

OB00029_Sequence_List.5T25

Leu Ala Ala Gin Pro Ala Met

Pro

ser

Phe

Ser

Gly

Gly

Gly

Ser

val

Trp

200

Thr

Thr

Ala

AsSn

Ser

Ser

Leu

Asn

105

Thr

val

Gly

Ile

val

185

LyS

Asp

Leu

Thr

Glu
265

val

LYS

GlIn

90

L.eu

Ala

Tyr

Thr

Phe

170

Cys

Ile

GIn

Thr

His

250

Ser

Pro

ser

75

Arg

Ala

Phe

Tyr

Phe

Asp

AsSp

LyS

Tyr

val

60

ey

Pro

ser

Thr

Cys

140

Leu

Pro

Leu

Gly

Ser

220

Asp

Thr

Pro

Page 30

45

Thr

Leu

Gly

Gly

l.eu

125

Met

Glu

Ser

Asn

Ser

205

Lys

Glu

Ser

Tyr

Pro

Arg

Glin

val

110

Arg

Glin

Ile

Ser

Asn

190

Glu

Asp

Tyr

Thr

Ala

Gly

Ser

Ser

95

Pro

Ile

His

Lys

Glu

175

Phe

Arg

Ser

Glu

Ser

255

val

Asp

Glu

Asn

80

Pro

ASp

Ser

Leu

Arg

160

Gin

Tyr

Gln

Thr

Arg

Pro

Pro



<213>
<400>

Arg ITe Leu Pro

1

Thr

aAla

Ile

ser

65

Gly

Gln

Arg

Arg

Glu

145

Ala

Leu

Pro

Asn

Tyr
225

Arg

Ala

val

50

val

AsSn

Leu

Phe

val

130

Tyr

Asp

Thr

LYS

Asn

Phe

Ala

35

Met

ser

Thr

Leu

Ser

115

Glu

Pro

Ala

Ser

ASp

195

val

Met

Ser

Phe

20

Gly

Thr

Ile

Tyr

Ile

100

Gly

Ala

Phe

Ala

Leu

Ser

Tyr

Mus musculus

56

ASp

Gly

Leu

Glin

Ser

Leu

85

Tyr

Ser

Glu

Thr

Pro

165

Gly

Asnh

Asn

Ser

Thr
245

Ala

Trp

Leu

Ala

Cys

70

Tyr

Arg

Gly

ASDp

Phe

150

Thr

Ala

val

ser

Thr

230

Cys

Phe

Ser

Leu

Ala

55

Arg

Trp

Met

Ser

val

135

Gly

val

Ser

LYS

Glu

OBO0O29_Sequence_List.ST25

Tyr

Glu

ey

40

Pro

Ser

Phe

Ser

Gly

ser

val

Trp

200

Thr

Thr

Ala

Arg

Thr

25

Ala

Ser

Thr

Leu

Asn

105

Thr

val

Gly

Ile

val

185

Lys

Asp

Leu

Thr

Asn

10

Met

Ala

val

LYS

Gin

90

Leu

Ala

Tyr

Thr

Phe

170

Cys

Ile

GlIn

Thy

Mis
250

Ser

Lys

GTn

Ser

Ser

75

Arg

Ala

Phe

Tyr

Phe

ASp

AsSp

Lys

235

Lys

Leu

Tyr

Pro

val

60

ey

Pro

Ser

Thr

Cys

140

Leu

Pro

Leu

Gly

Ser

220

AsSp

Thr

pPage 31

Leu

Leu

Ala

45

Thr

Leu

Gly

Gly

Leu

125

Met

Glu

Ser

Asn

ser

205

Lys

Glu

sSer

Phe

Leu

30

Met

Pro

Arg

Gln

val

110

Arg

Gin

Tle

ser

Asn

190

Glu

Asp

Tyr

Thr

Leu

15

Pro

Ala

Gly

Ser

Ser

95

Pro

Ile

His

LyS

Glu

175

Phe

Arg

Ser

Glu

ser
255

Thr

ASp

Glu

Asn

80

Pro

ASp

Ser

Leu

Tyr

Thr

Arg
240

Pro



Asp Tyr Ala Ser

<210>
<211>
<212>
<213>

<400>

275

57
276
PRT

Mus musculus

57

Arg Ile Leu

1

Thr

Ala

1le

ser

65

Gly

Gin

Arg

Arg

Glu

145

Ala

Leu

Pro

Asn

Arg

Ala

val

50

val

Asn

Leu

Phe

val

130

Tyr

ASp

Thr

Lys

Gly

Phe

Ala

35

Met

Ser

Thr

Leu

Ser

115

Glu

Pro

Ala

Thr

Pro

Phe

20

Gly

Thr

Ite

Tyr

ITe

100

Gly

Ala

Phe

Ala

Gly

Ile

Leu

ASp

5

Gly

Leu

Gln

Ser

lL.eu

85

Tyr

ser

Glu

Thr

Pro

165

Gly

Asn

Asn

Ala

Trp

Leu

Ala

Cys

Tyr

Arg

Gly

Asp

Phe

156

Thr

Ala

val

sSer

Phe

ser

Leu

Ala

55

Arg

Trp

Leu

Ser

val

135

Gly

val

Ser

Lys

Trp

0B00029_Sequence_List.ST25
ITe val Lys Ser Phe Asn Arg Asn Glu Ser Tyr Pro Tyr Asp val Pro
260 265 270

Tyr

Glu

Leu

40

Pro

Ser

Phe

Ser

Ser

Ser

val

200

Thr

Ser

Ser

l.eu

ASh

105

Thr

val

Gly

ITe

val

185

Lys

Asp

ASh Ser
10

Met Lys
Ala GIn
val Pro
Lys Ser

75

Gln Arg

90

teu Ala

Ala Phe

Tyr Tyr

Thr Lys

Phe Pro

170

Cys Phe

Iie Asp

Gln Asp

Leu

Tyr

Pro

val

60

Leu

Pro

Ser

Thr

Cys

140

L.eu

Gin

Leu

Gly

ser
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l.eu

Leu

Ala

45

Thr

Leu

Gly

Gly

Leuy

125

Met

Gly

Tyr

Asn

ser

205

LYS

Phe

Leu

30

Met

Pro

Arg

GlIn

val

110

Arg

Gln

Tle

ser

Asn

180

Glu

Asp

Leu

15

Pro

Ala

Gly

ser

ser

95

Pro

I'le

Lys

Glu

175

Phe

Arg

Ser

His

Thr

Asp

Glu

Asn

80

Pro

Asp

Ser

Leu

Arg

Gin

Tyr

Gin

Thr



210

Tyr Ser Met

225

His Asn Ser

Ile val Lys

Asp Tyr Ala

<210>
<211l>
<212>
<213>

<400>

275

58
199
PRT

ser

Tyr

Ser

260

Ser

Ser

Thr
245

Phe

Mus musculus

58

Arg Ile Leu
1

Thr

Ala

Ile

Ser

65

Gln

Arg

Arg

Glu

145

Ala

Arg

Ala

val

50

val

AsSn

Leu

rhe

val

130

Tyr

Asp

Phe

Ala

35

Met

Ser

Thr

Leu

Ser

115

Glu

Pro

Ala

Pro

Phe

20

Gly

Thr

Ile

Tyr

Ile

100

Gly

Phe

Ala

Asp
5
Gly
Leu
Gln
Ser
Leu
85
TYr
Ser
Glu

Thr

Pro
165

Thr
230

Cys

Asn

Ala

Trp

Leu

Ala

cys

70

TVYF

Arg

Gly

Asp

Phe

150

Thr

215

0B00029_Sequence_List.S5T25
220

Leu Thr Leu

Glu Ala Thr

Arg Asn Glu

Phe

ser

Leu

Ala

55

Thr

Trp

Met

Ser

val

135

Gly

val

Tyr

Glu

Leu

40

Pro

Ser

Phe

Ser

Ser

Ser

265

Arg

Thr

25

Ala

Ser

Ser

Leu

Asn

105

Thr

val

Gly

Tle

Thr

ASH

10

Metl

Ala

val

Lys

GIn

90

Leu

Ala

Tyr

Thr

Phe
170

Lys Asp Glu Tyr

235

Lys Thr Ser Thr

Tyr Pro Tyr Asp

Ser

Lys

Gln

Pro

Ser

75

Arg

Ala

Phe

Tyr

Asn

155

Thr

Ley
Tyr
Pro
val
60

Ley
Pro
Ser
Thr
Cys
140

Leu

Thr
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Leu

Leu

Ala

45

Thr

Leu

Gly

Gly

Leu

125

Met

Glu

Ser

270

rhe

et

30

Met

Pro

Arg

GIn

val

110

Arg

Gin

Ile

Arg

Glu
ser

255

val

Leu

15

Pro

Ala

Gly

Ser

Ser

95

Pro

Ile

Lys

Glu
175

Pro

His

Thr

ASp

Asn

80

Pro

Asp

Ser

Leu
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Leu Thr Ser Gly Gly Ala Ser val val Cys Phe Leu Asn Asn Phe Tyr
180

Pro Lys Asp Ile Asn val Lys

<210>
<211>
<212>
<213> Mus

<400> 59
tgactgggaa

59
783
DNA

agcactattg
cagctagttgg
gcagceictyg
aagaggctgy
aatgtgaagg
atgagcagtc
tgggacggcet
aaaacgacac
atggtgaccc
aactctggat
tacactctga
tgcaacgttg
tgt

<210>
<211>
<212>
<213> Mus

<400> 60
tgactgggaa

60
777
DNA

agcactattg
cagctgcaac
aaggtttctg
cagggecotga
aacttcaagg
ctcaacagec
ttctatgtta

acaccccecat

musculus

aaccctggey
cactggcact
agactggggg
gattcacttt
agtgggtcgce
gccgatteac
tgaggtctga
ggtacttcga

cccecatcigt

tgggatgect

cccrgtecag
gcagctcagt

ceccaccegyc

musculus

aaccctygycg
cactggcact
agtctgacgc
gctacacctt
aatggattgg
gcaaggcceac
tgacatctga
tggactactyg

ctgtctatcc

ttacccacgce
cttaccgcetce
aggcgtagty
cagtaactat
agccattaat
catctccaga
ggacacagcc

tgtctgggge

ctatccactg
ggtcaagggc
cggtgtgeac
gactgtceccc

cagcageacc

ttacccacgce
crtaccgetc
tgagttggtg
cagtgaccat
atatatttat
actgactgea
agattctgec

gggtcaagga

actggceccct

185

tttgtacatg
ttatttacce
aagcccggag
ggcatgtctt
cgtgatggtg
gacaatgcca
ttgtattact
gcagggacca
gcecctggat
tatttcccty
accttcccag
tccageacct

aaggtggaca

tttgtacatg
ttatttaccc
aaacctggag
gctattcact
cctagacatg
gacacatcct
gtctatttct
acctcagtca

ggatctgctg

190

gagaaaataa
ctgtggcaaa
ggtcecttaa
gggttcgeea
gtaccaccta
agaacagcct
gtgcaagaca
cggtcacegt
ctgctgccca
agccagtgac
ctgtcctgea
ggcccagega

agaaaattgt

gagaaaataa
ctgtggcaaa
cttcagtgaa
ggatgagtca
ggactactaa
ccagcacage
gtgcaagaat
ccgtctecte

CCCaaactaa

Page 34

agtgaaacaa
agccgaagtyg
actctectgt
gactccggag
ctatacagac
gtacctgcaa
gttccticte
ctectecagec
aactaactcc
agtgacctgg
gtctgacctce
gaccgtcacc

gcccagggat

agtgaaacaa
agcccaggtt
gatatcctge
gagacctgga
ctacaatgag
ctacatgcag
gagaaactac
agccaaaacg

ctccatggtg

60
120
180
240
300
360
420
480
540
600
660
720
780
783

60
120
180
240
300
360
420
480
540



accctgggat
ggatccctgt
ctgagcagct
gttgcceceacc
<210>
<211>
<212>
<213> Mus

<400> 61
tgactgggaa

61
777
DNA

agcactattg
ctgctgcaac
aaggcttety
cagggcctay
aagttcaagg
ctcaacagec
ttctatgtta
acacccecat
accctgggat
ggatccctgt
ctgagcaget
gttgceccace
<210>
<211>
<212>

<213> Mus

<400> 62
tgactygggaa

62
789
DNA

agcactattg
cagctgcagce
aaggtttctg
cagggceetgg
aagttcaagyg
ctcaacagcec
tacaggaatt
tcagecaaaa

aactccatgyg

gcctggtcaa
ccagcggtygt
cagtgactgt

cggccageag

musculus

aaccctgygey
cactggcact
agtctgacgce
gctacaccett
aatggattog
gcaaggccac
tgacatctga
tggagtattyg
ctgtctatec
gcctggtcaa
ccageggtgt
cagtgactot

cggccageag

musculus

aaccctygey
cactggcact
agtctgtcgc
gctacaccct
aatggattgg
gcaaggccac
tgacatctga
acgcgtacta
cgacacceec

tgaccctggg

0B00029_Sequence_List.S5T25

gggctattte
gcacaccttc
CCCCtCC&gC

caccaaggtyg

ttacccacge
cttaccgetc
tgagttggtg
cactgaccat
atatatttat
attgactgca
ggattcagca
gggtcaagga
actggeccececet
gggctatttc
gcacaccttc
ceceetceceage

caccaaggtg

ttacccacge
ctraccgctc
tgagttggtyg
cactgaccat
atatatttac
actgactgca
ggatrctgca
ctatgactac
atctgtctat

atgcctggte

cctgagecag
ccagetgrcec
acctggececa

gacaagaaaa

tttgtacatg
ttatttaccc
aaacctgggg
gctattcact
cctgaacatg
gataaatcct
gtgtatttct
acctcagtca
ggatctgetyg
cctgagecag
ccagctgtec
acctggeeca

gacaagaaaa

tttgtacatg
ttatttaccc
aaacctggag
actatrtcact
cctagagatg
gacacttctt
gtctatttct
tggggccaag
ccactggecc

aagggctatt

tgacagtgac
tgcagtctga
gcgagaccgt

ttgtgeecag

gagaaaataa
ctgtggcaaa
cttcagtgaa
gggtgaagea
gaactattaa
ccagcactgce
gttcaagact
ccgrorecic
cccaaactaa
tgacagtgac
tgcagtctga
gcgagaccegt

ttgtgcccag

gagaaaataa
ctgtggcaaa
cttcagtgaa
ggatgaagca
gaataactgg
ccageacage
gtgccagaty
gcaccactct
ctggatctge

tccctgagec
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ctggaactct
cctctacact
cacctgcaac

ggattgt

agtgaaacaa
agcccaggtt
gatatccrge
gaggcctgaa
gtataatgag
ctatatgcag
cactaactac
agccaaaacg
ctccatggtg
ctggaactct
cctctacact
cacctgeaac

ggattgt

agtgaaacaa
agccgaggtt
gatgtcatgc
gaggcctgaa
gtacaatgag
ctacatgcag
gggctatagt
cacagtctec
tgcccaaact

agtgacagty

600
660
720
777

60
120
180
240
300
360
420
480
540
600
660
720
777

60
120
180
240
300
360
420
480
540
600



acctggaact
gacctctaca
gtcacctgcea
agggattgt
<210
<211>
<212>
<213> Mus

<400> 63
tgactgggaa

63
777
DNA

agcactattg
cagctgeaac
aaggcttctg
cagggcctog
aagttcaagg
ctcaacagec
ttgtatatta
acacccccat
accctgggat
ggatccctgt
ctgagcagcet
gtrtgcccacc
<210>
<211>
<212>
<213> Mus

<400> 64
tgactgggaa

64
777
DNA

agcactattg
cagctgeaac
aaggcttcty
caggdgcetygg
aagttcaagg
ctcaacagec
ttctatgtta
acacccccat

accctgggat

ctggatccct
ctctgageag

acgttgccca

musculus

aaccctggeg
cactggcact
agtctgacge
gctacacctt
aatggattgg
gcaaggccac
tgacatctga
tggactactg
ctgtctatec
gcetggrcaa
ccageggrygr
cagtgactgt

cggceageag

muscuius

aaccctggeg
cactggcact
agtctgacgc
gctacacctt
aatggattgy
gcaaggceac
tgacatctga
tggagtattg
ctgtctatec

gcetggtcaa

0OB00029_seguence_List,5T25

gtccageggt
ctcagtgact

ccecggecagce

ttacccacgce
cttaccgetce
tgacttggtg
cactgaccat
atatatittat
attgactgca
ggattcagca
gggtcaagga
actggcccct
gggctatttce
gcacaccttc
ccectecage

caccaaggtg

ttacccacge
cttaccgctc
tgagttggtg
cactgaccat
atatatttat
attgactgca
ggattcagca
gggtcaagga
actggcceect

gggctatttc

gtgcacacct
gtceecteca

agcaccaagg

tttgtacatg
tratttaccc
aaacctgggg
gctattcact
cctgaacatg
gataaatcct
gtgtatttct
acctcagtca
ggatctgcty
cctgagecag
ccagctgtec
acctggeeca

gacadgadada

tttgtacatg
ttatttaccc
aaacctgggg
gctattcact
cctgaacatg
gataaatcct
gtgtatttct
acctcagtca
ggatctgctyg

cctgagecag

tcccagetgt
gcacctggcc

tggacaagaa

gagaaaataa
ctgtggcaaa
cttcagtgaa
gggtgaaaca
gaactattaa
ccagcactge
gtgcaagact
ccgterectc
cCcaaactaa
tgacagtgac
tgcagtctga
gcgagaccgr

ttgtgeccag

gagaaaataa
ctgtggcaaa
cttcagtgaa
gggtgaagca
gaactattaa
ccagcactge
gttcaagact
ccgtetecte
cccaaactaa

tgacagtgac
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cectgcagtct
cagcgagacc

aattgtgcec

agtgaaacaa
agcccaggtt
gatatcctgce
gaggcctgaa
gtataatgag
ctatatgcag
caggaactat
agccaaaacqg
ctccatggtg
ctggaactct
cctctacact
cacctgcaac

ggattgt

agtgaaacaa
agcccaggtt
gatatcctgce
gaggcctgaa
gtataatgag
ctatatgcag
cactaactac
agccaaaacy
ctccatggtg

ctggaactct

660
720
780
789

60
120
180
240
300
360
420
480
540
600
660
720
777

60
120
180
240
300
360
420
480
540
600



ggatccctgt
ctgagcagcet
gttgcccacc
<210>
<211>

<212>
<213>

65

777
DNA
Mus

<400> 65
tgactgggaa

agcactattg
cagctgeaac
aaggtttctg
cagggcctgg
aagttcaagg
ctcaacagec
ttctatacta
acaccccecear
accctgggat
ggatcectgt
ctgagcaget
gttgcceace
<210>
<211>
<212>
<213> Mus

<400> 66
tgactgggaa

66
777
DNA,

agcactattg
cagctgcaac
aaggcttcty
cagggectag
aagttcaagg
ctcaacagec
ttctatgtta
acacccccat
accctgggat

ggatccctgt

ccageggtgt
cagrgactgt

cggccagcag

musculus

aaccctggeg
cactggcact
agtctgacge
gctacacctt
aatggattgg
gcaaggccac
tgacatctga
tggactactg
ctgtctatcec
gcctggtcaa
ccagcggtgt
cagtgactgt

cggceageag

musculus

aaccctggcg
cactggcact
agtctgacgc
gctacacctt
aatggattgg
gcaaggccac
tgacatctga
tggagtattg
ctgtctatec
gcetggtcaa

ccagcggtgt
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gcacaccttc
cccctecage

caccaaggtg

ttacccacge
cttaccgetce
tgagtrgatg
cactgaccat
atatatttat
actgactgca
ggattctaca
gggtcaagga
actggeeect
gggctatttc
gcacacctrtc
cceceteccage

caccaaggtg

ttacccacgc
cttaccgcete
tgacttggtg
cactgaccat
atatatttat
attgactgca
ggattcagca
gggtcaagga
actggcccct
gggctattrc

gcacacctic

ccagetgtcec
acctggeeca

gacaagaaaa

trtgtacatg
ttatttaccc
aaacctyggag
gctattcact
cctagagatg
gacacatcct
gtctatttct
acctcagtca
ggatctgctg
cctgagecag
ccagctgtee
acctggecca

gacaagaaaa

tttgtacatg
ttatttaccc
aaacctgggg
gctattcact
cctgaacatyg
gataaatcct
gtgtatttct
acctcagtca
ggatctgcty
cctgagecag

ccagctgtec

tgcagtctga
gcgagaccgt

ttgtgeecay

gagaaaataa
ctgtggcaaa
cctcagtgaa
ggatgaaaca
gttttactaa
ccagcacage
gtgcaagaat
ccgretectc
cccaaactaa
tgacagtgac
tgcagtctga
gcgagaccgt
trgtgeccay

gagaaaataa
ctgtggcaaa
cttcagtgaa
gggtgaaaca
gaactattaa
ccagcactgce
gttcaagact
ccgtetectce
cccaaactaa
tgacagtgac

tgcagtctga
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cctectacact
caccigcaac

ggattgt

agtgaaacaa
agcccaggtt
gatatcctge
gaggcctgaa
gtacaatgag
ctacatgcag
gactaactac
agccaaaacyg
ctccatggtg
ctggaactct
cctctacact
cacctgcaac

ggattgt

agtgaaacaa
agcccaggtt
gatatcctgce
gaggcctgaa
gtataatgag
ctatatgcag
cactaactac
agccaaaacg
ctccatggtg
ctggaactct

cctetacact

660
720
777

60
120
180
240
300
360
420
480
540
600
660
720
777

60
120
180
240
300
360
420
480
540
600
660



ctgagcagcet

gttgcccacc

<210>
<211>
<212>
<213>

67

777
DNA
Mus

<400> 67
tgactgggaa

agcactattg
cagctgeaac
aaggcttcty
cagggcctgg
aagttcaagg
ctcaatagcc
ttgtatgtta
acacccccat
accctgggat
ggatccctgt
ctgagcagcet
gttgcccacc
<210>
<211>
<212>
<213> Mus

<400> 68
tgactgggaa

68
777
DNA

agcactattg
cagctgeaac
aaggcttcty
cagggcctgg
aagttcaagg
ctcaacagec
ctctatatta
acacccccat
accctgggat
ggatccctgt

ctgagcagcet

cagtgactgt

cggccageag

musculus

aacccrggey
cactggcact
agtctgacge
gctacacctt
aatggattgg
gcaaggccac
tgacatctga
tggactactg
ctgtctatcc
gcctggtcaa
ccagcggrgt
cagtgactgt

cggccageag

musculus

aaccctggcy
cactggcact
agtctgaggc
gctacacctt
aatggattgg
gcaaggecac
tgacatctga
tggactactyg
ctgtctatcc
gcctggtcaa
ccagcggtgt

cagtgactgt

0B00029_Seqguence_List.sT725

cceetecage

caccaaggty

tracccacgce
cttaccgctc
tgagttggty
cactgaccat
atatatttat
attgactgca
ggattcagca
gggtcaagga
actggeeect
gggctatttc
gcacaccttc
cceetecage

caccaaggtg

ttacccacgce
cttaccgetc
tgagcttgtyg
cactgaccat
atatatctac
actgacageca
ggattctgeca
gggtcaagga
actggcccct
gggctattte
gcacaccttc

cocctccage

acctggecca

gacaagaaaa

tttgtacaty
ttatttaccc
aaacctguyg
gctattcact
cctgaacatg
gataaatcct
gtgtatttct
acctcagtea
ggatctgetg
cctgagccag
ccagcetgtec
acctggeeca

gacaagaaaa

tttgtacatg
ttatttaccc
aagcctgggy
gctattcact
cccagagatg
gacacatcct
gtctatttct
acctcagtca
ggatctgctg
cctgagecag
ccagetgtec

acctggeeca

gcgagaccgt

ttgtgcccag

gagaaaataa
ctgtggcaaa
cttcagtgaa
gggtgaagca
gtagtattac
ccagtactgt
gtgcaagact
cegretectce
cccaaactaa
tgacagtgac
tgcagtctga
gcgagaccgt

ttgtgcccag

gagaaaataa
ctgtggcaaa
cttcagtgaa
ggatgaaaca
attttgctaa
ccageacage
gtgcaagaat
ccgtctecte
cccaaactaa
tgacagtgac
tgcagtctga

gcgagaccgt
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cacctgcaac

ggattgt

agtgaaacaa
agcccaggtt
gatatcctge
gaggcctgaa
gtataatgag
ctatatgeac
caggaactac
agccaaaacyg
ctccatggtg
ctggaactct
cctetacact
cacctgcaac

ggattgt

agtgaaacaa
agcccaggtt
gctgtectge
gaggcctgaa
ggtgaatgag
ctacatgcag
gactaactac
agccaaaacg
ctccatggtg
ctggaactct
cctctacact

cacctgcaac

720
777

60
120
180
240
300
360
420
480
540
600
660
720
777

60
120
180
240
300
360
420
480
540
600
660
720



gttgcecacc

<210>
<211>
<212>
<213>

69

777
DNA
Mus

<400> 69
tgactgggaa

agcactattg
cagctgcaac
aaggcttcety
cagggcctag
aagttcaagg
ctcaatagcec
ttgtatatta
acacccceat
accctgggat
ggatccctgt
ctgagcagcet
gttgcecacce
<210>
<211>
<212>
<213> Mus

<400> 70
tgactgggaa

70
777
DNA

agcactattg
cagctgcaac
aagotttctg
cagggcctgg
aagttcaagg
ctecaccagec
ttctatgtta
acacccccat
accctgggat
ggatccctgt
ctgagcagcet

gttgcccacc

cggccagcag

musculus

aaccctggeg
cactggcact
agtctgacgc
gctacacctt
aatggattog
gcaaggccac
tgacatctga
tggactactg
ctgtctatcce
gcctggtcaa
ccageggtgt
cagtgactot

cggccageag

muscuius

aaccctygeg
cactggcact
agtctgacge
gctacacctt
aatggattgg
gcaaggeceac
tgacatttga
tggactactg
ctgtctatac
gcctggteaa
ccageggtgt
cagtgactgt

cggccageag

OB00029_Sequence_List.ST25

caccaaggtg gacaagaaaa ttgtgcccag

ttacccacge
ctraccgetc
tgagttggtg
cactgaccat
atatatttat
attgactgca
ggattcagca
gggtcaagga
actggeeccee
gggctatttc
gcacaccttc
ceectecage

caccaaggtg

ttacccacgc
cttaccgetce
cgegttgoty
cagtgaccat
atatattrtt
actgagtgca
ggattctgca
gggtcaagga
actggeccct
gggctatttc
gcacaccttc
ccectecage

caccaaggtg

tttgtacatg
ttatttaccc
aaacctgggg
gctattcact
cctgaacatg
gataaatcct
gtgtatttct
acctcagtca
ggatctgetg
cctgagecag
ccagctgtec
acctggccca

gacaagaaaa

tttgtacaty
ttatttaccc
aaacctggag
gctattcact
cctagagatg
gacacatcct
gtctattict
acctcagtca
ggatctgcty
cctgagcecag
ccagetgtec
acctggeeca

gacCaadaada

gagaaaataa
ctgtggcaaa
cttcagtgaa
gggtgaagea
gtactattac
ccagtactgt
gtgcaagact
ccgtectecte
cccaaactaa
tgacagtgac
tgcagtctga
gcgagaccgt

ttgtgcccag

gagaaaataa
ctgtggcaaa
cttcagtgaa
ggatgaagca
cttttagttt
ccagcacage
gtgcaagaat
ccgtctecte
cccaaactaa
tgacagtgac
tgcagtctga
gcgagaccgt
ttgtgeccag
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ggattgt

agtgaaacaa
agcceaggtt
gatatcctgce
gaggcctgaa
gtataatgag
ctatatgceac
caggaactat
agccaaaacy
ctecatggtg
ctggaactct
cctctacact
cacctgcaac

ggattgt

agtgaaacaa
agcccaggtt
gatatcgtygce
gaggcctgaa
gaacaatgag
ctacatggag
gagaaactac
agccaaaacyg
ctccatggtyg
ctggaactct
cctectacact
cacctgcaac

ggattgt

777

60
120
180
240
300
360
420
480
540
600
660
720
777

60
120
180
240
300
360
420
480
540
600
660
720
777



<210>
<211>
<212>
<213>

/1

837
DNA
Mus

<400> 71
taagattagc

cgttttrtttg
ttattactcy
ctgcctgtca
cacagtaatg
ctcectgatct
ggatcaggga
tatttctget
aaacgggcty
tctggaggty
aagtggaaga
gacagcaaag
gaacgacata
aagagcttca
<210>
<211>
<212>
<213> Mus

<400> 72
taagattagce

72
840
DNA

cgrLittityg
ttattactcg
gtacctgtca
cgtagtaatg
ctcctgatat
gggtcaggaa
tattactgta
ataaaacgyg
acatctggag
gtcaagtgga
caggacagca

tatgaacgac

musculus

ggatcctacc
gatggagtga
ctgeecaacc
ctcttggaga
gaaacaccta
acaaagttic
cagatttcac
ctcaaagtac
atgctgcacc
cctcagteyt
ttgatggeag
acagcaccta
acagctatac

acaggaatga

musculus

ggatcctacc
gatggagtga
ctgcccaacc
ctcctggaga
gcaacactta
atcggatgtce
ctgctttcac
tgcaacatct
ctgatgetge
gtgcctcagt
agattgatgg
aagacagcac

ataacagcta
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tgacgctttt
aacgatgaaa
agccatggec
tcaagectec
tttacattgg
caaccgattt
actcaagatc
acatgtgctc
aactgtatcc
gtgcttcttg
tgaacgacaa
cagcatgagc
ctgtgaggec

gtcttatcca

tgacgctttt
aacgatgaaa
agccatgycec
gtcagtatcc
cttgtattgg
caaccttgec
actgagaatc
agaatatcct
accaactgta
cgtgtgcttc
cagtgaacga
ctacagcatg

tacctgtgag

tatcgcaact
tacctattge
gatgttgrgc
atctcttgea
tacctgetga
tctggggtec
accagagtygg
acgrrcggtg
atcttcccac
aacaacttct
aatggcgtcc
agcaccctca
actcacaaga

tatgatgtgce

tatcgcaact
tacctattgce
gatattgtga
atctcctgea
ttcctgcaga
tegggagtec
agtagagtygg
ttcacgtteg
tccatcrtec
ttgaacaact
caaaatggceg
agcagcaccc

gccactcaca

ctctactgtt
ctacggeagce
tgacccagac
gatctagtca
agccaggeca
cagacaggtt
aggctgagga
ctgggaccaa
catccagtga
accccaaaga
tgaacagtty
cgttgaccaa
catcaacttc

cagattatgc

ctctactgtt
ctacggcagc
tgacccaggce
cgtctagtaa
ggccaggeca
cagacaggtt
aggctgagga
gcteggggac
caccatccag
tctaccccaa
tcetgaacag
tcacgttgac

agacatcaac
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tctccatacce
cgctggattg
tccactetece
gagcctitta
gtctccaaag
cagtggcagt
tctgggagit
gctggagcetyg
gcagttaaca
catcaatgtc
gactgatcag
ggacgagtat
acccattgte

gagctaa

tctecatace
cgctggattg
tgcaccctcet
gagtctccty
gtctccteag
cagtggcagt
tgtgggtgtt
aaagttggaa
tgagcagtta
agacatcaat
ttggactgat
caaggacgag

ttcacccatt

60
120
180
240
300
360
420
480
540
600
660
720
780
837

60
120
180
240
300
360
420
480
540
600
660
720
780



gtcaagagcet

<210>
<211
<212>
<213> Mus

<400> 73
taagattagc

73
843
DNA

cgttttttty
trattactcg
ctagctgtgt
catagtagca
aaagtgctga
agtgyatcty
gtttattact
gaaatcaaac
ttaacatcty
aatgtcaagt
gatcaggaca
gagtatgaac
attgtcaaga
taa

<210>
<211>
<212>
<213> Mus

<400> 74
taagattagc

74
840
DNA

cgrtttttty
ttattactcg
gtacctgtca
cgcagtaatg
ctcctgatat
gggtctggaa
tattactgta
ataaaacygy
acatctggag

gtcaagtgga

tcaacaggaa

musculus

ggatcctacc
gatggagtga
ctgcecaace
cagttggaga
atcaaaagaa
tttactgggce
ggacagattt
gtcagcaata
gggctgatge
gaggtgcctce
ggaagattga
gcaaagacag
gacataacag

gcttcaacag

musculus

ggatcctacc
gatggagtga
ctgcccaacc
ctcctggaga
gcaacactta
atcggctgtc
ctgcttteac
tgcaacatct
ctgatgctge
gtgccteage
agattgatgg

0B00029_Sequence_List.sT25

tgagtcttat ccatatgatg tgccagatta

tgacgctttt
aacgatgaaa
agccatggec
gaaggttact
ctacttggec
atccactaga
cactcteace
ttatagctat
tgcaccaact
agtcgtgtgce
tggcagtgaa
cacctacage
ctatacctgt

gaatgagtct

tgacgctttt
aacgatgaaa
agccatggec
gtcagtatcc
cttgtattgyg
caaccttgcec
actgagaatc
agaatatcct
accaactgta
cgtgtgertc

cagtgaacga

tatcgcaact
tacctattge
gacatcgtta
atgagctgca
tggtaccagce
gaatctgggg
atcaccagtg
ccgtggacgt
gtatccatct
ttctrgaaca
cgacaaaatg
atgagcagca
gaggccactc

tatccatatg

tatcgcaact
tacctattgce
gatattgtga
atctcctgea
rtcctgcaga
tcaggagtcc
agtagagtgg
ttcacattcg
tccatcttec
ttgaacaact

caaaatggceg

ctctactgtt
ctacggcage
tgtctcagtc
agtccageca
agaaaccagg
tccctgatcyg
tgaagtctga
tcggtggegg
tececaccatce
acttctaccc
gcgtectgaa
cccteacgtt
acaagacatc

atgtgccaga

ctctactgtt
ctacggcagc
tgacccaggyc
ggtctagtaa
ggcecaggeca
cagacaggtt
aggctgagga
gcteggggac
caccatccag
tctraccccaa

tectgaacag

Page 41

tgcgagcetaa

tctccatacc
cgctggatty
tecatectec
gagecctttta
gcagtctect
cttcacaggc
agacctggea
caccaggcty
cagtgagcag
caaagacatc
cagttggact
gaccaaggac
aacttcaccc

ttatgcgage

tctccatacc
cgctggattg
tgcaccctct
gagtctcctg
gtctcctcag
cagtggcagt
tgtgggtgtt
aaagttggaa
tgagcagtta
agacatcaat

ttggactgat

840

60
120
180
240
300
360
420
480
540
600
660
720
780
340
843

60
120
180
240
300
360
420
480
540
600
660



caggacagca
tatgaacgac
gtcaagaget
<210>
<211>
<212>
<213> Mus

<400> 75
taagattagc

75
840
DNA

cgtttttttg
ttattactcy
gtacctgtca
cgtagtaatg
ctcctgatat
gggtcaggaa
tattactgta
ataaaacggg
acatctggag
gtcaagtgga
caggacagca
tatgaacgac
gtcaagagcet
<210>
<211>

<212>
<213>

76

840
DNA
Mus

<400> 76
taagattagc

cgtrttittg
ttattactceg
gtacctgtca
cgtactaatg
ctcetgatat
gggtcaggaa
tattactgta
ataaaaaggq

acatctggag

aagacagcac
ataacagcta

tcaacaggaa

musculus

ggatcctacc
gatggagtga
ctgcccaacc
ctcctggaga
gcaacactta
atcggatgrc
ctgcttteac
tgcaacatct
ctgatgctge
gtgcctcagt
agattgatgg
aagacagcac
ataacagcta

tcaacaggaa

musculus

ggatcctacc
gatggagtga
ctgcccaacc
ctcctggaga
gcaacactta
atcggatgtc
ctgttttcac
tgcaacatct
ctgatgctge
gtgcctcagt

0B00029_Sequence_L1ist.5T25

ctacagcatyg
tacctgtgag

tgagtcttat

tgacgctttt
aacgataaaa
agccatggec
gtcagtatcc
cttgtattgg
caaccttgec
actgagaatc
agaatatcct
accaactgta
cgtgtgette
cagtgaacga
ctacagcatg
tacctgtgag

tgagtcttat

tgacgctttt
aacgatgaaa
agccatggcec
gtcagtttcc
cttgcattgg
caaccttgec
actgagaatc
agaatatcca
accaactgta

cgtgtgettc

agcageaccc
gccactcaca

ccatatgatg

tatcgcaact
tacctattge
gatattgtga
atctcctgca
ttcctgeaga
tcgggagtce
agtagagtgg
ttcacgttcg
tccatectec
ttgaacaact
caaaatggcy
agcagcaccc
gccactcaca

ccatatgatg

tatcgcaact
tacctattgce
gatattgtga
arctcctgcea
ttcctgecaga
tcaggagtcec
agtagagtgg
ttcacgttcg
tccatcttece

ttgaacaact
Page 47

tcacgttgac
agacatcaac

tgccagatta

ctctactgtt
ctacggcagc
tgacccagge
cgtctagtaa
ggceaggeca
cagacaggrt
aggctgagga
gctcggggac
caccatccag
tctaccccaa
tcctgaacag
tcacgttgac
agacatcaac

tgccagatta

ctctactgtt
ctacggcagce
tgacccaggc
ggtcttctaa
ggccaggeea
cagacaggtt
aggctgagoga
gctcggggac
caccatccag

tctaccccaa

caaggacgag
ttcacccatt

tgcgagctaa

tctecatacc
cgctggattg
tgcaccctet
gagtctecty
gtctcctcag
cagtggcagt
tgtgggtgtt
aaagttggaa
tgagcagtta
agacatcaat
ttggactgat
caaggacgag
ttcacccatt

tgcgagctaa

tctccatacc
cgctggatty
tgcaccctct
gagtctcctg
gtctcctcag
cagtggcagt
tgtgggtgtt
aaagttggaa
tgagcagtta

agacatcaat

720
780
840

60
120
180
240
300
360
420
480
540
600
660
720
780
840

60
120
180
240
300
360
420
480
540
600



gtcaagtgga
caggacagca
tatgaacgac
gtcaagagcet
<210>
<211>
<212>
<213> Mus

<400> 77
taagattagc

77
840
DNA

cgttttttty
ttattactcg
gtacctgtca
cgtagtaatg
ctcctgatat
gggtcaggaa
tattactgta
ataaaacggg
acatctggag
gtcaagtgga
caggacagca
tatgaacgac
gtcaagaget
<210>
<211>

<212>
<213>

78

840
DNA
Mus

<400> 78
taagattagc

cgtttttttg
ttattacteg
gtacctgtca
cgtagtaatg
ctcctgatat
gggtcaggaa
tattactgta

ataaaacggg

agattgatgg
aagacagcac
ataacagcta

tcaacaggaa

muscutus

ggatcctacc
gatggagtga
ctgcccaacc
ctcctggaga
gcaacactta
atcggctgtc
ctgcttteac
tgcaacatct
ctgatgctgce
gtgccteagt
agattgatgg
aagacagcac
ataacagcta

tcaacaggaa

musculus

ggatcctacc
gatggagtga
ctgcecaacc
ctcctggaga
gcaacactta
atcggatgtc
ctgectttcac
tgcaacatct

ctgatgctge
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cagtgaacga
ctacagcatyg
tacctgtgag

tgagtcttat

ttacgctttt
aacgatgaaa
agccatggec
atcagtatcc
cttgtattgg
taaccttgec
actgagaatc
agaatatcct
accaactgta
cgtgtgcette
cagtgaacga
ctacagcatg
tacctgtgag

tgagtcttat

tgacgetttt
aacgatgaaa
agccatggec
gtcagtatcc
cttgtattgg
caaccttgec
actgagaatc
agaatatcct

accaactgta

caaaatggcg
agcageacec
gccactcaca

ccatatgatg

tatcgcaact
tacctattge
gatatrtgtga
atctcctgea
ttecctgeaga
tcaggagtcc
agtagagtgg
ttcacattcg
tccatettec
ttgaacaact
caaaatggcg
agcagcaccc
gccactcaca

ccatatgatg

tatcgcaact
tacctattge
gatattgtga
atctcctgea
ttcctgeaga
tcgggagtee
agtagagtgg
ttcacgttcg

tccatctece
Page 43

tcctgaacag
tcacgttgac
agacatcaac

tgccagatta

ctctactgtt
ctacggcage
tgacccagge
ggtctagtaa
ggccaggeca
cagacaggtt
aggctgagga
gctcggggac
caccatccag
tctaccccaa
tcctgaacag
tcacgttgac
agacatcaac

tgccagatta

ctetactgtt
ctacggcagce
tgacccagge
cgtctagtaa
ggccaggeca
cagacaggtt
aggetgagga
gctcggggac

caccatccag

ttggactgat
caaggacgag
ttcaccecatt

tgcgagetraa

tctcecatace
cgctggatty
tgcaccctct
gagtctecty
gtctcctcag
cagtggcagt
tgtgggtgtt
aaagttggaa
tgagcagtta
agacatcaat
ttggactgat
caaggacgag
ttcacccatt

tgcgagetaa

tctccatacce
cgctggatty
tgcaccctct
gagtcteccty
gtctecteag
cagtggcagt
tgtgggtgtt
aaagttggaa

tgagcagtta

660
720
780
840

60
120
180
240
300
360
420
480
540
600
660
720
780
840

60
120
180
240
300
360
420
480
540



acatctggag
gtcaagtgga
caggacagca
tatgaacgac
gtcaagaget
<210>
<211>
<212>
<213> Mus

<400> 79
taagattage

79
840
DNA

cgtttttttg
ttattactcg
gtacctgtca
cgtagtaatg
ctectcatat
gggtcaggaa
tattactgta
ataaaacggy
acatctggag
gtcaagtgga
caggacagca
tatgaacgac
gtcaagagct
<210>
<211>

<212>
<213>

80

&840
DNA
Mus

<400> 80
taagattagc

cgtttttttg
ttattactcg
gtatctgtca
cgtagtaaty
ctcctgatat

gggtcaggaa
tattactgta

gtgcctcagt
agattgatgg
aagacagcac
ataacagcta

tcaacaggaa

musculus

ggatcctacc
gatggagtga
ctgcccaacc
ctectggaga
gcaacactta
atcggatgtc
ctgectteac
tgcaacatct
ctgatgetge
gtgcctcagt
agattgatgg
aagacagcac
ataacagcta

tcaacaggaa

muscutus

ggatcctacc
gatggagtga
ctgcccaace
ctcctggaga
gcaacactta
atcggatgtc
ctgctttcac

tgcaacatct
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cgtygtgette
cagtgaacga
ctacagcatg
tacctgtgag

tgagtcttat

tgacgetttt
aacgatgaaa
agccatggec
gtcagtatcc
cttgtattgg
caaccttgcece
actgagaatc
agaatatcct
accaactgta
cgtgtgettc
cagtgaacga
ctacagcatg
tacctgtgag

tgagtcttat

tgacgctttt
aacgatgaaa
agccatggec
gtcagtatce
cttgtattyg
caaccttgcec
actgagaatc

agaatatcct

ttgaacaact
caaaatggcg
agcageaccece
gccactcaca

ccatatgatg

tatcgcaact
tacctattge
gatattgtga
atctcctgea
ttcectgeaga
tcaggagtcc
agtagagtgyg
ttcacgttcg
tccatettece
ttgaacaact
caaaatgycy
agcagcaccc
gccactcaca

ccatatgatg

tatcgecaact
tacctattge
gatattgtga
atctecctgea
ttccteccaga
tcaggagtec
agtagagtgg
ttcacgttcg

tctaccccaa
tcctgaacag
tcacgttgac
agacatcaac

tgccagatta

ctctactgtt
ctacggcage
tgacccagge
ggtccagtaa
ggccaggeca
cagacaggtt
aggctgagga
gaggggggac
caccatccag
tctaccccaa
tcctgaacag
tcacgttgac
agacatcaac

tgccagatta

ctcrtctgtt
ctacggceagc
tgacccagge
ggtctactaa
ggccaggeca
cagacaggtt
aggcigagga
gaggggggac
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agacatcaat
ttggactgat
caaggacgag
ttcacccatt

tgcgagctaa

tcteccatacc
cgctggatty
tgcaccctet
gagtctecty
gtctcctcay
cagtggcagt
tgtgggtgtt
caagctggaa
tgagcagtta
agacatcaat
ttggactgat
caaggacgag
ttcacccatt

tgcgagctaa

tctccatace
cgctggattg
tgcaccctcet
gagtctccty
gtctcctcag
cagtggcagt
tgtgggtgtt

caagctggaa

600
660
720
780
840

60
120
180
240
300
360
420
480
540
600
660
720
780
840

60
120
180
240
300
360
420
480



ataaaacggg
acatctgagag
gtcaagtgga
caggacagca
tatgaacgac
gtcaagagct
<210>
<21l>
<212>
<213> Mus

<400> 81
taagattagc

81
840
DNA

cgttttttty
ttattactcg
gtacctgtca
cgtagtaatg
ctcctgatat
gggtcaggaa
tattactgta
ataaaacggg
acatctggag
gtcaagtgga
caggacagca
tatgaacgac
gtcaagagct
<210>
<211>

<212>
<213>

82

840
DNA
Mus

<400> 82
taagattagc

cgtttttttg
ttattactcg
gtacctgtca
cgcagtaatg
ctcctgatat

gggtcaggaa

ctgatgetge
gtgcctcagt
agattgatgg
aagacagcac
ataacagcta

tcaacaggaa

musculus

ggatcctacce
gatggagtga
ctgcccaacc
ctcctggaga
gcaacactta
atcggatgtc
ctgcetteac
tgcaacatct
ctgatgctge
gtgcctcagt
agattgatgg
aagacagcac
ataacagcta

tcaacaggaa

musculus

ggatcctacc
gatggagtga
ctycccaacc
ctcctggaga
gcaacactta
atcggetgtce

ctgcttteac
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accaactgta
cgtgtgctte
cagtgaacga
ctacagcatg
tacctgtgag

tgagtcttat

tgacgetttt
aacgatgaaa
agccatggece
gtcagtatcc
cttgtattgg
caaccttgec
actgagaatc
agaatatcct
accaactgta
cgtgtgcettc
cagrgaacga
ctacagcatg
tacctgtgag

tgagtcttat

tgacgctttt
aacgatgaaa
agccatggec
gtcagtatcc
cttgtattgg
caaccttgec

actgagaatc

tccatcttee
ttgaacaact
caaaatggcy
agcageaccc
gccactecaca

ccatatgaty

tatcgcaact
tacctattge
gatattgtga
atctcctgea
ttcectgeaga
tcaggagrcc
agtagagtgg
ttcacgtteg
tccatcttec
ttgaacaact
caaaatggceg
agcagcaccc
gccactcaca

ccatatgatg

tatcgeaact
tacctattgce
gatattgtga
atctectgea
ttcctgcaga

tcaggagtcc

agtagagtgg

caccatccag
tctaccccaa
tcctgaacag
tcacgttgac
agacatcaac

tgccagatta

ctctactgtt
ctacggcage
tgacccaggce
ggtctagtaa
ggccaggeca
cagacaggtt
aggctgagga
gaggggggac
caccatccag
tctacccecaa
tcctgaacag
tcacgttgac
agacatcaac

tgccagatta

ctctactgrt
ctacggcage
tgacccaggce
ggtctagtaa
ggccaggecea

cagacaggtt

aggctgagga
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rgagcagtta
agacatcaat
ttggactgat
caaggacgag
ttcacccatt

tgcgagcetaa

tetccatacc
cgctggattg
tgcaccctcet
gagtcteceta
gictcctcag
cagtggcagt
tgtgggtgtt
caagctggaa
tgagcagtta
agacatcaat
ttggactgat
caaggacgag
ttcacccatt

tgcgagctaa

tcteccatace
cgctggattyg
tgcaccctct
gagtctcctg
gtctectcag
cagtggcagt
tgtgogtgtt

540
600
660
720
780
840

60
120
180
240
300
360
420
480
540
600
660
720
780
840

60
120
180
240
300
360
420



tattactgta
ataaaacggg
acaactggag
gtcaagtgga
caggacagca
tatgaacgac
gtcaagagct
<210>
<211>
<212>
<213> Mus

<400> 83
cggatcctac

83
597
DNA

ggatggagtyg
gctgeccaac
actectggag
ggcaacactt
tatcggatgt
actgettteca
atgcaacatc
gctgatgcty
ggtgcctcag
<210>
<211>
<212>
<213> Mus

<400> 84
ggattcactt

84
30
DNA

<210>
<211l>
<212>
<213> Mus

<400> 85
ggctacacct

85
30
DNA

<210>
<211>
<212>
<213> Mus

<400> 86
ggctacacct

86
30
DNA

tgcaacatct
ctgatgetge
gtgcctcagt
agattgatgg
aagacagcac
ataacagcta

tcaacaggaa

musculus

ctgacgettt
aaacgatgaa
cagccatgge
agtcagtatc
acttgtattg
ccaaccttge
cactgagaat
tagaatatcc
caccaactgt

tegtgtgett

musculus

tcagtaacta

musculus

tcagtgacca

musculus

tcactgacca

0B00029_Sequence_List.ST25

agaatatcct
accaactgta
cgtgtgctte
cagtgaacga
ctacagcatg
tacctgtgag

tgagtcttat

ttatcgcaac
atacctattg
cgatattgtg
catctectge
gttcctgeag
ctegggagte
cagtagagty
tticacgtte
atccatcttc

cttgaacaac

tggcatgtct

tgctattcac

tgctattcac

ttcacattcg
tccatcttec
ttgaacaact
caaaatggcg
agcagcaccc
gccactcaca

ccatatgatg

tctetactgt
cctacggcag
atgacccagg
acgtctagta
aggccaggec
ccagacaggt
gaggctgagg
ggctegggga
acaacatcca

ttctacccca

gctcggggac

cacaatacag
tctaccecaa
tcctgaacag
tcacgttgac
agacatcaac

tgccagatta

ttctecatac
ccgctggatt
ctgcaccctc
agagtctect
agtctccteca
tcagtggeag
atgtgggtgt
caaatttgga
gagagcagtt

aagacatcaa

Page 46

aaagttggaa
tgagcagtta
agacatcaat
ttggactgat
caaggacgag
ttcacccatt

tgcgagctaa

ccgrtiLtet
gttattactc
tgtacctgtce
gcgtagtaat
gctcctgata
tgggtcagga
ttattactgt
aataaaacgg
aacatctgga

tgtcaag

480
540
600
660
720
780
840

60
120
180
240
300
360
420
480
540
597

30

30

30



<210> 87
<211> 30
<212> DNA
<213> Mus
<400> 87
ggctacaccc
<210> 88
<211> 51
<212> DNA
<213> Mus
<400> 88
gccattaate
<210> 89
<21l> 51
<21Z2> DNA
<213> Mus
<400> 89
tatatttatc
<210> 90
<211> 51
<212> DNA
<213> Mus
<400> 90
tatatttatc
<210> 91
<211> 51
<212> DNA
<213> Mus
<400> 91
tatatttacc
<210> 92
<211> 51
<212> DNA
<213> Mus
<400> 92
tatatttatc
<210> 93
<211l> 51
<212> DNA
<213> Mus
<400> 93
tatatttatc
<210> 94
<211> 51
<212> DNA

musculus

tcactgacca

musculus

gtgatggtgg

musculus

ctagacatgg

musculus

ctgaacatgg

musculus

ctagagatgg

musculus

ctagagatgg

musculus

ctgaacatgg

0B00029_Sequence_List.5T25

tactattcac

taccacctac

gactactaac

aactattaag

aataactggy

ttttactaag

tagtattacg

tatacagaca

tacaatgaga

tataatgaga

tacaatgaga

tacaatgaga

tataatgaga

atgtgaaggg

acttcaaggg

agttcaaggg

agttcaaggg

agttcaaggg

agttcaaggg

Page 47

30

51

51

51

51

51

51



<213> Mus
<400> 94
tatatctacc
<210> 95
<211> 351
<212> DNA
<213> Mus
<400> 95
tatatttatc
<210> 26
<211> 51
<212> DNA
<213> Mus
<400> 96
tatatttttc
<210> 97
<211> 33
<212> DNA
<213> Mus
<400> 97
ttccttctct
<210> 98
<211> 27
<212> DNA
<213> Mus
<400> 98
agaaactact
<210> 99
<211> 27
<212> DNA
<213> Mus
<400> 99
actaactact
<210> 100
<211> 39
<212> DNA
<213> Mus
<400> 100
ggctatagtt
«210> 101
<211> 27
<212> DNA
<213> Mus
<400> 101
aggaactatt

muscuius

ccagagatga

musculus

ctgaacatgg

muscutus

ctagagatgc

musculus

gggacggctg

musculus

tctatgttat

musculus

tctatgttat

musculus

acaggaatta

musculus

tgtatattat

0B0O0029_Sequence_List.ST25

ttttgctaag gtgaatgaga agttcaaggg ¢

tactattacg tataatgaga agttcaaggg cC

tittagttty aacaatgaga agttcaaggg ¢

gtacttcgat gtc

ggactac

ggagtat

cgcgtactac tatgactac

ggactac

Page 48

51

51

51

33

27

27

39

27



<210> 102
<21i> 27

<212> DNA
<213> Mus
<400> 102
actaactact
<210> 103
<211> 27

<212> BDPNA
<213> Mus
<400> 103
aggaactact
<210> 104
<211> 27

<212> DNA
<213> Mus
<400> 104
actaactacc
<210> 105
<211> 48

<212> DNA
<213> Mus
<400> 105
agatctagtc
<210> 106
<211> 48

<212> DNA
<213> Mus
<400> 106
acgtctagta
<210> 107
<211> 51

<212> DNA
<213> Mus
<400> 107
aagtccagcec
<210> 108
<211> 48

<212> DNA
<213> Mus
<400> 108
aggtctagta
<210> 109
<211> 48

<21Z2> DNA
<213> Mus

musculus

tctatactat

musculus

tgtatgttat

musculus

tctatattat

musculus

agagccttrtt

musculus

agagtctect

musculus

agagcctttt

musculus

agagtctcct

musculus

0800029_Sequence_List.ST25

ggactac

ggactac

ggactac

acacagtaat ggaaacacct atttacat

gcgtagtaat ggcaacactt acttgtat

acatagtagc aatcaaaaga actacttggce ¢

gcgcagtaat ggcaacactt acttgtat

pPage 49

27

27

27

48

48

51

48



<400> 109
aggtcttcta
<210> 110
<211> 48

<212> DNA
<213> Mus
<400> 110
aggtctagta
<210> 111
<211> 48

<212> DNA
<213> Mus
<400> 111
aggtccagta
<210> 112
<211> 48

<Z212> DNA
<213> Mus
<400> 112
aggtctacta
<Z210> 113
<211> 48

<212> DNA
<213> Mus
<400> 113
aggtctagta
<210> 114
<211l> 21

<Z212> DNA
<213> Mus
<400> 114
aaagtttcca
<210> 115
<211> 21

<212> DNA
<213> Mus
<400> 115
cggatgtcca
<210> 116
<211> 21

<212> DNA
<213> Mus
<400> 116
tgggcatcca

agagtctect

muscutus

agagtctect

musculus

agagtcrcct

muscuius

agagtctcoct

musculus

agagtctect

musculus

accgattttce

musculus

accttgcctc

musculus

ctagagaatc

0B00029_Sequence_List.sT25

gcgtactaat ggcaacactt acttgeat

gcgtagtaat ggcaacactt acttgtat

gcgtagtaat ggeaacactt acttgtat

gcgtagtaat ggcaacactt acttgtat

acgtagtaat ggcaacactt acttgtat

Page 50

48

48

48

48

48

21

21

21



<2106> 117
<Z211> 21

<212> DNA
<213> Mus
<400> 117
cggetgteca
«<210> 118
<211> 21

<212> DNA
<213> Mus
<400> 118
cggatgicca
<210> 119
<211> 21

<212> DNA
<213> Mus
<400> 119
cggctgicta
<210> 120
<211> 24

<212> DNA
<213> Mus
<400> 120
tctcaaagta
<210> 121
<21l> 27

<212> DNA
<213> Mus
<400> 121
argcaacatc
<210> 122
<211> 27

<212> DNA
<213> Mus
<400> 122
cagcaatatt
<210> 123
<211> 27

<212> DNA
<213> Mus
<400> 123
atgcaacatc
<210> 124
<211> 27

<212> DNA
<213> Mus

musculus

accttgectc

musculus

accttgcctc

muscutus

accttgectco

musculus

cacatgtgct

musculus

tagaatatcc

muscuius

atagctatcc

muscuius

tagaatatcc

musculus

OB00029_Sequence_List.s5T25

cacg

tttcacg

gtggacg

tttcaca

Page 51

21

21

21

24

27

27

27



<400> 124
atgcaacatc
<210> 125
<211> 30

<212> DNA
<213> Mus
<400> 125
ggattcactt
<210> 126
<211> 30

<212> DNA
«<213> Mus
<400> 126
ggctacacct
<210> 127
<211> 51

<212> DNA
<213> Mus
<40Q0> 127
tatatttatc
<210> 128
<211> 48

<212> DNA
<213> Mus
<400> 128
agatctagtc
<210> 129
<211> 24

<212> DNA
<213> Mus
<400> 129
tctcaaagta
<210> 130
<211> 51

<212> DNA
<213> Mus
<400> 130
aagtccagtc
<210> 131
<211> 21

<212> DNA
<213> Mus
<400> 131
tgggcatcca
<Z210> 132

tagaatatcc

musculus

tcagtagcta

muscuius

tcactgacca

musculus

ctagagatgg

musculus

agagccttgt

musculus

cacatgttcc

musculus

agagcctrtt

musculus

ctagggaatc

0B00029_Sequence_List.S5T25

attcacy

tggcatgtet

tactattcac

tagtactaag tacaatgaga agttcaaggg ¢

acacagtaat ggaaacacct atttacat

teec

atatagtagc aatcaaaaga actacttggc ¢

pPage 52

27

30

30

51

48

24

51

21



<211>
<212>
<213>

<400>
cagcaat

<210>
<211>
<212>
<213>

<400>
aggtcta

<210>
<Z211>
<212>
<213>

<400>
cggatgt

<210>
<211>
<212>
<213>

<400>
atgcaac

<210>
<211>
<212>
<213>
<400>
Gln Glu
1

Tyr Glu

Pro Pro

val Ile

50

Glu Thr
65

ITe Asn

27
DNA
Mus

132
att

133
48

DNA
Mus

133
gta

134
21

DNA
Mus

134
cca

135
27

DNA
Mus
135
ate

136
222
PRT
Homo

136

Gly

Gly

Ala

35

Glu

Arg

Ile

Asp

musculus

0800029_Sequence_List.5T25

atagctatce tcccaca

musculus

agagtctcct gcatagtaat ggcaacactt actitgtat

musculus

acctrgecte a

musculus

tagaatatce tttcaca

sapiens

Lys

Glin

20

val

Atrg

Ser

val

Asn
100

Phe

5

Glu

Thr

Glu

Thr

Glu

85

Arg

Pro

Phe

Gly

His

70

Gly

Pro

Gly

Ser

Glu

Leu

55

Asn

Pro

Thr

Pro

Gin

Leu

40

Leu

Leu

val

Phe

Leu

Ite

25

Thr

Tyr

Gin

Pro

Leu
105

Lys Pro Met
ile Phe Gin
Gly Giu Thr

Tyr Asn Arg
60

val Ala Ala
75

Ile Thr Ile
30

GIn Ser Lys

Page 53

Thr

rhe

Asp

45

Ala

Leu

LyS

Tyr

Phe

Lys

30

Asn

Leu

ASp

val

Glu
110

Ser

15

Ala

Ile

ASD

Ala

Lys

Gly

Ile

Asn

Phe

Arg

Asn

80

Asp

Ser

27

48

21

27



val

Thr

Ile

145

Ash

Leu

ASp

ASp

Asn

Asn

Met

Ile
210

<210
<211>
<212>
<213>

<400>

Gn
115

Leu

Tle

Lys

Pro

137
765
PRT
Homo

137

GIn Glu Gly

1
Tyr

Pro

val

Glu

65

Gly

val

Glu

Pro

Ile

50

Thr

Asn

Arg

Gly

Ala

35

Glu

Arg

Ile

Asp

Gin
115

ASh

ASp

Gln

Thr

Ala

180

Gly

val

Ser

ASp

Leu

Gly

Lys

GIn

Thr

sapiens

Lys

Gin

20

val

Arg

Ser

val

AsSn

100

Asn

Phe

5

Glu

Thr

Glu

Thr

Glu

85

Arg

ser

Arg

Pro

Pro

150

Ala

Asn

ser

Glu

ser

Pro

rhe

Gly

His

70

Gly

Pro

Arg

0B00029_Sequence_List.ST25

Pro Gly Lys Pro Phe Leu Tyr val

120

Ala Thr

135

Met Ile

Ile Ser

Pro ser

Glu Asn
200

Asn Ile
215

Gly Pro

ser Glin

Glu Leu

40

Leu Leu

»5

Asn Leu

Pro val

Thr phe

Pro Gly

Pro

Asn

Leu

Tyr

185

ser

Try

Leu

Ile

25

Thr

Tyr

GIn

Pro

Leu

105

Lys

Asn

Asn

Thr

170

Ash

Phe

Lys

Gly

Tyr

val

Ile

30

Gin

Pro

Gly

val

155

Arg

Leu

Ser

Ala

Pro

Phe

Glu

Asn

Ala

75

Thr

Ser

Phe

Gin

140

Met

Glu

val

ASp

Pro
220

Met

Gin

Thr

Arg

60

Ala

Ile

Lys

Ley

Page 54

125

Leu
Tyr
Gly
Ile
Thr

205

Lys

Thr
Phe
Asp
45

Ala
Leu
Lys

Tyr

Tyr
125

Tyr

Phe

sSer

Ser

1920

Thr

Pro

Phe

L.eu

Asp

val

Glu

110

val

Asn

Tyr

Gln

GlIn

175

val

Ser

ser

15

Ala

Ile

Asp

Ala

Lys

Gly

AsSn

Gin

Tle

160

Glu

Lys

val

ASh

Phe

Arg

Asn

80

Asp

ser



Thr

Ile

145

Asn

Leu

Asp

Asp

Met

225

Arg

Leu

Thr

val

His

305

Pro

Ite

ser

AsSp

ASh

Asn

Met

Ile

210

val

Trp

Pro

Gin

Ala

290

val

val

Gly

Phe

Leu

Ile

Lys

Pro

Gly

Ile

Glu

Asnh

Arg

Pro

275

Lys

Lys

Thr

Thr

Leu

355

Leu

Ser

Asp

Glin

Thr

Ala

180

Gly

val

Asn

AsSp

Phe

260

Leu

Asp

val

va'l

Leu

340

Asn

Phe

Leu

ASp

Leuy

Lys

Gln

Thr

Ser

Pro

245

Pro

Asp

Glu

Lys

Phe

325

Thr

Tyr

Leu

Lys

Pro

Pro

150

Ala

Asn

Ser

Glu

Thr

230

Gly

Phe

Arg

Tyr

Asp

Glu

Ala

Arg

Lys
390

Ala

135

Met

Ile

Pro

Glu

Asn

215

ASD

Ala

Ser

Glu

va'l

His

Ile

GlIn

375

Gln

OB00029_sequence List.ST25

Thr Pro Asn Gly Gln Leu Tyr
140

Ile

Ser

Ser

Asn

200

Ile

Pro

Gln

Ile

Glu

280

Lys

Asn

Glin

Asp

val

360

Thr

Asp

Asn

Leu

Tyr

185

Ser

Trp

His

Tyr

265

Lys

Pro

Asp

Glu

Arg

Glu

Tyr

Thr

AsSn

Thr

170

Asn

Phe

Lys

Pro

Ser

250

Gln

Asp

Leu

Asn

Asn

330

Asp

Glin

Ala

Pro

val

155

Arg

Leu

Ser

Ala

Ile

2335

Ley

Glu

Ala

ser

Pro

315

Glu

Glu

Thr

Gly

Gln
395

Met

Glu

val

Asp

Pro

220

LYS

val

Gly

Tyr

Tyr

300

Pro

Arg

Glu

Pro

Met

380

Tyr

Page 55

Tyr

Gly

Ile

Thr

205

LysS

Ile

Asp

Asp

val

285

Pro

Thy

Leu

Asn

Asn

Phe

Ser

ser

190

Thr

Pro

Thr

Lys

Ile

270

Phe

Leu

Cys

Gly

Thr

350

Leu

Gln

Leu

TYr

Gin

Gln

175

val

Ser

val

GlIn

Glu

255

Tyr

Tyr

Glu

Pro

Asn

335

Ala

Pro

Leu

Thr

Gin

Ile

160

Glu

Lys

val

Glu

val

240

Lys

val

Ala

ser

320

Ser

Asn

Met

Ala

Tle
400



Glu

val

Thr

Ile

465

Asp

Leu

Asn

Ala

ser

545

Thr

Ser

va'l

ser

Leu

625

Asn

Pro

va'l

Ile

Asn

Ile

450

Leu

Thr

ASD

Pro

Lys

GIn

Lys

Tyr

Thr

Pro

610

Ser

Pro

Leu

Ser

ASp

Leu

435

Glin

Tyr

ASp

Phe

Glu

515

Phe

His

vai

Ser

Tyr

Ser

Pro

Ser

Asp

Ile

420

Thr

Ala

His

Pro

Glu

500

Pro

Thr

val

Gly

Leu

580

Glu

Arg

val

Arg

ala
660

Leu

Thr

Ile

His

485

Thr

Leu

Leu

Phe

Asn

565

Arg

Ile

val

ser

Leyu

645

Pro

Asp

Asp

Ala

Asp

Ile

470

Thr

Ala

val

Ile

Glin

550

val

Gly

Phe

Gln

Glu

630

Ala

Gly

OB0O0029_Sequence_List.ST25

Phe Lys Thr Leu Cys Phe val G1n

Gin

Glu

Ala

455

Lys

AsSn

Ala

Phe

val

535

Ala

Thr

Asp

ser

val

615

Phe

Lys

ser

Ile

ASp

Asp

Gly

Thr

va'l

Gly

Thr

Lys

Ala

Thr

val

600

val

His

Asp

L.ey

Pro

425

Thr

Glu

Asp

Gly

Ser

505

val

ASp

val

Lys

Arg

585

Ala

Ala

Leu

Tyr

Ile
665

410

Ile

Asn

Pro

Ser

Tyr

490

Asn

Lys

val

Ser

570

Gly

Pro

Thr

Tle

Thr
650

Phe

Ile

Phe

Glu

475

val

Ile

Tyr

ASH

Glu

555

Pro

™rp

Leu

Glu

Leu

635

Gly

Glu

Gly

Thr

460

Gly

Ile

val

Asn

Glu

540

AsSp

Glu

L.eu

Asp

val

620

Met

Leu

phe Glu Ala
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Lys

Ser

445

Gly

Arg

Ile

Phe

Ala

525

Ala

val

Gly

Lys

Arg

Gly

Asp

Phe

Thr

ser

430

Thr

Ser

Leu

Lys

Pro

Ala

ieu

Ile

590

Glu

Gly

val

Phe

Ile
415
Asp
Ile

Ser

Gly

Ser

Gln

Ile

Asp

575

Asp

Ala

Ser

Asn

655

ASp

Asn

Tyr

Leu

Lys

val

480

Pro

Glu

phe

Phe

Gly

560

Ile

Gly

Ser

Asp



Gln

Ser

705

L.eu

Ser

Pro

His

Leu

690

Leu

Ile

Leu

Ala

Leuy

675

G1In

Ser

Arg

Pro

Gly

Phe

Asn

Thr

Ile

val

740

His

Arg

Asp

Arg

Asn

725

Thr

Gln

Gly

Trp

His

710

Asp

Phe

Thr

0B00029._Sequence List.ST25

Pro His Phe Thr Phe Ser Leu Gly

Glu

695

Thr

Gly

Cys

Gly

val

ASp

Gly

ser

Iie
760

ser

Phe

Arg

745

Pro

Lys

Glu

Pro

730

val

Thr

Ile

Glu

715

Pro

Glu

val

Asn

700

Arg

Leu

Gly

Gly

Page 57

685

Gly Thr

Glu Tyr

Glu Gly

ser Cys

750

Met
765

Ser

His

val

Iie

735

Phe

Gly

Ala

val

720

val

Arg



