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FIG. 1A

G v L L T Q R T L

Oncostatin M Signal Sequence ->
CTC AGT CTG GTC CTT GCA CTC' CTG TTT CCA AGC ATG GCG

L S L \ L A L L F P S M A

AGCTTCACCA(ATG GGT GTA CTG CTC ACA CAG AGG ACG CTG
l M

S M A H v A Q P A v v L
Human CTLA4 >

GCC AGC AGC CGA GGC ATC GCC AGC TTT GTCG TGT GAG TAT

A S S R G I A S F \"2 C E Y

AGC ATG GCA;ATG CAC GTG GCC CAG CCT GCT GTG GTA CTG
I M

GCA TCT CCA GGC AAA GCC ACT GAG GTC CGG GTG ACA GTG
A S P G K A T E A% R \Y T v

CTT CGG CAG GCT GAC AGC CAG GTG ACT GAA GTC TGT GCG
L R Q A D S Q v T E v Cc A

GCA ACC TAC ATG ATG GGG AAT GAG TTG ACC TTC CTA GAT
A T Y M M G N E L T F L D

GAT TCC ATC TGC ACG GGC ACC TCC AGT GGA AAT CAA GTG
D S I C T G T S s G N 0 Vv

AAC CTC ACT ATC CAA GGA CTG AGG GCC ATG GAC ACG GGA
N L T I Q@ G L R A M D T @

CTC TAC ATC TGC AAG GTG GAG CTC ATG TAC CCA CCG CCA
L Y I C K v E L M Y P P P

TAC TAC CTG GGC ATA GGC AAC GGA ACC CAG ATT TAT GTA
Y Y L G I G N G T Q I Y \%

ATT GAT CCA GAA CCG TGC CCA GAT TCT GAT CAG GAG CCC
I D P E P c P D S D Q I E P

AAA TCT TCT GAC AAA ACT CAC ACA TCC CCA CCG TCC CCA
K S 8 D K T H T 8 P P g% P

Human IgG, Hinge _ ' _

GCA CCT GAA CTC CTG GGG GGA TCG TCA GTC TTC CTC TTC

| A P E L L G G g% S v F L F

.. Human IgGy Ca2 Domain ->

CCC CCA AAA CCC AAG GAC ACC TTC ATG ATC TCC CGG ACC

P P K P K D T L M I S R T




587
626
665
704
743
‘782
821
860
899
938
977
1016
1055
1094
1133

1172
1222
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F1G. 1B

CCT GAG GTC ACA TGC GTG GTG GTG GAC GTG AGC CAC GAA

GAC CCT GAG GTC AAG TTIC AAC TGG TAC GTG GAC GGC GTG
D P E \Y K F N W Y v D G \'

GAG GTG CAT AAT GCC AAG ACA AAG CCG CGG GAG GAG CAG
E A% H N A K T K P R E E Q

TAC AAC AGC ACG TAC CGT GTG GTC AGC GTC CTC ACC GTC
Y N S T Y R v Vv S \4 L T v

CTG CAC ‘CAG GAC TGG CTG AAT GGC AAG GAG TAC AAG TGC
L H Q D W L N G K E Y K C

AAG GTC TCC AAC AAA GCC CTC CCA GCC CCC ATC GAG AAA
K v S N K A L P A P I E K

T I S K A K | 0 P R E P Q
Human IgG; Cg3 Domain >

GTG TAC ACC CTG CCC CCA TCC CGG GAT GAG CTG ACC AAG

v Y T L P P S R D E L T K

ACC ATC TCC AAA GCC AAA GGG CAG CCC CGA GAA CCA CAG
l G

AAC CAG GTC AGC CTG ACC TGC CTG GTC AAA GGC TTC TAT
N Q v S L T C L v K G F Y

CCC AGC GAC ATC GCC GTG GAG TGG GAG AGC AAT GGG CAG
P S D I A v E W E S N G Q

CCG GaG AAC AAC TAC ARG ACC ACG CCT CCC GTG CTG GAC
P E N N Y K T T P P A% L D

TCC GAC GGC TCC TTC TTC CTC TAC AGC AAG CTC ACC GTG‘
S D G S F F L Y S K L T \'

GAC AAG AGC AGG TGG CAG CAG GGG AAC GTC TTC TCA TGC
D K S R W Q Q G N \ F S C.

TCC GTG ATG CAT GAG GCT CTG CAC AAC CAC TAC ACG CAG
S v M H E A L H N  H Y T Q

AAG AGC CTC TCC CTG TCT CCG GGTFAAA TGA GTGCGACG
K s L S L S P G K -

GCCGGCAAGC CCCGCTCCCC GGGCTCTCGC GGTCGCAC GAGGATGCTT
CTAGA . '



3/3

FIG. 2
ATGGGTGTACTOCTCACACAGAGGA CGCTECTCAGTCTGGTCCTTGCACTCCTETTTCCA -19
M~~G~~VaalimaLimaTmmQu~Re~T~ =L elmaGmelenVonliwwAma L~ Lm = Fa P o -7
AGCA'TGGCGAGCATGGCAATGCACGTGGCCCAGCCTG@GTGGTACIGGCCAGCAGCCGA +42
SeoMecAna S~ c A oM cHo eV o Ae Qe v P A mV e o Ve L e B e ~ S ~8~~R~~ - +14
+1 ’
GGCA‘I‘CGcrAGCTrTGTGTGTGAGTATGCATCTGCAéGCAAATATACTGAGGTCCGGGTG +102
GunInnA~aBenFoaVeulrnBrmY A S PG r K e Y e e T c B eV =R Ve e +34
AC];GTGCZTCGGCAGGCTGACAGCCAGGTGACTGAAGTCTGTGCGGCAACCTACATGATG - +162
T~;V1~L~~R~~Q~~A~~D~-S~~Q~~V~~T~~E-~V~~C~~A~-A~~T~~Y-~M-7Hé~ +54
GGGAJ&TGAQTTGACCITCCTAGATGAﬂCCATCTGCACGGGCACCrCCAGTGGAAATCAA ) +222
G~~N-~E~~L~~Tw~Frslim~Dw=DmeSwel mnCrnTrenGunTenSneSnGuoNanQee 474
GTGAACCTCACTATCCAAGGACTEAGGGCCATGAACACGGGACTCTACATCTGCAAGGTG +282.
Ve oNewLmnTowlmeQeaGmelimnRon A aMa o Do aTo wGoalim ¥ o n Lo e Coe w Koo Voo oo +94°
~ GAGCTCATGTACCCACCGCCATACTACGAGGGCATAGGCAACGGAACCCAGATTTATGTA +342
E~-L~-M~~Y-~P~~P~~P~~Y-~Y¢~E~~G-~I~~G~eN~~G~~T-~Q~4I-~Y—~V~~ +114
ATTGATCCAGAACCGTGCCCAGA‘ITCTGATGAGGAGCCCAAATC'ITCTGACAAAACTCAC +402
I~~D~~P~~E~~PuwnCrmPrunDonSinuDonQmaEemPr~Ke~Se=SenDmoKe~TmmHe~  © 4134
ACATCCCCACCGTCCCCAGCACCTGAACTCCIGGC}GGGATCGTCAGTGTTCCTCITCCCC C +462
T~~S~~P--P~-S~~P~~A~~P~~E~—L~~L~~G~~G~~S~~S~~V~~F~~L~-F~~P~-' +154
CCAAAACCCAAGGACACCCTCATGATCTCCCGGACCCCPGAGGTCACATGCGTGGTGGTG, +522
P~~K~~P~~K~~D~~T~~L~~M~~I~~S~~R--T—~P—-E~~V-~T~~C~~V~~V~~V~~ . +174
GACGTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTG +582
D~-Ve-8~~Hu~E~~DwoPowBn=VooKewF o aNow oW Y Ve n Do G =V e ~ B Ve +194
CATAATGCCAAGACAAAGCCGCGGGAGGAGCAG‘H&CAACAGCACGTACCGTGTGGTCAGC +642
Heol~oA~aRKeaTmmKew P aRw B nErnQuaYmnNowmwS e nTom Yo aRme Ve o Vo S o +214
GTCCTCACCAETCCTGCACCAGGACTGGCTEAATCCCAAGGAGTACAAGTGCAAGGTCTCC +702
V~~L~~T~~V~~L~~H—~Q~~D~~W~~L~~N%-G—~K~~E~~Y~~K~~C~~K~~V~-S~- +234
MCAAAGCCCTCCCAGCCCCCATCGAGAAAACCATCTCCAAAGCCAMGGGCAGCCCCGA +762
N~~K~~A~~L~-—P~~A~~P~-—I-~E~~K~~T~~I~~S~~K~~A~-K-~G~~Q~~P~~R-- T +254
GAACCACAGGTGTACACCCTGCCCCCATCCCGGGATGAGCTGACCAAGAACCAGGTCAGC +822
EwrPraQe~VonYoaToalimaPaaPaaSemReeDenEnalineT e e Ke r N aQe w Vo m S +274
. CTGAC@GCCTGGTCAAAGGCTICTATCCCAGCGACATCGCCGTGGAGTGGGAGAGCAAT ' +882
L~ ~T~~c~-L-—-v- <R~ aGrwFrnYmeP~ ~S —~D~ ~IwmPm Ve Ee s mBm S w e +294
GGGCAGCCGGAGMCMCTACAAGACCACGCCTCCCGTGCTGGACTCCGACGGCTCCITC s 942
Qv ~Qu~PemE~eNe N~ Yw —K~~T~~T~~P~ ~PreVaunlioaDoaSaaDoaGoaSenFan +314
TTCCTCTACAGCAAGCECACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACGTCITCTCA T 41002
Foelwa¥eulenKmnlmnToaVuaDmeK~~S~~R~ ~W~~Q~~Q~~G—~N- ~VenPeuSen +334
TGCTCCGTGATGCATGAGG@CTGCACAACCACIACACGCAGAAGAGCCTGCCCTGTCT +1062
c~~s~ ~VewM~~H~ ~E~-—A~~L~-H~~N~-H--Y-~T~-—Q~-K~~S~ ~L~~s~ ~L~e8-w +354
CCGGETAAATGA
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