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Figure 4A
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Figure 5
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Figure 10
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Figure 11
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ColoAd1 = EnAd
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Figure 14

ColoAd1 = EnAd
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Figure 15 ColoAd1 = EnAd
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Figure 16 ColoAd1 = EnAd
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Figure 17 ColoAd1 = EnAd
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Figure 18 ColoAd1 = EnAd
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Figure 19 ColoAd1 = EnAd
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Figure 21
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Figure 22
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Figure 23
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Figure 24
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Figure 26
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Figure 27

A

10 5 _
] Viruses

(in same order as bars)

LI
Colofd
MG-4T
M -62
M (5-93
Mz-105
M (5-106
M-107
M-108
Mz-109
MG-110

10

10° -

Viral Genome
copies per cell

10+

10°-
24 hrs 48 hrs 72 hrs 96 hrs

Viruses

(in same order as bars)

80000 Wl

ColoAd
MNG-4T
M52
MNG-93
MNG-10%
MG-106
MNG-107
MNG-108
MNG-109
MNGE-110

60000 —

40000 —

Fluorescence

20000 —

[
24 hrs 48 hrs 72 hrs 96 hrs

ColoAd1 = EnAd; UIC = uninfected control



24/49

Figure 28
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Figure 29 ColoAd1 = EnAd
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Figure 30
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Figure 32
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Figure 33 Ad1 = EnAD; 135 = NG-135
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Figure 34
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Figure 36
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Figure 37
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Figure 38 ColoAd1 = EnAD
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Figure 39

ws)

107

Total Virus Genomes per cell

104

% Cell Survival

Virus Replication

24 48

72

Time post-infection (hrs)

Virus Potency Assay (MTS)

100- v

] ¥ NG-165

- EnAd
50-
0 T L ] 1
- 0 1 2 3

Log[ppc]
Antibody Expression
C
. 400+
Vi ‘BEB Virus
— I'E’”:d £ 300- ING-135
n 3 Bl NG-165

@ NG-135 o
B NG-165 = 200- ]

<

§ -

£ 1004

2

<C

0 —

24 48 72 24 48 72
Time post-infection (hrs)

6v/v€



Figure 40
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Figure 41
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Figure 43
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Figure 44
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Figure 45
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Figure 47
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Figure 48
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Figure 49

1000¢ B 150
; I neat
& 12
£
=
— 1005_ $ 100 |- 1
£ i A
=14} o
= 5
. =
G] N
: 3
o
o
1 0 NG-135 NG-177
NG-135 NG-177 ) )
c 8001
__ 600"
E
S
od
£ 4007
(]
4 1
2007 ——
None Anti-PDL1Ab NG135 NG177
Ve Culture
(4pg/ml)

Supernatants

6V /v



Figure 50
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Figure 51 ColoAd1 = EnAd
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Figure 52 ColoAd1 = EnAd
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Figure 53
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Figure 54
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