atgagtgctg
ggggtcceeg
ccggaggtece
aagggcggact
ggcaagattg
gaaatatcca
gaggacaacg
ctgcacaaga
gtgecttgget
aaccttttece
gtcgaatatg
gaggtgctga
atgtatacct
ctccggatca
ctcatccaga
aatgacgagt
attccaccaa
acagtcctcea
ccagtggttc
ctgcacagtg
gaggatcctg
tacggcecttyg
cgcctecatece
tcctacctea
tatttccgeca
gaaggtgatg
atcatccetge
ctcatcttgt
acataccgcce
cgctacgcecce
aaggcctcce

agtgctgcag

ttaggaggcce

aaatctagag
gggaagctg

cagtgactgc
gagttgcagc
tagtggaccc
ttgccaagtyg
tgcectaagtce
ttcaccgcag
acttegtgtt
ggaggaaagc
gccagtacct
tgaatgaaga
acggggagag
gcaagaaagg
tgttagtggg
agaagaatga
agatgcttca
tctttactte
ggttttecgat
ataaaggctt
gagagacagg
tcaatgccte
cctgeatcece
ggtatcagcect
tctacaatga
ccgtgagttce
attacatgag
agctcgeccyg
acctcagcaa
gcccactgat
tgagtctcct
gcactatggt
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FIGURE 1A

c¢DNA sequence encoding human PLK1 [SEQ. ID No. 1]

agggaagctg
tceecggaget
acgcagccgg
cttegagatce
tctgectgete
cctegeccac
cgtggtgttg
cctgactgag
gcaccgaaac
tctggaggtg
gaagaagacc
gcacagtttc
caaaccacct
atacagtatt
gacagatccc
tggctatatc
tgctceccage
ggagaaccce
tgaggtggtc
caagcccteg
catcttctgg
ctgtgataac
tggtgacagc
ccatccceaac
cgagcacttg
gctgccectac
cggcagegtyg
ggcagcegtyg
ggaggagtac
ggacaagctg

gcacgggcac
ccggeggcegy
cggcgcetatg
tcggacgcgg
aagccgcacce
cagcacgtcg
gagctctgee
cctgaggecc
cgagttattce
aaaatagggg
ctgtgtggga
gaggtggatg
tttgagactt
cccaagcaca
actgeccegece
cctgeceegte
agcctggacc
ctgecetgage
gactgccacc
gagcgtggge
gtcagcaagt
agcgtgggagg
ctgcagtaca
tccttgatga
ctgaaggcag
ctacggacct
cagatcaact
acctacatcg
ggctgctgca
ctgagctcac

cggecgacce
cteecaceggce
tgcggggccg
acaccaagga
agagggagaa
taggattcca
gccggaggte
gatactacct
atcgagacct
attttggact
ctecctaatta
tgtggtcecat
cttgcctaaa
tcaacccegt
caaccattaa
tccccatcac
ccagcaaccg
gtccecggga
tcagtgacat
tggtcaggca
gggtggacta
tgctectteaa
tagagcgtga
agaagatcac
gtgccaacat
ggttcecgcac
tcttccagga
acgagaagcg
aggagctggce
gctcggecag

tgggaaagcc
gaaagagatc
ctttttgggce
ggtgttecgeg
gatgtccatg
cggcttttte
tctectggag
acggcaaatt
caagctgggc
ggcaaccaaa
catagctccec
tgggtgtatc
agagacctac
ggccgcectee
cgagcetgett
ctgcctgacc
gaagccccte
aaaagaagaa
gctgcageag
agaggaggct
ttcggacaag
tgactcaaca
cggcactgag
cctecttaaa
cacgececgege
ccgcagcegcece
tcacaccaag
ggacttccge
cagceggcete
caaccgtete

DNA sequence encoding PCR Primer[SEQ. ID No. 2]

tgactgcagg

gaagctg

DNA sequence encoding PCR Primer[{SEQ. ID No. 3]

ttgagacggt

tgctggceyg

DNA sequence encoding PCR Primer[SEQ. ID No. 4]

ccaccatgga ctacaaggac gacgatgaca agagtgctge agtgactgca

60
120
180
240
300

420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1809

27

29

60
69
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FIGURE 1B

DNA sequence encoding PCR Primer[SEQ. ID No. 5]

tggcaactag aaggcacagt cgaggct

Protein sequence encoding FLAG-tagged PLK1 [SEQ. ID No. 6]

Met Asp Tyr Lys Asp Asp Asp Asp Lys Ser Ala Ala Val Thr Ala Gly
5 10 15
Lys Leu Ala Arg Ala Pro Ala Asp Pro Gly Lys Ala Gly Val Pro Gly
20 25 30
Val Ala Ala Pro Gly Ala Pro Ala Ala Ala Pro Pro Ala Lys Glu Ile
35 40 45
Pro Glu Val Leu Val Asp Pro Arg Ser Arg Arg Arg Tyr Val Arg Gly
50 55 60
Arg Phe Leu Gly Lys Gly Gly Phe Ala Lys Cys Phe Glu Ile Ser Asp
65 70 75 80
Ala Asp Thr Lys Glu Val Phe Ala Gly Lys Ile Val Pro Lys Ser Leu
85 90 95
Leu Leu Lys Pro His Gln Arg Glu Lys Met Ser Met Glu Ile Ser Ile
100 105 110
His Arg Ser Leu Ala His Gln His Val Val Gly Phe His Gly Phe Phe
115 120 125
Glu Asp Asn Asp Phe Val Phe Val Val Leu Glu Leu Cys Arg Arg Arg
130 135 140
Ser Leu Leu @Glu Leu His Lys Arg Arg Lys Ala Leu Thr Glu Pro Glu
145 150 155 160
Ala Arg Tyr Tyr Leu Arg Gln Ile Val Leu Gly Cys Gln Tyr Leu His
165 170 175
Arg Asn Arg Val Ile His Arg Asp Leu lLys Leu Gly Asn Leu Phe Leu
180 185 190
Asn Glu Asp Leu Glu Val Lys Ile Gly Asp Phe Gly Leu Ala Thr Lys
195 200 205
Val Glu Tyr Asp Gly Glu Arg Lys Lys Thr Leu Cys Gly Thr Pro Asn
210 215 220
Tyr Ile Ala Pro Glu Val Leu Ser Lys Lys Gly His Ser Phe Glu Val
225 230 235 240
Asp Val Trp Ser Ile Gly Cys Ile Met Tyr Thr Leu Leu Val Gly Lys
245 250 255
Pro Pro Phe Glu Thr Ser Cys Leu Lys Glu Thr Tyr Leu Arg Ile Lys
260 265 270
Lys Asn Glu Tyr Ser Ile Pro Lys His Ile Asn Pro Val Ala Ala Ser
275 280 285
Leu Ile Gln Lys Met Leu Gln Thr Asp Pro Thr Ala Arg Pro Thr Ile
290 295 300
Asn Glu Leu Leu Asn Asp Glu Phe Phe Thr Ser Gly Tyr Ile Pro Ala
305 310 315 320
Arg Leu Pro Ile Thr Cys Leu Thr Ile Pro Pro Arg Phe Ser Ile Ala
325 330 335



Pro
Lys
Pro
Met
385
Gly
Phe
Tyr
Arg
ASp
465
Met
His
Leu
Ile
Asp
545
Ile
Glu
Thr

Lys

Ser
Gly
Val
370
Leu
Leu
Trp
Gln
Leu
450
Gly
Lys
Leu
Ala
Ile
530
His
ASp
Tyr
Met

Ala
610

Ser
Leu
355
Val
Gln
val
Val
Leu
435
Ile
Thr
Lys
Leu
Arg
515
Leu
Thr
Glu
Gly
val

595
Ser

Leu
340
Glu
Arg
Gln
Arg
Ser
420
Cys
Leu
Glu
Ile
Lys
500
Leu
His
Lys
Lys
Cys

580
ASp

Asp
Asn
Glu
Leu
Gln
405
Lys
Asp
Tyr
Ser
Thr
485
Ala
Pro
Leu
Leu
Arg
565
Cys

Lys

Pro
Pro
Thr
His
390
Glu
Trp
Asn
Asn
TyY
470
Leu
Gly
Tyr
Ser
Ile
550
Asp
Lys

Leu

Sexr
Leu
Gly
375
Ser
Glu
Val
Ser
Asp
455
Leu
Leu
Ala
Leu
Asn
535
Leu
Phe
Glu

Leu

3/3

FIGURE 1C

Asn
Pro
360
Glu
Val
Ala
Asp
val
440
Gly
Thr
Lys
Asn
Arg
520
Gly
Cys
Arg

Leu

Ser
600

Arg
345
Glu
Val
Asn
Glu
TYyY
425
Gly
Asp
val
Tyr
Ile
505
Thr
Ser
Pro
Thr
Ala

585
Ser

Lys
Arg
Val
Ala
Asp
410
Ser
Val
Ser
Ser
Phe
490
Thr
Trp
Val
Leu
Tyr
570

Ser

Arg

Pro
Pro
Asp
Ser
395
Pro
Asp
Leu
Leu
Ser
475
Arg
Pro
Phe
Gln
Met
555
Arg
Arg

Ser

Leu
Arg
Cys
380
Lys
Ala
Lys
Phe
Gln
460
His
Asn
Arg
Arg
Ile
540
Ala
Leu

Leu

Ala

Thr
Glu
365
Hisg
Pro
Cys
Tyr
Asn
445
Tyr
Pro
Tyr
Glu
Thr
525
Asn
Ala
Ser

Arg

Ser
605

val
350
Lys
Leu
Ser
Ile
Gly
430
Asp
Ile
Agn
Met
Gly
510
Arg
Phe
vVal
Leu
Tyr

590
Asn

Leu
Glu
Ser
Glu
Pro
415
Leu
Ser
Glu
Ser
Ser
495
Asp
Sexr
Phe
Thr
Leu
575
Ala

Arg

Asn
Glu
Asp
Arg
400
Ile
Gly
Thr
Arg
Leu
480
Glu
Glu
Ala
Gln
Tyr
560
Glu
Arg

Leu



