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A part of Hamster Nfkbia mRNA (134 bp)

10 20 30 40 50
agtacccggatacagcagcagcetgggecagetgaccogggaaaatottca

60 70 80 90 100
gatgctgccogagagtgaggatgaggagagcetacgacacagagtcagaat

110 120 130
tcacggaggatgagctgccctatgatgactgtgt

TaqMan Probe Set for Hamster Nfkbia mRNA

5’ - cagctgacccgggaaaatce Tm 59 19mex
5’ - tgactoctgtgtcgtagetetcote Tm 59T 24mer

5‘ - FAM-tcagatgctgcccgagagtgagga-TAMRA Tm 68T 24mer
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gccaaaacgtaacaccgececgglittceeciggaaattccatattggeacgeattctattggetgagetgegtictacgtgggt
ataagaggcgcpaccagegtcggtaccgtegeagtcttg
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