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Figure 2

CLDN18.2 C-Term (aa 191-261)
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Figure 3
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Mus musculus

17
Asp Gly §1y

18

14

PRT

Mus musculus
18

Asp Ser Tyr
5

19

127

PRT

Mus musculus

19

Thr Pro Ala
5

Lys Cys Asp
20

Leu Gly Glu
Thr Phe Leu
Leu Ile Tyr
Ser Gly Ser

85

Asp Tyr Glu

ser

ser

Tyr

Gln

Ile

Arg

Ser

Arg

70

Gly

Asp

135

Tyr

Tyr

Asp

Phe

Lys

val

Trp

55

Thr

Ser

Met

Ala

Ser

Asn

Leu

Met

ser

40

Phe

Asn

Gly

Gly

Ser

Gly

Thr

25

Ile

Gln

Arg

Gln

Ile

Tyr val

Ile Leu
10

Gln Ser

Thr Cys

Gln Lys

Leu Ile
75

Asp Tyr
90

Tyr Tyr
Page 9

140

Arg

Leu

Pro

Lys

Pro

60

Asp

Ser

Cys

Asp

Leu

ser

Ala

45

Gly

Gly

Leu

Leu

Tyr

Trp

Ser

30

Ser

Lys

val

Thr

Glin

Phe

15

Met

Gln

Ser

Pro

Ile

95

Tyr

Pro

Tyr

ASp

Pro

Ser

80

Ser

Asp



100

105 110

Glu Phe Pro Leu Thr Phe Gly Ala Gly Thr Lys Leu Glu Leu Lys
120 125

<210>
<211>
<212>
<213>

<400>

115

20

6

PRT

Mus musculus

20

?1n Asp Ile Asn ;hr Phe

<210>
<211>
<212>
<213>

<400>

21

3

PRT

Mus musculus

21

Qrg Thr Asn

<210>
<211>
<212>
<213>

<400>

22

9

PRT

Mus musculus

22

ieu Gln Tyr Asp §1u pPhe Pro Leu Thr

<210>
<211>
<212>
<213>

<220>
<223>

<400>

23

330

DNA

Artificial Sequence

Nucleic Acid Encoding Peptide For Immunization

23

atgcggggtt ctcatcatca tcatcatcat

atgggtcggg atctgtacga cgatgacgat

atgtgcatcg cctgccgggg cctggeacca

catgcctcgg gccacagtgt tgcctacaag

gggtccaaca ccaaaaacaa gaagatatac

caatcttatc cttccaagca cgactatgtg

<210>
<211>
<212>
<213>

<220>

24

110

PRT

Artificial Sequence

ggtatggcta gcatgactgg tggacagcaa
aaggatcgat ggggatccga gctcgagatg
gaagaaacca actacaaagc cgtttcttat

cctggagget tcaaggccag cactggettt
gatggaggtg cccgcacaga ggacgaggta

pPage 10

60
120
180
240
300
330



<223> Peptide For Immunization

<400> 24
get Arg Gly

Gly Gly Gln
Arg Trp Gly
35

Ala Pro Glu
50

His Ser val
65

Gly Ser Asn
Glu Asp Glu

<210> 25
<211> 71
<212> PRT

Ser

Gln

20

Ser

Glu

Ala

Thr

val
100

His His His His

5

Met Gly Arg Asp

Glu Leu Glu Met
40

Thr Asn Tyr Lys
55
Tyr Lys Pro Gly

Lys Asn Lys Lys

Gln Ser Tyr Pro

<213> Artificial Sequence

<220>

<223> Peptide For Immunization

<400> 25

His

Leu

25

Met

Ala

Gly

Ile

Ser
105

?et Met Cys Ile éla Cys Arg Gly Leu

Lys Ala val ggr Tyr His Ala Ser Gly

25

Gly Gly Phe Lys Ala Ser Thr Gly Phe
35 40

Lys Ile Tyr Asp Gly Gly Ala Arg
50 55

Pro ser Lys His Asp Tyr val
65 70

Thr

His

10

Tyr

cys

val

Phe

Tyr

Lys

Ala
10
His

Gly

Glu

Page 11

Gly

Asp

Ile

ser

Lys

Asp

His

Pro

Ser

Ser

Asp

Met

Asp

Ala

Tyr

60

Ala

Gly

Asp

Glu

val

Asn

Glu
60

Ala

Asp

Cys

His

Ser

Gly

Tyr

Glu
Ala
Thr
45

val

Ser

Asp

30

Arg

Ala

Thr

Ala

val
110

Thr

Tyr
30

Lys

Gln

Met

15

Lys

Gly

Ser

Gly

Arg
95

Asn
15
Lys

Asn

ser

Thr

Asp

Leu

Gly

Phe

80

Thr

Tyr

Pro

Lys

Tyr



