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800

Analyzing cell-free DNA molecules from a sample to
determing whethey the cell-free DNA molecule is
methylated at one or more sites

l

Determine a respective number of cell-free DNA

+ molecules that are methylated at each of the one or more

sites

l

| Calculate a measured methylation level of cell-free DNA

molecules in the sample

,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,, —

Obtain one or more calibration data points that specify a
gestational age corresponding 1o a caltbration
methylation level

;

*. | Compare the measured methylation level to a calibration

methviation level of at least one calibration data points

,

Estimate a gestational age of the fetus based on the
comparison
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Analyze cell-free DNA molecules from a sample to determine
a genomic position in a reference genome corresponding to at
least one end of a cell-free DNA molecule

l

Measure a sample vector that indicates a frequency that the
cell-free DNA molecules from the sample end on a respective
site of a set of sites determined using one or more first
calibration samples

l

Obtain representative vectors determined using second
calibration samples with known gestational ages, the
representative vectors including gestattional ages and

corresponding frequencies of cell-free DNA molecules that
end on the get of sites,

Compare the sample vector to the representative vectors

:

Estunate the gestational age of the fotus based on the
comparison
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