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Peptide TMS HS Class
FZD9 1107 132

CSPG4 3 0.07

GATA6 3 -0.42

NDEL1 0 0.64

FOXM1 0 0.6

FGFR4 0 0.32

IQCcA1 0 0.07

BBS12 0 -0.13

TRPM4 0 -0.17

HSPA12A 0 0.2

CYP1B1 0 -0.21

PLINS 0 -0.21

LRRK2 0 -0.25 L
SNX30 0 -0.27 L
MYO1G 0 -0.29 L
ARG1 0 -0.36 L
ATRNL1 0 -0.39 L
ZBTBS 0 -0.44 L
MCHR1 0 -0.45 L
GRK4 0 -0.46 L
KBTBD3 0 -0.47 L
0SGIN2 0 -0.49 L
PLCE1 0 -0.5 L
RPGRIP1L 0 -0.71 L
PLD5 0 -0.82 L
RIMS2 0 -0.99 L
ZNF81 0 -1.03 L
RSBN1L 0 -1.07 L
SMC2 0 -1.19 L
Clorf21 0 -1.31 L
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