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in vitrp naleclion

CRISST Forary Evpiale®

GOGLGCGAATTCTAATACGACTLAGTATAGGACTIC
GETCUAAGCTAATGUACTONNNNNNNCGOGTGGAT
ATGGCACGCANKNNNNNNNNGGGCACCGTARATGY
CONNNRNNGGGTGLATTAGLAAARTCGGRLTICES
ICCEETIC

GRAGs! kbrary template

GOGCGLRAATICTAATACGACTCACTATAGGACTIC
GOTCOTTGGATAGGACTONNNNNNNCGCGTGGATA
TGGCACGOANNNNNNNNNNGCOCACCGTAARTGTC
CNNNNNNGGGTCOTATOCOCRATCRREOTTCGGTIC
CEGTTG

GCOGIGs! Whvary template

GUGCGLGAATTCTAATACGACTOACTATAGGACTIC
GOTCCTTGGATAGGACANNNNNNNNNCARACCATIC
GAARGAGTGGGACGNNNNNCCTCCGGUCTAAACCG
AMMGGTAGGTAGCGGGGNNNNNNNTGTCCTATCC
CAATCGBRCTICGGTOLEETTIN

HHGsd brary template

GUGCGCGAATTCTAATACGACTOACTATAGGACTIC
GOTCCTTOGATAGGAGONNNNTGGTATCCAATGARA
ATGTACTACCANNNNNNNNNNCCOAAATAGGNNNNN
NNGCTOCTATCOCCAATCGGRLTIORRTCORGTIC

17 site appending poimer GUGOGLGAATTCTAATACGACTCACTATAGGACTIC
SOTCCAAGCTAATGCACTC

RT-POR primer GCAACCGRACDGAAGOLEE
High throughoud sequensing

8 reverse Sequenting CAAGCAGAAGACGGUATACGAGATGTCGTGTAGLC
primer, GRISSH TAGTCAGTCAGCOGAACCEGACCRAAGCOCS
HTS reverse sequencing CAAGCAGRAGALGLCATACGAGATTGGTCAALGATA
primer, GRIGs! AGTCAGTCAGOCGAACDGBACOGAAGECOG
HTQ reverse sequencing CAAGOAGAAGACGGUATACGAGATATOACCAGGTOT
primer, CDGGs! AGTCAGTCAGCCGAACCGGACLGAAGCCLG
HTS reverse sequencing CAAGCAGAAGACGGUATACGAGATOUT GTACGGATT
primer, HH/Gsl AGTCAGTCAGCLGAACCGGACCGAAGLDCG

Forward sequencing primer

AATGATACGGORALCACLGAGATCTACACTATGGTA
ATTGTGCOOGCGAATICTAATACGACTCACTATAG

BT prmer AGTCAGTCAGCCGAACCLGADCRAAGLECE
fndexing pruner COGGCTTCOGTCOGGTTICGOUIGACTGACT
Lraialization
SGR-H ' GGACACTCTCATGATUGCRTGGATATGROACGUATT
giﬁmﬁ%&%&Q‘STW?G?SSTM@QSTGYS
fsotheraad Walon calormely
EGR sptames® GOAGCTAATCCACTCTIAACGCCGUGTGRATATGCA
COCARCOOTGRATORRGOACLO TAAMMTTOLGTAAGT
GOGETGRATTAGO
SGRH aptamer GGCACTCTCATGATCOCGTGRATATGGCACGCATT
GAATTGTTGGACACUGTAAATGTCCTAADRCERETG
o
HGR-H aptamer GOAGCTAATGCACTCCCATTITCCRTEGATATGRRCA
COCTACOGATOTIGRRALCOTAMTGTCCATIALGG
GIGCATTAGR
SGRAY aptamer GRATAGGACTCICTOOTICGLO TARATATERAL GG

AATTRAAGAATGEGLALCGTAMIGTCTGTAGACGE

Fig. 23




37/40

GTCOTATCO

SGR-Y aplamers

GGATAGGACTCATICOGUCGOGTGRATATGOOALG
CAGGAGATGTGTGGACACCGTAAATETOCGTAGGC
GGGTCUTATCC

SGR-VY aptamer

GGATAGGALTCAACATOTCGUGT GGATATGGLALG
CAGACTTCOAGTGGGCACLGTAAMTGTOCGTAGACG
GGTCCOTATCC

SCG-VIH aptamsr

GUATAGGACATGIAATCTLCAAACCATICGAARGAG
TGELACGOTAGACCTCOGGCUTARACTIAAMGTA
GGTAGCGEGEECTAGRTATGICCTATEG

SHE-VEH aptamer

GOUATAGGAGCTIGTITGOTATCCAATGAARATGTACY
AQUAACTTRRATCTCCOAARTAGGOTAGGTAGLTCC
TATCD

SHAPE chemcal poabing

BER-, SHAPE

GOACTTCGGTCOAAGCTAATECACTOTITARCGOOGEE
GTGGATATGOACGLARCUGTGARATCGLGCACCETA
AATTCOOTAAGTGGGTGCATTAGCAATOBATOCGGT
TCGOCOHATCOAMATCREOOTICRGTUOEETTIC

SGR-I, SHAPE

GOALT FCRGTCOAAGL TAATGLALTUTGATIRATCOGD
GTGGATATGGCACGUATTGAATTGT TEGACALCGTA
AATGTOCTAACADGGRGTRLATTAGCAATOGATOCGG
TICGCLGGATOCAAATLGEGCTTCGETOCEGTID

AR SHAPE

GLALTTLGGTCLAAGCTARTLGEACTCLCATTT ICCG
TGEATATGGCACGUTACCGATGTTGGGADGGTAAT
GTCCATTACGRGTRUATTAGCAAAATCRATCOGGTT
CHCCGGATCOAARTCGGGUTICGEETCOGETTC

SGR-IY, SHAPE

GGACTTCGGTCOTTOOATAGRACTCICTGRTIICRT
GTARATATGGCACGUAATTGAAGAATGGGCACLETA
ARTGTCTGTAGACGGGTCOTATCOAATOLEECTICR
STCCGGTIC

BGR-Y, SHARE

GOACTTCGETCOTTGRATAGRALTOATTOGGLCRGO
GTGGATATGGRUAUGCAGGAGATR TR TRGACACCGT
ASATGTCCGTAGGUOGGTCCTATCCAATOGRGOTIC
GRTOCGEETTC

SGRA, SHAPE

GRACTICGRICCTIGEATAGAC TOAACATLTEGEG
TERATATGECACGRAGACTTCCAGTGGOLALLGTA
SATOTOCETAGALGREGTOCTATOCAATOGRELTTICS
SICCBETIC

RUGH SHAPE

GEACTTCGGTOLYTRRATAGGACATGTAATCTLCAA
ACCATTCGAMAGAGTORGALGOTAGADCTICOGELE
TABACCGABMMGETAGGTARUGGORUTARGTATETC
CTATCOCAATOGGOOTICEEYCLBETIC

EHR-L, SHAFE

GGACTTCGGTCCTTGRATAGGAGCTGTTTIGGTATLC
AATCAAMATGTACTACTAACTTGAATCTCOUAMATAG
GCTAGGTAGCTOCTATCCARTCRGEOTTIORETCLG
GHIC

Brocool Sensors.

5GR-II/CM-2

GCCCGGATAGC TCAGTCGG TAGAGCAGEGGRGALT.
m@%‘GATGATCGCGTGGATATGGCACGCAT
TGAATTGTTGGACACCGTAAATGTCCTAACA ARSI

GTAGA GEIEC0
CCCTGTTCGGGCGCCA

5GR-II/CM-3

GCCCGGATAGCTCAGTCGGTAGCGCAG 5e
TTGAATTG TTGGACACCGTAAATGTCCTAACA

AT

.uJ}}a

Fig. 23

(Continued)
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CAG TR O HBaa0TbGEC GGGTCCAGGGTTCAA
GTICCCTGTTCGGGCGCCA

5GR-I/ICM-4

GCCCGGATGTCAGTCGGTAGAGCAG'-'EGA?G%‘S@?’:
ATTGAATTGTTGGACACCGTAAATGTCCTAACA s
HOAGTAGAG: SEEHCEGECGGGTCCAGGGTTC
AAGTCCCTGTTCGGGCGCCA

5GR-/ICM-5

GCCCGGATAGCTCAGIC GGTAGAGCAGEGABAGE ]
IEIERIeEi /1 ASAT GATCGCGTGGATATGGCACG
CATTGAATTGTTGGACACCGTAAATGTCCTAACA %%

ACCAGTAGABTOTOGEETECT
CAAGTCCCTGTTCGGGCGCCA

5GR-IV/ICM-2

GCCCGGATAGCTCAGTCGGTAGAGCAGEBEAGAES:
R elERs . TCTGGTTCGCGTAGATATGGCACGCA
ATTGAAGAATGGGCACCGTAAATGTCTGTAGAC A

KGTCCCTGTTCGGGCGCKC'A'

5GR-IV/ICM-3

GCCCGGATAGCTCAGTCGGTAGAGCAGHGEAGALE:
GICGEETLAN] CTGGTTCGCGTAGATATGGCACGC

AATTGAGAAGGCACCGTAAATGTCTGTAG/—\C %
AAGTCCCTGTTCGGGCGCCA .

5GR-IVICM-4

GCCCGGATAGCTCAGTCGGTAGAGCAG" CEAGATE:
5‘a&)ﬁffﬂCTGGTTCGCGTAGATATGGCACG
CAATTGAAGAATGGGCACCGTAAATGTCTGTAGAC 7%
ZEACTAGAGTCTEGECTEEGLGGGTCCAGGGT
TCAAG'IFCCCTGTTCGGGCGCCA

5GR-IVICM-5

GCCCGGATAGCTCAGTC GGTAGAGCAGEL:: %
GICEGETCHATAY ] CTGGTTCGCGTAGATATGGCAC

AP CGRGTAG: TCEE
GTTCAAGTCCCTGTTCGGGCGCCA

5GR-VICM-2

GCCCGGATAGCTCAGTCGGTAGAGCAGESE BGACD:.:
GICCEETH J-\TTCGGCCGCGTGGATATGGCACGCA
GGAGATGTGTGGACACCGTAAATGTCC GTAGGC Z%&

AGTCCCTGTTCGGGCGCCA

5GR-VICM-3

GCCCGGATAGCTCAGTCGGTAGAGCAG--'-. SAGAEG:]
SIECGETEHA ﬂ\TTCGGCCGCGTGGATATGGCACGC
AGGAGATGTGACACCGTAAATGTCCGTAGGC %

T Tl

S5GR-VICM-4

(G;%gCGGATAGCTCAGTCGGTAGAGCAG--' SEAGACE:

z 9’i,«féuﬁTTCGGCCGCGTGGATATGGCACG
CAGGAGATGTGTGGACACCGTAAATGTCCGTAGGC
BIC GAS T AGAG TG BaGEI BOEP GGGT CCAGGG
TICAAGTCCCTGTTCGGGCGCCA

5GR-VICM-5

GCCCGGATAGCTCAGTCCGTAGAGCAGEBEAGATCL:
GICEHGTCHAT ﬂTTCGGCCGCGTGGATATGGCAC

GCAGGAGATGTGTGGACACCGTAAATGTCC GTAGGC
GTTCAAGTCCCTGTTCGGGC GCCA

SGR-VI/CM-2

GCCCGGATAGCTCAGTCGGTAGACCACEGHSAGALES:
m:J«ZAACATCTCGCGTGGATATGGCACGCA
GACTTCCAGTGGGCACCGTAAATGTCCGTAGAC %458

Fig. 23

(Continued)
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COAGTAGRETGTGEECTIREEGCGGGTCCAGGGTTCA
AGTCCCTGTTCGGGCGCCA

DGR-VI/CM-3

GCCCGGATAGCTCAGTCGGTAGAGCAGH ;
[eigeeelenge 7 iAACATCTCGCGTGGATATGGCACGC
AGACTTC_)CAGTGGGCACCGTAAATGTCCGTAGAC W%

AGTABAG T COEeTGEOLGGG TCCAGGGT T
CAAG'I CCCTGITCGGGCGCCA

DGR-VI/CM-4

GCCCGGATAGCTCAGTCGGTAGAGCAGEBGAGALG:

mﬁ,ﬂiﬁAACATCTCGCGTGGATATGGCACG

CAGTTCCAGTGGGCACCGTAATGTCCGTAGAC %
A CGAGTAGAGTOTEEGETORGECGGGTCCAGGG

DGR-VI/CM-5

EXTReelexi877 77 ANCATCTCGCGTGGATATGGCAC
GCAGACTTCCAGGGGCACCGAATGTCCGTAGAC

T AT O
PR

o oo caaac e

DGR-I/CM-2

GCCCGGATAGCTCAGTCGGTAGAGCAG
(B KeEIeIERRe 7\ GACTCCGTAATTCGCGTGGATATGGC
ACGCAGTCAGTGGGGCACCGTAAATGTCCCACA

DGR-I/CM-3

(ESTeeIEeR577%/GAC TCCGTAATTCGC GTGGATATGG
CACGCAGTCAGGTGTTGGGCACCGTAAATGTCCCAC

AGOAGTAGAGTREGEEETON
GGGTTCAAGTCCCTGTTCGGGCGCCA

DGR-I/ICM-4

GCCCGGATAGTCAGTCGGTAGAGCAG SBGAGRCL!

DGR-I/CM-5

GICCGETCA A "TGACTCCGTAATTCGCGTGGATAT

GGCACGCAG CAGGTGTTGGGCACGTAATGTCCC
I CAG PAGAGTGTOBGOTCUS

TCCAGGGT TCAAG'I CCCTGTTCGGGCGCCA

DGR-II/CM-2

GCCCGGA TAGCTCAGTCGGTAGAGCAGEGBAG;
% &§8877/GACTCCGTAATTCGCGTGGATATGGC

DGR-II/CM-3

@myy’"”GACTCCGTAATTCGCGTGGATATGG :
CACGCAGTAAGGTATTGGGCACCGTAAATGTCCATA

GGTTCAAG I'CCCTGTTCGGGCGCCA

DGR-II/CM-4

GCCCGGATAGCAGTCGGTAGAGCAG CEEAGA

ATGT o

AT GTCREC TG
ACGGTTCAAGTOCCTGTTCCGR0CC0A . _

DGR-II/CM-5

CCCGGATA GCTC G -
CIEECETHT m.«MGACTCCGTAATTCGCGTGGATAT
GGCACGCAGTAAGGTATTGGGCACCGTAAATGTCCA
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DGR-III/CM-2

CCAGGGTTCAAGTCCCW GTTCGGGCGCCA ,
GCCCGGATAGCICAGIC BRG]
leRaseai i AGGT GGGCGCGTGGATATGGCACGC
ATGTTTGGTGGGGGCACCGTAAATGTCCGAGT 'é?”

e T e

DGR-III/CM-3

O R )

GCCCGGATAGCTCAGTCGGTAGAGCAG

e AGGTGGGCGCGTGGATATGGCACG
CATGTTTGGTGGGGGCACCGTAAATGTCCGAGTTA %

G

DGR-III/CM-4

GCCC_C_EGTAGCTCAGTCGGTAGAGCAG LOGALACG:

DGR-III/CM-5

DGR-IV/CM-2

AAGTCCCTGTTCGGGCGCCA

DGR-IV/CM-3

GCCCGGATAGCTCAGI CGGIAGAGCACELLRGATE.

EEEeeNe/2AGCTGGTCGCGTGGATATGGCACG

CATAATAGAGGTGGGCACCGTAAATGTCCGGGTAA %
SAGTAGABTATOBGETECH

TAAGTCCCTGTTCGGGCGCCA

DGR-IV/CM-4

GCCCGGATAGCTCAGT CGGTAGAGCAGE R ATG:

m%’gﬁ’ﬁﬁGTGGTCGCGTGGATATGGCACG
CATAATAGAGGTGGGCACCGTAAATGTCCGGGTAA %
P COAGTAGAGTETGBECTECE

IV (eI

DGR-IV/CM-5

GCCCGGATAGCTCAGTCOGTAGAGCAGE B RGACTE]
e A G GG TCO06 ] COATAT AGEAC
GCATAATAGAGGTGGGCACCGTAAATGTCOGGGTAA
BN CAGTAL SFECBEGGGTCCAGG

GTTCAAGTCCCTGTTCGGGCGCCA
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