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(57) Abstract: A gene sequencing analysis method and apparatus, and a storage medium and a computer device. The method comprises:
firstly, performing slicing processing on a short sequence which is transmitted from a sequencing platform in real time, so as to obtain
corresponding slice processing; and then inputting slice data into a memory, so as to call a pre-loaded encapsulation program from the
memory to perform bioinformatic analysis on the slice data, so as to obtain a corresponding analysis result. During the process, there is
no need to wait for a sequencing platform to fully complete sequencing and then transmit an entire sequencing result to a corresponding
platform for processing and analysis, slice data sequenced by the sequencing platform is acquired in real time, and streaming sequencing
and analysis are performed on the slice data, such that the sequencing and analysis processes can be accelerated as a whole; and the
data during analysis is slice data, such that the slice data has faster transmission speed and less time consumption relative to the entire
sequencing result.
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