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. D[root]: dass 'M. aurum' (105 of 420)
@ I:l [SAMBA 1 Score <= 112.7091]: dass M. triviale' (104 of 104)
=) . I:I [SAMBA 1 Score > 112,7091]: dass ‘M. aurum' (105 of 316)
;} & I][smaa 1Score <= 126.714): dass M. aurum' (105 of 216)
- .D[smsa 15core <= 124,5942]: dass'M. aurum' (105 of 120)
@ [ | 5488 1 5core > 124.5942): dass M.shimoider (93 of 96)

: . D[smaa 1Score > 126.714]: dass 'M. branderi' (98 of 100)

Panel ID Y Prediction (Panel ID) M. aurum M. branderi  M.shimoidei M. triviale
. aurum 45 ] 0 0
[M. branderi 0 43 2 0
[M.shimoidei 1 0 44 0
[M. triviale ] 0 0 45
Correct dassified: 177 Wrong dassified: 3
Accuracy: 98.333 % Error: 1.667 %

Cohen's kappa () 0.978

Fig. 8
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@ [Jiroot): class *Actinobacteria’ (124 of 340)

.[I [SAMBA Score <= =7.3143]: class 'Protecbacteria’ (75 of 77)

v .[l [SAMBA Score > -7.3143]: class "Actinobacteria' (124 of 263)

.D [SAMBA Score <= 0.6038]: class "Actinobacteria’ (99 of 99)

v .D [SAMBA Score > 0.6038): class 'Firmicutes' (113 of 164)

.I:I[ShMBA Score <= 13.0527]: class "Firmicutes' (113 of 138)

. D [SAMBA Score > 13.0527]: class 'Proteobacteria’ (19 of 26)

Phylum '\ Prediction (Phylum) Actinobacteria Firmicutes  Proteobacteria

Actinobacteria 47
Firmicutes 0
Proteobacteria 0

Correct classified: 139
Accuracy: 95.205 %
Cohen's kappa (k) 0.928

Fig.

2 4
49 0
1 43

Wrong classified: 7
Error: 4.795 %
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