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FIG. 1. Alkaline stable Ig binding proteins

FIG. 1A. Preferred alkaline stable Ig binding proteins
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FIG. 1B. Generic sequence of preferred alkaline stable art
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FIG. 2. Alkaline stability of variants of IB14
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FIG. 3. cs14 with at least 11, 11A, 35R
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FIG. 4. cs27 with at least 11, 11A, 35R
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FIG. 5. Ig binding of cs14, cs25, cs74, and cs47
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