SEQUENCE LISTING

<110> DELANEY, John M.

FANSLOW III, William Christian

KING, Chadwick Terence
<120> CD27L ANTIGEN BINDING PROTEINS
<130> A-1437-US-NP
<140> XX/XXX,XXX
<141> 2012-0%-18
<150> 61/538,024
<151> 2011-0%8-22
<160> %4
<170> PatentIn version 3.5
<210> 1
<211> 193
<212> PRT
<213> Homo sapiens
<220>
<221> MISC_FEATURE
<223> Human CD27L
<400> 1
Met Pro Glu Glu Gly Ser Gly Cys Ser Val Arg
1 5 10
Cys Val Leu Arg Ala Ala Leu Val Pro Leu Val

20 25

Cys Leu Val Val Cys Ile Gln Arg Phe Ala Gln

35 40
Pro Leu Glu Ser Leu Gly Trp Asp Val Ala Glu

50 55
Thr Gly Pro Gln Gln Asp Pro Arg Leu Tyr Trp
65 70 75
Leu Gly Arg Ser Phe Leu His Gly Pro Glu Leu
85 90
Arg Ile His Arg Asp Gly Ile Tyr Met Val His
100 105

Arg

Ala

Ala

Leu

60

Gln

Asp

Ile

Arg

Gly

Gln

45

Gln

Gly

Lys

Gln

Pro

Leu

30

Gln

Leu

Gly

Gly

Val
110

Tyr

15

Val

Gln

Asn

Pro

Gln

95

Thr

Gly

Ile

Leu

His

Ala

80

Leu

Leu



Ala

Ala

Leu

145

Leu

Pro

Pro

Ile

Val

130

Ser

Ala

Ser

<210>
<211>
<212>
<213>

<220>
<221>
<223>

<400>

Cys
115

Gly

Phe

Arg

Arg

2
217
PRT
Homo

Ser Ser

Ile Cys

His Gln

Gly Asp

165

Asn Thr
180

sapiens

MISC_ FEATURE
Human CD27 precursor

2

Met Ala Arg

1

Gly

Trp

Leu

Cys
65

Leu

Ala

Val

50

Ile

Ser

Gln

35

Lys

Pro

Pro His
5

Ala Thr

20

Gly Lys

Asp Cys

Gly Vval

Thr

Ser

Gly

150

Thr

Asp

Pro

Pro

Leu

Asp

Ser
70

Thr

Pro

135

Cys

Leu

Glu

Trp

Ala

Cys

Gln

55

Phe

Ala

120

Ala

Thr

Cys

Thr

Trp

Pro

Cys

40

His

Ser

Ser

Ser

Ile

Thr

Phe
185

Leu

Lys

25

Gln

Arg

Pro

Arg

Arg

Ala

Asn

170

Phe

Cys

10

Ser

Met

Lys

Asp

His

Ser

Ser

155

Leu

Gly

Val

Cys

Cys

Ala

His
75

His

Ile

140

Gln

Thr

Val

Leu

Pro

Glu

Ala

60

His

Pro

125

Ser

Arg

Gly

Gln

Gly

Glu

Pro

45

Gln

Thr

Thr

Leu

Leu

Thr

Trp
190

Thr

Arg

30

Gly

Cys

Arg

Thr Leu

Leu Arg

Thr Pro
160

Leu Leu
175

Val Arg

Leu Val

15

His Tyr

Thr Phe

Asp Pro

Pro His
80



Cys Glu Ser Cys Arg His Cys Asn
85

Thr Ile Thr Ala Asn Ala Glu Cys
100

Arg Asp Lys Glu Cys Thr Glu Cys
115 120

Thr Ala Arg Ser Ser Gln Ala Leu
130 135

Leu Pro Tyr Val Ser Glu Met Leu
145 150

Gln Thr Leu Ala Asp Phe Arg Gln
165

His Trp Pro Pro Gln Arg Ser Leu
180

Leu Val Ile Phe Ser Gly Met Phe
185 200

Leu Phe Leu His Gln Arg Arg Lys
210 215

<210> 3

<211> 1350

<212> DNA

<213> Homo sapiens

<220>
<221> misc_feature

Ser

Ala

105

Asp

Ser

Glu

Leu

Cys

185

Leu

Tyr

Gly

90

Cys

Pro

Pro

Ala

Pro

170

Ser

Val

Leu

Arg

Leu

His

Arg

155

Ala

Ser

Phe

Leu Val Arg Asn Cys
95

Asn Gly Trp Gln Cys
110

Pro Asn Pro Ser Leu
125

Pro Gln Pro Thr His
140

Thr Ala Gly His Met
160

Arg Thr Leu Ser Thr
175

Asp Phe Ile Arg Ile
180

Thr Leu Ala Gly Ala
205

<223> Abl Heavy Chain-encoding nucleotide sequence

<400> 3
cagatgcage tgcaggagtc gggcccagga
60

acctgcactg tctetgatgg ctecatcate
120

cagcacccag ggaagggect ggagtggatt
180

tacaacccgt ccctcaagag tcgacttace
240

ctggtgaage

agtggtgttt

ggatacatct

atgtcagtag

cctcacagac cctgtececte

actactggag ctggatcege

attacagtgg gagcacctce

acacgtctaa gaaccagttce



tcectgaage
300

ggatacagct
360

gctagcacca
420

ggcacagcgg
480

tggaactcag
540

ggactctact
600

tacatctgcea
660

aaatcttgtg
720

cegteagtet
780

gaggtcacat
840

tacgtggacg
900

agcacgtacc
960

gagtacaagt
1020

aaagccaaag
1080

atgaccaaga
1140

gcegtggagt
1200

ctggactceg
1260

cagcagggga
1320

cagaagagce
1350

tgagctetgt

atgccectett

agggcccate

cecetgggetyg

gcgecctgac

ccecteageag

acgtgaatca

acaaaactca

teectettece

gcgtggtggt

gcgtggaggt

gtgtggtcag

gcaaggtete

ggcagceceeyg

accaggtcag

gggagagcaa

acggcteett

acgtettete

tctecctgte

gactgcecgeg

tgactactgg

cgtetteccee

cctggtcaag

cagcggcgtyg

cgtggtgace

caagcccage

cacatgccca

cccaaaacce

ggacgtgagce

gcataatgcee

cgtecteace

caacaaagcc

agaaccacag

cctgacctge

tgggcagceyg

cttectcetat

atgctcegtg

tcegggtaaa

gacacggceg

ggccagggaa

ctggcaccet

gactacttee

cacaccttce

gtgcecteca

aacaccaagg

cecgtgeccag

aaggacaccc

cacgaagace

aagacaaagc

gtcctgeace

ctececagecee

gtgtacacce

ctggtcaaag

gagaacaact

agcaagctca

atgcatgagg

tgtattactg

cecctggteac

cctecaagag

ccgaaccyggt

cggctgtect

gcagcttgag

tggacaagag

cacctgaact

tcatgatcte

ctgaggtcaa

cgcgggagga

aggactggcet

ccatcgagaa

tgcccccate

gcttetatee

acaagaccac

ccgtggacaa

ctctgcacaa

tgcgaggagt

cgtctectea

cacctetggg

gacggtatcg

acagtcctcea

cacccagacce

agttgagccee

cctgggggga

ccggaccect

gttcaactgg

gcagtacaac

gaatggcaag

aaccatctce

ccgggaggag

cagcgacate

gcetecegtyg

gagcaggtgyg

ccactacacg



<210> 4

<211> 1350
<212> DNA
<213>
<220>
<221>
<223>
<400> 4
caggtgcagce
60
acctgcactg
120
cagcacccag
180
tacaacccgt
240
tcecectgaage
300
ggatacagct
360
gctagcacca
420
ggcacagcgg
480
tggaactcag
540
ggactctact
600
tacatctgceca
660
aaatcttgtg
720
ccgtcagtcet
780
gaggtcacat
840
tacgtggacg

900

Homo sapiens

misc_feature
Ab2 Heavy Chain-encoding nucleotide sequence

tgcaggagte

tctetggtga

ggaagggcect

ccetcaagag

tgagctetgt

atgcectett

agggcccate

cecetgggetyg

gcgecctgac

ccecteageag

acgtgaatca

acaaaactca

tectettece

gcgtggtggt

gcgtggaggt

gggcccagga

ctccatcatce

ggagtggatt

tcgagttace

gactgccgeg

tgaccactgg

cgtettecee

cctggtcaag

cagcggegty

cgtggtgace

caagcccage

cacatgccca

cCCaaaaccc

ggacgtgagc

gcataatgcee

ctggtgaage

agtggtagtt

gggtacatct

atatcagtag

gacacggceg

ggccagggaa

ctggcacccet

gactacttce

cacaccttce

gtgcecteca

aacaccaagg

cecgtgeccag

aaggacacce

cacgaagace

aagacaaagc

cttcacagac

actactggag

tttacagtgg

acacgtctaa

tatattactg

ccetggteac

cctecaagag

ccgaaccggt

cggctgtect

gcagcttggg

tggacaagag

cacctgaact

tcatgatcte

ctgaggtcaa

cgcgggagga

cctgteccte

ctggatcege

gagcaccgac

gaaccagtte

tgcgaggagt

cgtctectcea

cacctetggyg

gacggtgtceg

acagtcctcea

cacccagacce

agttgagccee

cctgggggga

ccggaccect

gttcaactgg

gcagtacaac



agcacgtacc
960

gtgtggtcag

gagtacaagt gcaaggtctc
1020

aaagccaaag ggcagcccecy
1080

atgaccaaga accaggtcag
1140

gcecgtggagt gggagagcaa
1200

ctggactcecg acggctceett
1260

cagcagggga acgtcttcte
1320

cagaagagcce tctecetgte
1350

<210> 5

<211> 1359

<212> DNA

<213> Homo sapiens
<220>

<221> misc_feature
<223>

<400> 5

caggtgcage tggtggagtce
60

tcetgtgecag cgtectggatt
120

ccaggcaagg ggctggagtg
180

gcagactccg tgaagggccyg
240

ctgcaaatga acagcctgag
300

ggatatagtg gctacgattce
360

tcctcageta gcaccaaggg

420

cgtecteace

caacaaagcc

agaaccacag

cctgacctge

tgggcageceg

cttecectcetat

atgctcegtg

tcegggtaaa

tgggggaggc

caccttcagt

ggtggcagtt

attcaccatce

agccgaggac

ggggtttgac

cccatecegte

gtcctgeace

cteccagece

gtgtacacce

ctggtcaaag

gagaacaact

agcaagctca

atgcatgagg

gtggtccage

aactatggca

atatggtatg

tccagagaca

acggctgtgt

tactggggce

tteeceeetgg

aggactggcet

ccatcgagaa

tgcccccate

gcttetatee

acaagaccac

cecgtggacaa

ctctgcacaa

Ab4 Heavy Chain-encoding nucleotide sequence

ctgggaggtce

tacactgggt

atggaagtaa

attccaagaa

attactgtgc

agggaaccct

caccctecte

gaatggcaag

aaccatctce

ccgggaggag

cagcgacate

gcetecegtg

gagcaggtgg

ccactacacg

cctgagacte

ccgecagget

taaatactat

cacgctgtat

gagagatgga

ggtcaccgte

caagagcace



tctgggggcea
480

cageggeect

gtgtcgtgga actcaggcgce
540

tcctecaggac tctactcecct
600

cagacctaca tctgcaacgt
660

gagcccaaat cttgtgacaa
720

aggggaccgt cagtcttcct
780

acccctgagg tcacatgegt
840

aactggtacg tggacggcat
900

tacaacagca cgtaccgtat
960

ggcaaggagt acaagtgcaa
1020

atctccaaag ccaaagggca
1080

gaggagatga ccaagaacca
1140

gacatcgceg tggagtagga
1200

ccegtgetgg acteccgacgg
1260

aggtggcagc aggggaacgt
1320

tacacgcaga agagcctctce
1359

<210> 6

<211> 1371

<212> DNA

<213> Homo sapiens

<220>
<221>
<223>

misc feature
Ab5 Heavy Chain-encoding nucleotide sequence

gggctgectyg

cctgaccage

cagcagcegtyg

gaatcacaag

aactcacaca

cttececececceca

ggtggtggac

ggaggtgcat

ggtcagegte

ggtctccaac

gcecccgagaa

ggtcagecetg

gagcaatgag

ctecettette

ctteteatge

cctgteteeg

gtcaaggact

ggcgtgcaca

gtgaccgtge

cccagcaaca

tgcccacegt

aaacccaagg

gtgagccacg

aatgccaaga

ctecacegtee

aaagccctcee

ccacaggtgt

acctgectgg

cagccggaga

ctctatagca

tcegtgatge

ggtaaatga

acttccccga

ccttecegge

cctecageag

ccaaggtgga

gcccageace

acaccctcat

aagaccctga

caaagccgceyg

tgcaccagga

cagcceccat

acaccctgee

tcaaaggett

acaactacaa

agctcaccgt

atgaggctcet

accggtgacg

tgtcctacag

cttgggcace

caagaaagtt

tgaactcctg

gatctceegg

ggtcaagtte

ggaggagcag

ctggctgaat

cgagaaaacc

cceateeceygy

ctatcccage

gaccacgccet

ggacaagagc

gcacaaccac



<400> 6
caggtgcagce
60

tcectgcaagg
120

actggacaag
180

gcacagaagt
240

atggagctga
300

gatttttgga
360

acggtcaccg
420

tccaagagcea
480

gaaccggtga
540

gctgtectac
600

agcttgggcea
660

gacaagagag
720

cctgaactce
780

atgatctcce
840

gaggtcaagt
900

cgggaggagc
960

gactggctga
1020

atcgagaaaa
1080

ccececatecee
1140

tggtgcagte

cttectggata

ggcttgagtg

tccagggcag

gcagcctgag

gtggttatta

teteeteage

cctetaggggyg

cggtgtegtg

agtcctecagg

cccagaccta

ttgagcccaa

tggggggacc

ggacccctga

tcaactggta

agtacaacag

atggcaagga

ccatctccaa

gggaggagat

tggggctgag

caccttcacc

gatgggatgg

agtcaccatg

atctgaggac

ctactactac

tagcaccaag

cacagcggcece

gaactcaggc

actctactce

catctgcaac

atcttgtgac

gtcagtette

ggtcacatge

cgtggacggce

cacgtaccgt

gtacaagtgc

agccaaaggg

gaccaagaac

gtgaagaagce

agttatgata

atgaacccta

accaggaaca

acggcegtgt

tacggtatgg

ggcccateeg

ctgggctgee

gcectgacca

ctcagecageg

gtgaatcaca

aaaactcaca

ctettecece

gtggtggtgyg

gtggaggtgc

gtggtcagceg

aaggtctcca

cagccecgag

caggtcagee

ctggggceete

tcaactgggt

acagtggtaa

cctecataag

attactgtgc

acgtctggag

tettecececcet

tggtcaagga

gecggegtgea

tggtgaccgt

agcccagcaa

catgcccacce

caaaacccaa

acgtgagcca

ataatgccaa

tectecacegt

acaaagccect

aaccacaggt

tgacctgeet

agtgaaggtce

gcgacaggece

cacaggctat

cacagcctac

gagagggtac

ccaagggace

ggcaccctee

ctacttcecce

cacctteeceg

gcectecage

caccaaggtyg

gtgceccagea

ggacacccte

cgaagaccct

gacaaagcceg

cctgcaccag

cccagccecee

gtacaccctg

ggtcaaaggce



ttctatccea
1200

gcgacatege

aagaccacgc ctccegtget
1260

gtggacaaga gcaggtggca
1320

ctgcacaacc actacacgca
1371

<210> 7

<211> 1356

<212> DNA

<213> Homo sapiens
<220>

<221> misc_feature
<223>

<400> 7

caggttcage tggtgcagtce
60

tcectgcaagg cttetggtta
120

cctggacaag ggcttgagtg
180

gcacagaagc tccagggcag
240

atggagctga ggagcctgag
300

ggtggtaacg actactacgg
360

tcagctagca ccaagggccce
420

gggggcacag cggccctggy
480

tcgtggaact caggcgecct
540

tcaggactct actccctcag
600

acctacatct gcaacgtgaa

660

cgtggagtgg gagagcaatg ggcagccecgga

ggactccgac ggetecttet tectetatag

gcaggggaac gtcttetecat getcegtgat

gaagagccte tcectgtete cgggtaaatg

tggagctgag

cacctttacc

gatgggatgg

agtcaccatg

atctgacgac

tatggacgte

atccgtette

ctgectggte

gaccagcggce

cagcgtggty

tcacaagccee

gtgaagaagc

agctatggta

atcagcgett

accacagaca

acggcegtgt

tggggccaag

ccectggeac

aaggactact

gtgcacacct

accgtgeect

agcaacacca

Ab6 Heavy Chain-encoding nucleotide sequence

ctggggcecte

tcagctgggt

acaatggtta

catccacgag

attactgtgc

ggaccacggt

cctectcecaa

tcececgaace

tceceggetat

ccagcagett

aggtggacaa

gaacaactac

caagctcace

gcatgaggcet

agtgaaggtc

gcgacaggcece

cacacactat

cacagcctac

gagagactac

caccgtetee

gagcacctcet

ggtgacggtyg

cctacagtce

gggcacccag

gagagttgag



cccaaatctt gtgacaaaac
720

ggaccgtcag tcttectett
780

cctgaggtca catgegtggt
840

tggtacgtgg acggcgtgga
900

aacagcacgt accgtgtggt
960

aaggagtaca agtgcaaggt
1020

tccaaagcca aagggcagcce
1080

gagatgacca agaaccaggt
1140

atcgcegtgg agtgggagag
1200

gtgctggact ccgacggcte
1260

tggcagcagg ggaacgtctt
1320

acgcagaaga gcctctcect
1356

<210> 8

<211> 1350

<212> DNA

<213> Homo sapiens

<220>
<221>
<223>

<400> 8

misc feature
Ab7 Heavy Chain-encoding nucleotide sequence

tcacacatgce

ccececcaaaa

ggtggacgtg

ggtgcataat

cagcgtecte

ctccaacaaa

ccgagaacca

cagcectgace

caatgggcag

cttettecte

cteatgetee

gtcteecggat

ccaccgtgee

cccaaggaca

agccacgaag

gccaagacaa

accgtectge

gcecteccag

caggtgtaca

tgcctggtea

ccggagaaca

tatagcaagce

gtgatgcatg

aaatga

cagcacctga

ccctecatgat

accctgaggt

agccgcggga

accaggactg

cceecatega

ccetgecece

aaggcttceta

actacaagac

tcacecgtgga

aggctctgcea

actcctgggg

cteceecggace

caagttcaac

ggagcagtac

gctgaatgge

gaaaaccatc

atcccgggag

tcececagegac

cacgcctecee

caagagcagyg

caaccactac

caggtgcagc tggtggagtce tgggggaggc gtggtccage ctgggaggte cctgagacte
60

tcctgtgcag cgtectggatt caccttcagt acctatggcea tgcactgggt ccgecagget

120

ccaggcaagg ggctggagtg ggtggcagtt atatggtatg atggaagtaa taaatactat

180



ggagactceg
240

ctgcaaatga
300

agtcactact
360

gctagcacca
420

ggcacagcgg
480

tggaactcag
540

ggactctact
600

tacatctgcea
660

aaatcttgtg
720

cegteagtet
780

gaggtcacat
840

tacgtggacg
900

agcacgtacc
960

gagtacaagt
1020

aaagccaaag
1080

atgaccaaga
1140

gcegtggagt
1200

ctggacteceg
1260

cagcagggga
1320

tgaagggccyg

acagcctgag

actacggtat

agggcccate

cecetgggetyg

gcgecctgac

ccecteageag

acgtgaatca

acaaaactca

teectettece

gcgtggtggt

gcgtggaggt

gtgtggtcag

gcaaggtete

ggcagceceeyg

accaggtcag

gggagagcaa

acggctecett

acgtettete

attcaccatce

agccgaggac

ggacgtctag

cgtetteccee

cctggtcaag

cagcggcgtyg

cgtggtgace

caagcccage

cacatgceca

cccaaaacce

ggacgtgagce

gcataatgcee

cgtecteace

caacaaagcc

agaaccacag

cctgacctge

tgggcageceg

cttecectcetat

atgctcegtg

tccagagaca

acggctgtgt

ggccaaggga

ctggcaccet

gactacttce

cacaccttce

gtgcecteca

aacaccaagg

cecgtgeccag

aaggacaccc

cacgaagace

aagacaaagc

gtcctgeace

cteccagece

gtgtacacce

ctggtcaaag

gagaacaact

agcaagctca

atgcatgagg

attccaagaa

attactgtgc

ccacggtcac

cctecaagag

ccgaaccggt

cggctgtect

gcagettggg

tggacaagag

cacctgaact

tcatgatcte

ctgaggtcaa

cgcgggagga

aggactggcet

ccatcgagaa

tgcccccate

gcttetatee

acaagaccac

cecgtggacaa

ctctgcacaa

cacgctgtat

gagagataac

cgtctectea

cacctetggg

gacggtatcg

acagtcctcea

cacccagacce

agttgagccee

cctgggggga

ccggaccect

gttcaactgg

gcagtacaac

gaatggcaag

aaccatctce

ccgggaggag

cagcgacate

gcetecegtyg

gagcaggtgg

ccactacacg



cagaagagcce tctceetgte tecgggtaaa

1350

<210> 9
<211> 1356
<212> DNA
<213> Homo
<220>
<221> misc
<223>
<400> 9
caggtgcagce
60
tcectgtgecag
120
ccaggcaagg
180
gcagactceg
240
ctgcaaatga
300
atagcaggag
360
tcectecageta
420
tectgggggcea
480
gtgtcgtgga
540
tcctecaggac
600
cagacctaca
660
gagcccaaat
720
gggggaccgt
780
acccctgagg

840

sapiens

_feature

tggtggagtce

cgtectggatt

ggctggagtyg

tgaagggccyg

acagcctgag

ctegetacgt

gcaccaaggg

cageggeect

actcaggcege

tectacteect

tctgcaacgt

cttgtgacaa

cagtcttect

tcacatgegt

tgggggaggc

caccttcagt

ggtggcagtt

attcaccatce

agccgaggac

ctactttgac

cccatecegte

gggctgectyg

cctgaccage

cagcagcegtyg

gaatcacaag

aactcacaca

cttececececceca

ggtggtggac

gtggtccage

agctatggcea

atatggtatg

tccagagaca

acggctgtgt

tactggggce

tteeceeetgg

gtcaaggact

ggcgtgcaca

gtgaccgtge

cccagcaaca

tgcccacegt

aaacccaagg

gtgagccacg

Ab8 Heavy Chain-encoding nucleotide sequence

ctgggaggtce

tgcactgggt

atggaagtga

attccaagaa

attactgtgc

agggaaccct

caccctecte

acttccccga

ccttecegge

cctecageag

ccaaggtgga

gceccageace

acaccctcat

aagaccctga

cctgagacte

ccgecagget

taaatacttt

cacgctgtat

gagagatggg

ggtcaccgte

caagagcace

accggtgacg

tgtcctacag

cttgggcace

caagaaagtt

tgaactcctg

gatctceegg

ggtcaagtte



aactggtacg
900

tacaacagca
960
ggcaaggagt
1020
atctccaaag
1080
gaggagatga
1140
gacatcgceg
1200
ccegtgetgg
1260
aggtggcagc
1320
tacacgcaga
1356

<210> 10
<211> 450
<212> PRT
<213>

<220>
<221>
<223>

<400> 10

Gln Met Gln

1

Thr

Val
35

Trp

Leu
65

Leu Ser

Tyr Tyr

Ile Gly

Lys Ser

tggacggcat

cgtaccgtgt

acaagtgcaa

ccaaagggca

ccaagaacca

tggagtggga

actccgacgg

aggggaacgt

agagcctete

Homo sapiens

MISC_ FEATURE
Abl Heavy Chain amino acid sequence

Leu Gln

Leu Thr

20

Trp Ser

Ile

Tyr

Arg Leu

Glu

Cys

Trp

Tyr

Thr
70

ggaggtgcat

ggtcagegte

ggtctecaac

gceccecgagaa

ggtcagecetg

gagcaatgag

ctecettette

ctteteatge

cctgteteeyg

Ser Gly

Thr Val

Ile Arg

40

Tyr Ser

55

Met Ser

aatgccaaga

ctcaccgtcee

aaagccctee

ccacaggtgt

acctgectgg

cagccggaga

ctctatagca

tcegtgatge

ggtaaa

Pro Gly Leu

10

Ser
25

Asp Gly

Gln His Pro

Gly Ser Thr

Thr
75

Val Asp

caaagccgceyg

tgcaccagga

cagceccccat

acaccctgee

tcaaaggett

acaactacaa

agctcaccgt

atgaggctcet

Val Lys

Ser Ile

30

Gly Lys

45

Ser
60

Tyr

Ser Lys

Pro

Ile

Gly

Asn

Asn

ggaggagcag

ctggctgaat

cgagaaaace

ccecateeegg

ctatcccage

gaccacgccet

ggacaagagc

gcacaaccac

Ser Gln

15

Ser Gly

Leu Glu
Ser

Pro

Phe
80

Gln



Ser

Cys

Gly

Phe

Leu

145

Trp

Leu

Ser

Pro

Lys

225

Pro

Ser

Asp

Asn

Leu

Ala

Thr

Pro

130

Gly

Asn

Gln

Ser

Ser

210

Thr

Ser

Arg

Pro

Ala
290

Lys

Arg

Leu

115

Leu

Cys

Ser

Ser

Ser

185

Asn

His

Val

Thr

Glu

275

Lys

Leu

Ser

100

Val

Ala

Leu

Gly

Ser

180

Leu

Thr

Thr

Phe

Pro

260

Val

Thr

Ser

85

Gly

Thr

Pro

Val

Ala

165

Gly

Gly

Lys

Cys

Leu

245

Glu

Lys

Lys

Ser

Tyr

Val

Ser

Lys

150

Leu

Leu

Thr

Val

Pro

230

Phe

Val

Phe

Pro

Val

Ser

Ser

Ser

135

Asp

Thr

Tyr

Gln

Asp

215

Pro

Pro

Thr

Asn

Arg
295

Thr

Tyr

Ser

120

Lys

Tyr

Ser

Ser

Thr

200

Lys

Cys

Pro

Cys

Trp

280

Glu

Ala

Ala

105

Ala

Ser

Phe

Gly

Leu

185

Tyr

Arg

Pro

Lys

Val

265

Tyr

Glu

Ala

90

Leu

Ser

Thr

Pro

Val

170

Ser

Ile

Val

Ala

Pro

250

Val

Val

Gln

Asp

Phe

Thr

Ser

Glu

155

His

Ser

Cys

Glu

Pro

235

Lys

Val

Asp

Tyr

Thr

Asp

Lys

Gly

140

Pro

Thr

Val

Asn

Pro

220

Glu

Asp

Asp

Gly

Asn
300

Ala

Tyr

Gly

125

Gly

Val

Phe

Val

Val

205

Lys

Leu

Thr

Val

Val

285

Ser

Val

Trp

110

Pro

Thr

Thr

Pro

Thr

180

Asn

Ser

Leu

Leu

Ser

270

Glu

Thr

Tyr Tyr
95

Gly Gln

Ser Val

Ala Ala

Val Ser

160

Ala Val
175

Val Pro

His Lys

Cys Asp

Gly Gly

240

Met Ile

255

His Glu

Val His

Tyr Arg



Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys
305 310 315 320

Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu
325 330 335

Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr
340 345 350

Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu
355 360 365

Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp
370 375 380

Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val
385 380 395 400

Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp
405 410 415

Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His
420 425 430

Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro
435 440 445

Gly Lys
450

<210> 11
<211> 450
<212> PRT
<213> Homo sapiens

<220>
<221> MISC_FEATURE
<223> Ab2 Heavy Chain amino acid sequence

<400> 11
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Gln

1 5 10 15

Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Asp Ser Ile Ile Ser Gly
20 25 30



Gly

Trp

Leu

65

Ser

Cys

Gly

Phe

Leu

145

Trp

Leu

Ser

Pro

Lys

225

Pro

Tyr

Ile

50

Lys

Leu

Ala

Thr

Pro

130

Gly

Asn

Gln

Ser

Ser

210

Thr

Ser

Tyr

35

Gly

Ser

Lys

Arg

Leu

115

Leu

Cys

Ser

Ser

Ser

185

Asn

His

Val

Trp

Tyr

Arg

Leu

Ser

100

Val

Ala

Leu

Gly

Ser

180

Leu

Thr

Thr

Phe

Ser

Ile

Val

Ser

85

Gly

Thr

Pro

Val

Ala

165

Gly

Gly

Lys

Cys

Leu
245

Trp

Phe

Thr

70

Ser

Tyr

Val

Ser

Lys

150

Leu

Leu

Thr

Val

Pro

230

Phe

Ile

Tyr

55

Ile

Val

Ser

Ser

Ser

135

Asp

Thr

Tyr

Gln

Asp

215

Pro

Pro

Arg

40

Ser

Ser

Thr

Tyr

Ser

120

Lys

Tyr

Ser

Ser

Thr

200

Lys

Cys

Pro

Gln

Gly

Val

Ala

Ala

105

Ala

Ser

Phe

Gly

Leu

185

Tyr

Arg

Pro

Lys

His

Ser

Asp

Ala

90

Leu

Ser

Thr

Pro

Val

170

Ser

Ile

Val

Ala

Pro
250

Pro

Thr

Thr

75

Asp

Phe

Thr

Ser

Glu

155

His

Ser

Cys

Glu

Pro

235

Lys

Gly

Asp

60

Ser

Thr

Asp

Lys

Gly

140

Pro

Thr

Val

Asn

Pro

220

Glu

Asp

Lys

45

Tyr

Lys

Ala

His

Gly

125

Gly

Val

Phe

Val

Val

205

Lys

Leu

Thr

Gly

Asn

Asn

Val

Trp

110

Pro

Thr

Thr

Pro

Thr

190

Asn

Ser

Leu

Leu

Leu

Pro

Gln

Tyr

95

Gly

Ser

Ala

Val

Ala

175

Val

His

Cys

Gly

Met
255

Glu

Ser

Phe

80

Tyr

Gln

Val

Ala

Ser

160

Val

Pro

Lys

Asp

Gly

240

Ile



Ser

Asp

Asn

Val

305

Glu

Lys

Thr

Thr

Glu

385

Leu

Lys

Glu

Gly

Arg

Pro

Ala

230

Val

Tyr

Thr

Leu

Cys

370

Ser

Asp

Ser

Ala

Lys
450

<210>
<211>
<212>
<213>

Thr

Glu

275

Lys

Ser

Lys

Ile

Pro

355

Leu

Asn

Ser

Arg

Leu

435

12
452
PRT

Pro

260

Val

Thr

Val

Cys

Ser

340

Pro

Val

Gly

Asp

Trp

420

His

Glu

Lys

Lys

Leu

Lys

325

Lys

Ser

Lys

Gln

Gly

405

Gln

Asn

Homo sapiens

Val

Phe

Pro

Thr

310

Val

Ala

Arg

Gly

Pro

3380

Ser

Gln

His

Thr

Asn

Arg

285

Val

Ser

Lys

Glu

Phe

375

Glu

Phe

Gly

Tyr

Cys

Trp

280

Glu

Leu

Asn

Gly

Glu

360

Tyr

Asn

Phe

Asn

Thr
440

Val

265

Tyr

Glu

His

Lys

Gln

345

Met

Pro

Asn

Leu

Val

425

Gln

Val

Val

Gln

Gln

Ala

330

Pro

Thr

Ser

Tyr

Tyr

410

Phe

Lys

Val

Asp

Tyr

Asp

315

Leu

Arg

Lys

Asp

Lys

395

Ser

Ser

Ser

Asp

Gly

Asn

300

Trp

Pro

Glu

Asn

Ile

380

Thr

Lys

Cys

Leu

Val

Val

285

Ser

Leu

Ala

Pro

Gln

365

Ala

Thr

Leu

Ser

Ser
445

Ser

270

Glu

Thr

Asn

Pro

Gln

350

Val

Val

Pro

Thr

Val

430

Leu

His

Val

Tyr

Gly

Ile

335

Val

Ser

Glu

Pro

Val

415

Met

Ser

Glu

His

Arg

Lys

320

Glu

Tyr

Leu

Trp

Val

400

Asp

His

Pro



<220>
<221>
<223>

<400>

Gln

1

Ser

Gly

Ala

Lys

65

Leu

Ala

Gly

Ser

Ala

145

Val

Ala

Val

Val

Leu

Ile

Val

50

Gly

Gln

Arg

Gln

Val

130

Ala

Ser

Val

Pro

12

Gln

Arg

His

35

Ile

Arg

Met

Asp

Gly

115

Phe

Leu

Trp

Leu

Ser
195

Leu

Leu

20

Trp

Trp

Phe

Asn

Gly

100

Thr

Pro

Gly

Asn

Gln

180

Ser

MISC_ FEATURE
Ab4 Heavy Chain amino acid sequence

Val

Ser

Val

Tyr

Thr

Ser

85

Gly

Leu

Leu

Cys

Ser

165

Ser

Ser

Glu

Cys

Arg

Asp

Ile

70

Leu

Tyr

Val

Ala

Leu

150

Gly

Ser

Leu

Ser

Ala

Gln

Gly

Ser

Arg

Ser

Thr

Pro

135

Val

Ala

Gly

Gly

Ala

Ala

40

Ser

Arg

Ala

Gly

Val

120

Ser

Lys

Leu

Leu

Thr
200

Gly

Ser

25

Pro

Asn

Asp

Glu

Tyr

105

Ser

Ser

Asp

Thr

Tyr

185

Gln

Gly

10

Gly

Gly

Lys

Asn

Asp

90

Asp

Ser

Lys

Tyr

Ser

170

Ser

Thr

Val

Phe

Lys

Tyr

Ser

75

Thr

Ser

Ala

Ser

Phe

155

Gly

Leu

Tyr

Val

Thr

Gly

Tyr

60

Lys

Ala

Gly

Ser

Thr

140

Pro

Val

Ser

Ile

Gln

Phe

Leu

45

Ala

Asn

Val

Phe

Thr

125

Ser

Glu

His

Ser

Cys
205

Pro

Ser

30

Glu

Asp

Thr

Tyr

Asp

110

Lys

Gly

Pro

Thr

Val

190

Asn

Gly

15

Asn

Trp

Ser

Leu

Tyr

95

Tyr

Gly

Gly

Val

Phe

175

Val

Val

Arg

Tyr

Val

Val

Tyr

80

Cys

Trp

Pro

Thr

Thr

160

Pro

Thr

Asn



His

Cys

225

Gly

Met

His

Val

Tyr

305

Gly

Ile

Val

Ser

Glu

385

Pro

Val

Met

Lys

210

Asp

Gly

Ile

Glu

His

230

Arg

Lys

Glu

Tyr

Leu

370

Trp

Val

Asp

His

Pro

Lys

Pro

Ser

Asp

275

Asn

Val

Glu

Lys

Thr

355

Thr

Glu

Leu

Lys

Glu
435

Ser

Thr

Ser

Arg

260

Pro

Ala

Val

Tyr

Thr

340

Leu

Cys

Ser

Asp

Ser

420

Ala

Asn

His

Val

245

Thr

Glu

Lys

Ser

Lys

325

Ile

Pro

Leu

Asn

Ser

405

Arg

Leu

Thr

Thr

230

Phe

Pro

Val

Thr

Val

310

Cys

Ser

Pro

Val

Gly

3380

Asp

Trp

His

Lys

215

Cys

Leu

Glu

Lys

Lys

295

Leu

Lys

Lys

Ser

Lys

375

Gln

Gly

Gln

Asn

Val

Pro

Phe

Val

Phe

280

Pro

Thr

Val

Ala

Arg

360

Gly

Pro

Ser

Gln

His
440

Asp

Pro

Pro

Thr

265

Asn

Arg

Val

Ser

Lys

345

Glu

Phe

Glu

Phe

Gly

425

Tyr

Lys

Cys

Pro

250

Cys

Trp

Glu

Leu

Asn

330

Gly

Glu

Tyr

Asn

Phe

410

Asn

Thr

Lys

Pro

235

Lys

Val

Tyr

Glu

His

315

Lys

Gln

Met

Pro

Asn

395

Leu

Val

Gln

Val

220

Ala

Pro

Val

Val

Gln

300

Gln

Ala

Pro

Thr

Ser

380

Tyr

Tyr

Phe

Lys

Glu

Pro

Lys

Val

Asp

285

Tyr

Asp

Leu

Arg

Lys

365

Asp

Lys

Ser

Ser

Ser
445

Pro

Glu

Asp

Asp

270

Gly

Asn

Trp

Pro

Glu

350

Asn

Ile

Thr

Lys

Cys

430

Leu

Lys

Leu

Thr

255

Val

Val

Ser

Leu

Ala

335

Pro

Gln

Ala

Thr

Leu

415

Ser

Ser

Ser

Leu

240

Leu

Ser

Glu

Thr

Asn

320

Pro

Gln

Val

Val

Pro

400

Thr

Val

Leu



Ser Pro Gly Lys

450

<210>
<211>
<212>
<213>

<220>
<221>
<223>

<400>

13
456
PRT

Homo sapiens

MISC_FEATURE
Ab5 Heavy Chain amino acid sequence

13

Gln Val Gln

1

Ser

Asp

Gly

Gln

65

Met

Ala

Met

Thr

Ser
145

Val

Ile

Trp

50

Gly

Glu

Arg

Asp

Lys

130

Gly

Lys

Asn

35

Met

Arg

Leu

Gly

Val

115

Gly

Gly

Leu

Val

20

Trp

Asn

Val

Ser

Tyr

100

Trp

Pro

Thr

Val Gln
5

Ser Cys

Val Arg

Pro Asn

Thr Met

70

Ser Leu

85

Asp Phe

Gly Gln

Ser Val

Ala Ala
150

Ser

Lys

Gln

Ser

55

Thr

Arg

Trp

Gly

Phe

135

Leu

Gly

Ala

Ala

40

Gly

Arg

Ser

Ser

Thr

120

Pro

Ala

Ser

25

Thr

Asn

Asn

Glu

Gly

105

Thr

Leu

Cys

Glu

10

Gly

Gly

Thr

Thr

Asp

Tyr

Val

Ala

Leu

Val

Tyr

Gln

Gly

Ser

75

Thr

Tyr

Thr

Pro

Val
155

Lys

Thr

Gly

Tyr

60

Ile

Ala

Tyr

Val

Ser

140

Lys

Lys

Phe

Leu

45

Ala

Ser

Val

Tyr

Ser

125

Ser

Asp

Pro

Thr

30

Glu

Gln

Thr

Tyr

Tyr

110

Ser

Lys

Tyr

Gly

15

Ser

Trp

Lys

Ala

Tyr

95

Tyr

Ala

Ser

Phe

Ala

Tyr

Met

Phe

Tyr

80

Gly

Ser

Thr

Pro
160



Glu

His

Ser

Cys

Glu

225

Pro

Lys

Val

Asp

Tyr

305

Asp

Leu

Arg

Lys

Asp
385

Pro

Thr

Val

Asn

210

Pro

Glu

Asp

Asp

Gly

230

Asn

Trp

Pro

Glu

Asn

370

Ile

Val

Phe

Val

185

Val

Lys

Leu

Thr

Val

275

Val

Ser

Leu

Ala

Pro

355

Gln

Ala

Thr

Pro

180

Thr

Asn

Ser

Leu

Leu

260

Ser

Glu

Thr

Asn

Pro

340

Gln

Val

Val

Val

165

Ala

Val

His

Cys

Gly

245

Met

His

Val

Tyr

Gly

325

Ile

Val

Ser

Glu

Ser

Val

Pro

Lys

Asp

230

Gly

Ile

Glu

His

Arg

310

Lys

Glu

Tyr

Leu

Trp
390

Trp

Leu

Ser

Pro

215

Lys

Pro

Ser

Asp

Asn

285

Val

Glu

Lys

Thr

Thr

375

Glu

Asn

Gln

Ser

200

Ser

Thr

Ser

Arg

Pro

280

Ala

Val

Tyr

Thr

Leu

360

Cys

Ser

Ser

Ser

185

Ser

Asn

His

Val

Thr

265

Glu

Lys

Ser

Lys

Ile

345

Pro

Leu

Asn

Gly

170

Ser

Leu

Thr

Thr

Phe

250

Pro

Val

Thr

Val

Cys

330

Ser

Pro

Val

Gly

Ala

Gly

Gly

Lys

Cys

235

Leu

Glu

Lys

Lys

Leu

315

Lys

Lys

Ser

Lys

Gln
395

Leu

Leu

Thr

Val

220

Pro

Phe

Val

Phe

Pro

300

Thr

Val

Ala

Arg

Gly

380

Pro

Thr

Tyr

Gln

205

Asp

Pro

Pro

Thr

Asn

285

Arg

Val

Ser

Lys

Glu

365

Phe

Glu

Ser

Ser

180

Thr

Lys

Cys

Pro

Cys

270

Trp

Glu

Leu

Asn

Gly

350

Glu

Tyr

Asn

Gly

175

Leu

Tyr

Arg

Pro

Lys

255

Val

Tyr

Glu

His

Lys

335

Gln

Met

Pro

Asn

Val

Ser

Ile

Val

Ala

240

Pro

Val

Val

Gln

Gln

320

Ala

Pro

Thr

Ser

Tyr
400



Lys

Ser

Ser

Ser

Thr

Lys

Cys

Leu
450

<210>
<211>
<212>
<213>

<220>
<221>
<223>

<400>

Gln

Ser

Gly

Gly

Gln

65

Met

Ala

Val

Val

Ile

Trp

50

Gly

Glu

Arg

Thr

Leu

Ser

435

Ser

14
451
PRT
Homo

14

Gln

Lys

Ser

35

Ile

Arg

Leu

Asp

Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr

405

410

415

Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe

420

425

430

Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys

440

Leu Ser Pro Gly Lys

sapiens

Leu

Val

20

Trp

Ser

Val

Arg

Tyr
100

MISC_ FEATURE
Ab6 Heavy Chain amino acid sequence

Val

Ser

Val

Ala

Thr

Ser

85

Gly

Gln

Cys

Arg

Tyr

Met

70

Leu

455

Ser

Lys

Gln

Asn

55

Thr

Arg

Asn

Gly Ala Glu

Ala

Ala

40

Gly

Thr

Ser

Asp

Ser

25

Pro

Tyr

Asp

Asp

Tyr
105

10

Gly

Gly

Thr

Thr

Asp

Tyr

Val

Tyr

Gln

His

Ser

75

Thr

Gly

Lys

Thr

Gly

Tyr

60

Thr

Ala

Met

445

Lys

Phe

Leu

45

Ala

Ser

Val

Asp

Pro

Thr

30

Glu

Gln

Thr

Tyr

Val
110

Gly

15

Ser

Trp

Lys

Ala

Tyr

Trp

Ala

Tyr

Met

Leu

Tyr

80

Cys

Gly



Gln

Val

Ala

145

Ser

Val

Pro

Lys

Asp

225

Gly

Ile

Glu

His

Arg

305

Lys

Glu

Gly

Phe

130

Leu

Trp

Leu

Ser

Pro

210

Lys

Pro

Ser

Asp

Asn

230

Val

Glu

Lys

Thr

115

Pro

Gly

Asn

Gln

Ser

195

Ser

Thr

Ser

Arg

Pro

275

Ala

Val

Tyr

Thr

Thr

Leu

Cys

Ser

Ser

180

Ser

Asn

His

Val

Thr

260

Glu

Lys

Ser

Lys

Ile
340

Val

Ala

Leu

Gly

165

Ser

Leu

Thr

Thr

Phe

245

Pro

Val

Thr

Val

Cys

325

Ser

Thr

Pro

Val

150

Ala

Gly

Lys

Cys

230

Leu

Glu

Lys

Lys

Leu

310

Lys

Lys

Val

Ser

135

Lys

Leu

Leu

Thr

Val

215

Pro

Phe

Val

Phe

Pro

285

Thr

Val

Ala

Ser

120

Ser

Asp

Thr

Tyr

Gln

200

Asp

Pro

Pro

Thr

Asn

280

Arg

Val

Ser

Lys

Ser

Lys

Tyr

Ser

Ser

185

Thr

Lys

Cys

Pro

Cys

265

Trp

Glu

Leu

Asn

Gly
345

Ala

Ser

Phe

Gly

170

Leu

Tyr

Arg

Pro

Lys

250

Val

Tyr

Glu

His

Lys

330

Gln

Ser

Thr

Pro

155

Val

Ser

Ile

Val

Ala

235

Pro

Val

Val

Gln

Gln

315

Ala

Pro

Thr

Ser

140

Glu

His

Ser

Cys

Glu

220

Pro

Lys

Val

Asp

Tyr

300

Asp

Leu

Arg

Lys

125

Gly

Pro

Thr

Val

Asn

205

Pro

Glu

Asp

Asp

Gly

285

Asn

Trp

Pro

Glu

Gly

Gly

Val

Phe

Val

190

Val

Lys

Leu

Thr

Val

270

Val

Ser

Leu

Ala

Pro
350

Pro

Thr

Thr

Pro

175

Thr

Asn

Ser

Leu

Leu

255

Ser

Glu

Thr

Asn

Pro

335

Gln

Ser

Ala

Val

160

Ala

Val

His

Cys

Gly

240

Met

His

Val

Tyr

Gly

320

Ile

Val



Tyr

Leu

Trp

385

Val

Asp

His

Pro

Thr

Thr

370

Glu

Leu

Lys

Glu

Gly
450

<210>
<211>
<212>
<213>

<220>
<221>
<223>

<400>

Leu

355

Cys

Ser

Asp

Ser

Ala

435

Lys

15
450
PRT
Homo

15

Gln Val Gln

1

Ser Leu Arg

Gly Met His

35

Ala Val Ile

50

Pro

Leu

Asn

Ser

Arg

420

Leu

Pro

Val

Gly

Asp

405

Trp

His

sapiens

MISC_FEATURE
Ab7 Heavy Chain amino acid sequence

Ser

Lys

Gln

380

Gly

Gln

Asn

Arg

Gly

375

Pro

Ser

Gln

His

Glu

360

Phe

Glu

Phe

Tyr
440

Glu

Tyr

Asn

Phe

Asn

425

Thr

Met

Pro

Asn

Leu

410

Val

Gln

Thr

Ser

Tyr

395

Tyr

Phe

Lys

Leu Val Glu Ser Gly Gly Gly Val

5

10

Leu Ser Cys Ala Ala Ser Gly Phe

20

25

Trp Val Arg Gln Ala Pro Gly Lys

40

Trp Tyr Asp Gly Ser Asn Lys Tyr

55

Lys

Asp

380

Lys

Ser

Ser

Ser

Asn

365

Ile

Thr

Lys

Cys

Leu
445

Gln

Ala

Thr

Leu

Ser

430

Ser

Val Gln Pro

Thr Phe Ser

30

Gly Leu Glu

45

Tyr Gly Asp

60

Val Ser

Val Glu

Pro Pro

400

Thr Val
415

Val Met

Leu Ser

Gly Arg

15

Thr Tyr

Trp Val

Ser val



Lys

65

Leu

Ala

Gly

Phe

Leu

145

Trp

Leu

Ser

Pro

Lys

225

Pro

Ser

Asp

Asn

Gly

Gln

Arg

Thr

Pro

130

Gly

Asn

Gln

Ser

Ser

210

Thr

Ser

Arg

Pro

Ala
290

Arg

Met

Asp

Thr

115

Leu

Cys

Ser

Ser

Ser

185

Asn

His

Val

Thr

Glu

275

Lys

Phe

Asn

Asn

100

Val

Ala

Leu

Gly

Ser

180

Leu

Thr

Thr

Phe

Pro

260

Val

Thr

Thr

Ser

85

Ser

Thr

Pro

Val

Ala

165

Gly

Gly

Lys

Cys

Leu

245

Glu

Lys

Lys

Ile

70

Leu

His

Val

Ser

Lys

150

Leu

Leu

Thr

Val

Pro

230

Phe

Val

Phe

Pro

Ser

Arg

Tyr

Ser

Ser

135

Asp

Thr

Tyr

Gln

Asp

215

Pro

Pro

Thr

Asn

Arg
295

Arg

Ala

Tyr

Ser

120

Lys

Tyr

Ser

Ser

Thr

200

Lys

Cys

Pro

Cys

Trp

280

Glu

Asp

Glu

Tyr

105

Ala

Ser

Phe

Gly

Leu

185

Tyr

Arg

Pro

Lys

Val

265

Tyr

Glu

Asn

Asp

90

Gly

Ser

Thr

Pro

Val

170

Ser

Ile

Val

Ala

Pro

250

Val

Val

Gln

Ser

75

Thr

Met

Thr

Ser

Glu

155

His

Ser

Cys

Glu

Pro

235

Lys

Val

Asp

Tyr

Lys

Ala

Asp

Lys

Gly

140

Pro

Thr

Val

Asn

Pro

220

Glu

Asp

Asp

Gly

Asn
300

Asn

Val

Val

Gly

125

Gly

Val

Phe

Val

Val

205

Lys

Leu

Thr

Val

Val

285

Ser

Thr

Tyr

Trp

110

Pro

Thr

Thr

Pro

Thr

180

Asn

Ser

Leu

Leu

Ser

270

Glu

Thr

Leu Tyr
80

Tyr Cys
95

Gly Gln

Ser val

Ala Ala

Val Ser

160

Ala Val
175

Val Pro

His Lys

Cys Asp

Gly Gly

240

Met Ile

255

His Glu

Val His

Tyr Arg



Val

305

Glu

Lys

Thr

Thr

Glu

385

Leu

Lys

Glu

Gly

Val

Tyr

Thr

Leu

Cys

370

Ser

Asp

Ser

Ala

Lys
450

<210>
<211>
<212>
<213>

<220>
<221>
<223>

<400>

Ser

Lys

Ile

Pro

355

Leu

Asn

Ser

Arg

Leu

435

16
452
PRT

Val

Cys

Ser

340

Pro

Val

Gly

Asp

Trp

420

His

Leu

Lys

325

Lys

Ser

Lys

Gln

Gly

405

Gln

Asn

Homo sapiens

MISC_ FEATURE
Ab8 Heavy Chain amino acid sequence

16

Thr

310

Val

Ala

Arg

Gly

Pro

380

Ser

Gln

His

Val

Ser

Lys

Glu

Phe

375

Glu

Phe

Gly

Tyr

Leu

Asn

Gly

Glu

360

Tyr

Asn

Phe

Asn

Thr
440

His

Lys

Gln

345

Met

Pro

Asn

Leu

Val

425

Gln

Gln

Ala

330

Pro

Thr

Ser

Tyr

Tyr

410

Phe

Lys

Asp

315

Leu

Arg

Lys

Asp

Lys

395

Ser

Ser

Ser

Trp

Pro

Glu

Asn

Ile

380

Thr

Lys

Cys

Leu

Leu

Ala

Pro

Gln

365

Ala

Thr

Leu

Ser

Ser
445

Asn

Pro

Gln

350

Val

Val

Pro

Thr

Val

430

Leu

Gly

Ile

335

Val

Ser

Glu

Pro

Val

415

Met

Ser

Lys

320

Glu

Tyr

Leu

Trp

Val

400

Asp

His

Pro

Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg

1

5

10

15



Ser

Gly

Ala

Lys

65

Leu

Ala

Gly

Ser

Ala

145

Val

Ala

Val

His

Cys

225

Gly

Leu

Met

Val

50

Gly

Gln

Arg

Gln

Val

130

Ala

Ser

Val

Pro

Lys

210

Asp

Gly

Arg

His

35

Ile

Arg

Met

Asp

Gly

115

Phe

Leu

Trp

Leu

Ser

185

Pro

Lys

Pro

Leu

20

Trp

Trp

Phe

Asn

Gly

100

Thr

Pro

Gly

Asn

Gln

180

Ser

Ser

Thr

Ser

Ser

Val

Tyr

Thr

Ser

85

Ile

Leu

Leu

Cys

Ser

165

Ser

Ser

Asn

His

Val
245

Cys

Arg

Asp

Ile

70

Leu

Ala

Val

Ala

Leu

150

Gly

Ser

Leu

Thr

Thr

230

Phe

Ala

Gln

Gly

55

Ser

Arg

Gly

Thr

Pro

135

Val

Ala

Gly

Gly

Lys

215

Cys

Leu

Ala

Ala

40

Ser

Arg

Ala

Ala

Val

120

Ser

Lys

Leu

Leu

Thr

200

Val

Pro

Phe

Ser

25

Pro

Asp

Asp

Glu

Arg

105

Ser

Ser

Asp

Thr

Tyr

185

Gln

Asp

Pro

Pro

Gly

Gly

Lys

Asn

Asp

Tyr

Ser

Lys

Tyr

Ser

170

Ser

Thr

Lys

Cys

Pro
250

Phe

Lys

Tyr

Ser

75

Thr

Val

Ala

Ser

Phe

155

Gly

Leu

Tyr

Lys

Pro

235

Lys

Thr

Gly

Phe

60

Lys

Ala

Tyr

Ser

Thr

140

Pro

Val

Ser

Ile

Val

220

Ala

Pro

Phe

Leu

45

Ala

Asn

Val

Phe

Thr

125

Ser

Glu

His

Ser

Cys

205

Glu

Pro

Lys

Ser

30

Glu

Asp

Thr

Tyr

Asp

110

Lys

Gly

Pro

Thr

Val

180

Asn

Pro

Glu

Asp

Ser

Trp

Ser

Leu

Tyr

95

Tyr

Gly

Gly

Val

Phe

175

Val

Val

Lys

Leu

Thr
255

Tyr

Val

Val

Tyr

80

Cys

Trp

Pro

Thr

Thr

160

Pro

Thr

Asn

Ser

Leu

240

Leu



Met

His

Val

Tyr

305

Gly

Ile

Val

Ser

Glu

385

Pro

Val

Met

Ser

Ile

Glu

His

230

Arg

Lys

Glu

Tyr

Leu

370

Trp

Val

Asp

His

Pro
450

<210>
<211>
<212>
<213>

Ser

Asp

275

Asn

Val

Glu

Lys

Thr

355

Thr

Glu

Leu

Lys

Glu

435

Gly

17
120
PRT
Homo

Arg Thr
260

Pro Glu

Ala Lys

Val Ser

Tyr Lys

325

Thr Ile
340

Leu Pro

Cys Leu

Ser Asn

Asp Ser

405

Ser Arg
420

Ala Leu

Lys

sapiens

Pro

Val

Thr

Val

310

Cys

Ser

Pro

Val

Gly

3380

Asp

Trp

His

Glu

Lys

Lys

295

Leu

Lys

Lys

Ser

Lys

375

Gln

Gly

Gln

Asn

Val

Phe

280

Pro

Thr

Val

Ala

Arg

360

Gly

Pro

Ser

Gln

His
440

Thr

265

Asn

Arg

Val

Ser

Lys

345

Glu

Phe

Glu

Phe

Gly

425

Tyr

Cys

Trp

Glu

Leu

Asn

330

Gly

Glu

Tyr

Asn

Phe

410

Asn

Thr

Val

Tyr

Glu

His

315

Lys

Gln

Met

Pro

Asn

395

Leu

Val

Gln

Val

Val

Gln

300

Gln

Ala

Pro

Thr

Ser

380

Tyr

Tyr

Phe

Lys

Val

Asp

285

Tyr

Asp

Leu

Arg

Lys

365

Asp

Lys

Ser

Ser

Ser
445

Asp

270

Gly

Asn

Trp

Pro

Glu

350

Asn

Ile

Thr

Lys

Cys

430

Leu

Val

Val

Ser

Leu

Ala

335

Pro

Gln

Ala

Thr

Leu

415

Ser

Ser

Ser

Glu

Thr

Asn

320

Pro

Gln

Val

Val

Pro

400

Thr

Val

Leu



<220>
<221>
<223>

<400>

Gln

1

Thr

Val

Trp

Leu

65

Ser

Cys

Gly

Met

Leu

Tyr

Ile

50

Lys

Leu

Ala

Thr

<210>
<211>
<212>
<213>

<220>
<221>
<223>

<400>

MISC_FEATURE
Abl Heavy Chain Variable

17

Gln

Ser

Tyr
35

Gly

Ser

Lys

Arg

Leu
115

18
120
PRT
Homo

Leu Gln

Leu Thr
20

Trp Ser

Tyr Ile

Arg Leu

Leu Ser

85

Ser Gly
100

Val Thr

sapiens

MISC_FEATURE
Ab2 Heavy Chain Variable

18

Glu

Cys

Trp

Tyr

Thr

70

Ser

Tyr

Val

Ser

Thr

Ile

Tyr

55

Met

Val

Ser

Ser

Gly

Val

Arg

40

Ser

Ser

Thr

Tyr

Ser
120

Gln Val Gln Leu Gln Glu Ser Gly

1

5

Thr Leu Ser Leu Thr Cys Thr Val

20

Domain amino acid sequence

Pro

Ser

25

Gln

Gly

Val

Ala

Ala
105

Gly

10

Asp

His

Ser

Asp

Ala

90

Leu

Leu

Gly

Pro

Thr

Thr

75

Asp

Phe

Val

Ser

Gly

Ser

60

Ser

Thr

Asp

Lys

Ile

Lys

45

Tyr

Lys

Ala

Tyr

Pro

Ile

30

Gly

Asn

Asn

Val

Trp
110

Ser

15

Ser

Leu

Pro

Gln

Tyr

95

Gly

Domain amino acid sequence

Gln

Gly

Glu

Ser

Phe

80

Tyr

Gln

Pro Gly Leu Val Lys Pro Ser Gln

10

15

Ser Gly Asp Ser Ile Ile Ser Gly

25

30



Gly

Trp

Leu

65

Ser

Cys

Gly

Tyr

Ile

50

Lys

Leu

Ala

Thr

<210>
<211>
<212>
<213>

<220>
<221>
<223>

<400>

Tyr
35

Gly

Ser

Lys

Arg

Leu
115

19
120
PRT
Homo

Trp

Tyr

Arg

Leu

Ser

100

Val

Ser

Ile

Val

Ser

85

Gly

Thr

sapiens

MISC_ FEATURE
Ab3 Heavy Chain Variable

138

Glu Val Gln

1

Ser Leu Arg

Ala Met Ser

35

Ser Val Ile

Lys
65

50

Gly Arg

Leu

Leu

20

Trp

Ser

Phe

Leu

Ser

Val

Asp

Thr

Trp

Phe

Thr

70

Ser

Tyr

Val

Glu

Cys

Ile

Tyr

55

Ile

Val

Ser

Ser

Ser

Ala

Arg Gln

Ser Gly

Ile
70

55

Ser

Arg

40

Ser

Ser

Thr

Tyr

Ser
120

Gly

Ala

Ala

40

Gly

Arg

Gln

Gly

Val

Ala

Ala
105

His

Ser

Asp

Ala

90

Leu

Pro

Thr

Thr
75

Asp

Phe

Gly

Asp

60

Ser

Thr

Asp

Lys

45

Tyr

Lys

Ala

His

Gly

Asn

Asn

Val

Trp
110

Leu Glu

Pro Ser

Gln Phe
80

Tyr Tyr
95

Gly Gln

Domain amino acid sequence

Gly

Ser

25

Pro

Thr

Asp

Gly

10

Gly

Gly

Thr

Asn

Leu

Phe

Lys

Asp

Ser
75

Val

Thr

Gly

Tyr

60

Lys

Gln

Phe

Leu

45

Ala

Asn

Pro

Ser

30

Glu

Asp

Thr

Gly Gly

15

Ser Tyr

Trp Val

Ser Val

Leu Tyr
80



Leu Gln Met Asn Ser Leu Arg Ala

85

Glu Asp Thr Ala Val Tyr Tyr Cys

90

95

Ala Arg His Asp Tyr Ser Asn Arg Tyr Tyr Phe Asp Tyr Trp Gly Gln

100

Gly Thr Leu Val Thr Val Ser Ser

<210>
<211>
<212>
<213>

<220>
<221>
<223>

<400>

115 120

20
122
PRT
Homo sapiens

MISC_FEATURE
Ab4 Heavy Chain Variable

20

Gln Val Gln Leu Val Glu Ser Gly

1

Ser Leu

Gly Ile

Ala Val
50

Arg Leu Ser Cys Ala Ala
20

His Trp Val Arg Gln Ala
35 40

Ile Trp Tyr Asp Gly Ser
55

Lys Gly Arg Phe Thr Ile Ser Arg

65

Leu Gln

70

Met Asn Ser Leu Arg Ala
85

Ala Arg Asp Gly Gly Tyr Ser Gly

Gly Gln

<210>
<211>

100
Gly Thr Leu Val Thr Val
115 120
21

126

105

110

Domain amino acid sequence

Gly

Ser

25

Pro

Asn

Asp

Glu

Tyr

105

Ser

Gly

10

Gly

Gly

Lys

Asn

Asp

90

Asp

Ser

Val

Phe

Lys

Tyr

Ser

75

Thr

Ser

Val

Thr

Gly

Tyr

60

Lys

Ala

Gly

Gln

Phe

Leu

45

Ala

Asn

Val

Phe

Pro

Ser

30

Glu

Asp

Thr

Tyr

Asp
110

Gly Arg
15

Asn Tyr

Trp Val

Ser Val

Leu Tyr
80

Tyr Cys
95

Tyr Trp



<212>
<213>

<220>
<221>
<223>

<400>

PRT
Homo

sapiens

MISC_ FEATURE
Ab3 Heavy Chain Variable

21

Gln Val Gln

1

Ser

Asp

Gly

Gln

65

Met

Ala

Met

Val

Ile

Trp

Gly

Glu

Arg

Asp

<210>
<211>
<212>
<213>

<220>
<221>
<223>

<400>

Lys

Asn
35

Met

Arg

Leu

Gly

Val
115

22
121
PRT
Homo

Leu Val

Val Ser
20

Trp Val

Asn Pro

Val Thr

Ser Ser

85

Tyr Asp
100

Trp Gly

sapiens

MISC_ FEATURE
Ab6 Heavy Chain Variable Domain amino acid sequence

22

Gln

Cys

Arg

Asn

Met

70

Leu

Phe

Gln

Ser

Lys

Gln

Ser

55

Thr

Arg

Trp

Gly

Gly

Ala

Ala

40

Gly

Arg

Ser

Ser

Thr
120

Domain amino acid sequence

Ala

Ser

25

Thr

Asn

Asn

Glu

Gly

105

Thr

Glu

10

Gly

Gly

Thr

Thr

Asp

90

Tyr

Val

Val

Tyr

Gln

Gly

Ser

75

Thr

Tyr

Thr

Lys

Thr

Gly

Tyr

60

Ile

Ala

Tyr

Val

Lys

Phe

Leu

45

Ala

Ser

Val

Tyr

Ser
125

Pro

Thr

30

Glu

Gln

Thr

Tyr

Tyr

110

Ser

Gly

15

Ser

Trp

Lys

Ala

Tyr

95

Tyr

Ala

Tyr

Met

Phe

Tyr

80

Cys

Gly

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala

1

5

10

15



Ser

Gly

Gly

Gln

65

Met

Ala

Gln

Val

Ile

Trp

50

Gly

Glu

Arg

Gly

<210>
<211>
<212>
<213>

<220>
<221>
<223>

<400>

Lys

Ser

35

Ile

Arg

Leu

Asp

Thr
115

23
120
PRT
Homo

23

Gln Val Gln

1

Ser Leu Arg

Gly Met His

35

Ala Val Ile

50

Lys Gly Arg

65

Val

20

Trp

Ser

Val

Arg

Tyr

100

Thr

Ser

Val

Ala

Thr

Ser

85

Gly

Val

sapiens

Leu

Leu

20

Trp

Trp

Phe

MISC_ FEATURE
Ab7 Heavy Chain Variable

Val

Ser

Val

Tyr

Thr

Cys

Arg

Tyr

Met

70

Leu

Gly

Thr

Glu

Cys

Arg

Asp

Ile
70

Lys

Gln

Asn

55

Thr

Arg

Asn

Val

Ser

Ala

Gln

Gly

Ser

Ala

Ala

40

Gly

Thr

Ser

Asp

Ser
120

Gly

Ala

Ala

40

Ser

Arg

Ser

25

Pro

Tyr

Asp

Asp

Tyr

105

Ser

Gly

Gly

Thr

Thr

Asp

Tyr

Tyr

Gln

His

Ser

75

Thr

Gly

Thr

Gly

Tyr

60

Thr

Ala

Met

Phe

Leu

45

Ala

Ser

Val

Asp

Thr

30

Glu

Gln

Thr

Tyr

Val
110

Ser

Trp

Lys

Ala

Tyr

95

Trp

Domain amino acid sequence

Gly

Ser

25

Pro

Asn

Asp

Gly

10

Gly

Gly

Lys

Asn

Val

Phe

Lys

Tyr

Ser
75

Val

Thr

Gly

Tyr

60

Lys

Gln

Phe

Leu

45

Gly

Asn

Pro

Ser

30

Glu

Asp

Thr

Gly

15

Thr

Trp

Ser

Leu

Tyr

Met

Leu

Tyr

80

Gly

Arg

Tyr

Val

Val

Tyr
80



Leu Gln Met Asn Ser Leu Arg Ala

85

Ala Arg Asp Asn Ser His Tyr Tyr

100

Gly Thr Thr Val Thr Val Ser Ser

<210>
<211>
<212>
<213>

<220>
<221>
<223>

<400>

115 120

24
122
PRT
Homo sapiens

MISC_FEATURE
Ab8 Heavy Chain Variable

24

Gln Val Gln Leu Val Glu Ser Gly

1

Ser Leu

Gly Met

Ala Val
50

Arg Leu Ser Cys Ala Ala
20

His Trp Val Arg Gln Ala
35 40

Ile Trp Tyr Asp Gly Ser

Lys Gly Arg Phe Thr Ile Ser Arg

65

Leu Gln

70

Met Asn Ser Leu Arg Ala
85

Ala Arg Asp Gly Ile Ala Gly Ala

Gly Gln

100

Gly Thr Leu Val Thr Val
115 120

Glu Asp Thr Ala Val Tyr Tyr Cys

90

95

Tyr Gly Met Asp Val Trp Gly Gln

105

110

Domain amino acid sequence

Gly

Ser

25

Pro

Asp

Asp

Glu

Arg

105

Ser

Gly

10

Gly

Gly

Lys

Asn

Asp

90

Tyr

Ser

Val

Phe

Lys

Tyr

Ser

75

Thr

Val

Val

Thr

Gly

Phe

60

Lys

Ala

Tyr

Gln

Phe

Leu

45

Ala

Asn

Val

Phe

Pro

Ser

30

Glu

Asp

Thr

Tyr

Asp
110

Gly

15

Ser

Trp

Ser

Leu

Tyr

95

Tyr

Arg

Tyr

Val

Val

Tyr

80

Cys

Trp



<210>
<211>
<212>
<213>

<220>
<221>
<223>

<400>

25

7

PRT

Homo sapiens

MISC_ FEATURE
Abl Heavy Chain CDR1 amino acid sequence

25

Ser Gly Val Tyr Tyr Trp Ser

1

<210>
<211>
<212>
<213>

<220>
<221>
<223>

<400>

1

<210>
<211>

5

26

7

PRT

Homo sapiens

MISC_FEATURE
Ab2 Heavy Chain CDR1 amino acid sequence

26
Ser Gly Gly Tyr Tyr Trp Ser
5
27
5
PRT

<212>
<213>

<220>
<221>
<223>

<400>

1

<210>
<211>

Homo sapiens

MISC_FEATURE
Ab3 Heavy Chain CDR1 aminoc acid sequence

27
Ser Tyr Ala Met Ser
5
28
5
PRT

<212>
<213>

<220>
<221>
<223>

Homo sapiens

MISC_FEATURE
Ab4 Heavy Chain CDR1 amino acid sequence



<400> 28

Asn Tyr Gly Ile His

1 5
<210> 29

<211> 5

<212> PRT

<213> Homo sapiens

<220>
<221> MISC_FEATURE
<223> SYDIN

<400> 29

Ser Tyr Asp Ile Asn
1 5
<210> 30

<211> 5

<212> PRT

<213> Homo sapiens

<220>
<221> MISC_FEATURE
<223> BAb6 Heavy Chain CDR1l amino acid sequence

<400> 30

Ser Tyr Gly Ile Ser
1 5
<210> 31

<211> 5

<212> PRT

<213> Homo sapiens

<220>
<221> MISC_FEATURE
<223> BAb7 Heavy Chain CDR1 amino acid seguence

<400> 31

Thr Tyr Gly Met His
1 5
<210> 32

<211> 5

<212> PRT

<213> Homo sapiens



<220>
<221> MISC_FEATURE
<223> Ab8 Heavy Chain CDR1 amino acid sequence

<400> 32

Ser Tyr Gly Met His
1 5
<210> 33

<211> 16

<212> PRT

<213> Homo sapiens

<220>
<221> MISC_FEATURE
<223> BAbl Heavy Chain CDR2 amino acid sequence

<400> 33

Tyr Ile Tyr Tyr Ser Gly Ser Thr Ser Tyr Asn Pro Ser Leu Lys Ser
1 5 10 15
<210> 34

<211> 186

<212> PRT

<213> Homo sapiens

<220>
<221> MISC_FEATURE
<223> Ab2 Heavy Chain CDR2 amino acid sequence

<400> 34

Tyr Ile Phe Tyr Ser Gly Ser Thr Asp Tyr Asn Pro Ser Leu Lys Ser
1 5 10 15
<210> 35

<211> 17

<212> PRT

<213> Homo sapiens

<220>
<221> MISC_FEATURE
<223> Ab3 Heavy Chain CDR2 amino acid sequence

<400> 35

Val Ile Ser Asp Ser Gly Gly Thr Thr Asp Tyr Ala Asp Ser Val Lys
1 5 10 15



Gly

<210> 36
<211> 17
<212> PRT

<213> Homo sapiens

<220>
<221> MISC_FEATURE
<223> BAb4 Heavy Chain CDR2 amino acid sequence

<400> 36

Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val Lys
1 5 10 15

Gly

<210> 37

<211> 17

<212> PRT

<213> Homo sapiens

<220>
<221> MISC_FEATURE
<223> Ab5 Heavy Chain CDR2 amino acid sequence

<400> 37

Trp Met Asn Pro Asn Ser Gly Asn Thr Gly Tyr Ala Gln Lys Phe Gln
1 5 10 15

Gly

<210> 38

<211> 17

<212> PRT

<213> Homo sapiens

<220>
<221> MISC_FEATURE
<223> BAb6 Heavy Chain CDR2 amino acid sequence

<400> 38



Trp Ile Ser Ala Tyr Asn Gly Tyr Thr His Tyr Ala Gln Lys Leu Gln

1 5 10 15
Gly

<210> 39

<211> 17

<212> PRT

<213> Homo sapiens

<220>
<221> MISC_FEATURE
<223> Ab7 Heavy Chain CDR2 amino acid sequence

<400> 38

Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Gly Asp Ser Val Lys
1 5 10 15

Gly

<210> 40

<211> 17

<212> PRT

<213> Homo sapiens

<220>
<221> MISC_FEATURE
<223> Ab8 Heavy Chain CDR2 amino acid sequence

<400> 40

Val Ile Trp Tyr Asp Gly Ser Asp Lys Tyr Phe Ala Asp Ser Val Lys
1 5 10 15

Gly

<210> 41

<211> 10

<212> PRT

<213> Homo sapiens

<220>
<221> MISC_FEATURE
<223> BAbl Heavy Chain CDR3 amino acid sequence



<400> 41

Ser Gly Tyr Ser Tyr Ala Leu Phe Asp Tyr

1 5 10
<210> 42
<211> 10
<212> PRT

<213> Homo sapiens

<220>

<221> MISC_FEATURE

<223> Ab2 Heavy Chain CDR3 amino acid sequence
<400> 42

Ser Gly Tyr Ser Tyr Ala Leu Phe Asp His

1 5 10
<210> 43
<211> 11
<212> PRT

<213> Homo sapiens

<220>

<221> MISC_FEATURE

<223> Ab3 Heavy Chain CDR3 amino acid sequence
<400> 43

His Asp Tyr Ser Asn Arg Tyr Tyr Phe Asp Tyr

1 5 10
<210> 44
<211> 13
<212> PRT

<213> Homo sapiens

<220>

<221> MISC_FEATURE

<223> Ab4 Heavy Chain CDR3 amino acid sequence
<400> 44

Asp Gly Gly Tyr Ser Gly Tyr Asp Ser Gly Phe Asp Tyr

1 5 10
<210> 45
<211> 17
<212> PRT

<213> Homo sapiens



<220>
<221> MISC_FEATURE
<223> GYDFWSGYYYYYYGMDV

<400> 45

Gly Tyr Asp Phe Trp Ser Gly Tyr Tyr Tyr Tyr Tyr Tyr Gly Met Asp
1 5 10 15

Val

<210> 46
<211> 12
<212> PRT
<213> Homo sapiens

<220>
<221> MISC_FEATURE
<223> Ab6 Heavy Chain CDR3 amino acid sequence

<400> 46

Asp Tyr Gly Gly Asn Asp Tyr Tyr Gly Met Asp Val
1 5 10

<210> 47
<211> 11
<212> PRT
<213> Homo sapiens

<220>
<221> MISC_FEATURE
<223> Ab7 Heavy Chain CDR3 amino acid sequence

<400> 47

Asp Asn Ser His Tyr Tyr Tyr Gly Met Asp Val
1 5 10

<210> 48
<211> 13
<212> PRT
<213> Homo sapiens

<220>
<221> MISC_FEATURE
<223> BAb8 Heavy Chain CDR3 amino acid sequence



<400> 48

Asp Gly Ile Ala Gly Ala Arg Tyr Val Tyr Phe Asp Tyr

1

<210> 49
<211> 642
<212> DNA
<213>
<220>
<221>
<223>
<400> 49
gacatccaga
60
atcacttgce
120
gggaaagcce
180
aggttcggtyg
240
gaagattttg
300
gggaccaagyg
360
tctgatgage
420
cccagagagg
480
gagagtgtca
540
ctgagcaaag
600
ctgagctege
642

<210> 50
<211> 642
<212> DNA
<213>

<220>

5

Homo sapiens

misc_feature
Abl Light Chain-encoding nucleotide sequence

tgacccagte

gggcaagtca

ctaaggtect

gcagtggate

caacttacta

tggaagtcaa

agttgaaatc

ccaaagtaca

cagagcagga

cagactacga

ccgtcacaaa

Homo sapiens

teccatcetee

gagcgttgac

gatctttget

tgggacagat

ctgtcaacag

acgtacggtyg

tggaactgcee

gtggaaggtg

cagcaaggac

gaaacacaaa

gagcttcaac

10

ctgtctgeat

agatatttca

gcatccagtt

ttcactctca

agctacagta

gctgcaccat

tetgttgtgt

gataacgccee

agcacctaca

gtctacgecet

aggggagagt

ctttaggaga

attggtatca

tgcaaagtgg

ccatcageag

ccecegtggac

ctgtcttcat

gcetgetgaa

tccaatcggg

gcctecageag

gcgaagtcac

gt

cagagtcace

gcagaaacct

ggtcccatca

tctgcaaccet

gttecggecaa

cttececegecea

taacttctat

taactceccag

caccctgacyg

ccatcaggge



<221> misc_feature
<223> Ab2 Light Chain-encoding nucleotide sequence

<400> 50
gacatccaga
60
atcagttgcee
120
gggaaagcce
180
agattcagtg
240
gaagattttg
300
gggaccaagg
360
tctgatgage
420
cccagagagyg
480
gagagtgtca
540
ctgagcaaag
600
ctgagctege
642

<210> 51
<211> 660
<212> DNA
<213>

<220>
<221>
<223>

<400> 51

tgacccagte

gggcaagtca

ctaaggtect

gcagtggate

caagatacta

tggaaatcaa

agttgaaatc

ccaaagtaca

cagagcagga

cagactacga

ccgtcacaaa

Homo sapiens

misc feature
Ab4 Light Chain-encoding nucleotide sequence

cccatecctee

gttcattgge

gatctatget

tgggacagaa

ctgtcaacag

acgtacggtyg

tggaactgcee

gtggaaggtg

cagcaaggac

gaaacacaaa

gagcttcaac

ctgtctgeat

agatatttca

gaatccagtt

ttcactctca

agttacagta

gctgcaccat

tetgttgtgt

gataacgccee

agcacctaca

gtctacgeet

aggggagagt

ctgtaggaga

attggtatca

tgcaaagtgg

ccatcageag

ccecegtggac

ctgtcttcat

gcetgetgaa

tccaatcggg

gcctcageag

gcgaagtcac

gt

cagagtcace

gcagcaacca

ggtcccatca

tctgcaaccet

gttecggecaa

cttececegecea

taacttctat

taactceccag

caccctgacy

ccatcaggge

gatattgtga tgactcagtc tccactectee ctgccegtea cececetggaga gecggectee

60

atctcctgea ggtctagtca gagectcectg aatagtaatg gatacaacta tttggattgg

120

tacctgcaga agccagggca gtctccacag ttectgatet atttgggtte ttategggee

180



teceggggtee
240

ctgacaggtt

agcagagtgg aggctgagga
300

ttcacttteg gcectgggac
360

ttcatcttece cgeccatctga
420

ctgaataact tctatcccag
480

tcgggtaact cccaggagag
540

agcagcaccc tgacgctgag
600

gtcacccatc agggcctgag
660

<210> 52

<211> 651

<212> DNA

<213> Homo sapiens
<220>

<221> misc_feature
<223>

<400> 52

gaaattgtgt tgacgcagtc
60

ctctecectgeca gggccagtcea
120

cctggecagyg ctcccaggcet
180

gacaggttca gtggcagtgg
240

cctgaagatt ttgcagtgta
300

ggcggaggga ccaaggtgga
360

ccgeccatetg atgagcagtt

420

cagtggcagt

tgttggggtt

caaagtggat

tgagcagttyg

agaggccaaa

tgtcacagag

caaagcagac

ctegecegte

tcectggeace

gagtgttage

cctcatctat

gtctgggaca

ttactgtctg

gatcaaacgt

gaaatctgga

ggatcaggca

tattactgta

atcaaacgta

aaatctggaa

gtacagtgga

caggacagca

tacgagaaac

acaaagagct

ctgtctttgt

agcagctact

ggtgcatcca

gacttcacte

cagtctggta

acggtgagctg

actgcctetg

cagattttac

tacaaactct

cggtggctge

ctgectetgt

aggtggataa

aggacagcac

acaaagtcta

tcaacagggg

Ab5 Light Chain-encoding nucleotide sequence

cteccagggga

tagcctggta

gcagggccac

tcaccatcag

gctetgtece

caccatctgt

ttgtgtgeet

actgagaatc

acaaactcca

accatctgte

tgtgtgeetg

cgccectcecaa

ctacagecte

cgcctgegaa

agagtgttag

aagagccace

ccagcagaga

tggcatccca

cagtctggag

gctcacttte

cttecatctte

gctgaataac



ttctatccea
480

gagaggccaa

tcccaggaga gtgtcacaga
540

ctgacgctga gcaaagcaga
600

cagggcctga gctecgecegt
651

<210> 53

<211> 651

<212> DNA

<213> Homo sapiens

<220>
<221>
<223>
<400> 53
cagtctgtge
60
tcttgttetyg
120
ccaggaacgyg
180
gaccgattcet
240
tcecgaggatyg
300
ttecggcggag
360
ctgtteccege
420
agtgacttcet
480
gcgggagtgg
540
tatctgagcee
600
catgaaggga

651

misc feature
Ab6 Light Chain-encoding nucleotide sequence

tgactcagcee

gaagcagcte

ccececcaaact

ctggctccaa

aggctgatta

ggaccaagcet

cctectetga

acccgggage

agaccaccac

tgacgcctga

gcaccgtgga

agtacagtgg aaggtggata acgccctceca

gcaggacagc aaggacagca cctacagect

ctacgagaaa cacaaagtct acgcectgega

cacaaagagc ttcaacaggg gagagtgtta

accctcageg

caacatcgga

cctcatctat

gtctggeace

ttactgtgca

gaccgtecta

ggagcttcaa

cgtgacagtyg

accctccaaa

gcagtggaag

gaagacagtg

tectgggaccee

attaattatg

aggagtgatc

tecagectece

gcatgggatyg

ggccaaccga

gccaacaagg

gecectggaagg

Caaagcaaca

tceccacagaa

gcecectacag

ccgggcagag

tatactggta

agcggececte

tggcectecag

acagcctgag

aagcggegee

ccacactggt

cagatagcag

acaagtacgc

gctacagcetg

aatgttcata

atcgggtaac

cagcagcace

agtcacccat

ggtcaccate

ccagcagete

aggggtcccet

tgggctcegg

tggtgtggtyg

ctecggteact

gtgtctcata

ccecegteaag

ggccagcagce

ccaggtcacy



<210> 54
<211> 651
<212> DNA
<213>
<220>
<221>
<223>
<400> 54
cagtctgtge
60
tcectgeactg
120
ttcececaggaa
180
cctgaccgat
240
caggctgagyg
300
gtattcggeg
360
actctgttce
420
ataagtgact
480
aaggcgggag
540
agctatctga
600
acgcatgaag
651

<210> 55
<211> 645
<212> DNA
<213>
<220>
<221>
<223>
<400> 55

Homo sapiens

misc feature
Ab7 Light Chain-encoding nucleotide sequence

tgacgcagcee

ggagcagcete

cagcccccaa

tectetggete

atgaggctga

gagggaccag

cgecectecte

tctacceggg

tggagaccac

gcectgacgee

ggagcaccgt

Homo sapiens

misc feature
Ab8 Light Chain-encoding nucleotide sequence

gcecteagtyg

caacatcggg

actcctcecate

cacgtetgge

ttattactgc

actgaccgte

tgaggagett

agccgtgaca

cacaccctcece

tgagcagtgg

ggagaagaca

tetggggece

gcaggttatg

tatgttaaca

acctcagect

cagtcectatg

ctaggccaac

caagccaaca

gtggcctgga

aaacaaagca

aagtcccaca

gtggccecta

cagggcagag

atgtaaattg

acaatcggcee

ccetggecat

acaccagcect

cgaaagcggc

aggccacact

aggcagatag

acaacaagta

gaagctacag

cagaatgtte

ggtcaccate

gtatcagcag

ctcaggagte

cactggacte

gagtgctteg

gcecteggte

ggtgtgtete

cagcceegte

cgcggecage

ctgccaggte

a

gacatccaga tgacccagtc tccatcctee ctgtetgeat ctgtaggaga cagagtcacce

60



atcacttgtc gggcgagtca
120

gggaaagccc ctaagtccct
180

aagttcagcg gcagtggatc
240

gaagattttg caacttatta
300

gggaccacag tggatatcaa
360

tctgatgage agttgaaatc
420

cccagagagg ccaaagtaca
480

gagagtgtca cagagcagga
540

ctgagcaaag cagactacga
600

ctgagctcge ccgtcacaaa
645

<210> 56

<211> 214

<212> PRT

<213> Homo sapiens

<220>

<221> MISC FEATURE
<223>

<400> 56

Asp Ile Gln Met

1

5

Thr Gln

gggcattage

gatctatget

tgggacagat

ctgccaacaa

acgtacggtyg

tggaactgcee

gtggaaggtg

cagcaaggac

gaaacacaaa

gagcttcaac

Ser

aattatttag

gcatccagtt

ttcactectca

tattataatt

gctgcaccat

tetgttgtgt

gataacgccee

agcacctaca

gtctacgeet

aggggagagt

Abl Light Chain amino acid sequence

Pro Ser Ser Leu

10

cctggtttea

tgcaaggtag

ccatcageag

acccattcac

ctgtcttcat

gcetgetgaa

tccaatcggg

gcctecageag

gcgaagtcac

gttag

Ser Ala

gcagaaacca

ggtcccatca

cctgeagecet

ttteggeccet

cttececegecea

taacttctat

taactcccag

caccctgacyg

ccatcaggge

Ser Leu Gly

15

Asp Arg Val Thr
20

Phe Asn Trp Tyr
35

Phe Ala Ala Ser
50

Ile Thr

Gln Gln

Ser Leu

Cys

Lys

Gln
55

Arg Ala Ser Gln
25

Pro Gly Lys Ala
40

Ser Gly Val Pro

Ser

Pro

Ser
60

Val

Lys
45

Arg

Asp Arg Tyr
30

Val Leu Ile

Phe Gly Gly



Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Ser Tyr Ser Thr Pro Trp
85 90 95

Thr Phe Gly Gln Gly Thr Lys Val Glu Val Lys Arg Thr Val Ala Ala
100 105 110

Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly
115 120 125

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala
130 135 140

Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln
145 150 155 160

Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser
165 170 175

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr
180 185 190

Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser
195 200 205

Phe Asn Arg Gly Glu Cys
210

<210> 57
<211> 214
<212> PRT
<213> Homo sapiens

<220>
<221> MISC_FEATURE
<223> Ab2 Light Chain amino acid sequence

<400> 57

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
1 5 10 15



Asp

Phe

Tyr

Ser

65

Glu

Thr

Pro

Thr

Lys

145

Glu

Ser

Ala

Phe

Arg

Asn

Ala

50

Gly

Asp

Phe

Ser

Ala

130

Val

Ser

Thr

Cys

Asn
210

<210>
<211>
<212>
<213>

Val

Trp

35

Glu

Ser

Phe

Gly

Val

115

Ser

Gln

Val

Leu

Glu

185

Arg

58
219
PRT
Homo

Thr Ile

20

Tyr Gln

Ser Ser

Gly Thr

Ala Arg

Gln Gly

100

Phe Ile

Val Val

Trp Lys

Thr Glu

165

Thr Leu
180

Val Thr

Gly Glu

sapiens

Ser

Gln

Leu

Glu

70

Tyr

Thr

Phe

Cys

Val

150

Gln

Ser

His

Cys

Cys

Gln

Gln

55

Phe

Tyr

Lys

Pro

Leu

135

Asp

Asp

Lys

Gln

Arg

Pro

40

Ser

Thr

Cys

Val

Pro

120

Leu

Asn

Ser

Ala

Gly
200

Ala

25

Gly

Gly

Leu

Gln

Glu

105

Ser

Asn

Ala

Lys

Asp

185

Leu

Ser

Lys

Val

Thr

Gln

90

Ile

Asp

Asn

Leu

Asp

170

Tyr

Ser

Gln

Ala

Pro

Ile

75

Ser

Lys

Glu

Phe

Gln

155

Ser

Glu

Ser

Phe

Pro

Ser

60

Ser

Tyr

Arg

Gln

Tyr

140

Ser

Thr

Lys

Pro

Ile

Lys

45

Arg

Ser

Ser

Thr

Leu

125

Pro

Gly

Tyr

His

Val
205

Gly

30

Val

Phe

Leu

Thr

Val

110

Lys

Arg

Asn

Ser

Lys

180

Thr

Arg Tyr

Leu Ile

Ser Gly

Gln Pro
80

Pro Trp
95

Ala Ala

Ser Gly

Glu Ala

Ser Gln

160

Leu Ser
175

Val Tyr

Lys Ser



<220>

<221>
<223>

<400>

58

Asp Ile Val

1

Glu

Asn

Pro

Asp

Ser

Leu

Arg

Gln

Tyr

145

Ser

Thr

Lys

Pro

Gly

Gln

50

Arg

Arg

Gln

Thr

Leu

130

Pro

Gly

Tyr

His

Ala

Tyr

35

Phe

Phe

Val

Thr

Val

115

Lys

Arg

Asn

Ser

Lys
195

Met

Ser

20

Asn

Leu

Ser

Glu

Pro

100

Ala

Ser

Glu

Ser

Leu

180

Val

MISC_ FEATURE
Ab4 Light Chain amino acid sequence

Thr

Ile

Tyr

Ile

Ala
85

Phe

Ala

Ala

Gln

165

Ser

Tyr

Gln

Ser

Leu

Tyr

Ser

70

Glu

Thr

Pro

Thr

Lys

150

Glu

Ser

Ala

Ser

Cys

Asp

Leu

55

Gly

Asp

Phe

Ser

Ala

135

Val

Ser

Thr

Cys

Pro

Arg

Trp

40

Gly

Ser

Val

Gly

Val

120

Ser

Gln

Val

Leu

Glu
200

Leu

Ser

25

Tyr

Ser

Gly

Gly

Pro

105

Phe

Val

Trp

Thr

Thr

185

Val

Ser

10

Ser

Leu

Tyr

Thr

Val

90

Gly

Ile

Val

Lys

Glu

170

Leu

Thr

Leu

Gln

Gln

Arg

Asp

Tyr

Thr

Phe

Cys

Val

155

Gln

Ser

His

Pro

Ser

Lys

Ala

60

Phe

Tyr

Lys

Pro

Leu

140

Asp

Asp

Lys

Gln

Val

Leu

Pro

45

Ser

Thr

Cys

Val

Pro

125

Leu

Asn

Ser

Ala

Gly
205

Thr

Leu

30

Gly

Gly

Leu

Ile

Asp

110

Ser

Asn

Ala

Lys

Asp

190

Leu

Pro

15

Asn

Gln

Val

Arg

Gln

95

Ile

Asp

Asn

Leu

Asp

175

Tyr

Ser

Gly

Ser

Ser

Pro

Ile

80

Thr

Lys

Glu

Phe

Gln

160

Ser

Glu

Ser



Pro Val Thr Lys Ser Phe Asn Arg Gly Glu Cys

210

<210>
<211>
<212>
<213>

<220>
<221>
<223>

<400>

59
216
PRT
Homo sapiens

MISC_FEATURE

215

Ab5 Light Chain amino acid sequence

59

Glu Ile Val Leu Thr Gln Ser

1

5

Glu Arg Ala Thr Leu

Tyr Leu

Ile Tyr
50

Gly Ser

65

Pro Glu

Pro Leu

Ala Ala

20

Ala Trp Tyr
35

Gly Ala Ser

Gly Ser Gly

Asp Phe Ala
85

Thr Phe Gly
100

Pro Ser Val
115

Ser Gly Thr Ala Ser

130

Glu Ala

145

Ser Gln

Lys Val Gln

Glu Ser Val
165

Ser

Gln

Ser

Thr

70

Val

Gly

Phe

Val

Trp

150

Thr

Cys

Gln

Arg

55

Asp

Tyr

Gly

Ile

Val

135

Lys

Glu

Pro

Arg

Arg

40

Ala

Phe

Tyr

Thr

Phe

120

Cys

Val

Gln

Gly

Ala

25

Pro

Thr

Thr

Cys

Lys

105

Pro

Leu

Asp

Asp

Thr

10

Ser

Gly

Gly

Leu

Leu

90

Val

Pro

Leu

Asn

Ser
170

Leu

Gln

Gln

Ile

Thr

75

Gln

Glu

Ser

Asn

Ala

155

Lys

Ser

Ser

Ala

Pro

60

Ile

Ser

Ile

Asp

Asn

140

Leu

Asp

Leu

Val

Pro

45

Asp

Ser

Gly

Lys

Glu

125

Phe

Gln

Ser

Ser

Ser

30

Arg

Arg

Ser

Ser

Arg

110

Gln

Tyr

Ser

Thr

Pro

15

Ser

Leu

Phe

Leu

Ser

95

Thr

Leu

Pro

Gly

Tyr
175

Gly

Ser

Leu

Ser

Glu

80

Val

Val

Lys

Arg

Asn

160

Ser



Leu Ser Ser

Val Tyr Ala

185

Lys Ser Phe

210
<210> 60
<211> 216
<212> PRT
<213> Homo
<220>
<221>
<223>
<400> 60

Gln Ser Val

1

Arg

Tyr

Ile

Gly

65

Ser

Ser

Pro

Val

Val

Tyr

50

Ser

Glu

Gly

Lys

Thr

Tyr

35

Arg

Lys

Asp

Val

Ala
115

Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys

180

185

180

Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr

200

Asn Arg Gly Glu Cys

sapiens

Leu

Ile

20

Trp

Ser

Ser

Glu

Val

100

Ala

MISC_FEATURE
Ab6 Light Chain amino acid sequence

Thr

Ser

Tyr

Asp

Gly

Ala

85

Phe

Pro

Gln

Cys

Gln

Gln

Thr

70

Asp

Gly

Ser

215

Pro

Ser

Gln

Arg

Ser

Tyr

Gly

Val

Pro

Gly

Leu

40

Pro

Ala

Tyr

Gly

Thr
120

Ser

Ser

25

Pro

Ser

Ser

Cys

Thr

105

Leu

Ala

10

Ser

Gly

Gly

Leu

Ala

90

Lys

Phe

Ser

Ser

Thr

Val

Ala

75

Ala

Leu

Pro

Gly

Asn

Ala

Pro

60

Leu

Trp

Thr

Pro

205

Thr

Ile

Pro

45

Asp

Ser

Asp

Val

Ser
125

Pro

Gly

30

Lys

Arg

Gly

Asp

Leu

110

Ser

Gly

15

Ile

Leu

Phe

Leu

Ser

95

Gly

Glu

Gln

Asn

Leu

Ser

Arg

80

Leu

Gln

Glu



Leu

Pro

145

Ala

Ala

Arg

Thr

Gln

130

Gly

Gly

Ala

Ser

Val
210

<210>
<211>
<212>
<213>

<220>
<221>
<223>

<400>

Gln Ser

Arg Val

Tyr Asp

Leu Ile
50

Ala

Ala

Val

Ser

Tyr

195

Ala

61
217
PRT
Homo

Asn

Val

Glu

Ser

180

Ser

Pro

Lys

Thr

Thr

165

Tyr

Cys

Thr

sapiens

MISC_ FEATURE
Ab7 Light Chain amino acid sequence

61

Val

Thr

Val

35

Tyr

Ser Gly Ser

65

Gln Ala

Glu

Leu

Ile

20

Asn

Val

Thr

Asp

Thr

Ser

Trp

Asn

Ser

Glu
85

Ala

Val

150

Thr

Leu

Gln

Glu

Gln

Cys

Tyr

Asn

Gly

Ala

Thr

135

Ala

Thr

Ser

Val

Cys
215

Pro

Thr

Gln

Asn

55

Thr

Asp

Leu

Trp

Pro

Leu

Thr

200

Ser

Pro

Gly

Gln

40

Arg

Ser

Tyr

Val

Lys

Ser

Thr

185

His

Ser

Ser

25

Phe

Pro

Ala

Tyr

Cys

Ala

Lys

170

Pro

Glu

Val

10

Ser

Pro

Ser

Ser

Cys
90

Leu

Asp

155

Gln

Glu

Gly

Ser

Ser

Gly

Gly

Leu

75

Gln

Ile

140

Ser

Ser

Gln

Ser

Gly

Asn

Thr

Val

60

Ala

Ser

Ser

Ser

Asn

Trp

Thr
205

Ala

Ile

Ala

45

Pro

Ile

Tyr

Asp

Pro

Asn

Lys

190

Val

Pro

Gly

30

Pro

Asp

Thr

Asp

Phe

Val

Lys

175

Ser

Glu

Gly

15

Ala

Lys

Arg

Gly

Thr
95

Tyr

Lys

160

Tyr

His

Lys

Gln

Gly

Leu

Phe

Leu

80

Ser



Leu

Gln

Glu

Tyr

145

Lys

Tyr

His

Lys

Ser

Pro

Leu

130

Pro

Ala

Ala

Arg

Thr
210

<210>
<211>
<212>
<213>

<220>
<221>
<223>

<400>

Ala

Lys

115

Gln

Gly

Gly

Ala

Ser

185

Val

62
214
PRT
Homo

62

Ser

100

Ala

Ala

Ala

Val

Ser

180

Tyr

Ala

Val

Ala

Asn

Val

Glu

165

Ser

Ser

Pro

sapiens

MISC_ FEATURE
Ab8 Light Chain amino acid sequence

Phe

Pro

Lys

Thr

150

Thr

Tyr

Cys

Thr

Gly

Ser

Ala

135

Val

Thr

Leu

Gln

Glu
215

Gly

Val

120

Thr

Ala

Thr

Ser

Val

200

Cys

Gly

105

Thr

Leu

Trp

Pro

Leu

185

Thr

Ser

Thr

Leu

Val

Lys

Ser

170

Thr

His

Arg

Phe

Cys

Ala

155

Lys

Pro

Glu

Leu

Pro

Leu

140

Asp

Gln

Glu

Gly

Thr

Pro

125

Ile

Ser

Ser

Gln

Ser
205

Val

110

Ser

Ser

Ser

Asn

Trp

190

Thr

Leu

Ser

Asp

Pro

Asn

175

Lys

Val

Gly

Glu

Phe

Val

160

Lys

Ser

Glu

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1

5

10

15

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Gly Ile Ser Asn Tyr

20

25

30

Leu Ala Trp Phe Gln Gln Lys Pro Gly Lys Ala Pro Lys Ser Leu Ile

35

40

45



Tyr

Ser

65

Glu

Thr

Pro

Thr

Lys

145

Glu

Ser

Ala

Phe

Ala

50

Gly

Asp

Phe

Ser

Ala

130

Val

Ser

Thr

Cys

Asn
210

<210>
<211>
<212>
<213>

<220>
<221>
<223>

<400>

Ala

Ser

Phe

Gly

Val

115

Ser

Gln

Val

Leu

Glu

195

Arg

63
107
PRT
Homo

Ser Ser

Gly Thr

Ala Thr
85

Pro Gly
100

Phe Ile

Val Vval

Trp Lys

Thr Glu

165

Thr Leu
180

Val Thr

Gly Glu

sapiens

MISC_FEATURE
Abl Light Chain Variable Domain amino acid sequence

63

Leu

Asp

70

Tyr

Thr

Phe

Cys

Val

150

Gln

Ser

His

Cys

Gln

55

Phe

Tyr

Thr

Pro

Leu

135

Asp

Asp

Lys

Gln

Gly

Thr

Cys

Val

Pro

120

Leu

Asn

Ser

Ala

Gly
200

Gly

Leu

Gln

Asp

105

Ser

Asn

Ala

Lys

Asp

185

Leu

Val

Thr

Gln

90

Ile

Asp

Asn

Leu

Asp

170

Tyr

Ser

Pro

Ile

75

Tyr

Lys

Glu

Phe

Gln

155

Ser

Glu

Ser

Ser

60

Ser

Tyr

Arg

Gln

Tyr

140

Ser

Thr

Lys

Pro

Lys

Ser

Asn

Thr

Leu

125

Pro

Gly

Tyr

His

Val
205

Phe

Leu

Tyr

Val

110

Lys

Arg

Asn

Ser

Lys

180

Thr

Ser Gly

Gln Pro
80

Pro Phe
95

Ala Ala

Ser Gly

Glu Ala

Ser Gln

160

Leu Ser
175

Val Tyr

Lys Ser

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Leu Gly

1

5

10

15



Asp Arg Val
Phe Asn Trp
35

Phe Ala Ala
50

Ser Gly Ser

65

Glu Asp Phe

Thr Phe Gly

<210> 64

<211> 107

<212> PRT

<213> Homo

<220>

<221>

<223>

<400> 64

Asp Ile Gln

1

Asp Arg Val

Phe Asn Trp

35

Tyr Ala Glu

50

Ser Gly Ser

65

Thr

20

Tyr

Ser

Gly

Ala

Gln
100

Ile

Gln

Ser

Thr

Thr

85

Gly

sapiens

Met

Thr

20

Tyr

Ser

Gly

MISC_FEATURE
Ab2 Light Chain Variable

Thr

Ile

Gln

Ser

Thr

Thr

Gln

Leu

Asp

Tyr

Thr

Gln

Ser

Gln

Leu

Glu
70

Cys

Lys

Gln

55

Phe

Tyr

Lys

Ser

Cys

Gln

Gln

55

Phe

Arg

Pro

40

Ser

Thr

Cys

Val

Pro

Arg

Pro

40

Ser

Thr

Ala

25

Gly

Gly

Leu

Gln

Glu
105

Ser

Lys

Val

Thr

Gln

90

Val

Gln

Ala

Pro

Ile

75

Ser

Lys

Ser

Pro

Ser

60

Ser

Tyr

Val

Lys

45

Arg

Ser

Ser

Asp

30

Val

Phe

Leu

Thr

Arg

Leu

Gly

Gln

Pro
95

Domain amino acid sequence

Ser

Ala

25

Gly

Gly

Leu

Ser

10

Ser

Lys

Val

Thr

Leu

Gln

Ala

Pro

Ile
75

Ser

Phe

Pro

Ser

60

Ser

Ala

Ile

Lys

45

Arg

Ser

Ser

Gly

30

Val

Phe

Leu

Val

15

Arg

Leu

Ser

Gln

Tyr

Ile

Gly

Pro

80

Trp

Tyr

Ile

Gly

Pro
80



Glu Asp Phe Ala Arg Tyr Tyr Cys Gln Gln Ser Tyr Ser Thr Pro Trp

85

90

Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys

<210>
<211>
<212>
<213>

<220>
<221>
<223>

<400>

65
108
PRT
Homo

100

sapiens

MISC_FEATURE
Ab3 Light Chain Variable

65

Glu Ile Val

1

Glu

Tyr

Ile

Gly

Pro

Cys

Arg

Leu

Tyr

50

Ser

Glu

Ser

<210>
<211>
<212>
<213>

<220>
<221>
<223>

Ala

Ala

35

Gly

Gly

Asp

Phe

66
112
PRT
Homo

Leu Thr Gln Ser

5

Thr Leu
20

Trp Tyr

Ala Ser

Ser Gly

Phe Ala

85

Gly Gln
100

sapiens

MISC_FEATURE
Ab4 Light Chain Variable Domain amino acid sequence

Ser

Gln

Ser

Thr

70

Val

Gly

Cys

Gln

Arg

55

Asp

Tyr

Thr

Pro

Arg

Lys

40

Ala

Phe

Phe

Lys

105

95

Domain amino acid sequence

Gly

Ala

25

Pro

Thr

Thr

Cys

Leu
105

Thr
10

Ser

Gly

Gly

Leu

Gln

90

Glu

Leu

Gln

Gln

Ile

Thr

75

Gln

Ile

Ser

Ser

Ala

Pro

60

Ile

Tyr

Lys

Leu

Phe

Pro

45

Asp

Ser

Gly

Ser

Ser

30

Arg

Arg

Arg

Ile

Pro

15

Ser

Leu

Phe

Leu

Ser
95

Gly

Asn

Phe

Ser

Glu

80

Pro



<400> 66

Asp Ile Val

1

Glu

Asn

Pro

Asp

Ser

Leu

Pro

Gly

Gln

50

Arg

Arg

Gln

<210>
<211>
<212>
<213>

<220>
<221>
<223>

<400>

Ala

Tyr

Phe

Phe

Val

Thr

67
108
PRT
Homo

67

Met

Ser

20

Asn

Leu

Ser

Glu

Pro
100

Thr Gln Ser

Ile Ser Cys

Tyr Leu Asp

Ile Tyr Leu
55

Gly Ser Gly
70

Ala Glu Asp
85

Phe Thr Phe

sapiens

Glu Ile Val Leu

1

Glu Arg Ala Thr

20

Tyr Leu Ala Trp

35

Ile Tyr Gly Ala

50

MISC_FEATURE
Ab5 Light Chain Variable

Thr Gln Ser
5

Leu Ser Cys

Tyr Gln Gln

Ser Ser Arg
55

Pro

Arg

Trp

40

Ser

Val

Gly

Pro

Arg

Arg

40

Ala

Leu

Ser

25

Tyr

Ser

Gly

Gly

Pro
105

Ser

10

Ser

Leu

Tyr

Thr

Val

90

Gly

Leu

Gln

Gln

Arg

Asp

Tyr

Thr

Pro

Ser

Lys

Ala

60

Phe

Tyr

Lys

Val

Leu

Pro

45

Ser

Thr

Cys

Val

Thr

Leu

30

Gly

Gly

Leu

Ile

Asp
110

Pro

15

Asn

Gln

Val

Arg

Gln
95

Ile

Domain amino acid sequence

Gly Thr Leu

10

Ala Ser Gln

25

Pro Gly Gln

Thr Gly Ile

Ser

Ser

Ala

Pro
60

Leu

Val

Pro

45

Asp

Ser

Ser

30

Arg

Arg

Pro

15

Ser

Leu

Phe

Gly

Ser

Ser

Pro

Ile

80

Thr

Lys

Gly

Ser

Leu

Ser



Gly Ser Gly

65

Pro Glu Asp

Pro Leu Thr

<210> 68

<211> 110

<212> PRT

<213> Homo

<220>

<221>

<223>

<400> 68

Gln Ser Val

1

Arg Val Thr

Tyr Val Tyr

35

Ile Tyr Arg
50

Gly Ser Lys

65

Ser Glu Asp

Ser Gly Val

<210> 69

<211> 111

<212> PRT

<213> Homo

Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Glu

70

Phe Ala Val Tyr Tyr Cys

85

Phe Gly Gly Gly Thr Lys

100

sapiens

MISC_FEATURE
Ab6 Light Chain Variable

Leu Thr

Ile Ser

20

Trp Tyr

Ser Asp

Ser Gly

Glu Ala

85

Val Phe
100

sapiens

Gln

Cys

Gln

Gln

Thr

70

Asp

Gly

Pro

Ser

Gln

Arg

55

Ser

Tyr

Gly

Pro

Gly

Leu

40

Pro

Ala

Tyr

Gly

105

75

80

Leu Gln Ser Gly Ser Ser Val

90

Val Glu Ile Lys

95

Domain amino acid sequence

Ser

Ser

25

Pro

Ser

Ser

Cys

Thr
105

Ala

10

Ser

Gly

Gly

Leu

Ala

90

Lys

Ser

Ser

Thr

Val

Ala

75

Ala

Leu

Gly

Asn

Ala

Pro

60

Leu

Trp

Thr

Thr

Ile

Pro

45

Asp

Ser

Asp

Val

Pro

Gly

30

Lys

Arg

Gly

Asp

Leu
110

Gly

15

Ile

Leu

Phe

Leu

Ser
95

Gln

Asn

Leu

Ser

Arg

80

Leu



<220>
<221>
<223>

<400>

Gln

1

Arg

Tyr

Leu

Ser

65

Gln

Leu

Ser

Val

Asp

Ile

50

Gly

Ala

Ser

<210>
<211>
<212>
<213>

<220>
<221>
<223>

<400>

63

Val

Thr

Val

35

Tyr

Ser

Glu

Ala

70
107
PRT

Homo

70

Leu

Ile

20

Asn

Val

Thr

Asp

Ser
100

MISC_FEATURE
Ab7 Light Chain Variable

Thr

Ser

Trp

Asn

Ser

Glu

85

Val

sapiens

MISC_FEATURE
Ab8 Light Chain Variable

Gln

Cys

Tyr

Asn

Gly

Ala

Phe

Pro

Thr

Gln

Asn

55

Thr

Asp

Gly

Pro

Gly

Gln

40

Arg

Ser

Tyr

Gly

Asp Ile Gln Met Thr Gln Ser Pro

1

5

Domain amino acid sequence

Ser

Ser

25

Phe

Pro

Ala

Tyr

Gly
105

Val

10

Ser

Pro

Ser

Ser

Cys

90

Thr

Ser

Ser

Gly

Gly

Leu

75

Gln

Arg

Gly

Asn

Thr

Val

60

Ala

Ser

Leu

Ala

Ile

Ala

45

Pro

Ile

Tyr

Thr

Pro

Gly

Pro

Asp

Thr

Asp

Val
110

Gly Gln

15

Ala Gly

Lys Leu

Arg Phe

Gly Leu

Thr Ser

95

Leu

Domain amino acid sequence

Ser Ser Leu Ser Ala Ser Val Gly

10

15

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Gly Ile Ser Asn Tyr

20

Leu Ala Trp Phe Gln Gln Lys Pro

35

40

25

30

Gly Lys Ala Pro Lys Ser Leu Ile

45



Tyr Ala Ala Ser Ser Leu Gln Gly Gly Val Pro Ser Lys Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Tyr Tyr Asn Tyr Pro Phe
85 90 95

Thr Phe Gly Pro Gly Thr Thr Val Asp Ile Lys
100 105

<210> 71
<211> 11
<212> PRT
<213> Homo sapiens

<220>
<221> MISC_FEATURE
<223> Abl Light Chain CDR1 amino acid sequence

<400> 71

Arg Ala Ser Gln Ser Val Asp Arg Tyr Phe Asn
1 5 10

<210> 72
<211> 11
<212> PRT
<213> Homo sapiens

<220>
<221> MISC_FEATURE
<223> Ab2 Light Chain CDR1 amino acid sequence

<400> 72

Arg Ala Ser Gln Phe Ile Gly Arg Tyr Phe Asn
1 5 10

<210> 73
<211> 12
<212> PRT
<213> Homo sapiens

<220>
<221> MISC_FEATURE
<223> BAb3 Light Chain CDR1 amino acid sequence



<400> 73

Arg Ala Ser Gln Ser Phe Ser Ser Asn Tyr Leu Ala

1 5 10
<210> 74
<211> 16
<212> PRT

<213> Homo sapiens

<220>
<221> MISC_FEATURE
<223> Ab4 Light Chain CDR1 amino acid sequence

<400> 74

Arg Ser Ser Gln Ser Leu Leu Asn Ser Asn Gly Tyr Asn Tyr Leu Asp
1 5 10 15
<210> 75

<211> 12

<212> PRT

<213> Homo sapiens

<220>
<221> MISC_FEATURE
<223> Ab5 Light Chain CDR1 amino acid sequence

<400> 75

Arg Ala Ser Gln Ser Val Ser Ser Ser Tyr Leu Ala
1 5 10

<210> 76

<211> 13

<212> PRT

<213> Homo sapiens

<220>
<221> MISC_FEATURE
<223> Ab6 Light Chain CDR1 amino acid sequence

<400> 76

Ser Gly Ser Ser Ser Asn Ile Gly Ile Asn Tyr Val Tyr
1 5 10

<210> 77

<211> 14

<212> PRT

<213> Homo sapiens



<220>

<221> MISC_FEATURE

<223> Ab7 Light Chain CDR1 amino acid sequence
<400> 77

Thr Gly Ser Ser Ser Asn Ile Gly Ala Gly Tyr Asp Val Asn

1 5 10
<210> 78
<211> 11
<212> PRT

<213> Homo sapiens

<220>
<221> MISC_FEATURE
<223> BAb8 Light Chain CDR1 amino acid sequence

<400> 78

Arg Ala Ser Gln Gly Ile Ser Asn Tyr Leu Ala
1 5 10
<210> 79

<211> 7

<212> PRT

<213> Homo sapiens

<220>
<221> MISC_FEATURE
<223> Abl Light Chain CDR2 amino acid sequence

<400> 79

Ala Ala Ser Ser Leu Gln Ser
1 5

<210> 80

<211> 7

<212> PRT

<213> Homo sapiens

<220>
<221> MISC_FEATURE
<223> Ab2 Light Chain CDR2 amino acid sequence

<400> 80

Ala Glu Ser Ser Leu Gln Ser
1 5



<210> 81

<211> 7

<212> PRT

<213> Homo sapiens

<220>

<221> MISC_FEATURE

<223> Ab2 Light Chain CDR2 amino acid sequence
<400> 81

Gly Ala Ser Ser Arg Ala Thr
1 5

<210> 82

<211> 7

<212> PRT

<213> Homo sapiens

<220>

<221> MISC_FEATURE

<223> BAb4 Light Chain CDR2 amino acid sequence
<400> 82

Leu Gly Ser Tyr Arg Ala Ser
1 5

<210> 83

<211> 7

<212> PRT

<213> Homo sapiens

<220>

<221> MISC_FEATURE

<223> Ab5 Light Chain CDR2 amino acid sequence
<400> 83

Gly Ala Ser Ser Arg Ala Thr
1 5

<210> 84

<211> 7

<212> PRT

<213> Homo sapiens

<220>

<221> MISC FEATURE



<223>

<400>

Ab6 Light Chain CDR2 amino acid sequence

84

Arg Ser Asp Gln Arg Pro Ser

1

<210>
<211>
<212>
<213>

<220>
<221>
<223>

<400>

1

<210>
<211>

5

85

7

PRT

Homo sapiens

MISC FEATURE
Ab7 Light Chain CDR2 amino acid sequence

85
Val Asn Asn Asn Arg Pro Ser
5
86
7
PRT

<212>
<213>

<220>
<221>
<223>

<400>

1

<210>
<211>

Homo sapiens

MISC_FEATURE
Ab8 Light Chain CDRZ2 amino acid sequence

86
Ala Ala Ser Ser Leu Gln Gly
5
87
9
PRT

<212>
<213>

<220>
<221>
<223>

<400>

Homo sapiens

MISC_FEATURE
Abl Light Chain CDR3 amino acid sequence

87

Gln Gln Ser Tyr Ser Thr Pro Trp Thr

1

<210>
<211>

5

88
9



<212>
<213>

<220>
<221>
<223>

<400>

1

<210>
<211>

PRT
Homo sapiens

MISC_FEATURE
Ab2 Light Chain CDR3 amino acid sequence

88
Gln Gln Ser Tyr Ser Thr Pro Trp Thr
5
839
9
PRT

<212>
<213>

<220>
<221>
<223>

<400>

1

<210>
<211>

Homo sapiens

MISC FEATURE
Ab3 Light Chain CDR3 aminoc acid sequence

89
Gln Gln Tyr Gly Ile Ser Pro Cys Ser
5
90
9
PRT

<212>
<213>

<220>
<221>
<223>

<400>

1

<210>
<211>

Homo sapiens

MISC FEATURE
Ab4 Light Chain CDR3 aminoc acid sequence

90
Ile Gln Thr Leu Gln Thr Pro Phe Thr
5
91
10
PRT

<212>
<213>

<220>
<221>
<223>

<400>

Homo sapiens

MISC FEATURE
Ab5 Light Chain CDR3 amino acid sequence

91



Leu Gln Ser Gly Ser Ser Val Pro Leu Thr

1 5 10
<210> 92
<211> 11
<212> PRT

<213> Homo sapiens

<220>
<221> MISC_FEATURE
<223> Ab6 Light Chain CDR3 amino acid sequence

<400> 92

Ala Ala Trp Asp Asp Ser Leu Ser Gly Val Val
1 5 10
<210> 83

<211> 11

<212> PRT

<213> Homo sapiens

<220>
<221> MISC_FEATURE
<223> Ab7 Light Chain CDR3 amino acid sequence

<400> 83

Gln Ser Tyr Asp Thr Ser Leu Ser Ala Ser Val
1 5 10
<210> 94

<211> 8

<212> PRT

<213> Homo sapiens

<220>
<221> MISC_FEATURE
<223> Ab8 Light Chain CDR3 amino acid sequence

<400> 94

Gln Gln Tyr Tyr Asn Tyr Pro Phe Thr
1 5



