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(57) Abstract: An embodiment of this search method comprises: calculating a TAD score indicative of the transcription
activity for each TAD included in a genome; and selecting a TAD on the basis of the TAD score. Another embodiment
of this search method comprises: analyzing a genome obtained from a cell expressing a foreign gene; and selecting a
boundary of a region including the foreign gene. This cell production method comprises inserting a gene of interest into
a region found by this search method. This cell selection method comprises: calculating a TAD score indicative of the
transcription activity for each TAD included in a genome; selecting a TAD on the basis of the TAD score; and selecting
a cell in which a target gene is present in the selected TAD. This cell is derived from a Chinese hamster, and has a target
gene inserted in at least one prescribed region. This method for producing a cell product comprises culturing cells and
expressing a target gene.

REZ )



WO 2025/11587S AT 00 00000000 000 R

KH, KN, KP, KR, KW,KZ, LA, LC, LK, LR, LS, LU,
LY, MA, MD, MG, MK, MN, MU, MW, MX, MY,
MZ, NA, NG, NI, NO, NZ, OM, PA, PE, PG, PH, PL,
PT, QA, RO, RS, RU, RW, SA, SC, SD, SE, SG, SK,
SL. ST, SV, SY, TH, TJ, TM, TN, TR, TT, TZ, UA,
UG, US, UZ, VC, VN, WS, ZA, ZM, ZW.

B BEEGRFDBEWVWRY, £ TOEEADLER
EATHE) : ARIPO (BW, CV, GH, GM,KE, LR, LS,
MW, MZ, NA, RW, SC, SD, SL, ST, SZ, TZ, UG,
ZM, ZW), 1—5 ¥ 7 (AM, AZ, BY, KG, KZ, RU,
TJ, TM), 3 — 0 w /¥ (AL, AT, BE, BG, CH, CY, CZ,
DE, DK, EE, ES, FI, FR, GB, GR, HR, HU, IE, IS,
IT,LT, LU, LV, MC, ME, MK, MT, NL, NO, PL, PT,
RO, RS, SE, SI, SK, SM, TR), OAPI (BF, BJ, CF,
CG, CI, CM, GA, GN, GQ, GW, KM, ML, MR, NE,
SN, TD, TG).

P NENEGE I
— EFRFEERS (RKE215%(3)

GNEN: BRAZFO—HEE. ¥/ LAPETBTADIEILEGEEFE AT TADRIATEER
L. TADROAFZIKETETADARERINZEA2ED, BRAEZDHO—HERL, AEKEGFERREL
TWBHilEIrSRELET / LAEZRITL, AREGCFEESDREBOEREEIIELEEED, M2
ERAERE, BRAFKLEDTROBLBEEICENEGTFEHRIATEIIEA2ET, MBORENEE
iE. ¥/ ALADPETBTADCEICEGEE I AT TADROT7EEHL, TADROTFICETET
ADARY, BIRINZTADICEMNEGTHIEEITZIMEERRZ 25D, MlRE, Fvyr14=—
ZANLARY—ICHET2HMBETHY, PR EH T ODOMEEESICENEGTGFIEAINLEZMBET
H3, MieEEYOREREIZ. MEEESLEANEGTFERBIERI L5285,




