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Gene name NanoString RNASeq Direction

AHR 2.32 1.51218 & &

AXINY 207 263129

AXINZ 3.79 451858 & &
BAMBI 8.16 8.38236 & &
BCLY 3.34 3.435969 & &
BIRC5 -8.34 -9.07204
BMP4 8.79 151776 NN
BTRC -1.3 -1.28463
CAMKZB 1.39 21.7272 & A
CCND1 7.97 7.04769 A A&
CCND2 1.03 1.26258 & &
CCND3 -4 66 -4.96631
Ch44 3.43 2.51486 & &
CDH1 -3.83 -0.68124
CDH 11 8.74 10.4787 & &
CDKNZ2A 2.59 2.95587 & &
CEBFD -2.26 -2.19312
COLIA2 11.68 11.1352 & &
CREBBP 47 -1.75588
CSNK1A1 10772 Y

CTBP1 -1.18 -1.31215

CTNNB1 3.82 3.77663 A&
CUL1 -1.12 -1.18524

CXCL12 -3.3 -3.62812

CXCR4 -19.7 -14.8106
CXXC4 1.33 4.67358 & &
DABZ 4.58 3.39508 & &
DIXDCH 7.33 5.12328 AN
DKK1 10.48 11.0764 & A
DKKZ 1.58 1.81991 NP
DKK3 12.95 12.2083 & &
DVL1 2.68 269114 & &
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EFNB1
EGFR
EGR1
EP300
ERBBZ
ETSZ
FBXW11
FBXW4
FGF7
FN1
FOSL1
FRAT1
FRZB
FZD1
FZD2
FZD3
FZD4
FZD5

3.97085
3.788925
1.30423
-1.81394
497592
-1.13093
1.07278
1.3125
6.43822
23.4674
8.81683
-6.38942
-1.45683
3.76302
-1.16551
4.06824
2.15232
3.22496

4.76268
6.56516

12.1168
-1.50335
-1.54254
-1.09684

3.2411
6.79645
14.9256
7.38095
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LEF1 1.81 1.69259 & &
LRPS 4.65 348757 & &
LRP6 6.61 5.06832 & &
MAPK10 2.84 4.72325 A&
MAPKS 1.77 1.62455 & &

MMP2 13.63 14.6033 A
MMP7 1.71 4.12215 & &
MMPS 3.96 4.04802 & A
MYC -1.64 -2.0785
NFATCH 6.84 5.35883 DR
NKD1 2.34 7.78783 & &
NLK 1.4 21205 v v
NRCAM 2.53 4.03843 & &
NRP1 3.46 2.74305 & &
PDGFRA 7.92 6.15142 & &
PKN1 -1.77 -1.63403
PLAUR 1.1 1.05357 & &
PLCB1 1.35 1.17242 & &
PLCB4 7.97 612039 4 4
PORCN 2.37 3.07014 & &
PPARD 4.01 3.45186 & &
PPP3CA 1.26 1.28752 & &
PPP3CB 1.28 1.01846 & &
PPP3CC 2.35 1.79711 & A
PPP3R1 -1.33 -1.56115
PRKACA 1.55 1.30153 & &
PRKACE -1.24 -1.47185
PRKCA 3.19 1.8796 & A&
PRKCB 1066 -19.8093 v
PRKX 1.62 1.20728 & A&
PROM1 -2.27 -33.4776
FIG. 4 (Ct'd)
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PTGS2
PYGO1
RACT
RACZ
RAC3
RBX1
RHOA
RUNXZ
RUVBL1

SERPINET

SERP1
SERP2
SERP4
SIX1
SKP1
SMADZ
SMAD3
SMAD4
SMO
SNAN
SNAIZ
SOST
SOX17

-3.06
8.97
1.9
-5.72
2.78
-1.45
-1.09
8.34
1.08
10.61
3.97
7.99
61.98
3.2
1.08
1.26
513
1.23
5.39
7.71
3.85
8.83
4

8125

-4.11791
6.65938
1.55254
-5.43876
2.96437
-1.21178
-1.08831
6.98245
1.03385
10.9703
4.27681

14.8627
60.3783
2.75059
1.32858
1.10331

4.04614
1.06156
6.71461

15.1701

3.85262

8.31998
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SOX9

TBLIXR1
TCH4
TCF7

TCF7LA
TGFB1
TGFB3
TIMP1

TLE1
TP53

9.29 10.8832
1.1 1.06063
4.08 2.93434
1.23 1.2438
415 5.40034
1.33 1.02346
8.99 8.25037
9.2 123724
-1.75 -1.51951
1.08 1.00756
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SUBSTITUTE SHEET (RULE 26)

o w W

L
?}’/ 7// ?/



WO 2022/235796 PCT/US2022/027666

9125

VANGL1 148 1.17249 A &
VEGFA 1.53 1.31057 A&
WIF1 9.19 10.2806 A A
WNTH 1.39 12.8474 A&

WNT10B 3.39 1.58875 A &
WNT11 -1.05 -1.52806
WNT16 2.55 23.6165 A&
WNTZB 9.35 23.0853 A &
WNT3 3.48 5.88266 A A
WNT4 1.96 7.80079 & &
WNT5A 4.93 13.6062 & &
WNT5B 3.8 5.295843 & A
WNTOA 1.64 253034
ZEB1 2.86 2.90082 & &
ZEB2Z 1.49 1.05145 & &

FIG. 4 (Ct'd)
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Upstream Regulator Wolecule Type Predicted State  Zscore  pevalue of overlap
RNASeq dalaset
ER8B? kinase Inibited 3342 2781028
E2F4 transcription requlator ND 63019
RABLG other Inhibited 5472 p 210
MiTF transcription regulator Inhibited 5353 Rl
TGFB growth factor hctvated 4288 300
AR ligand-dependent nuclear receplor  Activated 50% 1631018
NUPR tianseripton regulator Activated 22810
COND1 transcription regulator ND {518 2501071
COK4 kinase ND 3110
AREG grath factor Inhibited 285 Ryl
RARA ligand-dependent nuclear recepior D 4778 35071
ESRY lgand-cependent nuclear ecepior  Infibited 219 56501071
P83 transeripton requlator Inhibited 2445 83810 !
HNF1A-ASt other ND 081 gl
FOXMN transcriplion regulator Inhibited -3.998 8.18x10°10
SMARCA4 anseription regulator ND 0921 4,810
E2F transcriplion regulator ND 0123 1 05108
i group Inibited 3606 23410
EFS transeripton regulator Inhibited 25 4840108
COKN1A kinase Activated 3.269 764x10%
RPPA datasat
TP53 transcripfion regulator ND 0.057 B6ri0 18
PTEN phosphatase ND 078 i
astiogentecepior  group ND 0402 39101
g0 goup D 13 ik
Pl kinase ND 1.767 3.4)(‘;@“““
GFR nase D o7 8130
TGFBS grovh facor A 23 B30T
CONS growth factor ND 0128 6401012
SLCOA3R1 ober D o o6
$P1 transorpfion requlator Activated 2180 3551071
THRB lgand-dependent nuclear recepior ~ ND 450 4t
PRKAR1A kinase Activated 22 102010

FIG. 8
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BRCA1 transcription regulator ND 0868 1 051010
PTGS2 enzyme ND 1676 343001
JN transcripfion requlator ND (448 7481010
SDCBP enzyme ND 998 109109
STATS transcription regulator ND 1497 126409
MUC4 oher ND 1 964 24910°
Mek group ND 489 296x10%
HiF1A transcrintion requiator Activated ¥, 5020109
FIG. 8 (Ct'd)
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