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FIG. 16 (CONTINUED)

C

CD3/CD20/CD 14+ magnetic microbeads
depletion of lineage cells from PB

FACS-sorting of pre-DC from the
lineage-depleted cells

Automated capture of sorted pre-DC on
C1IFC (5-10 yM)

On-chip lysis & cDNA generation
Nextera library generation

Hlumina HiSeq sequencing



WO 2018/203833 PCT/SG2018/050219

cDC1 markers
BTLA THBD (CD141) LY75 (CD205)

037 33.43 .00 36.62 0.35 0.54

Expression Vaiue Expression Value Expression Value

¢DC2 markers
cD2 SIRPA (CD172a) ITGAX (CD11c)

@ ®

N
[ ! T }
342 225.02 0.00 27.38 268.87 838.14

Expression Value Expression Value Expression Value



WO 2018/203833 PCT/SG2018/050219

56/77

FIG. 18
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FIG. 18 (CONTINUED)
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FIG. 19
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FIG. 19 (CONTINUED)
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FIG. 19 (CONTINUED)

<y
Q
2 —~ =
2 (1B
2 (] ]°
v Q M
HG'V“’IHT & ATZITD
In .
™ 3 oy
Q A
eIXafe ?g [TNavo &
~ é
] R
10 0
Q
VAaSE AR | TATINGYS
IS
&K\'\.
Nl g
AN iR R O
\!
H-DS4 A
:
Q
o D &
R O
7588
[aN]
Q
0
(5]



PCT/SG2018/050219

WO 2018/203833

63/77

FIG. 20
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FIG. 20 (CONTINUED)
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FIG. 24
IPA sarly pre-DC G
%

PTER Signabinge

PEDF Signatinge

Lol Syuls: SIS Checkpaint Ragulations

LERRRAE Activaiione

Rhod Sigaabinge

VEGF Signatinge

WEGF Famity Ligsnd-Recepinr tnisractinnse

Macrnpinocyiosiy Signaeting

Foy Recaptoraediaad RPhagooytasis in Maorphages and Mogooptess
Aciia Phase Response Signabivige

MEE Signaiing

Lankooyts Extravasation Sigratinge

insuiin Receptay Sigmaiing

Role of Pattera Recognition Recopiars i Recognition of Bantona atmd Wi gsed
WrtB-catonin Signshing-

Lyeling and Coff Oyoie Regutatinmne

Thrombopolatin Signalivige

Production of Nitrke Quide ang Reastive Thoygen Spacies ot Macrophages~
pf 8GR Signatirige

Batrogenmediaded S-phase Bty

Bendritic Colt Raturations




WO 2018/203833 PCT/SG2018/050219

71/77
FIG. 24 (CONTINUED)
B ipa « early pre-DC pDo .
intsgrin Signating- A N

Sigraling by Rivo Family STPases-
LI Sigraatirng»

mTOR Bignaling

Foy Receplor-mediated Phageoyiosis in Mecrophagss and Monoeyhawe
-8 Signaiings

Tae Kinass Sighating

Death Receptar Signating

Rele of RFAT v Reguiation of the Immsne Responses
CYedR Signating

TREM Signaling+

Paxillin Signaling=

Heagsiation of Actin-based Metility by Rho
Leukooyle Extravasation Signating

Biygd Signalings

Ephrin B Signating-

Production of Nitric Cxide and Reactive Oxygen Species in Macrophages+
LPS-sfimulasted MAPK Signaiing-

Toli-ike Receplor Signaling

Macrmpinocytosis Slgnating+

Lymphotoxis § Resspior Signalings

VEGF Family Ligand-Receptorinteractionssd N}
Dopamine-DARPPIZ Feedback iy cAMP Signaling«
Catgiur-inducsd T Lymphosyts Apoptosis-

PTEN Signaling=

Dopamias Receptor Signating

Lerarmide Sigraliings

LHEE Signaiing

5 M 2 o 4
S-BLore
¢ co % coverage
& Fold ervichment n A R - T
O % coverage GO IOIBISS~mmLITe FEepres

QOO0 Poregulation of call deathe
SO:004 288 - rogulation of ap@pmaw;
GO0R4I0RT~raguiation of programaned cell diowutie
GO:0008887~endocytasisd

GG M mambrane invagination

GO 28d~amall GTPase madisted signsl transdisction

E 3 B E) 8 4
18 L& ¢ 2F 24 28
Fold envichment early pra-DO vs piic



TLRS

PCT/SG2018/050219

TLE

72177
FIG. 25

TLR2

TLRY

WO 2018/203833

# :
s + 2 &Q _—
%ty % 852
2 9% @ @M BEA%
2 Yp L
? W % % N‘y bRy ]
9 2 S RN
& SUETETETEY 5 28
L e B r 8w
s rovitony s
§EE
» p} BB
[
@ #r g e
aM & 2 &t o Y,
& o i
X ” & = m
z % otz } a] =
By 2% z
FETETTY gy %
OB SN DTHTAIN snevsscanbes paLyeusne & !
. ] “ & a 3
% % ) ey M D%
o
& e 2% 2 7
fo 2 e %
P m/w
& # o [ ~
- % =
il P
w W [N - ) 3
606 DI URATUIR PRAUWALT Y
2 % %

2% + &L
1 ¥

N roe [eardy pre-0C [ pro-cD

2 &
@ m @@
% 2%
% 2% o
FITEEYY EITETTE
2%, A
% 48 N@
o wg g
2 % hot
2% %4 @
FETETTER |




WO 2018/203833

73/77

FIG. 26
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FIG. 26 (CONTINUED)
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FIG. 26 (CONTINUED)
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