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9869SG2071 sequence listing_5T25.txt 
SEQUENCE LISTING 

<110> 	Agency For Science, Technology And Research (A*STAR) 

<120> 	A DEFECTIVE SWITCH IMPEDES HEALING OF DIABETIC ULCER 

<130> 	9869SG2071 

<150> 	SG 201205614-9 
<151> 	2012-07-27 

<160> 	64 

<170> 	PatentIn version 3.5 

<210> 	1 
<211>. 	22 
<212> 	DNA 
<213> 	artificial sequence 

<220> 
<223> 	miR-198 inhibitor 

<400> 	1 
gaaccuaucu ccccucugga cc 22 

<210> 	2 
<211> 	308 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	2 

Met Trp Lys Arg Trp Leu Ala Leu Ala Leu Ala Leu Val Ala Val Ala 
1 	 5 	 10 	 15 

Trp Val Arg Ala Glu Glu Glu Leu Arg Ser Lys Ser Lys Ile Cys Ala 
20 	 25 	 30 

Asn Val 	Phe Cys Gly A a Gly Arg Glu Cys Ala Val Thr Glu Lys Gly 
35 	 40 	 45 

Glu Pro Thr Cys Leu Cys Ile Glu Gln Cys Lys Pro His Lys Arg Pro 
50 	 55 	 60 

Val Cys Gly Ser Asn Gly Lys Thr Tyr Leu Asn His Cys Glu Leu His 
65 	 70 	 75 80 

Arg Asp Ala Cys Leu Thr Gly Ser Lys Ile Gln Val Asp Tyr Asp Gly 
85 	 90 	 95 

His Cys Lys Glu Lys Lys Ser Val Ser Pro Ser Ala Ser Pro Val Val 
100 	 105 	 110 

Cys Tyr Gln Ser Asn Arg Asp Glu Leu Arg Arg Arg Ile Ile Gln Trp 
115 	 120 	 125 

Leu Glu Ala Glu Ile Ile Pro Asp Gly Trp Phe ser Lys Gly ser Asn 
130 	 135 	 140 
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Tyr Ser Glu Ile Leu Asp Lys Tyr Phe Lys Asn Phe Asp Asn Gly Asp 
145 	 150 155 160 

ser Arg Leu Asp ser Ser Glu Phe Leu Lys Phe Val Glu Gln Asn Glu 
165 170 175 

Thr Ala Ile Asn Ile Thr Thr Tyr Pro Asp Gln Glu Asn Asn Lys Leu 
180 185 190 

Leu Arg Gly Leu Cys val Asp Ala Leu Ile Glu Leu - ser Asp Glu Asn 
195 	 200. 205 

Ala Asp Trp Lys Leu Ser Phe Gln Glu Phe Leu Lys Cys Leu Asn Pro 
210 	 215 220 

Ser Phe Asn Pro Pro Glu Lys Lys Cys Ala Leu Glu Asp Glu Thr Tyr 
225 	 230 235 240 

Ala Asp Gly Ala Glu Thr Glu Val Asp Cys Asn Arg Cys Val Cys Ala 
245 250 255 

Cys Gly Asn Trp Val Cys Thr Ala Met Thr Cys Asp Gly Lys Asn Gln 
260 265 270 

Lys Gly Ala Gln Thr Gln Thr Glu Glu Glu Met Thr Arg Tyr val Gln 
275 	 280 285 

Glu Leu Gln Lys His Gln Glu Thr Ala Glu Lys Thr Lys Arg val Ser 
290 	 295 300 

Thr Lys Glu Ile 
305 

<210> 	3 
<211> 	62 
<212> 	DNA 
<213> 	Homo sapiens 

<400> 	3 
tcattggtcc agaggggaga taggttcctg tgatttttcc ttcttctcta tagaataaat 60 

ga 62 

<210> 	4 
<211> 	62 
<212> 	RNA 
<213> 	Homo sapiens 

<400> 	4 
ucauuggucc agaggggaga uagguuccug ugauuuuucc uucuucucua uagaauaaau 60 

ga 62 
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<210> 	5 
<211> 	22 
<212> 	DNA 
<213> 	Homo sapiens 

<400> 	5 
ggtccagagg ggagataggt tc 22 

<210> 	6 
<211> 	22 
<212> 	RNA 
<213> 	Homo sapiens 

<400> 	6 
gguccagagg ggagauaggu uc 22 

<210> 	7 
<211> 	62 
<212> 	DNA 
<213> 	Homo sapiens 

<400> 	7 
tcatttattc tatagagaag aaggaaaaat cacaggaacc tatctcccct c ggaccaat 60 

ga 62 

<210> 	8 
<211> 	62 
<212> 	RNA 
<213> 	Homo sapiens 

<400> 	8  
ucauuuauuc uauagagaag aaggaaaaau cacaggaacc uaucuccccu cuggaccaau 60 

ga 62 

<210> 	9 
<211> 	22 
<212> 	DNA 
<213> 	Homo sapiens 

<400> 	.9 
gaacctatct cccctctgga cc 22 

<210> 	10 
<211> 	22 
<212> 	RNA 
<213> 	Homo sapiens 

<400> 	10 
gaaccuaucu ccccucugga cc 22 

<210> 	11 
<211> 	21 
<212> 	DNA 
<213> 	artificial sequence 

<220> 
<223> 	FSTL1 3'-UTR 

<220>;--  
Page 3 



PCT/562013/000316 

9869562071 sequence listing_ST25 	xt 
<221> 	misc_feature 
<223> 	forward primer 

<400> 	11 
gagttggccc tgtctcttct t 21 

<210> 	12 
<211> 	21 
<212> 	DNA 
<213> 	artificial sequence 

<220> 
<223> 	FSTL1 3'-UTR reverse primer 

<400> 	12 
ctttcccact ctcttcctgc t 21 

<210> 	13 
<211> 	21 
<212> 	DNA 
<213> 	artificial sequence 

<220> 
<223> 	FSTL1 ORF 

<220> 
<221> 	misc_feature 
<223> 	forward primer 

<400> 	13 
aatccaagat ctgtgccaat g 21 

<210> 	14 
<211> 	21 
<212> 	DNA 
<213> 	artificial sequence 

<220> 
<223> 	FSTL1 ORF reverse primer 

<400> 	14 
gctgtacaga cccaatttcc a 21 

<210> 	15 
<211> 	21 
<212> 	DNA 
<213> 	artificial sequence 

<220> 
<223> 	FSTL1 primary transcript forward primer 

<400> 	15 
gggatctctg ggaatggaat a 	, 21 

<210> 	16 
<211> 	21 
<212> 	DNA 
<213> 	artificial 	equence 

<220> 
<223> 	FSTL1 primary transcript reverse primer 
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<400> 	16 
acactgatag gccacaaatg c 

<210> 	17 
<211> 	21 
<212> 	DNA 
<213> 	artificial sequence 

<220> 
<223> 	ITGA3 foward primer 

<400> 	17 
taaatggctg ggctacccta t 

<210> 	18 
<211> 	21 
<212> 	DNA 
<213> 	artificial sequence 

<220> 
<223> 	ITGA3 reverse primer 

<400> 	18 
gggtccgctt aaagaagtca c 

<210> 	19 
<211> 	21 
<212> 	DNA 
<213> 	artificial sequence 

<220> 
<223> 	ISG20 

<220> 
<221> 	misc_feature 
<223> 	forward primer 

<400> 	19 
tgagggagag atcaccgatt a 

<210> 	20 
<211> 	21 
<212> 	DNA 
<213> 	artificial sequence 

<220> 
<223> 	ISG20 reverse primer 

<400> 	20 
gctcatgtcc tctttcag g c 

<210> 	21 
<211> 	21 
<212> 	DNA 
<213> 	artificial 	sequence 

<220> 
<223> 	IRAK2 

<220> 
<221> 	misc_feature 
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<223> 	forward primer 

<400> 	21 
caagtgattc tcctgcctca g 2] 

<210> 	22 
<211> 	21 
<212> 	DNA 
<213> 	artificial sequence 

<220> 
<223> 	IRAK2 reverse primer 

<400> 	22 
tcaagcctgt aatcccaaca c 21 

<210> 	23 
<211> 	21 
<212> 	DNA 
<213> 	artificial sequence 

<220> 
<223> 	RSAD2 forward primer 

<400> 	23 
gtgcctggat ttcatgtcag t 21 

<210> 	24 
<211> 	21 
<212> 	DNA 
<213> 	artificial sequence 

<220> 
<223> 	RSAD2 reverse primer 

<400> 	24 
atgcttgctt tctctgagct g 21 

<210> 	25 
<211> 	21 
<212> 	DNA 
<213> 	artificial sequence 

<220> 
<223> 	LAMC2 forward primer 

<400> 	25 
21 ctgggttgtg cacatttctt 

<210> 	26 
<211> 	21 
<212> 	DNA 
<213> 	artificial sequence 

<220> 
<223> 	LAMC2 reverse primer 

<400> 	26 
aaatacagaa gcaaggcagc a 21 

<210> 	27 
<211> 	21 
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<212> 	DNA 
<213> 	artificial 	sequence 

<220> 
<223> 	LAMC2 ORF forward primer 

<400> 	27 
agtggaagga gagctggaaa g 

<210> 	28 
<211> 	21 
<212> 	DNA 
<213> 	artificial sequence 

<220> 
<223> 	LAMC2 ORF reverse primer 

<400> 	28 
gaccagcccc tcttcatcta c 

<210> 	29 
<211> 	21 
<212> 	DNA 
<213> 	artificial 	sequence 

<220> 
<223> 	PLAU forward primer 

<400> 	29 
gcttgtccaa gagtgcatgg t 

<210> 	30 
<211> 	19 
<212> 	DNA 
<213> 	artificial sequence 

<220> 
<223> 	PLAU reverse primer 

<400> 	30 
agggctggtt ctcgatggt 

<210> 	31 
<211> 	21 ° 
<212> 	DNA 
<213> 	artificial 	sequence 

<220> 
<223> 	PLAU 0RF forward primer 

<400> 	31 
tcactggctt tggaaaagag a 

<210> 	32 
<211> 	21 
<212> 	DNA 
<213> 	artificial 	sequence 

<220> 
<223> 	PLAU ORF reverse sequence 

<400> 	32 
gtggtgactt cagagccgta g 
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<210> 	33 
<211> 	21 
<212> 	DNA 
<213> 	artificial 	sequence 

<220> 
<223> 	DIAPH1 forward primer 

<400> 	33 
aggaagcatg agggcaacta t 21 

<210> 	34 
<211> 	21 
<212> 	DNA 
<213> 	artificial sequence 

<220> 
<223> 	DIAPH1 reverse primer 

<400> 	34 
cccaggaata gtccaaagga g 21 

<210> 	35.  
<211> 	21 
<212> 	DNA 
<213> 	artificial sequence 

<220> 
<223> 	DIAPH1 ORF forward primer 

<400> 	35 
agctgccaca gatgaaaaag a 21 

<210> 	36 
<211> 	21 
<212> 	DNA 
<213> 	artificial sequence 

<220> 
<223> 	DIAPH1 ORF reverse sequence 

<400> 	36 
tcttggggtc aaagaggaag t 21 

<210> 	37 
<211> 	21 
<212> 	DNA 
<213> 	artificial 	sequence 

<220> 
<223>. 	EDEM1 forward primer 

<400> 	37 
tgaaaaggta gggctgagtg a 21 

<210> 	38 
<211> 	21 
<212> 	DNA 
<213> 	artificial sequence 

<220> 
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<223> 	EDEM1 reverse primer 

<400> 	38 
gcagggaaga ggcactagaa t 21 

<210> 	39 
<211> 	21 
<212> 	DNA 
<213> 	artificial 	sequence 

<220> 
<223> 	RPIA forward primer  

<400> 	39 
gagcggtatg gtatggaatg a 21 

<210> 	40 
<211> 	21 
<212> 	DNA 
<213> 	artificial 	sequence 

<220> 
<223> 	RPIA reverse primer 

<400> 	40 
gcatttctgg tcaactgctt c 21 

<210> 	41 
<211> 	21 
<712> 	DNA 
<213> 	artificial 	sequence 

<220>  <223> 	MYD88 forward primer 

<400> 	41 
gcatgatctt gttgaggcat t 21 

<210> 	42 
<211> 	21 
<212> 	DNA 
<213> 	artificial 	sequence 

<220> 
<223> 	MYD88 reverse primer 

<400> 	42 
atggcaaata tcggcttttc t 21 

<210> 	43 
<211> 	21 
<212> 	DNA 
<213> 	artificial 	sequence 

<220> 
<223> 	ICAM1 forward primer 

<400> 	43 
gcactatgca gctccagttt c 21 

<210> 	44 
<211> 	21 
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<212>. DNA 
<213> 	artificial sequence 

<220> 
<223> 	ICAM1 reverse primer 

<400> 	44 
caagactgca gtgaaccatg a 21 

<210> 	45 
<211> 	21 
<212> 	DNA 
<213> 	artificial sequence 

<220> 
<223> 	KRT14 forward primer 

<400> 	45 
catgagtgtg gaagccgaca t 21 

<210> 	46 
<211> 	21 
<212> 	DNA 
<213> 	artificial 	sequence 

<220> 
<223> 	KRT14 reverse primer 

<400> 	46 
gcctctcagg gcattcatct c 21 

<210> 	47 
<211> 	21 
<212> 	DNA 
<213> 	artificial sequence 

<220> 
<223> 	KHSRP forward primer 

<400> 	47 
ctgttttgtt tggcgagaga g 21 

<210> 	48.  
<211> 	21 
<212> 	DNA 
<213> 	artificial 	sequence 

<220> 
<223> 	KHSRP reverse primer 

<400> 	48 
gagacacaga acaggcgaga g 21 

<210> 	49 
<211> 	21 
<212> 	DNA 
<213> 	artificial 	sequence 

<220> 
<223> 	HuR forward primer 

<400> 	49 
ttgtaagtca ccgccagtac c 21 
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<210> 	50 
<211> 	21 
<212> 	DNA 
<213> 	artificial sequence 

<220> 
<223> 	HuR reverse primer 

<400> 	50 
tcacatggtc atggtcaaag a 21 

<210> 	51 
<211> 	21 
<212> 	DNA 
<213> 	artificial sequence 

<220> 
<223> 	RPLPO forward primer 

<400> 	51 
cagattggct acccaactgt t 21 

<210> 	52 
<211> 	21 
<212> 	DNA 
<213> 	artificial primer 

<220> 
<223> 	RPLPO reverse primer 

<400> 	52 
gggaaggtgt aatccgtctc c 21 

<210> 	53.  
<211> 	31 
<212> 	DNA 
<213> 	artificial sequence 

<220> 
<223> 	DIAPH1 foward primer 

<400> 	53 
tccagagctc ctaaggaagc agggagcaaa t 31 

<210> 	54 
<211> 	31 
<212> 	DNA 
<213> 	artificial sequence 

<220> 
<223> 	DIAPH1 reverse primer 

<400> 	54 
tccatctaga gcccacccac ttctctttta g 31 

<210> 	55 
<211> 	30 
<212> 	DNA 
<213> 	artificial sequence 

<220> 
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<223> 	LAMC2 forward primer 

<400> 	55 
ccagagctcg ggtgtgagaa tgatcaagga 30 

<210> 	56 
<211> 	30 
<212> 	DNA 
<213> 	artificial sequence 

<220> 
<223> 	LAMC2 reverse primer 

<400> 	56 
ccatctagac ccagctgaag tgtgag agg 30 

<210> 	57 
<211> 	31 
<212> 	DNA 
<213> 	artificial sequence 

<220> 
<223> 	KHSRP forward primer 

<400> 	57 
tccagagctc aggctcaatg aatcgaatga a 31 

<210> 	58 
<211> 	31 
<212> 	DNA 
<213> 	artificial sequence 

<220> 
<223> 	PLAU reverse primer 

<400> 	58 
tccatctaga gccccaggag tgacctataa c 31 

<210> 	59 
<211> 	31 
<212> 	DNA 
<213> 	artificial sequence 

<220> 
<223> 	KSHRP forward primer 

<400> 	59 
tccagagctc aggctcaatg aatcgaatga a 31 

<210> 	60 
<211> 	31 
<212> 	DNA 
<213> 	artificial sequence 

<220>.  
<223> 	KSHRP reverse primer 

<400> 	60 
tccatctaga tacaacacct ggtccaagga a 31 

<210> 	61 
<211> 	30 
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<212> 	DNA 
<213> 	artificial 	sequence 

<220> 
<223> 	FSTL1 forward primer 

<400> 	61 
ccagagctca tcccagcatc ttctccactt 30 

<210> 	62 
<211> 	29 
<212> 	DNA 
<213> 	artificial sequence 

<220> 
<223> 	FSTL1 reverse primer 

<400> 	62 
ccatctagat aattggggga aaggaaacc 29 

<210> 	63 
<211> 	22 
<212> 	DNA 
<213> 	artificial sequence 

<220> 
<223> 	miR-198 in situ hybridisation probe 

<400> 	63 
gaacctatct cccctctgga cc 22 

<210> 	64 
<211> 	22 
<212> 	DNA 
<213> 	artificial sequence 

<220> 
<223> 	scrambeled in situ hybridisation, 	exicion 

<400> 	64 
22 gtgtaacacg tctatacgcc ca 
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