ABSTRACT The present invention describes a nethod for the binding of
‘pat hogeni ¢ m croorgani sns and their toxic proteins with |igands that have
been covalently tethered at sonme distance fromthe surface of a substrate:

di stances of at least fifteen [err] ABSTRAGQEI red for mecr i i ndi ng
i gand tethers and at least six .8. are required for pr Otm@"’m%@@m@wl i gand
tethers. The |igands descri bed herein include hene conpounds, hor es,
pol ysacchari des, and peptides specific for toxic proteins, out®Pnenbrane

proteins and ' Ja ' . - D] g& monent.s _of the solution to
be anal yzed a?@%ﬂg%ﬁ g’tqlg ﬁ&r %%nc?t%g 1@{:}& Forqa{@%qgﬁmgr?gpgt?’%%nﬁg is confirned
by detection of the analyte vjia m croscopy, fluprescence, epif]uqrescence,
| umi nescence, MHFOYBHUTRS BuhbEr IoXe PELEPs Wtw‘,ga tgﬁt & e%i’o@df‘!ﬁaﬁlie. By
patterning nunerous ligands in an array on a substrate surface it is
possi bl e to tighsradrat sethe distanea fiiofmythe lserfadef esngirates distancenaf atdéast Hifteanhe
bi ndi ng pattern of the sanple to the array.
A are required for microorganism binding ligand tethers and at least six A are
required for protein binding ligand tethers. The ligands described herein include
heme compounds, siderophores, polysaccharides, and peptides specific for toxic
proteins, outer membrane proteins and conjugated lipids. Non-binding components
of the solution to be analyzed are separated from the bound fraction and binding is
confirmed by detection of the analyte via microscopy, fluorescence, epifluorescence,
luminescence, phosphorescence, radioactivity, or optical absorbance. By patterning
numerous ligands in an array on a substrate surface it is possible to taxonomically

identify the microorganism by analysis of the binding pattern of the sample to the

array.
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