DRAWINGS

61

121

181

241

301

361

421

481

541

601

661

61

121

181

241

301

361

421

481

541

601

661

— VP1
MAADGYLPDWLEDTLSEGIRQWWEKLKPGPPPPEKPAERHKDDSRGLVLPGYKYLGPENGLD

KGEPVNEADAAATEHDKAYDRQLDSGDNEFY LKYNHADAEFQERLKEDT SEFGGNLGRAVEQ

> VP2
AKKRVLEPLGLVEEPVKTAPGKKRPVEHSPVEPDSSSGT GKAGQQPARKRLNFGQTGDAD
— VP3

SVPDPQFLGQPPARAPSGLGTNTMATGSGAPMADNNEGADGVGNSSGNWHCDSTWMGDEV L

Loop domain 1

TTSTRTWALPTYNNHLYKQISSQSGASNDNHYFGYSTPWGYFDFNRFHCHFSPRDWQRLI

Loap domain IT Loop domain IT1

L —_—_———— =

SEPRPIGTRYLTENL*

FIG. 1

MAADGYLPDWLEDTLSEGIRQWWKLKPGFPFFPKPAERHKDDSRGLVLPGYKYLGPFNGLD
KGEPVNEADAAATLEHDKAYDRQLDSGDNPYLKYNHADAEFQERLKEDT SFGGNLGRAVEQ
AKKRVLEPLGLVEEPVKTAPGKKRPVEHSEFVEPDSS5SGTGKAGQQPARKRINFGQTGDAD
SVPDPQPLGQPPAAPSGLGTNTMATGSGAPMADNNEGADGVGNSSGNWHCDSTWMGDEVI
TTSTRTWALPTYNNHLYKQISSQSGASNDNHYFGYSTPWGYFDFNRFHCHFSPRDWQRLT
NNNWGFRPERLNFEKLFNIQVEEVTQNDGTTT IANNLTSTVOQVFTDSEYQLPYVLGSAHQG
CLPPFPADVFMVPQYGYLTLNNGSQAVGRSSFYCLEYFPSQMLRTGNNFTFSYTFEDVEE
HSSYAHSQSLDRLMNPLIDQYLYYLSRTNTPSGTTTQSRLQFSQAGASDIRDQSRNWLEG

PCYRQORVSKTSADNNNSEY SWTGATKYHLNGRDSLVNPGPAMASHEKDDEEKFFPQSGVL

Modification 1: 587 ., 588

IFGKQGSEKTNVDIEKVMITDEEEIRTTNPVATEQYGSVSTNLQRGNRQAATHDVNTQGV
LPGMVWQDRDVYLOQGPIWAKIPHTDGHFHPSPIMGGFGLEKHPPPQILIKNTPVPANPSTT
Modification 2: replacing V with I

FSAAKFASFITQYSTGQVSVEIEWELQKENSKRWNPEIQYTSNYNKS.NVDFTVDTNGVY

SEPRPIGTRYLTRNL*

FIG. 2
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