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FIGURE 1

(A) CDR sequences of antibody 645
CDRH1 GIDLSNYAIN (SEQID NO:71)
CDRH2 IIWASGTTFYATWAKG (SEQID NO:72)
CDRH3 TVPGYSTAPYFDIL (SEQID NO:73)
CDRL1 QSSPSVWSNFLS (SEQID NO:74)
CDRL2 EASKLTS (SEQID NO:75)
CDRL3 GGGYSSISDTT (SEQID NO: 76)

(B) Ab 645 VH-region (unmutated, i-e without cysteine engineered for a disulphide bond) (SEQ
ID NO: 77)

EVQLLESGGGLVQPGGSLRLSCAVSGIDLSNYAINWVROQAPGKGLEWIGI IWASGTTEYATWAKGRET
ISRDNSKNTVYLOMNSLRAEDTAVYYCARTVPGY STAPYFDLWGQGTLVTVSS

(C) Ab 645 VH-region (mutated, i-e with a cysteine engineered for a disulphide bond,
underlined) (SEQ ID NO: 78)

EVOQLLESGGGLVQPGGSLRLSCAVSGIDLSNYAINWVROAPGKCLEWIGI IWASGTTEFYATWAKGRET
ISRDNSKNTVYLOMNSLRAEDTAVYYCARTVPGY STAPYFDLWGQGTLVTVSS

(D) Ab 645 VL-region (unmutated, i-e without cysteine engineered for a disulphide bond) (SEQ
ID NO: 79)

DIQMTQSPSSVSASVGDRVTITCQSSPSVWSNEFLSWYQQKPGKAPKLLIYEASKLTSGVPSRESGSGS
GTDFTLTISSLQPEDFATYYCGGGYSSISDTTFGGGTKVEIK

(E) Ab 645 VL-region (mutated, i-e with a cysteine engineered for a disulphide bond, underlined)
(SEQ ID NO: 80)

DIQMTQSPSSVSASVGDRVTITCQSSPSVWSNELSWYQQKPGKAPKLLIYEASKLTSGVPSRESGSGS
GTDFTLTISSLQPEDFATYYCGGGYSSISDTTFGCGTKVEIK
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FIGURE 1 continued

(F) 645 scFv (VH/VL) (unmutated, i-e without cysteines engineered for a disulphide bond) (SEQ
ID NO: 81)

EVOQLLESGGGLVQPGGSLRLSCAVSGIDLSNYAINWVROQAPGKGLEWIGI IWASGTTEYATWAKGRET
ISRDNSKNTVYLOMNSLRAEDTAVYYCARTVPGY STAPYEFDLWGQGTLVTVSSGGGGSGGGGSGGGGS
GGGGSDIOMTQSPSSVSASVGDRVTITCQSSPSVWSNELSWYQQOKPGKAPKLLIYEASKLTSGVPSRE
SGSGSGTDFTLT ISSLQPEDFATYYCGGGY SSISDTTEFGGGTKVEIK

(G) 645 dsscFv (VH/VL) (mutated, with cysteines engineered for a disulphide bond, underlined)
(SEQ ID NO: 82)

EVOQLLESGGGLVQPGGSLRLSCAVSGIDLSNYAINWVROAPGKCLEWIGI IWASGTTEYATWAKGRET
ISRDNSKNTVYLOMNSLRAEDTAVYYCARTVPGY STAPYEFDLWGQGTLVTVSSGGGGSGGGGSGGGGS
GGGGSDIOMTQSPSSVSASVGDRVTITCQSSPSVWSNELSWYQQOKPGKAPKLLIYEASKLTSGVPSRE
SGSGSGTDFTLTISSLOPEDFATYYCGGGYSSISDTTFGCGTKVEIK
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FIGURE 2
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FIGURE 3
Sample Antibody Construct Light Chain Dimer
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FIGURE 3 continued

Sample Antibody Construct Light Chain Dimer
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FIGURE 4
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FIGURE 5
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FIGURE 5 continued
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FIGURE 6

FIG.6A
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FIGURE 6 continued

FIG. 6C
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FIGURE 7
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FIGURE 7 continued

FIG. 7C
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FIGURE 8

FIG. 8A
Fab ds ScFv Binding to Commercial Protein A
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FIG. 8B

Fab ds ScFv Binding to Recombinant Protein A
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