
Sequence Listing 

 

<110>  JUNMENG BIOSCIENCE CO. LTD 

  

<120>  ANTI-PCSK9 ANTIBODY AND USE THEREOF 

 

<130>  20150829 

 

<160>  50     

 

<170>  PatentIn version 3.5 

 

<210>  1 

<211>  10 

<212>  PRT 

<213>  Mus musculus 

 

<400>  1 

 

Ala Ser Gln Asp Ile Asn Lys Tyr Ile Asp  

1               5                   10       

 

<210>  2 

<211>  7 

<212>  PRT 

<213>  Mus musculus 

 

<400>  2 

 

Tyr Thr Ser Thr Leu Gln Pro  

1               5            

 

<210>  3 

<211>  8 



<212>  PRT 

<213>  Mus musculus 

 

<400>  3 

 

Val Gln Tyr Asp Asp Leu Trp Thr  

1               5                

 

<210>  4 

<211>  5 

<212>  PRT 

<213>  Mus musculus 

 

<400>  4 

 

Ser Tyr Gly Val His  

1               5    

 

<210>  5 

<211>  16 

<212>  PRT 

<213>  Mus musculus 

 

<400>  5 

 

Val Ile Trp Arg Gly Gly Ser Thr Asp Tyr Asn Ala Ala Phe Met Ser  

1               5                   10                  15       

 

<210>  6 

<211>  3 

<212>  PRT 

<213>  Mus musculus 

 

<400>  6 



 

His Arg Asp  

1                       

 

<210>  7 

<211>  10 

<212>  PRT 

<213>  Mus musculus 

 

<400>  7 

 

Ala Ser Gln Asp Ile Asn Lys Tyr Ile Asp  

1               5                   10       

 

<210>  8 

<211>  7 

<212>  PRT 

<213>  Mus musculus 

 

<400>  8 

 

Tyr Ala Ser Thr Leu Gln Pro  

1               5            

 

<210>  9 

<211>  8 

<212>  PRT 

<213>  Mus musculus 

 

<400>  9 

 

Leu Gln Tyr Asp Asp Leu Trp Thr  

1               5                

 



<210>  10 

<211>  5 

<212>  PRT 

<213>  Mus musculus 

 

<400>  10 

 

Ser Tyr Gly Ile His  

1               5    

 

<210>  11 

<211>  16 

<212>  PRT 

<213>  Mus musculus 

 

<400>  11 

 

Val Ile Trp Arg Gly Gly Ile Thr Asp Tyr Asn Ala Pro Phe Met Ser  

1               5                   10                  15       

 

<210>  12 

<211>  3 

<212>  PRT 

<213>  Mus musculus 

 

<400>  12 

 

His Arg Asp 

1                       

 

 

<210>  13 

<211>  15 

<212>  PRT 



<213>  Mus musculus 

 

<400>  13 

 

Arg Ala Ser Glu Ser Val Asp Asn Tyr Gly Ile Ser Phe Met Asn  

1               5                   10                  15   

 

<210>  14 

<211>  7 

<212>  PRT 

<213>  Mus musculus 

 

<400>  14 

 

Thr Thr Ser Asn Gln Gly Ser  

1               5            

 

<210>  15 

<211>  9 

<212>  PRT 

<213>  Mus musculus 

 

<400>  15 

 

Gln Gln Ser Lys Glu Val Pro Tyr Thr  

1               5                    

 

<210>  16 

<211>  6 

<212>  PRT 

<213>  Mus musculus 

 

<400>  16 

 



Ser Asp Tyr Ala Trp Asn  

1               5        

 

<210>  17 

<211>  16 

<212>  PRT 

<213>  Mus musculus 

 

<400>  17 

 

Tyr Ile Ser Tyr Ser Gly Ser Ser Ser Tyr Asn Pro Ser Leu Lys Gly  

1               5                   10                  15       

 

<210>  18 

<211>  11 

<212>  PRT 

<213>  Mus musculus 

 

<400>  18 

 

Phe Tyr Tyr Arg Phe Asp Ala Tyr Phe Asp Ser  

1               5                   10       

 

<210>  19 

<211>  15 

<212>  PRT 

<213>  Mus musculus 

 

<400>  19 

 

Arg Ala Ser Glu Ser Val Glu Tyr Tyr Gly Thr Ser Leu Met His  

1               5                   10                  15   

 

<210>  20 



<211>  7 

<212>  PRT 

<213>  Mus musculus 

 

<400>  20 

 

Ser Gly Ser Asn Val Glu Ser  

1               5            

 

<210>  21 

<211>  9 

<212>  PRT 

<213>  Mus musculus 

 

<400>  21 

 

Gln Gln Ser Arg Glu Val Pro Ser Thr  

1               5                    

 

<210>  22 

<211>  6 

<212>  PRT 

<213>  Mus musculus 

 

<400>  22 

 

Ser Asp Tyr Ala Trp Asn  

1               5        

 

<210>  23 

<211>  6 

<212>  PRT 

<213>  Mus musculus 

 



<400>  23 

 

Ser Asp Tyr Ala Trp Asn  

1               5        

 

 

<210>  24 

<211>  10 

<212>  PRT 

<213>  Mus musculus 

 

<400>  24 

 

Arg Glu Gly His Tyr Ser Trp Phe Pro Tyr  

1               5                   10   

 

<210>  25 

<211>  11 

<212>  PRT 

<213>  Mus musculus 

 

<400>  25 

 

Arg Ala Ser Glu Asn Ile Tyr Ser Tyr Leu Ala  

1               5                   10       

 

 

<210>  26 

<211>  7 

<212>  PRT 

<213>  Mus musculus 

 

<400>  26 

 



Asn Ala Tyr Thr Leu Ala Asp  

1               5            

 

<210>  27 

<211>  9 

<212>  PRT 

<213>  Mus musculus 

 

<400>  27 

 

Gln His His Tyr Arg Thr Pro Pro Thr  

1               5                    

 

<210>  28 

<211>  5 

<212>  PRT 

<213>  Mus musculus 

 

<400>  28 

 

Asn Tyr Leu Ile Glu  

1               5    

 

<210>  29 

<211>  17 

<212>  PRT 

<213>  Mus musculus 

 

<400>  29 

 

Met Ile Asn Pro Gly Ser Gly Asp Thr Asn Phe Asn Glu Lys Phe Lys  

1               5                   10                  15       

 

Ala  



     

 

 

<210>  30 

<211>  8 

<212>  PRT 

<213>  Mus musculus 

 

<400>  30 

 

Ser Ser Gln Leu Gly Leu Pro Tyr  

1               5                

 

<210>  31 

<211>  106 

<212>  PRT 

<213>  Mus musculus 

 

<400>  31 

 

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Leu Gly  

1               5                   10                  15       

 

Asp Lys Val Thr Ile Thr Cys Lys Ala Ser Gln Asp Ile Asn Lys Tyr  

            20                  25                  30           

 

Ile Asp Trp Tyr Gln His Lys Pro Gly Lys Gly Pro Arg Leu Leu Ile  

        35                  40                  45               

 

His Tyr Thr Ser Thr Leu Gln Pro Gly Ile Pro Ser Arg Phe Ser Gly  

    50                  55                  60                   

 

Ser Gly Ser Gly Arg Asp Tyr Ser Phe Ser Ile Ser Asn Leu Glu Pro  

65                  70                  75                  80   



 

 

Glu Asp Ile Ala Thr Tyr Tyr Cys Val Gln Tyr Asp Asp Leu Trp Thr  

                85                  90                  95       

 

Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys  

            100                 105      

 

 

<210>  32 

<211>  111 

<212>  PRT 

<213>  Mus musculus 

 

<400>  32 

 

Gln Val Gln Leu Lys Gln Ser Gly Pro Ser Leu Val Gln Pro Ser Gln  

1               5                   10                  15       

Ser Leu Ser Ile Thr Cys Thr Val Ser Gly Phe Ser Leu Thr Ser Tyr  

            20                  25                  30           

Gly Val His Trp Val Arg Gln Ser Pro Gly Lys Gly Leu Glu Trp Leu  

        35                  40                  45               

Gly Val Ile Trp Arg Gly Gly Ser Thr Asp Tyr Asn Ala Ala Phe Met  

    50                  55                  60                   

Ser Arg Leu Ser Ile Thr Lys Asp Asn Ser Lys Ser Gln Val Phe Phe  

65                  70                  75                  80   

Lys Met Asn Ser Leu Gln Ala Asp Asp Thr Ala Ile Tyr Tyr Cys Ala  

                85                  90                  95       

Asn His Arg Asp Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ala  

            100                 105                 110      

 

<210>  33 

<211>  106 

<212>  PRT 



<213>  Mus musculus 

 

<400>  33 

 

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Leu Gly  

1               5                   10                  15       

Gly Lys Val Thr Ile Thr Cys Lys Ala Ser Gln Asp Ile Asn Lys Tyr  

            20                  25                  30           

Ile Asp Trp Tyr Gln His Lys Pro Gly Lys Ser Pro Arg Leu Leu Ile  

        35                  40                  45               

His Tyr Ala Ser Thr Leu Gln Pro Gly Ile Pro Ser Arg Phe Ser Gly  

    50                  55                  60                   

Ser Gly Ser Gly Arg Asp Tyr Ser Phe Ser Ile Ser Asn Leu Glu Pro  

65                  70                  75                  80   

Glu Asp Ile Ala Thr Tyr Tyr Cys Leu Gln Tyr Asp Asp Leu Trp Thr  

                85                  90                  95       

Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys  

            100                 105      

 

<210>  34 

<211>  111 

<212>  PRT 

<213>  Mus musculus 

 

<400>  34 

 

Gln Val Gln Leu Lys Gln Ser Gly Pro Ser Leu Leu Gln Pro Ser Gln  

1               5                   10                  15       

Ser Leu Ser Ile Thr Cys Thr Val Ser Gly Phe Ser Leu Thr Ser Tyr  

            20                  25                  30           

Gly Ile His Trp Val Arg Gln Ser Pro Gly Lys Gly Leu Glu Trp Leu  

        35                  40                  45               

Gly Val Ile Trp Arg Gly Gly Ile Thr Asp Tyr Asn Ala Pro Phe Met  

    50                  55                  60                   



Ser Arg Leu Asn Ile Thr Lys Asp Asn Ser Lys Asn Gln Val Phe Phe  

65                  70                  75                  80   

Lys Met Asn Ser Leu Gln Val Asp Asp Thr Ala Ile Tyr Tyr Cys Ala  

                85                  90                  95       

Asn His Arg Asp Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ala  

            100                 105                 110      

 

<210>  35 

<211>  111 

<212>  PRT 

<213>  Mus musculus 

 

<400>  35 

 

Asp Ile Val Leu Thr Gln Ser Pro Ala Ser Leu Val Val Ser Leu Gly  

1               5                   10                  15       

Gln Arg Ala Thr Ile Ser Cys Arg Ala Ser Glu Ser Val Asp Asn Tyr  

            20                  25                  30           

Gly Ile Ser Phe Met Asn Trp Phe Gln Gln Lys Pro Gly Gln Pro Pro  

        35                  40                  45               

Lys Leu Leu Ile Tyr Thr Thr Ser Asn Gln Gly Ser Gly Val Arg Ala  

    50                  55                  60                   

Arg Leu Ser Gly Ser Gly Cys Gly Thr Asp Phe Ser Leu Asn Ile His  

65                  70                  75                  80   

Pro Met Glu Glu Asp Asp Ser Ala Met Tyr Phe Cys Gln Gln Ser Lys  

                85                  90                  95       

Glu Val Pro Tyr Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys  

            100                 105                 110      

 

<210>  36 

<211>  120 

<212>  PRT 

<213>  Mus musculus 

 



<400>  36 

 

Asp Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Gln  

1               5                   10                  15       

Ser Leu Ser Leu Thr Cys Thr Val Thr Gly Tyr Ser Ile Thr Ser Asp  

            20                  25                  30           

Tyr Ala Trp Asn Trp Ile Arg Gln Phe Pro Gly Asn Lys Val Glu Trp  

        35                  40                  45               

Met Gly Tyr Ile Ser Tyr Ser Gly Ser Ser Ser Tyr Asn Pro Ser Leu  

    50                  55                  60                   

Lys Gly Arg Ile Ser Ile Thr Arg Asp Thr Ser Lys Asn Gln Phe Phe  

65                  70                  75                  80   

Leu Gln Leu Asn Ser Val Thr Thr Glu Asp Thr Ala Thr Tyr Tyr Cys  

                85                  90                  95       

Ala Arg Phe Tyr Tyr Arg Phe Asp Ala Tyr Phe Asp Ser Trp Gly Gln  

            100                 105                 110          

Gly Thr Thr Leu Thr Val Ser Ser  

        115                 120  

 

<210>  37 

<211>  111 

<212>  PRT 

<213>  Mus musculus 

 

<400>  37 

 

Asp Ile Val Leu Thr Gln Ser Pro Ala Ser Leu Ala Val Ser Leu Gly  

1               5                   10                  15       

Gln Arg Ala Thr Ile Ser Cys Arg Ala Ser Glu Ser Val Glu Tyr Tyr  

            20                  25                  30           

Gly Thr Ser Leu Met His Trp Tyr Gln His Lys Pro Gly Gln Thr Pro  

        35                  40                  45               

Lys Leu Leu Ile Tyr Ser Gly Ser Asn Val Glu Ser Gly Val Pro Ala  

    50                  55                  60                   



Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Ser Leu Asn Ile His  

65                  70                  75                  80   

Pro Val Glu Glu Asp Asp Ile Ala Met Tyr Phe Cys Gln Gln Ser Arg  

                85                  90                  95       

Glu Val Pro Ser Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys  

            100                 105                 110      

 

<210>  38 

<211>  119 

<212>  PRT 

<213>  Mus musculus 

 

<400>  38 

 

Asp Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Gln  

1               5                   10                  15       

Ser Leu Ser Leu Thr Cys Ser Val Thr Gly Phe Ser Ile Thr Ser Asp  

            20                  25                  30           

Tyr Ala Trp Asn Trp Ile Arg Gln Phe Pro Gly Asn Lys Leu Glu Trp  

        35                  40                  45               

Met Gly Tyr Ile Ser Tyr Ser Gly Thr Thr Asn Tyr Asn Pro Ser Leu  

    50                  55                  60                   

Lys Ser Arg Ile Ser Ile Thr Arg Asp Thr Ser Lys Asn Gln Phe Phe  

65                  70                  75                  80   

Leu His Leu Asn Ser Val Ile Thr Glu Asp Thr Ala Thr Tyr Tyr Cys  

                85                  90                  95       

Ala Arg Arg Glu Gly His Tyr Ser Trp Phe Pro Tyr Trp Gly Gln Gly  

            100                 105                 110          

Thr Leu Val Thr Val Ser Ala  

        115                  

 

<210>  39 

<211>  107 

<212>  PRT 



<213>  Mus musculus 

 

<400>  39 

 

Asp Ile Gln Met Thr Gln Ser Pro Ala Ser Leu Ser Ala Ser Val Gly  

1               5                   10                  15       

Glu Thr Val Thr Ile Thr Cys Arg Ala Ser Glu Asn Ile Tyr Ser Tyr  

            20                  25                  30           

Leu Ala Trp Tyr Gln Gln Lys Gln Glu Asn Ser Pro Gln Leu Leu Val  

        35                  40                  45               

Tyr Asn Ala Tyr Thr Leu Ala Asp Gly Val Pro Ser Arg Phe Ser Gly  

    50                  55                  60                   

Ser Gly Ser Gly Thr Gln Phe Ser Leu Lys Ile Ile Ser Leu Gln Pro  

65                  70                  75                  80   

Glu Asp Phe Gly Asn Tyr Tyr Cys Gln His His Tyr Arg Thr Pro Pro  

                85                  90                  95       

Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys  

            100                 105          

 

<210>  40 

<211>  117 

<212>  PRT 

<213>  Mus musculus 

 

<400>  40 

 

Gln Val Gln Leu Gln Gln Ser Gly Ala Val Leu Val Arg Pro Gly Thr  

1               5                   10                  15       

Ser Ile Lys Val Ser Cys Lys Ala Ser Gly Tyr Ala Phe Thr Asn Tyr  

            20                  25                  30           

Leu Ile Glu Trp Ile Lys Lys Arg Pro Gly Gln Gly Leu Glu Trp Ile  

        35                  40                  45               

Gly Met Ile Asn Pro Gly Ser Gly Asp Thr Asn Phe Asn Glu Lys Phe  

    50                  55                  60                   



Lys Ala Lys Ala Thr Leu Thr Ala Asp Lys Ser Ser Thr Thr Ala Tyr  

65                  70                  75                  80   

Met Gln Leu Asn Ser Leu Thr Phe Asp Asp Ser Ala Val Tyr Phe Cys  

                85                  90                  95       

Ala Arg Ser Ser Gln Leu Gly Leu Pro Tyr Trp Gly Gln Gly Thr Leu  

            100                 105                 110          

Val Thr Val Ser Ala  

        115          

 

<210>  41 

<211>  2079 

<212>  DNA 

<213>  Homo sapiens 

 

<400>  41 

atgggcaccg tcagctccag gcggtcctgg tggccgctgc cactgctgct gctgctgctg       

60 

ctgctcctgg gtcccgcggg cgcccgtgcg caggaggacg aggacggcga ctacgaggag      

120 

ctggtgctag ccttgcgttc cgaggaggac ggcctggccg aagcacccga gcacggaacc      

180 

acagccacct tccaccgctg cgccaaggat ccgtggaggt tgcctggcac ctacgtggtg      

240 

gtgctgaagg aggagaccca cctctcgcag tcagagcgca ctgcccgccg cctgcaggcc      

300 

caggctgccc gccggggata cctcaccaag atcctgcatg tcttccatgg ccttcttcct      

360 

ggcttcctgg tgaagatgag tggcgacctg ctggagctgg ccttgaagtt gccccatgtc      

420 

gactacatcg aggaggactc ctctgtcttt gcccagagca tcccgtggaa cctggagcgg      

480 

attacccctc cacggtaccg ggcggatgaa taccagcccc ccgacggagg cagcctggtg      

540 

gaggtgtatc tcctagacac cagcatacag agtgaccacc gggaaatcga gggcagggtc      



600 

atggtcaccg acttcgagaa tgtgcccgag gaggacggga cccgcttcca cagacaggcc      

660 

agcaagtgtg acagtcatgg cacccacctg gcaggggtgg tcagcggccg ggatgccggc      

720 

gtggccaagg gtgccagcat gcgcagcctg cgcgtgctca actgccaagg gaagggcacg      

780 

gttagcggca ccctcatagg cctggagttt attcggaaaa gccagctggt ccagcctgtg      

840 

gggccactgg tggtgctgct gcccctggcg ggtgggtaca gccgcgtcct caacgccgcc      

900 

tgccagcgcc tggcgagggc tggggtcgtg ctggtcaccg ctgccggcaa cttccgggac      

960 

gatgcctgcc tctactcccc agcctcagct cccgaggtca tcacagttgg ggccaccaat     

1020 

gcccaggacc agccggtgac cctggggact ttggggacca actttggccg ctgtgtggac     

1080 

ctctttgccc caggggagga catcattggt gcctccagcg actgcagcac ctgctttgtg     

1140 

tcacagagtg ggacatcaca ggctgctgcc cacgtggctg gcattgcagc catgatgctg     

1200 

tctgccgagc cggagctcac cctggccgag ttgaggcaga gactgatcca cttctctgcc     

1260 

aaagatgtca tcaatgaggc ctggttccct gaggaccagc gggtactgac ccccaacctg     

1320 

gtggccgccc tgccccccag cacccatggg gcaggttggc agctgttttg caggactgtg     

1380 

tggtcagcac actcggggcc tacacggatg gccacagcca tcgcccgctg cgccccagat     

1440 

gaggagctgc tgagctgctc cagtttctcc aggagtggga agcggcgggg cgagcgcatg     

1500 

gaggcccaag ggggcaagct ggtctgccgg gcccacaacg cttttggggg tgagggtgtc     

1560 

tacgccattg ccaggtgctg cctgctaccc caggccaact gcagcgtcca cacagctcca     



1620 

ccagctgagg ccagcatggg gacccgtgtc cactgccacc aacagggcca cgtcctcaca     

1680 

ggctgcagct cccactggga ggtggaggac cttggcaccc acaagccgcc tgtgctgagg     

1740 

ccacgaggtc agcccaacca gtgcgtgggc cacagggagg ccagcatcca cgcttcctgc     

1800 

tgccatgccc caggtctgga atgcaaagtc aaggagcatg gaatcccggc ccctcaggag     

1860 

caggtgaccg tggcctgcga ggagggctgg accctgactg gctgcagtgc cctccctggg     

1920 

acctcccacg tcctgggggc ctacgccgta gacaacacgt gtgtagtcag gagccgggac     

1980 

gtcagcacta caggcagcac cagcgaagag gccgtgacag ccgttgccat ctgctgccgg     

2040 

agccggcacc tggcgcaggc ctcccaggag ctccagtga                            

2079 

 

<210>  42 

<211>  2365 

<212>  DNA 

<213>  Homo sapiens 

 

<400>  42 

atggggccct ggggctggaa attgcgctgg accgtcgcct tgctcctcgc cgcggcgggg       

60 

actgcagtgg gcgacagatg cgaaagaaac gagttccagt gccaagacgg gaaatgcatc      

120 

tcctacaagt gggtctgcga tggcagcgct gagtgccagg atggctctga tgagtcccag      

180 

gagacgtgct tgtctgtcac ctgcaaatcc ggggacttca gctgtggggg ccgtgtcaac      

240 

cgctgcattc ctcagttctg gaggtgcgat ggccaagtgg actgcgacaa cggctcagac      

300 



gagcaaggct gtccccccaa gacgtgctcc caggacgagt ttcgctgcca cgatgggaag      

360 

tgcatctctc ggcagttcgt ctgtgactca gaccgggact gcttggacgg ctcagacgag      

420 

gcctcctgcc cggtgctcac ctgtggtccc gccagcttcc agtgcaacag ctccacctgc      

480 

atcccccagc tgtgggcctg cgacaacgac cccgactgcg aagatggctc ggatgagtgg      

540 

ccgcagcgct gtaggggtct ttacgtgttc caaggggaca gtagcccctg ctcggccttc      

600 

gagttccact gcctaagtgg cgagtgcatc cactccagct ggcgctgtga tggtggcccc      

660 

gactgcaagg acaaatctga cgaggaaaac tgcgctgtgg ccacctgtcg ccctgacgaa      

720 

ttccagtgct ctgatggaaa ctgcatccat ggcagccggc agtgtgaccg ggaatatgac      

780 

tgcaaggaca tgagcgatga agttggctgc gttaatgtga cactctgcga gggacccaac      

840 

aagttcaagt gtcacagcgg cgaatgcatc accctggaca aagtctgcaa catggctaga      

900 

gactgccggg actggtcaga tgaacccatc aaagagtgcg ggaccaacga atgcttggac      

960 

aacaacggcg gctgttccca cgtctgcaat gaccttaaga tcggctacga gtgcctgtgc     

1020 

cccgacggct tccagctggt ggcccagcga agatgcgaag atatcgatga gtgtcaggat     

1080 

cccgacacct gcagccagct ctgcgtgaac ctggagggtg gctacaagtg ccagtgtgag     

1140 

gaaggcttcc agctggaccc ccacacgaag gcctgcaagg ctgtgggctc catcgcctac     

1200 

ctcttcttca ccaaccggca cgaggtcagg aagatgacgc tggaccggag cgagtacacc     

1260 

agcctcatcc ccaacctgag gaacgtggtc gctctggaca cggaggtggc cagcaataga     

1320 



atctactggt ctgacctgtc ccagagaatg atctgcagca cccagcttga cagagcccac     

1380 

ggcgtctctt cctatgacac cgtcatcagc agggacatcc aggcccccga cgggctggct     

1440 

gtggactgga tccacagcaa catctactgg accgactctg tcctgggcac tgtctctgtt     

1500 

gcggatacca agggcgtgaa gaggaaaacg ttattcaggg agaacggctc caagccaagg     

1560 

gccatcgtgg tggatcctgt tcatggcttc atgtactgga ctgactgggg aactcctgcc     

1620 

aagatcaaga aagggggcct gaatggtgtg gacatctact cgctggtgac tgaaaacatt     

1680 

cagtggccca atggcatcac cctagatctc ctcagtggcc gcctctactg ggttgactcc     

1740 

aaacttcact ccatctcaag catcgatgtc aacgggggca accggaagac catcttggag     

1800 

gatgaaaaga ggctggccca ccccttctcc ttggccgtct ttgaggacaa agtattttgg     

1860 

acagatatca tcaacgaagc cattttcagt gccaaccgcc tcacaggttc cgatgtcaac     

1920 

ttgttggctg aaaacctact gtccccagag gatatggttc tcttccacaa cctcacccag     

1980 

ccaagaggag tgaactggtg tgagaggacc accctgagca atggcggctg ccagtatctg     

2040 

tgcctccctg ccccgcagat caacccccac tcgcccaagt ttacctgcgc ctgcccggac     

2100 

ggcatgctgc tggccaggga catgaggagc tgcctcacag aggctgaggc tgcagtggcc     

2160 

acccaggaga catccaccgt caggctaaag gtcagctcca cagccgtaag gacacagcac     

2220 

acaaccaccc gacctgttcc cgacacctcc cggctgcctg gggccacccc tgggctcacc     

2280 

acggtggaga tagtgacaat gtctcaccaa gctctgggcg acgttgctgg cagaggaaat     

2340 



gagaagaagc ccagtagcgt gaggg                                           

2365 

 

<210>  43 

<211>  31 

<212>  DNA 

<213>  Artificial sequence 

 

<220> 

<223>  Primer 

 

<400>  43 

gtacgctagc caccatgggg ccctggggct g                                      

31 

 

<210>  44 

<211>  25 

<212>  DNA 

<213>  Artificial sequence 

 

<220> 

<223>  Primer 

 

<400>  44 

gatcctcgag ccctcacgct actgg                                             

25 

 

 

<210>  45 

<211>  106 

<212>  PRT 

<213>  Artificial sequence 

 

<220> 



<223>  Amino acid sequence of light chain 

 

<400>  45 

 

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly  

1               5                   10                  15       

Asp Arg Val Thr Ile Thr Cys Gln Ala Ser Gln Asp Ile Asn Lys Tyr  

            20                  25                  30           

Ile Asp Trp Tyr Gln His Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile  

        35                  40                  45               

His Tyr Ala Ser Thr Leu Gln Pro Gly Val Pro Ser Arg Phe Ser Gly  

    50                  55                  60                   

Ser Gly Ser Gly Arg Asp Tyr Thr Phe Thr Ile Ser Ser Leu Gln Pro  

65                  70                  75                  80   

Glu Asp Ile Ala Thr Tyr Tyr Cys Leu Gln Tyr Asp Asp Leu Trp Thr  

                85                  90                  95       

Phe Gly Gln Gly Thr Lys Val Glu Ile Lys  

            100                 105      

 

<210>  46 

<211>  318 

<212>  DNA 

<213>  Artificial sequence 

 

<220> 

<223>  Nucleic acid encoding amino acid sequence of light chain 

 

<400>  46 

gacatccaga tgacccagag ccccagcagc ctgagcgcca gcgtgggcga cagagtgacc       

60 

atcacctgcc aggccagcca ggacatcaac aagtacatcg actggtacca gcacaagccc      

120 

ggcaaggccc ccaagctgct gatccactac gccagcaccc tgcagcccgg cgtgcccagc      

180 



agattcagcg gcagcggcag cggcagagac tacaccttca ccatcagcag cctgcagccc      

240 

gaggacatcg ccacctacta ctgcctgcag tacgacgacc tgtggacctt cggccagggc      

300 

accaaggtgg agatcaag                                                    

318 

 

<210>  47 

<211>  111 

<212>  PRT 

<213>  Artificial sequence 

 

<220> 

<223>  Amino acid sequence of heavy chain 

 

<400>  47 

 

Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Gln  

1               5                   10                  15       

Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Phe Ser Ile Ser Ser Tyr  

            20                  25                  30           

Gly Ile His Trp Ile Arg Gln Ser Pro Gly Lys Gly Leu Glu Trp Ile  

        35                  40                  45               

Gly Val Ile Trp Arg Gly Gly Ile Thr Asp Tyr Asn Ala Pro Phe Met  

    50                  55                  60                   

Ser Arg Val Thr Ile Ser Lys Asp Asn Ser Lys Asn Gln Val Ser Phe  

65                  70                  75                  80   

Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  

                85                  90                  95       

Asn His Arg Asp Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser  

            100                 105                 110      

 

<210>  48 

<211>  333 



<212>  DNA 

<213>  Artificial sequence 

 

<220> 

<223>  Nucleic acid encoding amino acid sequence of heavy chain 

 

<400>  48 

caggtgcagc tgcaggaaag cggcccgggc ctggtgaaac cgagccagac cctgagcctg       

60 

acctgcaccg tgagcggctt tagcattagc agctatggca ttcattggat tcgccagagc      

120 

ccgggcaaag gcctggaatg gattggcgtg atttggcgcg gcggcattac cgattataac      

180 

gcgccgttta tgagccgcgt gaccattagc aaagataaca gcaaaaacca ggtgagcttt      

240 

aaactgagca gcgtgaccgc ggcggatacc gcggtgtatt attgcgcgaa ccatcgcgat      

300 

tggggccagg gcaccctggt gaccgtgagc agc                                   

333 

 

<210>  49 

<211>  111 

<212>  PRT 

<213>  Artificial sequence 

 

<220> 

<223>  Amino acid sequence of heavy chain 

 

<400>  49 

 

Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Gln  

1               5                   10                  15       

Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Phe Ser Ile Ser Ser Tyr  

            20                  25                  30           



Gly Val His Trp Ile Arg Gln Ser Pro Gly Lys Gly Leu Glu Trp Ile  

        35                  40                  45               

Gly Val Ile Trp Arg Gly Gly Ser Thr Asp Tyr Asn Ala Ala Phe Met  

    50                  55                  60                   

Ser Arg Val Thr Ile Ser Lys Asp Asn Ser Lys Asn Gln Val Ser Phe  

65                  70                  75                  80   

Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  

                85                  90                  95       

 

Asn His Arg Asp Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser  

            100                 105                 110      

 

<210>  50 

<211>  333 

<212>  DNA 

<213>  Artificial sequence 

 

<220> 

<223>  Nucleic acid encoding amino acid sequence of heavy chain 

 

<400>  50 

caggtgcagc tgcaggaaag cggcccgggc ctggtgaaac cgagccagac cctgagcctg       

60 

acctgcaccg tgagcggctt tagcattagc agctatggcg tgcattggat tcgccagagc      

120 

ccgggcaaag gcctggaatg gattggcgtg atttggcgcg gcggcagcac cgattataac      

180 

gcggcgttta tgagccgcgt gaccattagc aaagataaca gcaaaaacca ggtgagcttt      

240 

aaactgagca gcgtgaccgc ggcggatacc gcggtgtatt attgcgcgaa ccatcgcgat      

300 

tggggccagg gcaccctggt gaccgtgagc agc                                   

333 

 


