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50
PatentIn version 3.5
1
10

PRT

Mus musculus

Ala Ser Gln Asp Ile Asn Lys Tyr Ile Asp

1

<2102
211>
212>
213>

<400>

5 10

2
7
PRT

Mus musculus

Tyr Thr Ser Thr Leu Gln Pro

1

<210>
211>

5

3
8



<212> PRT
<213> Mus musculus

<400> 3

Val Gln Tyr Asp Asp Leu Trp Thr
1 5

210> 4

211> 5

212> PRT

<213> Mus musculus

<400> 4

Ser Tyr Gly Val His
1 5

210> 5

Q211> 16

212> PRT

<213> Mus musculus

<400> 5

Val Ile Trp Arg Gly Gly Ser Thr Asp Tyr Asn Ala Ala Phe Met Ser
1 5 10 15

210> 6

Q211> 3

212> PRT

<213> Mus musculus

<400> 6



His Arg Asp
1

210> 7

211> 10

212> PRT

<213> Mus musculus

<400> 7

Ala Ser Gln Asp Ile Asn Lys Tyr Ile Asp
1 5 10

210> 8

Q11> 7

<212> PRT

<213> Mus musculus

<400> 8

Tyr Ala Ser Thr Leu Gln Pro
1 5

210> 9

211> 8

212> PRT

<213> Mus musculus

<400> 9

Leu Gln Tyr Asp Asp Leu Trp Thr
1 5



<210> 10

211> 5

212> PRT

<213> Mus musculus

<400> 10

Ser Tyr Gly Ile His
1 5

210> 11

211> 16

<212> PRT

<213> Mus musculus

<400> 11

Val Ile Trp Arg Gly Gly Ile Thr Asp Tyr Asn Ala Pro Phe Met Ser
1 5 10 15

210> 12

Q211> 3

212> PRT

<213> Mus musculus

<400> 12

His Arg Asp

1

210> 13
211> 15
212> PRT



<213> Mus musculus

<400> 13

Arg Ala Ser Glu Ser Val Asp Asn Tyr Gly Ile Ser Phe Met Asn
1 5 10 15

210> 14

Q11> 7

212> PRT

<213> Mus musculus

<400> 14

Thr Thr Ser Asn Gln Gly Ser
1 5

210> 15

211> 9

212> PRT

<213> Mus musculus

<400> 15

Gln Gln Ser Lys Glu Val Pro Tyr Thr
1 5

210> 16

211> 6

212> PRT

<213> Mus musculus

<400> 16



Ser Asp Tyr Ala Trp
1 5
210> 17

211> 16

<212> PRT

<213> Mus musculus

<400> 17

Tyr Ile Ser Tyr Ser
1 5

<210> 18

Q211> 11

<212> PRT

<213> Mus musculus

<400> 18

Phe Tyr Tyr Arg Phe
1 5

210> 19

211> 15

212> PRT

<213> Mus musculus

<400> 19

Arg Ala Ser Glu Ser
1 5

<210> 20

Asn

Gly Ser Ser Ser Tyr Asn Pro Ser Leu Lys Gly
10 15

Asp Ala Tyr Phe Asp Ser
10

Val Glu Tyr Tyr Gly Thr Ser Leu Met His
10 15



211> 7
<212> PRT
<213> Mus musculus

<400> 20

Ser Gly Ser Asn Val Glu Ser
1 5

210> 21

Q211> 9

212> PRT

<213> Mus musculus

<400> 21

Gln Gln Ser Arg Glu Val Pro Ser Thr
1 5

210> 22

211> 6

212> PRT

<213> Mus musculus

<400> 22

Ser Asp Tyr Ala Trp Asn
1 5

210> 23

211> 6

212> PRT

<213> Mus musculus



<400> 23

Ser Asp Tyr Ala Trp Asn
1 5

210> 24

211> 10

212> PRT

<213> Mus musculus

<400> 24

Arg Glu Gly His Tyr Ser Trp Phe Pro Tyr
1 5 10

210> 25

Q211> 11

212> PRT

<213> Mus musculus

<400> 25

Arg Ala Ser Glu Asn Ile Tyr Ser Tyr Leu Ala

1 5 10

210> 26

Q11> 7

212> PRT

<213> Mus musculus

<400> 26



Asn Ala Tyr Thr Leu Ala Asp
1 5

210> 27

Q211> 9

212> PRT

<213> Mus musculus

<400> 27

Gln His His Tyr Arg Thr Pro Pro Thr
1 5

210> 28

211> 5

<212> PRT

<213> Mus musculus

<400> 28

Asn Tyr Leu Ile Glu
1 5

210> 29

Q11> 17

212> PRT

<213> Mus musculus

<400> 29

Met Ile Asn Pro Gly Ser Gly Asp Thr Asn Phe Asn Glu Lys Phe Lys
1 5 10 15

Ala



<2102
211
212>
213>

<400>

Ser Ser
1

<2102
211>
212>
213>

<400>

Asp lle
1

Asp Lys

Ile Asp

His Tyr
50

Ser Gly
65

30
8
PRT

Mus musculus

30

Gln Leu Gly
5

31

106

PRT

Mus musculus

31

Gln Met Thr
5

Val Thr Ile
20

Trp Tyr Gln
35

Thr Ser Thr

Ser Gly Arg

Leu Pro Tyr

Gln Ser Pro Ser Ser

10

Thr Cys Lys Ala Ser
25

His Lys Pro Gly Lys
40

Leu Gln Pro Gly Ile
55

Asp Tyr Ser Phe Ser
70

Leu Ser Ala

Gln Asp Ile

Gly Pro Arg

45

Pro Ser Arg
60

Ile Ser Asn
75

Ser Leu

15

Asn Lys

30

Leu Leu

Phe Ser

Leu Glu

Gly

Tyr

Ile

Gly

Pro

80



Glu Asp Ile Ala Thr Tyr Tyr Cys Val Gln Tyr Asp Asp Leu Trp Thr

85

90

Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys

<2107
21
212>
213>

<400>

Gln Val

Ser Leu

Gly Val

Gly Val

50

Ser Arg

65

Lys Met

Asn His

<2107

211>
212>

100

32
111
PRT

Mus musculus

32

Gln Leu Lys

Ser Ile Thr
20

His Trp Val

35

Ile Trp Arg

Leu Ser Ile

Asn Ser Leu
85
Arg Asp Trp
100

33
106
PRT

Gln

Cys

Arg

Gly

Thr

70

Gln

Gly

Ser

Thr

Gln

Gly

95

Lys

Ala

Gln

Gly

Val

Ser

40

Ser

Asp

Asp

Gly

105

Pro Ser
10

Ser Gly

25

Pro Gly

Thr Asp

Asn Ser

Asp Thr

90

Thr Leu
105

Leu

Phe

Lys

Tyr

Lys

75

Ala

Val

Val Gln

Ser Leu

Gly Leu
45

Asn Ala

60

Ser Gln

Ile Tyr

Thr Val

Pro

Thr

30

Glu

Ala

Val

Tyr

Ser
110

95

Ser

15

Ser

Trp

Phe

Phe

Cys
95
Ala

Gln

Tyr

Leu

Met

Phe

80
Ala



<213> Mus musculus

<400> 33

Asp Ile Gln Met Thr

1 5

Gly Lys Val Thr Ile
20

Ile Asp Trp Tyr Gln

35
His Tyr Ala Ser Thr
50

Ser Gly Ser Gly Arg

65

Glu Asp 1le Ala Thr

85

Phe Gly Gly Gly Thr

100

210> 34
Q211> 111
212> PRT
<213> Mus musculus

<400> 34

Gln Val Gln Leu Lys
1 5
Ser Leu Ser Ile Thr
20
Gly Ile His Trp Val
35
Gly Val Ile Trp Arg
50

Gln

Thr

His

Leu

Asp

70

Tyr

Lys

Gln

Cys

Arg

Gly

Ser

Cys

Lys

Gln

95

Tyr

Tyr

Leu

Ser

Thr

Gln

Gly
55

Pro

Lys

Pro

40

Pro

Ser

Cys

Glu

Gly

Val

Ser

40
Ile

Ser

Ala

25

Gly

Gly

Phe

Leu

Ile
105

Pro
Ser
25

Pro

Thr

Ser
10

Ser

Lys

Ile

Ser

Gln

90
Lys

Ser
10
Gly

Gly

Asp

Leu

Gln

Ser

Pro

Ile

75
Tyr

Leu

Phe

Lys

Tyr

Ser

Asp

Pro

Ser

60

Ser

Asp

Leu

Ser

Gly

Asn

60

Ala

Ile

Arg

45

Arg

Asn

Asp

Gln

Leu

Leu

45
Ala

Ser

Asn

30

Leu

Phe

Leu

Leu

Pro

Thr

30
Glu

Pro

Leu

15

Lys

Leu

Ser

Glu

Trp
95

Ser
15

Ser

Trp

Phe

Gly

Tyr

Ile

Gly

Pro

80
Thr

Gln

Tyr

Leu

Met



Ser Arg Leu Asn Ile

65

Lys Met Asn Ser Leu

85

Asn His Arg Asp Trp

<2107
211>
212>
213>

<400>

Asp lle

Gln Arg

Gly Ile

Lys Leu

50

Arg Leu

65

Pro Met

Glu Val

<210>

21

212>
213>

100

35
111
PRT

Mus musculus

35

Val Leu

Ala Thr
20

Ser Phe

35

Leu Ile

Ser Gly

Glu Glu

Pro Tyr
100

36
120
PRT

Thr

Ile

Met

Tyr

Ser

Asp

85
Thr

Mus musculus

Thr Lys Asp Asn

70

Gln Val Asp Asp

Gly Gln Gly Thr

Gln

Ser

Asn

Thr

Gly

70

Asp

Phe

Ser

Cys

Trp

Thr

95

Cys

Ser

Gly

Pro

Arg

Phe

40

Ser

Gly

Ala

Gly

105

Ala

Ala

25

Gln

Asn

Thr

Met

Gly
105

Ser

Thr
90

Leu

Ser

10

Ser

Gln

Gln

Asp

Tyr

90
Thr

Lys Asn Gln Val

75

Ala Ile Tyr

Val Thr Val

Leu

Glu

Lys

Gly

Phe

75

Phe

Lys

Val

Ser

Pro

Ser

60

Ser

Cys

Leu

Val

Val

Gly

45

Gly

Leu

Gln

Glu

Tyr

Ser
110

Ser

Asp

30

Gln

Val

Asn

Gln

Ile
110

Phe Phe
80

Cys Ala

95

Ala

Leu Gly
15
Asn Tyr

Pro Pro

Arg Ala

Ile His
80

Ser Lys

95

Lys



<400> 36

Asp Val Gln Leu

1

Ser

Tyr

Met

Lys

65

Leu

Ala

Gly

Leu

Ala

Gly

90

Gly

Gln

Arg

Thr

<2107
211>
212>
213>

Ser

Trp

35

Tyr

Arg

Leu

Phe

Thr
115

37
111
PRT

Leu

20

Asn

Ile

Ile

Asn

Tyr

100

Leu

Gln

Thr

Trp

Ser

Ser

Ser

85

Tyr

Thr

Mus musculus

<400> 37

Asp Ile Val Leu Thr

1

5

Gln Arg Ala Thr Ile

20

Gly Thr Ser Leu Met

35

Lys Leu Leu Ile Tyr

90

Glu

Cys

Ile

Tyr

Ile

70

Val

Arg

Val

Gln

Ser

His

Ser

Ser

Thr

Arg

Ser

95

Thr

Thr

Phe

Ser

Ser

Cys

Trp

Gly
55

Gly

Val

Gln

40

Gly

Arg

Thr

Asp

Ser
120

Pro

Arg

Tyr

40

Ser

Pro

Thr

25

Phe

Ser

Asp

Glu

Ala
105

Ala
Ala
25

Gln

Asn

Gly

10

Gly

Pro

Ser

Thr

Asp
90
Tyr

Ser
10
Ser

His

Val

Leu

Tyr

Gly

Ser

Ser

75

Thr

Phe

Leu

Glu

Lys

Glu

Val

Ser

Asn

Tyr

60

Lys

Ala

Asp

Ala

Ser

Pro

Ser

60

Lys

Ile

Lys

45

Asn

Asn

Thr

Ser

Val

Val

Gly

45
Gly

Pro

Thr

30

Val

Pro

Gln

Tyr

Trp
110

Ser
Glu
30

Gln

Val

Ser
15

Ser

Glu

Ser

Phe

Tyr

95
Gly

Leu
15
Tyr

Thr

Pro

Gln

Asp

Trp

Leu

Phe

80

Cys

Gln

Gly

Tyr

Pro

Ala



Arg Phe Ser Gly Ser

65

Pro Val Glu Glu Asp

85

Glu Val Pro Ser Thr

<2107
211>
212>
213>

<400>

Asp

Ser

Tyr

Met

Lys

65

Leu

Ala

Thr

Val

Leu

Ala

Gly

50

Ser

His

Arg

Leu

38
119
PRT

100

Mus musculus

38

Gln

Ser

Trp

35

Tyr

Arg

Leu

Arg

Val
115

<210> 39
211>
212> PRT

107

Leu

Leu

20

Asn

Ile

Ile

Asn

Glu

100
Thr

Gln

Thr

Trp

Ser

Ser

Ser

85

Gly

Val

Gly Ser Gly Thr

70

Asp Ile Ala Met

Phe Gly Gly Gly

Glu Ser

Cys Ser

Ile Arg

Tyr Ser

95

Ile Thr

70
Val Ile

His Tyr

Ser Ala

Gly

Val

Gln

40

Gly

Arg

Thr

Ser

105

Pro

Thr

25

Phe

Thr

Asp

Glu

Trp
105

Asp
Tyr

90
Thr

Gly

10

Gly

Pro

Thr

Thr

Asp
90
Phe

Phe Ser Leu

75

Phe Cys Gln

Lys Leu Glu

Leu

Phe

Gly

Asn

Ser

75

Thr

Pro

Val

Ser

Asn

Tyr

60

Lys

Ala

Tyr

Lys

Ile

Lys

45

Asn

Asn

Thr

Trp

Asn

Gln

Ile
110

Pro

Thr
30

Leu

Pro

Gln

Tyr

Gly
110

Ile

Ser
95
Lys

Ser
15

Ser

Glu

Ser

Phe

Tyr

95
Gln

His
80
Arg

Gln

Asp

Trp

Leu

Phe

80

Cys

Gly



<213> Mus musculus

<400> 39

Asp Ile Gln Met Thr

1 5

Glu Thr Val Thr Ile
20

Leu Ala Trp Tyr Gln

35
Tyr Asn Ala Tyr Thr
50

Ser Gly Ser Gly Thr

65

Glu Asp Phe Gly Asn

85

Thr Phe Gly Gly Gly

100

<210> 40

Q11> 117
212> PRT
<213> Mus musculus

<400> 40

GIn Val Gln Leu GIn
1 5
Ser Ile Lys Val Ser
20
Leu Ile Glu Trp Ile
35
Gly Met Ile Asn Pro
50

Gln

Thr

Gln

Leu

Gln

70

Tyr

Thr

Gln

Cys

Lys

Gly

Ser

Cys

Lys

Ala

95

Phe

Tyr

Lys

Ser

Lys

Lys

Ser

95

Pro

Arg

Gln

40

Asp

Ser

Cys

Leu

Gly

Ala

Arg

40
Gly

Ala

Ala

25

Glu

Gly

Leu

Gln

Glu
105

Ala
Ser
25

Pro

Asp

Ser

10

Ser

Asn

Val

Lys

His

90
Ile

Val
10
Gly

Gly

Thr

Leu

Glu

Ser

Pro

Ile

75

His

Lys

Leu

Tyr

Gln

Asn

Ser

Asn

Pro

Ser

60

Ile

Tyr

Val

Ala

Gly

Phe
60

Ala

Ile

Gln

45

Arg

Ser

Arg

Arg

Phe

Leu
45

Asn

Ser

Tyr

30

Leu

Phe

Leu

Thr

Pro
Thr
30

Glu

Glu

Val

15

Ser

Leu

Ser

Gln

Pro

95

Gly
15
Asn

Trp

Lys

Gly

Tyr

Val

Gly

Pro

80

Pro

Thr

Tyr

Ile

Phe



Lys Ala Lys
65

Ala Thr Leu Thr Ala Asp Lys Ser Ser Thr Thr Ala Tyr

70

75

80

Met Gln Leu Asn Ser Leu Thr Phe Asp Asp Ser Ala Val Tyr Phe Cys

Ala Arg Ser

Val Thr Val
115

<2107
21
212>
213>

41
2079
DNA
Homo
<400> 41
atgggcaccg
60
ctgetectgg
120
ctggtgctag
180
acagccacct
240
gtgctgaagg
300
caggctgcecce
360
ggetteetgg
420
gactacatcg
480
attacccctc
540
gaggtgtatce

85

90

95

Ser Gln Leu Gly Leu Pro Tyr Trp Gly Gln Gly Thr Leu

100
Ser Ala

sapiens

tcagctccag

gtceegeggg

ccttgegtte

tccaccgetg

aggagaccca

gcecggggata

tgaagatgag

aggaggactce

cacggtaccg

tcctagacac

geggteetgg

cgeeegtgeg

cgaggaggac

cgccaaggat

cctetegeag

cctcaccaag

tggcgacctg

ctetgtettt

ggcggatgaa

cagcatacag

105

tggeecgetge

caggaggacg

ggcctggeeg

ccgtggaggt

tcagagcgca

atcctgcatg

ctggagetgg

geecagagea

taccagcccce

agtgaccacc

110

cactgcetget

aggacggcega

aagcacccga

tgcetggeac

ctgeecegeceg

tcttccatgg

ccttgaagtt

tcecegtggaa

ccgacggagsg

gggaaatcga

gctgetgetg

ctacgaggag

gcacggaacc

ctacgtggtg

cctgecaggece

ccttettecet

gceccatgte

cctggagegg

cagcctggtg

gggcagggtc



600
atggtcaccg
660
agcaagtgtg
720
gtggccaagg
780
gttagcggca
840
gggccactgg
900
tgccagegece
960
gatgcctgcee
1020
gcccaggace
1080
ctetttgecee
1140
tcacagagtg
1200
tctgecgage
1260
aaagatgtca
1320
gtggccegecce
1380
tggtcagcac
1440
gaggagctge
1500
gaggcccaag
1560
tacgccattg

acttcgagaa

acagtcatgg

gtgccagceat

ccctcatagg

tggtgetget

tggegaggge

tctactcccece

agccggtgac

caggggagega

ggacatcaca

cggagctcac

tcaatgaggc

tgcccececcag

actcggggcece

tgagctgetce

ggggcaagct

ccaggtgcetg

tgtgcccgag

cacccacctg

gegeagectg

cctggagttt

geeectggeg

tggggtegtyg

agcctcaget

cctggggact

catcattggt

ggetgetgee

cctggecgag

ctggttcecet

cacccatggg

tacacggatg

cagtttctcce

ggtctgeegg

cctgetacce

gaggacggga

gcaggggtgg

cgegtgetea

attcggaaaa

ggtgggtaca

ctggtcaccg

cccgaggtcea

ttggggacca

geetecageg

cacgtggctg

ttgaggcaga

gaggaccage

gcaggttggc

gccacageca

aggagtggga

gceccacaacg

caggccaact

ccegettecea

tcagcggeceg

actgccaagg

gccagetggt

geegegtecet

ctgeeggeaa

tcacagttgg

actttggecg

actgcagcac

gcattgcage

gactgatcca

gggtactgac

agcetgttttg

tcgeecegetg

agegeegees

cttttggggg

gcagcgtcca

cagacaggcc

ggatgceggc

gaagggcacg

ccagectgtg

caacgccgece

cttcegggac

ggccaccaat

ctgtgtggac

ctgetttgtg

catgatgctg

cttctetgece

ccccaacctg

caggactgtg

cgccccagat

cgagcgcecatg

tgagggtgtce

cacagctcca



1620
ccagctgagg
1680
ggctgecaget
1740
ccacgaggtce
1800
tgccatgcecece
1860
caggtgaccg
1920
acctcccacg
1980
gtcagcacta
2040
agccggeacce
2079

<2107
211
212>
213>

42
2365
DNA

Homo

<400> 42
atggggccect
60
actgcagtgg
120
tcctacaagt
180
gagacgtgct
240
cgetgeatte
300

ccagcatggg

cccactggga

agcccaacca

caggtctgga

tggectgega

tcetggggge

caggcagcac

tggcgecaggce

sapiens

ggggctggaa

gcgacagatg

gggtctgega

tgtctgtcac

ctcagttctg

gacccgtgte

ggtggaggac

gtgegtgggce

atgcaaagtc

ggagggetgg

ctacgccgta

cagcgaagag

ctcccaggag

attgcgetgg

cgaaagaaac

tggcagecgcet

ctgcaaatcc

gaggtgcgat

cactgccacc

cttggcaccce

cacagggagsg

aaggagcatg

accctgactg

gacaacacgt

gccgtgacag

ctccagtga

accgtcgecet

gagttccagt

gagtgccagg

ggggacttca

ggccaagtgg

aacagggcca

acaagccgece

ccagcecatcca

gaatcccecgge

gctgcagtge

gtgtagtcag

ccgttgccat

tgctecetege

gccaagacgg

atggctctga

getgtgggyeg

actgcgacaa

cgtcctcaca

tgtgctgagg

cgetteetge

ccctcaggag

ccteeetggg

gagccgggac

ctgetgeegg

€gcggrgses

gaaatgcatc

tgagtcccag

ccgtgtcaac

cggctcagac



gagcaaggct
360
tgcatctete
420
geeteetgee
480
atcccccage
540
ccgeageget
600
gagttccact
660
gactgcaagg
720
ttccagtget
780
tgcaaggaca
840
aagttcaagt
900
gactgeeggg
960
aacaacggcg
1020
cccgacgget
1080
ccecgacaccet
1140
gaaggcttce
1200
ctcttctteca
1260
agcctcatcee

1320

gtcccececcaa

ggcagttegt

cggtgcetcac

tgtgggectg

gtaggggtct

gcctaagtgg

acaaatctga

ctgatggaaa

tgagcgatga

gtcacagcgg

actggtcaga

gctgttcccea

tccagetggt

gcagcecaget

agctggacce

ccaaccggea

ccaacctgag

gacgtgctce

ctgtgactca

ctgtggtccece

cgacaacgac

ttacgtgttc

cgagtgcatc

cgaggaaaac

ctgcatccat

agttggetge

cgaatgcatc

tgaacccatc

cgtctgcaat

ggcccagega

ctgegtgaac

ccacacgaag

cgaggtcagg

gaacgtggte

caggacgagt

gaccgggact

gccagettece

cccgactgeg

caaggggaca

cactccagcet

tgcgetgtgg

ggcageegge

gttaatgtga

accctggaca

aaagagtgcg

gaccttaaga

agatgcgaag

ctggagggtg

gcctgecaagg

aagatgacgc

gctetggaca

ttcgetgecea

gettggacgg

agtgcaacag

aagatggctce

gtagcccectg

ggegetgtga

ccacctgtceg

agtgtgaccg

cactctgcga

aagtctgcaa

ggaccaacga

tcggectacga

atatcgatga

gctacaagtg

ctgtgggcetce

tggaccggag

cggaggtggce

cgatgggaag

ctcagacgag

ctccacctge

ggatgagtgg

ctecggecette

tggtggeccece

ccctgacgaa

ggaatatgac

gggacccaac

catggctaga

atgcttggac

gtgecctgtge

gtgtcaggat

ccagtgtgag

catcgcctac

cgagtacacc

cagcaataga



atctactggt
1380
ggegtetett
1440
gtggactgga
1500
gcggatacca
1560
gecategtgg
1620
aagatcaaga
1680
cagtggccca
1740
aaacttcact
1800
gatgaaaaga
1860
acagatatca
1920
ttgttggetg
1980
ccaagaggag
2040
tgeeteectg
2100
ggcatgetge
2160
acccaggaga
2220
acaaccaccce
2280
acggtggaga
2340

ctgacctgtc

cctatgacac

tccacagcaa

agggcecgtgaa

tggatcctgt

aagggggcect

atggcatcac

ccatctcaag

ggectggecca

tcaacgaagc

aaaacctact

tgaactggtg

ccccecgeagat

tggccaggga

catccaccgt

gacctgttcce

tagtgacaat

ccagagaatg

cgtcatcage

catctactgg

gaggaaaacg

tcatggette

gaatggtgtg

cctagatctce

catcgatgtc

cceettetee

cattttcagt

gtceccagag

tgagaggacc

caacccccecac

catgaggagc

caggctaaag

cgacacctcce

gtctcaccaa

atctgcagca

agggacatcce

accgactctg

ttattcaggg

atgtactgga

gacatctact

ctcagtggcec

aacgggggca

ttggecegtet

gccaaccgece

gatatggttc

accctgagcea

tcgeccaagt

tgccetcacag

gtcagctcca

cggetgecetg

getetgggeg

cccagettga

aggeeececega

tcectgggceac

agaacggctce

ctgactgggg

cgetggtgac

gccetetactg

accggaagac

ttgaggacaa

tcacaggttc

tcttccacaa

atggcggctg

ttacctgege

aggctgagge

cagccgtaag

gggccacccece

acgttgetgg

cagagcccac

cgggetgget

tgtetetgtt

caagccaagsg

aactcctgee

tgaaaacatt

ggttgactcc

catcttggag

agtattttgg

cgatgtcaac

cctcacccag

ccagtatctg

ctgcecceggac

tgcagtggcece

gacacagcac

tgggctcacc

cagaggaaat



gagaagaagc ccagtagegt gaggg
2365

210> 43

211> 31

<212> DNA

<213> Artificial sequence

220>
<223> Primer

<400> 43
gtacgctage caccatgggg ccctgggget g
31

210> 44

211> 25

<212> DNA

<213> Artificial sequence

220>
<223> Primer

<400> 44
gatcctcgag ccctcacget actgg
25

<210> 45

211> 106

212> PRT

<213> Artificial sequence

<2207



<223> Amino acid sequence of light

<400> 45

Asp Ile Gln
1
Val

Asp Arg

Ile Trp
35
Ala

Asp
His Tyr
50
Ser Gly Ser
65
Glu

Asp lle

Phe Gly Gln

<2107
211>
212>
213>

46
318
DNA

<2207

223>

<400> 46

gacatccaga tgacccagag ccccagcage ctgagegeca gegtgggega cagagtgace

60

atcacctgcc aggccagcecca ggacatcaac aagtacatcg actggtacca gcacaagccce

120

ggcaaggcece ccaagetget gatccactac gecagecaccce tgecagecegg cgtgeccage

180

Met

Thr

20

Tyr

Ser

Gly

Ala

Gly
100

Thr

Ile

Gln

Thr

Arg

Thr

85
Thr

Gln

Thr

His

Leu

Asp

70

Tyr

Lys

Ser

Cys

Lys

Gln

95

Tyr

Tyr

Val

Artificial sequence

Pro

Gln

Pro

40

Pro

Thr

Cys

Glu

Ser

Ala

25

Gly

Gly

Phe

Leu

Ile
105

chain

Ser
10

Ser

Lys

Val

Thr

Gln

90
Lys

Leu Ser Ala

Gln Asp Ile

Ala Pro Lys
45
Pro Ser Arg
60
Ile Ser Ser
75
Tyr Asp Asp

Ser

Asn

30

Leu

Phe

Leu

Leu

Val

15

Lys

Leu

Ser

Gln

Trp
95

Gly

Tyr

Ile

Gly

Pro

80
Thr

Nucleic acid encoding amino acid sequence of light chain



agattcagcg gcagcecggcecag cggcagagac tacaccttca ccatcagcag cctgecagcecce

240

gaggacatcg ccacctacta ctgectgecag tacgacgacce tgtggacctt cggecaggge

300

accaaggtgg agatcaag

318

<2107
211>
212>
213>

<2207
223>

<400>

Gln Val
1
Thr Leu

Gly Ile

Gly Val
50

Ser Arg

65

Lys Leu

Asn His

<210>
211>

47
111
PRT

Artificial sequence

Amino acid sequence of heavy

47

Gln

Ser

His

35

Ile

Val

Ser

Arg

48
333

Leu

Leu

20

Trp

Trp

Thr

Ser

Asp
100

Gln

Thr

Ile

Arg

Ile

Val

85
Trp

Glu

Cys

Arg

Gly

Ser

70

Thr

Gly

Ser

Thr

Gln

Gly

95

Lys

Ala

Gln

Gly

Val

Ser

40

Ile

Asp

Ala

Gly

Pro

Ser

25

Pro

Thr

Asn

Asp

Thr
105

chain

Gly

10

Gly

Gly

Asp

Ser

Thr
90

Leu

Leu

Phe

Lys

Tyr

Lys

75

Ala

Val

Val

Ser

Gly

Asn

60

Asn

Val

Thr

Lys

Ile

Leu

45

Ala

Gln

Tyr

Val

Pro

Ser

30

Glu

Pro

Val

Tyr

Ser

110

Ser
15

Ser

Trp

Phe

Ser

Cys

95

Ser

Gln

Tyr

Ile

Met

Phe

80
Ala



212>
213>

DNA

<2207
223>

<400> 48
caggtgcagc
60
acctgcaccg
120
ccgggeaaag
180
gcgeegttta
240
aaactgagca
300

tggggcecagg
333

<210>
21
212>
213>

49
111
PRT

<2207

223>

<400> 49

tgcaggaaag

tgagcggett

gcctggaatg

tgagccecgegt

gcgtgaccge

gcaccetggt

Artificial sequence

cggceceggsge

tagcattagc

gattggegtg

gaccattagc

ggcggatacce

gaccgtgage

Artificial sequence

ctggtgaaac cgagccagac

agctatggca ttcattggat

atttggecgeg geggeattac

aaagataaca gcaaaaacca

gcggtgtatt attgcgegaa

age

Amino acid sequence of heavy chain

Nucleic acid encoding amino acid sequence of heavy chain

cctgagectg

tcgecagage

cgattataac

ggtgagettt

ccatcgcegat

Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Gln

1

5

10

15

Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Phe Ser Ile Ser Ser Tyr

20

25

30



Gly Val His Trp

35

Gly Val Ile Trp

50

Ser Arg Val Thr

65

Lys Leu Ser Ser

Asn His Arg Asp

<2102
211
212>
213>

50
333
DNA

<220>
223>

<400> 50
caggtgcagc
60
acctgcaccg
120
ccgggcaaag
180
gcggegttta
240
aaactgagca
300

tggggcceagg
333

Ile Ar
Arg Gl
Ile Se

70
Val Th

85

Trp GI
100

tgcaggaaag

tgagcggett

gcctggaatg

tgagccecgegt

gecgtgaccege

gcacccetggt

g Gln

40

y Gly
55

r Lys

r Ala

y Gln

Artificial sequence

cggeecggyc

tagcattagce

gattggcegtg

gaccattagc

ggcggatacce

gaccgtgagce

Ser Pro

Ser Thr

Ala Asp

Gly Thr

Gly Lys Gly Leu Glu
45
Asp Tyr Asn Ala Ala
60

Asp Asn Ser Lys Asn Gln Val

75
Thr Ala Val Tyr Tyr
90

Leu Val Thr Val Ser

105 110

ctggtgaaac cgagccagac

agctatggeg tgcattggat

atttggecgeg gecggcecageac

aaagataaca gcaaaaacca

gcggtgtatt attgcgegaa

age

Trp Ile

Phe Met
Phe
80
Ala

Ser

Cys
95

Ser

Nucleic acid encoding amino acid sequence of heavy chain

cctgagectg

tcgecagage

cgattataac

ggtgagettt

ccatcgegat



